Name 


OJ990416 04.9819.C12. 


ol 


.gs 


Method 


GENSCAN 






Start 


414 






End 


926 






GI 


none 






Score 


.41 






Exons 


414 . .611, 699. .926 














Seq. No. 


18448 






Seq. ID 


OJ990416J34 


. 9819 


.C12 


Gene No. 


38774 






Strand 








Of 2r f 

o tar l 


414 






tna 


966 






Name 


OJ990416 04.9819.C12. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


519 






End 


966 






GI 


none 






Score 


121 






Exons 


519. .674, 535. .669, 602 


. . 673, 


684 . .824 


, 685. .762, 


702. . 


830, 




816. .965, 817. .966 














Seq. No. 


18449 






Seq. ID 


HTQQO/1 1 C C\ A 


. y o ± y 


.C19 


Gene No. 


38775 






O 4~ V ^ 

btrana 


+ ~~ 






Start 


532 






End 


686 






Name 


OJ990416 04.9819.C19. 


ol 


.gs 


Method 


GENSCAN 






Start 


532 






End 


686 






GI 


none 






Score 


.65 






Exons 


532. .686 














Seq. No. 


18450 






Seq. ID 


n tqqh / i c c\ a 

uj y yu4 ib u 4 


Q Q 1 Q 

. y o i y 


.C21 


Gene No . 


38776 






btrana 


+ — 






Start 


159 






End 


375 






Name 


OJ990416 04.9819.C21. 


ol 


gs 


Method 


GENSCAN 






Start 


159 






End 


375 






GI 


none 






Score 


.66 






Exons 


159. .250, 255. .375 














Seq. No. 


18451 






Seq. ID 


OJ990416JD4 


. 9819 


.C22 


Gene No . 


38777 






Strand 








Start 


194 






End 


328 






Name 


OJ990416 04.9819.C22. 


ol 


gs 


Method 


GENSCAN 






Start 


194 






End 


328 






GI 


none 






Score 


.5 






Exons 


194. .328 














Seq. No. 


18452 






Seq. ID 


OJ990416_04 


. 9819 


.C23 


Gene No. 


38778 






Strand 








Start 


281 






End 


2389 






Name 


OJ990416 04.9819.C23. 


ol 


gp 


Method 


AAT/GAP 






Start 


281 






End 


856 






GI 


32010 1.R1084 






Score 


1101 






Exons 


281. .856 














GI Descrip. 


'4406761/gb|AAD20072| 


2 


Oe-42 


(AC006836) putative 


ubiquinone 




biosynthesis protein 


[Arabidopsis thaliana] ' 






Seq. No. 


1845,2 






Seq. ID 


OJ990416_04 


.9819 


.C23 


Gene No . 


38778 






Strand 








Start 


281 






End 


2389 






Name 


OJ990416 04.9819.C23. 


ol 


gs 


Method 


GENSCAN 






Start 


437 






End 


2389 






GI 


none 






Score 


.42 






Exons 


437. .940, 1495. .1678, 


2143. .2182, 2287 


. .2389 






Seq. No. 


18452 






Seq. ID 


OJ990416_04 


.9819 


.C23 



19001 



Gene No. 38778 Strand 

Start 281 End 

Name OJ990416_04 . 9819 . C23 . ol . tm Method 

Start 438 End 

GI none Score 

Exons 438. .743, 440. .778, 441. .773 



2389 

TBLASTX: Maize 

778 

331 



Seq.* No. 18452 

Gene No. 38778 

Start 281 

Name OJ990416_04 . 98 19 . C23 . ol . np 

Start 449 

GI 4406761 

Exons 449. .940, 1495. .1680 

GI Descrip. (AC006836) putative ubiquinone biosynthesis protein [Arabidopsis 
thaliana] 



Seq. ID OJ990416_04 . 9819.C23 
Strand 

End 2389 

Method AAT/NAP 

End 1680 

Score 924 



Seq. No. 18452 

Gene No. 38778 

Start 281 

Name OJ990416_04 . 98 1 9 . C23 . ol . tc 

Start 458 

GI none 

Exons 458. .739, 461. .823, 462. .728 



Seq. ID OJ990416_04 . 9819.C23 
Strand 

End 2389 

Method TBLASTX : Cress 

End 823 

Score 175 



Seq. No. 18452 

Gene No. 38778 

Start 281 

Name OJ9904 1 6_04 . 98 1 9 . C23 . ol . ts 

Start 461 

GI none 

Exons 461.. 694, 462.. 695 



Seq. ID OJ990416_04 . 9819.C23 
Strand 

End 2389 

Method TBLASTX : Soybean 

End 695 

Score 190 



Seq. No. 18452 

Gene No. 38778 

Start 281 

Name OJ9904 1 6_04 .9819. C23 . o2 . ts 

Start 851 

GI none 
Exons 



Seq. ID OJ990416_04 . 9819.C23 
Strand 

End 2389 

Method TBLASTX : Soybean 

End 1677 

Score 164 



851. .904, 1493. .1654, 1495. .1677, 1496. .1651 



Seq. No. 18452 

Gene No. 38778 

Start 281 

Name OJ9904 1 6_04 . 98 19 . C23 . o2 . tm 

Start 859 

GI none 
Exons 



Seq. ID OJ990416_04 .9819.C23 
Strand 

End 2389 

Method TBLASTX': Maize 

End 1683 

Score 103 



859. .936, 860. .943, 861. .941, 865. .942, 1493. .1681, 1495. .1683 



Seq. No. 18452 

Gene No. 38778 

Start 281 

Name OJ990416_04 . 98 1 9 . C23 . o2 . tc 

Start 1492 

GI none 

Exons 1492. .1755, 1493. .1666 



Seq. ID OJ990416_04 . 9819.C23 
Strand 

End 2389 

Method TBLASTX : Cress 

End 1755 

Score 177 



19002 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18452 Seq. ID OJ9904 1 6_04 . 98 1 9 . C23 

38778 Strand 

281 End 2389 

OJ990416_04 .9819.C23.o2.gp Method AAT/GAP 

1494 End 2315 

3548954 Score 654 

1494. .1678, 2143;. 2315 

4 4 067 61 /gb | AAD2007 2 | 7.0e-17 (AC006836) putative ubiquinone 
biosynthesis protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18453 
38779 
87 

OJ990416JD4 . 98 19 . C24 . ol . gs 
87 

none 



Seq. ID OJ990416_04 . 9819.C24 

Strand + 

End 2231 

Method GENSCAN 

End 2231 

Score . 68 



87. .150, 388. .437, 608. .700, 1966. .2082, 2172. .2231 



Seq. No. 18453 Seq. ID OJ9904 1 6_04 . 98 1 9 . C24 

Gene No. 38779 Strand + 

Start 87 End 2231 

Name OJ9904 16_04 . 9819 . C24 . ol . np Method AAT/NAP 

Start 1094 End 1552 

GI 6069646 Score 243 

Exons 1094.. 1552 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 1 12 | db j | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


18453 


Gene No. 


38780 


Start 


5230 


Name 


OJ990416 04. 


Start 


5230 


GI 


none 


Exons 


5230. .5612, 


Seq. No. 


18453 


Gene No. 


38781 


Start 


4525 


Name 


OJ990416 04. 


Start 


4525 


GI 


6547 4.R1084 


Exons 


4525. .4961 


GI Descrip. 


, 3402817/emb 




pGreen] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_04 . 9819. C24 
+ 

6550 
GENSCAN 
6550 
.7 



OJ990416 04 . 9819. C24 



4961 
AAT/GAP 
4961 
800 



[Cloning vector 



Seq. No. 18453 Seq. ID OJ9904 1 6_04 . 98 1 9 . C24 

Gene No. 38782 Strand 

Start 4865 End 6035 

Name OJ990416_04 . 9819 .C24 . o2 . np Method AAT/NAP 

Start 4865 End 6035 

GI 6907106 ' Score 444 

Exons 4865.. 5489, 5791.. 6035 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 



19003 



predicted gene.; hypothetical protein [Oryza sativa) 



Seq. No. 18453 

Gene No. 38782 

Start 4865 

Name OJ9904 16_04 . 9819 . 

Start 5555 

GI 2428128 

Exons 5555.-5992 



C24 .o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_04 . 9819. C24 

6035 
AAT/GAP 
5992 
778 



Seq. No. 18453 

Gene No. 38783 

Start 9477 

Name OJ990416JD4 . 9819, 

Start 1096 

GI none 

Exons 1096.. 1311, 1097, 



Seq. ID OJ990416_04 . 9819.C24 
Strand 

End 10639 

Method TBLASTX: Maize 

End 1450 

Score 242 
.1312, 1100. .1318, 1334. .1450, 1337. .1450 



C24 .ol. tm 



Seq. No. 18453 

Gene No. 38783 

Start 9477 

Name OJ990416_04 . 9819. 

Start 1142 

GI none 

Exons 1142.. 1270, 1283. 



Seq. ID OJ990416_04 . 9819.C24 
Strand 

End 10639 

C24.ol.tw Method TBLASTX : Wheat 

End 1450 

Score 127 
.1342, 1316. .1450, 1325. .1450 



Seq. No. 18453 

Gene No. 38783 

Start 9477 

Name OJ990416_04 . 9819. 

Start 9477 

GI none 

Exons 9477.. 9603, 9666. 



Seq. ID OJ990416_04.9819.C24 
Strand 

End 10639 

C24.o3.gs Method GENSCAN 

End 10639 

Score .81 
.9698, 9857. .9927, 10529. .10639 



Seq. No. 18454 

Gene No. 38784 

Start 183 

Name OJ990416_04 . 9819. 

Start 183 

GI none 

Exons 183.. 665 



C25.ol.gp 



Seq. ID OJ990416_04 . 9819.C25 

Strand + 

End 860 

Method AAT/GAP 

End 665 

Score 930 



Seq. No. 18454 

Gene No. 38784 

Start 183 

Name OJ990416JD4 . 98 1 9 . C25 . ol . gs 

Start 205 

GI none 

Exons 205.. 471, 723.. 860 



Seq. ID OJ990416JD4 . 9819. C25 

Strand + 

End 8 60 

Method GENSCAN 

End 860 

Score .44 



Seq. No. 18454 Seq. ID 

Gene No. 38785 Strand 

Start 1493 End 

Name OJ990416_04 . 98 1 9 . C25 . o2 . gs Method 

Start 1493 End 

GI none Score 

Exons 1493.. 1708 



OJ990416_04 . 9819. C25 
+ 

1708 
GENSCAN 
1708 
.55 



19004 



Seq. No. 


18455 








Seq. ID 


OJ990416 


_04.9819.C26 


Gene No. 


38786 








Strand 


+ 




Start 


1067 








End 


2667 




Name 


OJ990416 04 


.9819. 


C26.ol. 


np 


Method 


AAT/NAP 




Start 


1067 








End 


2667 




GI 


4514716 








Score 


348 




Exons 


1067. .1250, 


1510. 


.1721, 


2566. 


.2667 






GI Descrip. 


(AB017533) 


EPc [Nicotiana tabacum] 






Seq. No. 


18455 








Seq. ID 


OJ990416 


_04 . 9819. C26 


Gene No. 


38786 








Strand 


+ 




Start 


1067 








End 


2667 




Name 


OJ990416 04 


. 9819. 


C26.ol. 


gp 


Method 


AAT/GAP 




Start 


1100 








End 


1823 




GI 


95234 1.R1084 






Score 


736 




Exons 


1100. .1250, 


1510. 


. 1823 










GI Descrip. 


1 4 514 716/dbj IBAA7 54 95.1 | 


1 . Oe 


-16 (AB017533) EPc 


[Nicotiana 




tabacum] 1 














Seq. No. 


18455 








Seq. ID 


OJ990416 


04 . 9819 . C26 


Gene No. 


38787 








Strand 


+ 




Start 


5285 








End 


6061 




Name 


OJ990416 04 


. 9819. 


C26.o2. 


gs 


Method 


GENSCAN 




Start 


5285 








End 


6061 




GI 


none vf 








Score 


. 97 




Exons 


5285. . 6061 














Seq. No. 


18455 








Seq. ID 


OJ990416 


04 . 98 19 . C26 


Gene No. 


38788 








Strand 






Start 


752 








End 


4366 




Name 


OJ990416 04 


. 9819. 


C26.ol. 


gs 


Method 


GENSCAN 




Start 


752 








End 


4366 




GI 


none 








Score 


.61 




Exons 


752. .1362, 


1484 . . 


1716, 1773.. 


1942, 3282.. 3353, 


4319. .4366 


Seq. No. 


18455 








Seq. ID 


OJ990416 


_04 . 9819 . C26 


Gene No. 


38789 








Strand 






Start 


7500 








End 


8617 




Name 


OJ990416 04 


. 9819. 


C26.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1058 








End 


1708 




GI 


none 








Score 


74 




Exons 


1058. .1249, 


1131. 


.1199, 


1139. 


.1249, 1478. .1708, 


1512. . 1706 


Seq. No. 


18455 








Seq. ID 


OJ990416 


04 . 9819 . C26 


Gene No. 


38789 








Strand 






Start 


7500 








End 


8617 




Name 


OJ990416 04 


. 9819. 


C26.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1091 








End 


1702 




GI 


none 








Score 


62 




Exons 


1091. .1249, 


1134 . 


.1196, 


1139. 


.1249, 1511. .1702, 


1512. .1700 


Seq. No. 


18455 








Seq. ID 


OJ990416 


_04 . 9819. C26 


Gene No. 


38789 








Strand 






Start 


7500 








End 


8617 




Name 


OJ990416 04 


. 9819. 


C26.o3. 


gs 


Method 


GENSCAN 




Start 


7500 








End 


8617 





19005 



GI 

Exons 



none Score 
7500. .7599, 7985. .8101, 8442. .8617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18456 Seq. ID 

38790 Strand 
140 End 
OJ990416_04 . 9819.C27.ol.gs Method 
140 End 
none Score 
140. .354, 1025. . 1106 

18457 Seq. ID 

38791 Strand 
342 End 
OJ990416_04 .9819.C28.ol.np Method 
342 End 
3334401 Score 
342. .540, 669. .719 

URACIL-DNA GLYCOSYLASE (UDG) gi 12687922 {AE001118) uracil DNA 
glycosylase (ung) [Borrelia burgdorferi] 



OJ990416_04 . 9819. C27 

1106 
GENSCAN 
1106 
.41 



OJ990416_04 . 9819. C28 
+ 

719 

AAT/NAP 

719 

86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18458 Seq. ID 

38792 Strand 

112 End 
OJ990406_06.9819.Cl.ol.gs ' Method 

112 End 

none Score 
112. .287 



OJ990406_06. 9819. CI 
+ 

287 

GENSCAN 

287 

.65 



Seq. No. 18459 Seq. ID 

Gene No. 38793 Strand 

Start 110 End 

Name OJ9904 06_06 . 98 19 . C2 . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110 . .18 9 



OJ990406_06. 9819.C2 
+ 

189 

GENSCAN 
189 
. 97 



Seq. No. 18460 

Gene No. 38794 

Start 1749 

Name OJ9904 06_06 . 9819 . C6 . ol , 

Start 1749 

GI none 

Exons 1749.. 2154 



gp 



Seq. ID OJ990406_06. 9819.C6 

Strand + 

End 2154 

Method AAT/GAP 

End 2154 

Score 615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18460 Seq. ID 

38795 Strand 

4675 End 

OJ9904 06_06. 9819 . C6 . o3 . gp Method 

4 67 5 End 

LIB34 31-055-P1-N1-G3 Score 
4675. .5178 

, 5670155/gb|AF161269.1|AF161269 1.0e-76 Oryza sativa subsp 

japonica BAC clone 34K24, complete sequence 1 



OJ990406_06. 9819.C6 
+ 

5178 
AAT/GAP 
5178 
890 



Seq. No. 
Gene No. 



18460 
38796 



Seq. ID 
Strand 



OJ990406 06. 9819. C6 



19006 




Start 


568 








End 


1116 






Name 


OJ990406 06 


.9819 


.C6.ol. 


gs 


Method 


GENSCAN 






Start 


568 








End 


1116 






GI 


none 








Score 


1 






Exons 


568. .1116 
















Seq. No. 


18460 








Seq. ID 


OJ990406 


_06. 9819 


.C6 


Gene No. 


38797 








Strand 








Start 


2154 








End 


6290 






Name 


OJ990406 06 


9819 


.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2133 








End 


2834 






GI 


none 








Score 


70 






Exons 


2133. .2234, 


2143 


. .2253, 


2640. 


.2834; 2641. .2811 






Seq. No. 


18460 








Seq. ID 


OJ990406 


_06.9819 


.C6 


Gene No. 


38797 








Strand 








Start 


2154 








End 


6290 






Name 


OJ990406 06 


9819 


.C6.o2. 


gs 


Method 


GENSCAN 






Start 


2154 








End 


6156 






GI 


none 








Score 


.47 






Exons 


2154 . .2233, 


2642 


. .2943, 


4697. 


.4877, 6049. . 6156 






Seq. No. 


18.4 60 








Seq. ID 


OJ990406 


_06. 9819 


C6 


Gene No. 


38797 








Strand 








Start 


2154 








End 


6290 






Name 


OJ990406 06 


9819 


C6.ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


2625 








End 


2936 






GI 


none 








Score 


186 






Exons 


2625. .2936, 


2635 


.2838, 


2637. 


.2861, 2850. .2888, 


2882. .2935 


Seq. No. 


18460 








Seq. ID 


OJ990406 


_06. 9819 


C6 


Gene No. 


38797 








Strand 








Start 


2154 








End 


6290 






Name 


OJ990406 06 


9819 


C6.o2. 


gp 


Method 


AAT/GAP 






Start 


2660 








End 


2924 






GI 


none 








Score 


452 






Exons 


2660. .2924 
















Seq. No. 


18460 








Seq. ID 


OJ990406 


_06.9819 


C6 


Gene No. 


38797 








Strand 








Start 


2154 








End 


6290 






Name 


OJ990406 06. 


9819 


C6.o4 . 


gp 


Method 


AAT/GAP 






Start 


4449 








End 


6290 






GI 


5003203 








Score 


686 






Exons 


4449. .4470, 


4913 


.5061, 


6049. 


. 6290 








Seq. No. 


18461 








Seq. ID 


OJ990406 


_06. 9819 


C7 


Gene No. 


38798 








Strand 


+ 






Start 


5434 








End 


13553 






Name 


OJ990406 06. 


9819. 


C7.o2. 


gs 


Method 


GENSCAN 






Start 


5434 








End 


13361 






GI 


none 








Score 


.7 






Exons 


5434. .5570, 


5761. 


.5907, 


6591. 


.6705, 7181. .7235, 


7886. .8082, 



9222. .92 91, 102 63 .. 10315, 10471 .. 10615, 11091 .. 1120 9, 
11325. . 11396, 11826. . 11932, 12245 .. 12 301, 124 47 .. 12585, 
12741. .12917, 13185. .13361 



19007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



18461 
38798 
5434 

OJ9904 06_0 6. 98 19 . C7 . o3 . np 

5504 

6630556 



Seq. ID OJ990406_06. 9819.C7 

Strand + 

End 13553 

Method AAT/NAP 

End 13394 

Score 1630 



5504. .5597, 6605. .6705, 7181. .7235, 7886. .8082, 8438. .8559, 
8638.. 8791, 9222.. 92-91, 9875.. 10020, 10117 .. 10162, 10263 . .40315, 
10471. .10615, 11091. .11209, 11325 .. 1 1396, 1 1826 . . 11 932 , 
12245. . 12301, 12393. . 12585, 12774 12917 , 13236. .13394 
(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 18461 Seq. ID 

Gene No. 38798 Strand 

Start 5434 End 

Name OJ9904 06_06 . 98 1 9 . C7 . ol . gp Method 

Start 5915 End 

GI none Score 
Exons 



OJ990406_06. 9819.C7 
+ 

13553 
AAT/GAP 
7925 
813 



5915. .6097, 6517. .6705, 7181. .7235, 7886. .7925 



Seq. No. 18461 Seq. ID 

Gene No. 38798 Strand 

Start 5434 End 

Name OJ9904 06_06 . 98 1 9 . C7 . o2 . gp Method 

Start 12387 End 

GI none Score 

Exons 12387. .12585, 12774.. 12824 



OJ990406_06.9819.C7 
+ 

13553 
AAT/GAP 
12824 
413 



Seq. No. 18461 

Gene No. 38798 

Start 5434 

Name OJ9904 06JD6 . 98 1 9 . C7 . o3 . gp 

Start 13236 

GI none 

Exons 13236. . 13553 



Seq. ID OJ990406_06. 9819.C7 

Strand + 

End 13553 

Method AAT/GAP 

End 13553 

Score 595 



Seq. No. 


18461 






Seq. ID 


OJ990406_ 


06. 9819. C7 


Gene No. 


38799 






Strand 






Start 


2174 






End 


4382 




Name 


OJ990406 06 


.9819.C7.ol. 


np 


Method 


AAT/NAP 




Start 


2133 






End 


3241 




GI 


6815053 






Score 


779 




Exons 


2133. .2369, 


2419. .2594, 


3095. 


.3241 






GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


18461 






Seq. ID 


OJ990406_ 


06. 9819. C7 


Gene No. 


38799 






Strand 






Start 


2174 






End 


4382 




Name 


OJ990406 06 


.9819.C7.ol. 


gs 


Method 


GEN SCAN 




Start 


2174 






End 


4382 




GI 


none 






Score 


.77 




Exons 


2174. .2369, 


2410. .2594, 


3104 . 


.3235, 3473. .3878, 


4264 . .4382 


Seq. No. 


18461 






Seq. ID 


OJ990406_ 


06. 9819. C7 


Gene No. 


38800 






Strand 






Start 


4559 






End 


5864 





19008 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990406_06. 9819.C7 .o2.np Method AAT/NAP 

4559 End 5864 

6815099 - Score 96 

4559. .4676, 5826. .5864 

(AP001081) hypothetical protein [Oryza sativa] 



18461 
38801 
6561 

OJ990406_06. 

6561 

none 

6561. . 6710, 
7884 . .8081, 
8643. .8792, 
9221. .9292, 



9819.C7.ol.tm 



6562. 
7885. 
8643. 
9820. 



10114 . . 10158, 10116 

10461. . 10619, 10469 

11089. .11211, 11303 

11858. .11932, 11870 

12243. .12326, 12390 

12768. . 12920, 12776 



Seq. ID OJ990406_06. 9819.C7 
Strand 

End 13328 
Method TBLASTX : Mai ze 
End 13328 
Score 154 
7235, 7178. .7237, 7178. 
8082, 8425. .8556, 8438. 
8826, 8657. .8797, 9219. .9293, 
10023, 9873. .10016, 9931. .10020, 101 14 .. 101 64 , 
10169, 10256. . 10315, 10261 .. 10317 , 
10618, 10489. . 10626, 1 1060 . . 1 124 2 , 
11407, 11319. . 11414, 11823. . 11849, 
11929, 12241. . 12303, 1224 2 .. 1231 6, 
12590, 12391. . 12594, 12394 12594 , 
12919, 13233. . 13328 



,6705, 7158. 
,8082, 7888. 
,8792, 8656. 



7237, 
8557, 



Seq. No. 18461 

Gene No. 38801 

Start 6561 

Name ' OJ9904 0 6_06 . 98 1 9 . C7 . o2 . tc 

Start 6607 

GI none 

Exons 6607. .6705, 7178.. 7237, 7180. 
7885. .8031 



OJ990406_06. 9819.C7 
13328 

TBLASTX : Cress 

8031 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7215, 7884. .8030, 7885. .8031, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18461 
38801 
6561 

OJ990406_06. 
7885 
none 
7885. . 
8438. . 
9874 . . 
10455. 
11090. 
12243. 
12768. 



9819.C7.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406_06. 9819.C7 
13328 

TBLASTX: Soybean 

13322 

198 



8034, 
8548, 
10023, 
. 10616 
.11239 
.12326 
.12830 



7887. .8033, 8031. .8081, 8035. .8082, 8425. .8556, 
8648. .8797, 8650. .8826, 9219. .9293, 9873. .10022, 
10113. . 10 163, 10114. . 10 164, 10256. .10315, 
10489.. 1062 6, 11083.. 11211, 1108 9.. 11202, 
11319.. 11414, 118 61.. 11 932, 12242.. 12316, 
12387. .124 82, 12390. .12557, 12394. .12567, 
128 52. . 12920, 13233. .13322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



18461 
38801 
6561 

OJ9904 06JD6. 9819.C7 . o2 . tw 
10256 
none 

10256. .10315, 10461 
11060. .11212, 11089 

18461 
38801 



Seq. ID OJ9 904 06_06. 9819. C7 
Strand 

End 13328 
Method TBLASTX: Wheat 
End 11228 
Score 53 
10 619, 104 69. . 10618, 104 8 9 . . 10 62 6, 
11211, 11094. .11228 



Seq. ID 
Strand 



OJ990406 06. 9819. C7 



19009 



Start 
Name 
Start 
GI 

Exons 



6561 End 

OJ9904 06_06. 9819.C7 .ol. tc Method 

10461 End 

none Score 



13328 

TBLASTX: Cress 

11414 

174 



10461. . 10595, 10468. .10617, 10489 .. 10629, 11060 .. 11245, 
11086. . 11193, 11319. .11414 



Seq. No. 18461 

Gene No. 38801 

Start 6561 

Name OJ9904 0 6_06 . 9819 . C7 . ol . tw 

Start 12239 

GI none 

Exons 12239. . 12316, 1224 1 .. 12303, 
12391. .12594, 12394. .12594 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406_06. 9819.C7 
13328 

TBLASTX: Wheat 

12594 

57 



1224 3. . 1232 6, 12390. .12590, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



18462 
38802 
1412 

OJ9904 0 6_06. 9819.C8 .ol ..np 
322 

6630556 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990406 06. 9819. C8 



6646 
AAT/NAP 
6126 
1234 

322. .385, 1503. .1594, 1978. .2121, 2327. .2519, 2609. .2665, 
3200. .3330, 3373. .3547, 3914. .4064, 4230. .4282, 4382. .4426, 
4517. .4662, 4738. .4807, 5183. .5336, 5460. .5581, 5934. .6126 
(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 18462 Seq. ID 

Gene No. 38802 Strand 

Start 1412 End 

Name OJ990406_06. 9819 . C8 . ol . gp Method 

Start 1320 End 

GI 2797626 Score 

Exons 1320.. 1465 



OJ990406JD6. 9819.C8 

6646 
AAT/GAP 
1465 
275 



Seq. No. 18462 
Gene No. 38802 
Start 1412 

Name OJ9904 06_06 . 9819 . C8 . ol . gs 

Start 1412 
GI none 

Exons 1412. .1414, 1978. .2121, 2327, 

3429. .3547, 3914. .4064, 4517, 
5934. .6124, 6337. .6646 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990406 06. 9819. C8 



6646 
GENSCAN 
6646 
.73 

.2519, 2609. .2665, 3200. 
.4662, 4738. .4807, 5814. 



,3312, 
,5915, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18462 
38802 
1412 

OJ9904 06_06. 9819.C8 .ol. ts 

1508 

none 

1508. .1597, 1975. .2043, 2065. 
2430. .2525, 2611. .2667, 2615. 
3290. .3322, 3426. .3545, 3427. 
3935. .4048, 3939. .4073, 3940. 
4514. .4675, 4515. .4664, 4736. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2127, 2345 
.2668, 3200 
.3555, 3436 
.4074, 4394 
.4822, 4737 



OJ990406 06. 9819. C8 



6646 

TBLASTX: Soybean 
6101 
94 

2518, 2358.. 2522, 

3268, 3289.. 3315, 

3546, 3933. .4055, 

4429, 4397. .4435, 

4808, 5169. .5234, 



19010 



5171. .5323, 5177. .5323, 5462. .5581, 5472... 5582, 5934. .5981, 
5935. .5982, 5985. .6101, 5985. .6101 



Seq. No. 18462 Seq. ID OJ9904 06_06 . 98 19 . C8 

Gene No. 38802 Strand 



Start 


1412 










End 


6646 






Name 


OJ990406 06 


. 9819, 


C8.ol. 


tm 


Method . TBLASTX : 


Maize 




Start 


1975 










End 


6103 






GI 


none 










Score 


126 






Exons 


1975. 


.2127, 


1976. 


.2119, 


2322. 


.2519, 


2324 . . 


2521, 


2325. 


.2522, 




2326. 


.2523, 


2606. 


.2668, 


2606. 


.2656, 


2608. . 


2694, 


2608. 


.2667, 




3200. 


.3247, 


3289. 


.3315, 


3426. 


. 3545, 


3427. . 


3537, 


3428. 


.3547, 




3926. 


.4066, 


3939. 


.4070, 


3940. 


. 4074, 


3942. . 


4091, 


4230. 


.4280, 




4230. 


.4283, 


4394 . 


.4435, 


4397. 


.4435, 


4514 . . 


4675, 


4517. 


.4660, 




4521. 


.4664, 


4725. 


.4808, 


4736. 


. 4810, 


4737. . 


4808, 


5169. 


.5234, 




5171. 


.5317, 


5177. 


.5314, 


5181. 


. 5318, 


5471. . 


5581, 


5472. 


.5582, 




5934 . 


. 6101, 


5934. 


.6101, 


5935. 


.6102, 


5936. . 


6103 







Seq. No. 18462 

Gene No. 38802 

Start 1412 

Name OJ99040 6_06 . 9819 . C8 . ol . 

Start 1978 

GI none 

Exons 1978.. 2043, 2321.. 2518, 
2611. .2667, 2615 v 2668, 

Seq. No. 18462 

Gene No. 38802 

Start 1412 

Name OJ9904 06_06 . 98 1 9 . C8 . ol . 

Start 2324 

GI none 

Exons 2324.. 2521, 2328.. 2522, 
2608. .2667 



Seq. ID OJ990406JD6. 9819. C8 
Strand 

End 6646 

tc Method TBLASTX : Cress 

End 3268 

Score 87 
2430. .2516, 2453. .2518, 2611. .2664, 
3215. . 3268 

Seq. ID OJ990406_06. 9819.C8 
Strand 

End 6646 

tw Method TBLASTX : Wheat 

End 2670 

Score 233 
2328..2534, 2356. .2523, 2608. .2670, 



Seq. No. 


18462 


Seq. ID 


OJ990406_06. 9819 


C8 


Gene No. 


38802 


Strand 






Start 


1412 


End 


6646 




Name 


OJ990406 06.9819.C8.o2. 


tw Method 


TBLASTX: Wheat 




Start 


3426 


End 


4074 




GI 


none 


Score 


145 




Exons 


3426. .3545, 3427. .3537, 


3939. .4070, 3940. .4074 




Seq. No. 


18462 


Seq. ID 


OJ990406_06. 9819 


C8 


Gene No. 


38802 


Strand 






Start 


1412 


End 


6646 




Name 


OJ990406 06.9819.C8.o2. 


gp Method 


AAT/GAP 




Start 


5007 


End 


5529 




GI 


uC-osflcypl41d01bl 


Score 


704 




Exons 


5007. .5330, 5460. .5529 








GI Descrip. 


'5107819/gb|AAD40132.1| 


AF149413_13 9. 


0e-14 (AF149413) contains 




similarity to arabinosidase [Arabidop 


sis thaliana] 1 




Seq. No. 


18463 


Seq. ID 


OJ990406_06. 9819 


C9 


Gene No. 


38803 


Strand 






Start 


1 


End 


11552 





19011 



Name OJ990406_06 . 98 1 9 . C9 . ol . np Method AAT/NAP 

Start 1 End 1920 

GI 6630556 Score 90 

Exons 1..33, 702.. 785, 906.. 1002, 1823.. 1920 

GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18463 
38803 
1 

OJ99040 6_06. 98 1 9 . C9 . ol . gs 

263 

none 



Seq. ID OJ990406_06. 9819.C9 
Strand 

End 11552 

Method GENSCAN 

End 11552 

Score . 63 



263. .376, 906. .1108, 1671. .1782, 1867. .2015, 2532. .2553, 
2781. .2924, 3007. .3199, 3286. .3342, 3484. .3587, 3894. .3965, 
4073. .4191, 4808. .4952, 5787. .5932, 6035. .6104, 6253. .6400, 
6574. .6608, 6847. .7043, 7407. .7461, 7641. .7754, 8439. .8623, 
11477. .11552 



Seq. No. 18463 
Gene No. 38803 
Start 1 

Name OJ990406_06 . 98 1 9 . C9 . ol 

Start 702 
GI none 

Exons 702.. 788, 730.. 807, 906 

2775. .2930, 2779. .2931, 

3029. .3202, 3285. .3344, 

3488. .3589, 3488. .3607, 

4070. .4198, 4071. .4193, 

4796. .4972, 4916. .4969, 

5625.. 5675, 5626.. 5676, 

5791. .5934, 5798. .5941, 

6242.. 6397, 6243.-6398, 

6490. .6531, 6491. .6538, 

6847. .7044, 6848. .7048, 

' 7406. .7462, 7626. .7724, 

7641. .7754, 7741. .7824 



tm 



. .1004 
2780. 
3285. 
3883. 
4073. 
5486. 
5626. 
6021. 
6246. 
6502. 
6849. 
7636. 



Seq. ID OJ990406 
Strand 

End 11552 
Method TBLASTX 
End 7824 
Score 88 
, 2546. .2677, 2547 
.2953, 2995. .3198, 
.3344, 3484. .3588, 
.3972, 3892. .3963, 
.4198, 4788. .4934, 
.5551, 5497. .5553, 
.5676, 5784. .5933, 
.6107, 6033. .6107, 
.6398, 6247. .6399, 
.6609, 6531. . 6608, 
.7049, 6849. .7046, 
.7785, 7639. .7722, 



06. 9819. C9 



Maize 



.2726, 
3007. . 
3487. . 
3894 . . 
4795. . 
5621. . 
5787 . . 
6034 . . 
6248 . . 
6535. . 
7405. . 
7640. . 



3198, 
3588, 
3971, 
4953, 
5674, 
5876, 
6144, 
6403, 
6609, 
7461, 
7786, 



Seq. No. 18463 Seq. ID 

Gene No. 38803 Strand 

Start 1 End 

Name OJ9904 06_06 . 9819 . C9 . o3 . tc Method 

Start 702 End 

GI none Score 
Exons 



OJ990406_06. 9819.C9 
11552 

TBLASTX: Cress 

7710 

83 



702. .788, 730. .786, 906. .944, 6898. .7044, 6899. .7048, 
6899. .7045, 7405. .7461, 7406. .7462, 7636. .7710, 7641. .7709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18463 
38803 
1 

OJ9904 06_06.9819.C9.ol . gp 
2128 

14187 1.R1084 



Seq. ID OJ990406_06. 9819.C9 
Strand 

End 11552 

Method AAT/GAP 

End 5856 

Score 2812 



2128. .2668, 2781. .2924, 3007. .3199, 3286. .3342, 3484. .3587, 
3894. .3965, 4073. .4191, 4808. .4952, 5497. .5549, 5628. .5673, 
5787. .5856 



19012 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



'5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] ' 



18463 
38803 
1 

OJ9904 06_06. 98 19 . C9 . o2 . np 

2513 

6630556 

2513. .2668, 2781 
3894. .3965, 4073 
5787.. 5932, 6035 
7407. .7461, 7641 



Seq. ID OJ990406_06. 9819.C9 
Strand 

End 11552 
Method AAT/NAP 
End 7820 
Score 1728 
2924, 3007. .3199, 3286. .3342, 3484. .3587, 
4191, 4808. .4952, 5497. .5549, 5628. .5673, 
6104, 6253.. 6406, 6488.. 6608, 6847.. 7043, 
7820 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18463 
38803 
1 

OJ990406_06. 
2531 
none 
2531. 
3004 . 
3310. 
3894 . 
5487. 



,2680, 
,3057, 
, 3354, 
,3965, 
, 5540, 
5784 . .5933, 
6516. . 6608, 



9819.C9.ol. ts 



2583.. 2690, 2730. 

3101. .3205, 3125. 

3472. .3507, 3484. 

4070. .4201, 4080. 

5497. .5553, 5621. 

6021.. 6107, 6034. 

6847. .6894, 6848. 



Seq. ID OJ990406 
Strand 

End 11552 
Method TBLASTX: 
End 7044 
Score 54 
.2849, 2779. .2850, 
.3202, 3288. .3344, 
.3588, 3486. .3590, 
.4193, 4788. .4934, 
.5677, 5626.. 5676, 
.6135, 6247. .6387, 
. 6898, 6895. .7044, 



06. 9819. C9 



Soybean 



3001. .3201, 
3292. .3345, 
3883. .3969, 
4807. .4956, 
5773. .5934, 
6248. . 6388, 
6896. . 7039 



Seq. No. 18463 
Gene No. 38803 
Start 1 

Name OJ9904 06_06 . 9819 . C9 . ol . tc 

Start 2564 
GI none 

Exons 2564.. 2695, 2583.. 2696, 2781. 

2986. .3072, 3052. .3201, 3104. 
3484. .3561 



OJ990406_06. 9819.C9 
11552 

TBLASTX: Cress 

3561 

58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2849, 2788.-2859, 2820. .2930, 
.3199, 3288.-3344, 3291. .3344, 



Seq. No. 


18463 










Seq. ID 


OJ990406_06. 9819.C9 


Gene No. 


38803 










Strand 




Start 


1 










End 


11552 


Name 


OJ990406 06 


9819 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2995 










End 


3347 


GI 


none 










Score 


237 


Exons 


2995. 


3198, 


2995 


.3198, 


3032. 


.3202, 3038. .3214, 3284. .3346, 




3285. 


3347, 


3285 


.3344 








Seq. No. 


18463 










Seq. ID 


OJ990406_06. 9819.C9 


Gene No. 


38803 










Strand 




Start 


1 










End 


11552 


Name 


OJ990406 06 


9819 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3894 










End 


5541 


GI 


none 










Score 


92 


Exons 


3894 . 


3965, 


4070 


.4201, 


4089. 


.4199, 4788. .4934, 4807. .4953, 




4807 . 


4935, 


4820 


.4960, 


5497. 


.5541 





19013 



Seq. No. 18463 
Gene No. 38803 
Start 1 

Name OJ9904 06_06 . 9819 .C9 .o2 . tw 

Start 39.4 5. 

GI none 

Exons 3945. .3971, 4066. .4191, 4070. 

4794. .4898, 4795. .4953, 4796. 
5626. .5643 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4201,-4071. .4193, 
.4954, 5486. .5551, 



OJ990406 06. 9819. C9 



11552 

TBLASTX: Wheat 
5643 
176 

4788. 
5497 . 



4934 , 
5553, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18463 Seq. ID OJ990406_06 . 9819 . C9 

38803 Strand 

1 End 11552 

OJ9904 06_06 . 9819 . C9 . o2 . gp Method AAT/GAP 

6035 End 8349 

31091_1.R1084 Score 1592 

6035. .6104, 6253. .6400, 6488. .6608, 6847. .7043, 7407. .7461, 
7641. .7858, 8278. .8349 

' 5107 819/gb|AAD4 0132. 1 |AF14 9413_13 3. Oe-50 (AF14 9413) 
similarity to arabinosidase [Arabidopsis thaliana] 1 



contains 



18464 
38804 
727 

OJ9904 06_06. 98 19 . C10 . ol . gs 

727 

none 

727. .878, 1094. .1272 

18464 
38805 
912 

OJ9904 06_06. 981 9 . C10 . ol . gp 

912 

5455584 

912. .1245, 1341. .1598, 1703. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1829 



OJ990406JD6. 9819. C10 
+ 

1272 
GENSCAN 
1272 
.56 



OJ990406_06. 9819. C10 

1829 
AAT/GAP 
1829 
1211 



5670155/gb|AF161269.1 IAF161269 1.0e-76 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406 06.9819.C11 



18465 
38806 
1 

OJ9904 0 6_06. 9819 . Cll . ol . gp 
1 

5455584 
1..284, 389. .461 

5 67 015 5 /gb | AF1 612 69 . 1 | AF161269 1.0e-76 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



2365 
AAT/GAP 
461 
535 



18465 Seq. ID 

38806 Strand 

1 End 
OJ9904 0 6_0 6. 98 1 9 . CI 1 . o2 . gp Method 

1 End 

5455584 Score 
1..284, 389. .515 



OJ990406_06. 9819.C11 

2365 
AAT/GAP 
515 
536 



19014 




GI Descrip. 567 0155/gb I AF1 61269 . 1 | AF161269 1.0e-76 Oryza sativa subsp. 
j aponica BAC clone 34K24 , complete sequence 



Seq. No. 


18465 


Seq. ID 


OJ990406 06. 


9819, 


.Cll 


Gene No. 


38806 


Strand 








Start 


1 


End 


2365 






Name 


OJ990406 06.9819.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2365 






GI 


623586 


Score 


68 






Exons 


1. . 61, 964 . . 1083, 2333. .2365 










GI Descrip. 


(L2927 3) putative [Nicotiana 


tabacum] 








Seq. No. 


18465 


Seq. ID 


OJ990406 06. 


9819, 




Gene No. 


38806 


Strand 








Start 


1 


End 


2365 






Name 


OJ990406 06. 9819.C11 .o3.gp 


Method 


AAT/GAP 






Start 


1713 


End 


2108 






GI 


4881046 


Score 


640 






Exons 


1713. .2108 










Seq. No. 


18466 


Seq. ID 


OJ990406_06. 


9819, 


,C13 


Gene No. 


38807 


Strand 








Start 


471 


End 


746 






Name 


OJ990406 06. 98 1 9 . C13 . ol . np 


Method 


AAT/NAP 






Start 


471 


End 


746 






GI - 


4680186 


Score 


176 






Exons 


471. .676, 707. .746 










GI Descrip. 


{ AF1 117 09) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


18467 


Seq. ID 


OJ990406_06. 


9819, 


. C14 


Gene No. 


38808 


Strand 


+ 






Start 


1 


End 


760 






Name 


OJ990406 06.9819.C14.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


760 






GI 


4680179 


Score 


694 






Exons 


1. .760 










GI Descrip. 


(AF11170 9) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


18467 


Seq. ID 


OJ990406_06. 


9819, 


. C14 


Gene No. 


38808 


Strand 


+ 






Start 


1 


End 


760 






Name 


OJ990406 06.9819.C14.ol.gs 


Method 


GENSCAN 






Start 


43 


End 


721 






GI 


none 


Score 


.91 






Exons 


43. .721 










Seq. No. 


18467 


Seq. ID 


OJ990406_06. 


9819. 


,C14 


Gene No . 


38808 


Strand 


+ 






Start 


1 


End 


760 






Name 


OJ990406 06.9819.C14.o2.tw 


Method 


TBLASTX: Wheat 




Start 


121 


End 


320 






GI 


none 


Score 


211 






Exons 


121. .318, 123. .320 










Seq. No. 


18467 


Seq. ID 


OJ990406_06. 


9819. 


.C14 


Gene No. 


38808 


Strand 


+ 






Start 


1 


End 


760 







19015 



Name 

Start 

GI 

Exons 



OJ9904 06_06. 9819. C14 .ol . tw Method 

347 End 

none Score 
347. .523, 354. .548, 355. .705 



TBLASTX: Wheat 

705 

61 



Seq. No. 18467 Seq. ID 

Gene No. 38808 Strand 

Start ' 1 End 

Name OJ9904 06_06 . 98 19 . CI 4 . ol . tm Method 

Start 355 End 

GI none Score 

Exons 355. .657, 369.. 485 



OJ990406_06. 9819.C14 
+ 

7 60 

TBLASTX: Maize 

657 

231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18468 
38809 
101 

OJ990406_06. 98 19. CI 5. ol . gp 
101 

9263_1.R1084 
101. . 176, 880. . 979, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1084 . .1135, 1575. . 



OJ990406_06. 9819.C15 
+ 

1907 
AAT/GAP 
1902 
767 

1712, 1814. .1902 



' 5817065/emb|CAB53665. 1 | 
[Homo sapiens] 1 

18468 
38809 
101 

OJ9904 06_0 6. 98 1 9 . C15 . ol . gs 
880 
none 

880. .979, 1102. .1135, 1575. .1712, 1772. .1907 



6.0e-ll (AL110160) hypothetical protein 



Seq. ID OJ990406_06. 9819.C15 



Strand 
End 

Method 

End 

Score 



+ 

1907 
GENSCAN 
1907 
.66 



Seq. No. 18468 Seq. ID 

Gene No. 38810 Strand 

Start 2136 End 

Name OJ9904 0 6_0 6 . 9819 . CI 5 . o2 . gp Method 

Start 2136 End 

GI none Score 

Exons 2136.. 2516 



OJ990406_06. 9819.C15 

2516 
AAT/GAP 
2516 
685 



Seq. No. 18468 

Gene No. 38811 

Start 2970 

Name OJ9904 06_06 . 98 19 . C15 . o2 . 

Start 894 

GI none 

Exons 894. .923, 895. .924, 913. 

1082. . 1132, 1083. .1133, 



tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990406 06.9819.C15 



3183 

TBLASTX: Maize 
1712 
44 

.996, 921. .986, 923. .1015, 1079. .1135, 
1572. .1712, 1573. .1686 



Seq. No. 18468 

Gene No. 38811 

Start 2970 

Name OJ9904 06_0 6 . 98 19 . C15 . ol 

Start 1811 

GI none 

Exons 1811.. 1903, 1812.. 1904, 



. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406_06. 9819.C15 
3183 

TBLASTX: Cress 

2046 

132 



1815. .1904, 1981. .2046, 1983. .2045 



Seq. No. 



18468 



Seq. ID OJ990406_06. 9819.C15 



19016 



Gene No. 38811 

Start 2970 

Name OJ990406_06 . 9819 . CIS . ol . tm 

Start 1824 

GI none 

Exons 1824.. 1901, 1826.. 1900, 1827. 
1986. .2039 



Strand 
End 

Method 

End 

Score 



3183 

TBLASTX: Maize 

2045 

137 



1901, 1975.. 2043, 1986.. 2045, 



Seq. No. 18468 Seq. ID 

Gene No. 38811 Strand 

Start 2970 End 

Name OJ9904 06_06 . 9819 . CI 5 . o3 . gp Method 

Start 2612 End 

GI none Score 

Exons 2612 . . 3095 



OJ9904 06_06 . 9819 . CIS 

3183 
AAT/GAP 
3095 
858 



Seq. No. 18468 Seq. ID 

Gene No. 38811 Strand 

Start 2970 End 

Name OJ9904 06_06 . 9819 . CIS . o2 . gs Method 

Start 2970 End 

GI none Score 

Exons 2970. . 3183 



OJ990406_06. 9819. CIS 

3183 
GENSCAN 
3183 
.85 



Seq. No. 18469 Seq. ID 

Gene No. 38812 * Strand 

Start 337 End 

Name OJ9904 06_06 . 9819 . C17 . ol . gs Method 

Start 337 End 

GI none Score 

Exons 337.. 386, 1470.. 1585 



OJ990406_06. 9819.C17 
+ 

1585 
GENSCAN 
1585 
.5 



Seq. No. 


18469 








Gene No . 


38813 








Start 


2727 








Name 


OJ990406 06 


.9819 


C17.ol 


.np 


Start 


2727 








GI 


479356 








Exons 


2727. .3359 








GI Descrip. 


protein kinase PK1 (EC 


2.7.1 


Seq. No. 


18469 








Gene No. 


38813 








Start 


2727 








Name 


OJ990406 06 


.9819 


C17.ol 


. tc 


Start 


2733 








GI 


none 








Exons 


2733. .2867, 


2748 


.2798, 


2926 


Seq. No. 


18469 








Gene No. 


38813 








Start 


2727 








Name 


OJ990406 06 


. 9819 


C17.ol 


. tm 


Start 


2733 








GI 


none 








Exons 


2733. .2879, 


2985 


.3098, 


2986 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406_06.9819.C17 

3359 
AAT/NAP 
3359 
673 



-), receptor-like - maize 

Seq. ID OJ990406_06. 9819.C17 
Strand 

End 3359 

Method TBLASTX : Cress 

End 3299 

Score 61 

.3096, 2985. .3098, 3120. .3299 

Seq. ID OJ990406_06. 9819.C17 
Strand 

End 3359 

Method TBLASTX : Maize 

End 3299 

Score 108 

.3099, 3120. .3299, 3138. .3299 



19017 



Seq. No. 18469 Seq. ID 

Gene No. 38813 Strand 

Start 2727 End 

Name OJ9904 06JD6 . 9819 . C17 . ol . ts Method 

Start 2733 End 

GI none Score 

Exons 2733.. 2831, 2949.. 3119, 2950.. 3096, 3132.. 3299, 3133.. 3285, 
3138.. 3299 



OJ9904 06_06. 9819.C17 
3359 

TBLASTX: Soybean 

3299 

82 



Seq. No. 18469 Seq. ID 

Gene No. 38813 Strand 

Start 2727 End 

Name OJ9904 06_06 . 9819 . CI 7 . ol . tw Method 

Start 3039 End 

GI none Score 

Exons 3039.. 3299, 3040.. 3300, 3064 .. 3300 



OJ990406_06. 9819.C17 
3359 

TBLASTX: Wheat 

3300 

238 



Seq. No. 18470 Seq. ID OJ9904 06_06 . 98 1 9 . C18 

Gene No. 38814 Strand + 

Start 7768 End 7855 

Name OJ9904 06_06 . 98 19 . C18 . ol . gp Method AAT/GAP 

Start 7768 End 7855 

GI 5867_1.R1084 Score 127 

Exons 7768 . . 7855 

GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CON JUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) { UBCAT4B) >gi_4 2 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 97884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18470 Seq. ID 

38815 Strand 

11059 End 

OJ9904 06_06. 9819 . CI 8 . o4 . np Method 

11059 End 

6907088 Score 



OJ990406_06. 9819.C18 
+ 

12078 
AAT/NAP 
12078 
973 



11059. . 11196, 11372. .11611, 11695. .12078 
(AP001129) hypothetical protein [Oryza sativa] 



18470 Seq. ID 

38816 Strand 

12056 End 

OJ9904 0 6_0 6. 98 19. CI 8 .o5 . np Method 

12056 End 

5734635 Score 



OJ990406_06. 9819.C18 
+ 

12805 
AAT/NAP 
12805 
215 



1205 6. .12169, 12221. .124 75, 12 662. .12805 
(AP000391) hypothetical protein [Oryza sativa] 



18470 Seq. ID 

38817 Strand 

1 End 
OJ9904 06_06. 98 19. CI 8 . ol .np Method 

1 End 

479356 Score 
1. . 1881 



OJ990406_06. 9819.C18 

1881 
AAT/NAP 
1881 
1869 



19018 



GI Descrip. protein kinase PK1 (EC 2.7.1. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



18470 
38817 
1 

OJ9904 06_06. 9819 . C18 . ol . gs 
16 

none 

16. . 1881 



) , receptor-like - maize 

OJ990406 06.9819. 



Seq. ID 
Strand 
End 

Method 

End 

Score 



C18 



18470 Seq. ID 

38818 Strand 

3690 End 4807 
OJ9904 06_06. 9819 . C18 . o2 . np Method AAT/NAP 

3690 End 4807 

6692684 Score 472 
3690. .4807 

(AC007592) F12K11.21 [Arabidopsis thaliana] 



1881 
GENSCAN 
1881 
.98 



OJ990406 06.9819.C18 



18470 
38819 
5964 

OJ9904 0 6_06. 9819.C18 .ol . tm 
29 

none 
29. .238, 



55. .186, 175. .258 



18470 
38819 
5964 

OJ9904 06_0 6. 9819.C18 .o2 .ts 
55 

none 

55. .300, 56. .301 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18470 
38819 
5964 

OJ990406 06.9819.C18.o2.tm 



1342 
none 

1342. .1530, 1388. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1468, 1507. .1659 



18470 Seq. ID 

38819 Strand 

5964 End 
OJ9 904 0 6_06 . 98 1 9 . CI 8 . o2 . tc Method 

1378 End 

none Score, 

1378. .1578,- 1400. .1468, 1514 

18470 Seq. ID 

38819 Strand 

5964 End 
OJ9904 06_06. 9819.C18.ol . ts Method 

3735 End 

none Score 



OJ9904 06_06. 9819.C18 
12694 

TBLASTX : Maize 

258 

195 



OJ990406JD6. 9819. C18 
12694 

TBLASTX: Soybean 

301 

129 



OJ990406_06. 9819.C18 
12694 

TBLASTX: Maize 

1659 

60 



OJ990406__06. 9819.C18 
12694 

TBLASTX: Cress 

1626 

81 



1576, 1597. .1626 

OJ990406_06. 9819. 
12694 

TBLASTX: Soybean 
4541 
205 



C18 



19019 



Exons 



3735. .4025, 3739. .4020, 4008. .4109, 4045. .4119, 4093. .4539, 
4098. .4541, 4113. .4541 



Seq. No. 18470 Seq. ID 

Gene No. 38819 Strand 

Start 5964 End 

Name OJ990406_06. 98 19 . C18 . ol . tc Method 

Start 3750 End 

GI none Score 

Exons 3750. . 4013 



OJ9904 06_06. 9819.C18 
12694 

TBLASTX: Cress 

4013 

193 



Seq. No. 18470 

Gene No. 38819 

Start 5964 

Name OJ9904 06_06 . 9819 . C18 . o3 . tm 

Start 3750 

GI none 

Exons 3750.. 4013, 3754.. 4014 



Seq. ID OJ990406_06. 9819.C18 
Strand 

End 12694 

Method TBLASTX: Maize 

End 4014 

Score 75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18470 
38819 
5964 

OJ9904 0 6_06. 981 9 . C18 . o3 . np 

5964 

3128169 



Seq. ID OJ990406_06. 9819.C18 
Strand 

End 12694 

Method AAT/NAP 

End 12139 

Score 166 



5964. .6338, 7306. .7449, 8060. .8113, 8282. .8433, 8620. .8840, 
9460. . 9544, 12084 . . 12139 

(AC004521) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 18470 

Gene No. 38819 

Start 5964 

Name OJ9904 0 6_06 . 9819 . CI 8 . o3 . gs 

Start 7261 

GI none 

Exons 7261.. 7395, 8257.. 8418 



Seq. ID OJ990406_06. 9819.C18 
Strand 

End 12694 

Method GENSCAN 

End 8418 

Score .46 



Seq. No. 18470 

Gene No. 38819 

Start 5964 

Name OJ9904 06_06 . 981 9 . C18 . o4 . gs 

Start 10506 

GI none 
Exons 



Seq. ID OJ990406_06. 9819.C18 
Strand 

End 12694 

Method GENSCAN 

End 12694 

Score .55 



10506. . 10576, 11073. . 11289, 12020 12220, 12669. .12694 



Seq. No. 18471 

Gene No. 38820 

Start 153 

.Name OJ9904 06_0 6 '. 9819 . CI 9 . ol ..gs 

Start 153 ■ ■ 

GI none 

Exons 153. .171, 590. .675 



Seq. ID OJ990406_06. 9819.C19 

Strand + 

End 675 

Method GENSCAN 

End 675 

Score . 61 



Seq. No. 18472 

Gene No. 38821 

Start 25 

Name OJ9904 0 6_06 . 98 19 . C20 . ol . gs 



Seq. ID OJ990406_06. 9819.C20 

Strand 

End 344 

Method GENSCAN 



19020 



Start 
GI 

Exons 



25 

none 
25. .344 



End 
Score 



344 
. 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



18473 
38822 
2644 

OJ9904 06JD6. 9819.C22 .ol . tc 
1086 
none 

1086. .1271, 1107. .1262 

18473 
38822 
2644 

OJ990406_06. 9819.C22.o4 .tm 
1086 
none 

1086. . 1262, 1110. . 1253 

18473 
38822 
2644 

OJ9904 06_06. 9819.C22.ol . tw 
1086 
none 

1086. .1262, 1110. .1262 

18473 
38822 
2644 

OJ9904 06_06. 98 19 . C22 . o3 . ts 
1092 
none 

1092. .1283, 1110. .1256 

18473 
38822 
2644 

OJ9904 0 6_06. 9819.C22.ol .np 
2644 
5903099 
2644 . .4662 

(AC008017) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990406_06. 9819.C22 

Strand + 

End 4757 

Method TBLASTX: Cress 

End 1271 

Score 203 



Seq. ID OJ990406_06. 9819.C22 

Strand + 

End 4757 

Method TBLASTX: Maize 

End 1262 

Score 196 



Seq. ID OJ990406_06. 9819.C22 

Strand + 

End 4757 

Method TBLASTX : Wheat 

End 1262 

Score 183 



Seq. ID OJ990406_06. 9819.C22 

Strand + 

End 4757 

Method TBLASTX : Soybean 

End 1283 

Score 211 



Seq. ID OJ990406_06.9819.C22 

Strand + 

End 4757 

Method AAT/NAP 

End 4 662 

Score 1218 



18473 Seq. ID 

38822 Strand 

2644 End 

OJ9904 06_06.9819.C22 .o3. tm Method 

2692 End 

none Score 
2692. .2799, 3106. .3330, 3130. .3330 

18473 Seq. ID 

38822 Strand 

2644 End 

OJ990406 06.9819.C22.o2.ts Method 



OJ990406_06. 9819.C22 
+ 

4757 

TBLASTX: Maize 

3330 

85 



OJ990406_06.9819.C22 
+ 

4757 

TBLASTX: Soybean 



19021 



Start 
GI 

Exons 



3271 End 3660 

none Score 176 

3271. .3462, 3279. .3374, 3376.-3492, 3396. .3431, 3493. .3660 



Seq. No. 18473 

Gene No. 38822 

Start 2644 

Name OJ9904 06_06 . 9819 . C22 . o2 . tm 

Start 3331 

GI none 

Exons 3331.. 3420, 3391.. 3510, 3508. 
3675. .3758 



Seq. ID OJ990406J)6. 9819.C22 

Strand + 

End 4757 

Method TBLASTX : Mai ze 

End 3758 

Score 74 

.3756, 3519. .3758, 3568.-3756, 



Seq. No. 18473 Seq. ID 

Gene No. 38822 Strand 

Start 2644 End 

Name OJ990406_06. 98 19 . C22 . ol . ts Method 

Start 3714 End 

GI none Score 

Exons 3714. .3914, 3718. .4182, 3999. .4181 



OJ990406_06. 9819.C22 
+ 

4757 

TBLASTX: Soybean 

4182 

420 



Seq. No. 18473 

Gene No. 38822 

Start 2644 

Name OJ9904 06_06 . 98 19 . C22 . ol . tm 

Start 3759 

GI none 

Exons 3759.. 4025, 3759.. 4223, 3760. 

4308. .4538, 4390. .4560, 4612. 



Seq. ID OJ990406_06. 9819.C22 

Strand + 

End 4757 

Method TBLASTX : Maize 

End 4757 

Score 89 

4251, 4084. .4251, 4294. .4563, 
4659, 4725. .4757 



Seq. No. 18473 Seq. ID 

Gene No. 38822 Strand 

Start 2644 End 

Name OJ9904 06_06 . 98 19 . C22 . o4 . ts Method 

Start 4393 End 

GI none Score 

Exons 4393.. 4560, 4612.. 4653 



OJ990406_06. 9819.C22 
+ 

4757 

TBLASTX: Soybean 

4653 

196 



Seq. No. 18474 Seq. ID 

Gene No. 38823 Strand 

Start 658 End 

Name OJ9904 06_06 . 98 1 9 . C23 . ol . gs Method 

Start 658 End 

GI none Score 

Exons 658.. 792, 966.. 1166 



OJ990406_06.9819.C23 
+ 

1166 
GENSCAN 
1166 
.75 



Seq. No. 18474 Seq. ID 

Gene No. 38823 Strand 

Start 658 End 

Name OJ9904 06_06 . 98 1 9 . C23 . ol . gp Method 

Start 969 End 

GI none Score 

Exons 969. .1149 



OJ990406_06.9819.C23 
+ 

1166 
AAT/GAP 
1149 
252 



Seq. No. 
Gene No. 
Start 



18474 
38824 
2233 



Seq. ID 

Strand 

End 



OJ990406_06. 9819.C23 
4422 



19022 



Name 

Start 

GI 

Exons 



OJ990406_06. 98 19 . C23 . o2 . gs Method GENSCAN 
2233 End 4422 

none Score .66 

2233. .2313, 2648. .2716, 2761. .2853, 2982. .3054, 3143. .3237, 
3914 . .4001, 4133. .4422 



Seq. No. 18475 Seq. ID 

Gene No. 38825 Strand 

Start 1 End 

Name OJ9904 06_06 . 98 1 9 . C25 . ol . np Method 

Start 1 End 

GI 6016696 Score 

Exons 1..117, 157.. 652 

GI Descrip. (AC009991) unknown protein [Arabidopsis thaliana] 



OJ990406_06. 9819.C25 
652 

AAT/NAP 
652 
361 



Seq. No. 18475 Seq. ID 

Gene No. . 38825 Strand 

Start 1 End 

Name OJ9904 06_06 . 98 19 . C25 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 221, 350.. 652 



OJ990406_06. 9819.C25 
652 

GENSCAN 
652 
. 51 



Seq. No. 18475 Seq. ID 

Gene No. 38825 Strand 

Start 1 End 

Name OJ9904 06_06 . 98 1 9 . C25 . ol . tm Method 

Start 74 End 

GI none Score 

Exons 74. .325, 203. .319, 217. .342, 258. .326, 
388. .513, 395. .511 



OJ990406_06. 9819.C25 
652 

TBLASTX: Maize 

513 

89 

311. .388, 370. .480, 



Seq. No. 18476 Seq. ID 

Gene No. 38826 Strand 

Start 61 End 

Name OJ9904 06_06 . 98 19 . C2 6 . ol . tm Method 

Start 49 End 

GI none Score 

Exons 49.. 1-44, 357.. 602, 361.. 609 



OJ990406_06.9819.C26 
+ 

683 

TBLASTX: Maize 

609 

70 



Seq. No. 18476 Seq. ID 

Gene No. 38826 Strand 

Start 61 End 

Name OJ9904 06_06 . 98 1 9 . C26 . ol . gs Method 

Start 61 End 

GI none Score 

Exons 61 . . 683 



OJ990406_06. 9819.C26 
+ 

683 

GENSCAN 

683 

.94 



Seq. No. 18477 Seq. ID 

Gene No. 38827 Strand 

Start 79 End 

Name OJ9904 06_06 . 98 1 9 . C27 . ol . gs Method 

Start 79 . End 

GI none Score 

Exons 79. .249 



OJ990406_06. 9819.C27 
+ 

249 

GENSCAN 

249 

.84 



Seq. No. 



18478 



Seq. ID OJ990406_06. 9819.C28 



19023 



Gene No. 38828 Strand 

Start 21 End 255 

Name OJ9904 06_06 . 9819 . C28 . ol . gs Method GENSCAN 

Start 21 End 255 

GI none Score .5 

Exons 21 . .255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18479 
38829 
59 

OJ9904 06_06.9819.C29.ol.gs 
59 

none 



Seq. ID OJ9904 06_06. 9819.C29 

Strand + 

End 1986 

Method GENSCAN 

End 198 6 

Score .58 



59. .928, 1020. .1485, 1510. .1568, 1604. .1986 



Seq. No. 18479 

Gene No. 38829 . 

Start 59 

Name OJ990406_06 . 9819 . C29 . ol . tm 

Start 785 

GI none 

Exons 785. .1018, 800. .931, 819. .935, 823. .951 



Seq. ID OJ990406_06. 9819.C29 



Strand 
End 

Method 

End 

Score 



+ 

1986 

TBLASTX : Mai ze 
1018 
195 



Seq. No. 18480 ' .Seq. ID 

Gene No. 38830 Strand 

Start 1601 End 

Name OJ9904 06_06 . 98 1 9 . C30 . ol . gs Method 

Start 1601 End 

GI none Score 

Exons 1601 . . 2203 



OJ990406_06. 9819.C30 

2509~ 
GENSCAN 
2203 
.85 



Seq. No. 18480 

Gene No. 38830 

Start 1601 

Name OJ9904 06_06 . 9819. C30 . ol . np 

Start 1664 

GI 5257262 

Exons 1664.. 1747, 1946.. 2509 

GI Descrip. (AP000364) hypothetical protein [Oryza sativa] 



Seq. ID OJ990406JD6. 9819. C30 
Strand 

End 2509 

Method AAT/NAP 

End 2509 

Score 306 



Seq. No. 18480 Seq. ID 

Gene No. 38830 Strand 

Start 1601 End 

Name OJ9904 06_06 . 9819 . C30 . ol . tw Method 

Start 1943 End 

GI none Score 
Exons 



OJ990406_06. 9819.C30 
2509 

TBLASTX: Wheat 
2324 
102 

1943. .2044, 1944. .2216, 2093. .2215, 2246. .2323, 2250. .2324 



Seq. No. 18481 Seq. ID 

Gene No. 38831 Strand 

Start 815 End 

Name OJ9904 06_0 6 . 9819 . C31 . ol . gs Method 

Start 815 End 

GI none Score 

Exons 815. . 1219 



OJ990406_06. 9819.C31 
+ 

1219 
GENSCAN 
1219 
. 98 



Seq. No. 



18481 



Seq. ID OJ990406_06. 9819.C31 



19024 




Gene No. 


38832 






Strand 






Start 


1739 






End 


3123 




Name 


OJ990406 06. 


9819.C31.o2. 


gs 


Method 


GENSCAN 




Start 


1739 






End 


2545 




GI 


none 






Score 


. 54 




Exons 


1739. . 2545 












Seq. No. 


18481 






Seq. ID 


OJ990406 06.9819 


C31 


Gene No. 


38832 






Strand 






Start 


1739 






End 


3123 




Name 


OJ990406 06. 


9819.C31.ol. 


np 


Method 


AAT/NAP 




Start 


1808 






End 


3123 




GI 


5257262 






Score 


314 




Exons 


1808 . . 1900, 


2039. .2554, 


3056. . 


3123 






GI Descrip. 


(AP000364) hypothetical 


protein [Oryza 


sativa ] 




Seq. No. 


18481 






Seq. ID 


OJ990406_06. 9819 


C31 


Gene No. 


38832 






Strand 






Start 


1739 






End 


3123 




Name 


OJ990406 06. 


9819.C31.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2027 






End 


2410 




GI 


none 






Score 


98 




Exons 


2027. .2335, 


2028. .2300, 


2309. . 


2410, 2325. .2408 




Seq. No. 


18482 






Seq. ID 


OJ990406_06. 9819 


C33 


Gene No. 


38833 






Strand 


+ 




Start 


150 






End 


1831 




Name 


OJ990406 06. 


9819.C33.ol. 


gs 


Method 


GENSCAN 




Start 


150 






End 


1831 




GI 


none 






Score 


.84 




Exons 


150. .546, 647. .802, 1562 


. .1831 






Seq. No. 


18483 






Seq. ID 


OJ990406_06.9819 


C34 


Gene No. 


38834 






Strand 


+ 




Start 


49 






End 


547 




Name 


OJ990406 06. 


9819.C34.ol. 


gs 


Method 


GENSCAN 




Start 


49 






End 


547 




GI 


none 






Score 


.71 




Exons 


49. .118, 162 


..305, 484.. 


547 








Seq. No. 


18483 






Seq. ID 


OJ990406_06. 9819 


C34 


Gene No. 


38835 






Strand 






Start 


3069 






End 


4290 




Name 


OJ990406 06. 


9819.C34.o2. 


gs 


Method 


GENSCAN 




Start 


3069 






End 


4087 




GI 


none 






Score 


.78 




Exons 


3069. .3377, 


3642. .3875, 


4007. . 


4087 






Seq. No. 


18483 






Seq. ID 


OJ990406_06.9819 


C34 


Gene No. 


38835 






Strand 






Start 


3069 






End 


4290 




Name 


OJ990406 06. 


9819.C34.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3657 






End 


4290 




GI 


none 






Score 


129 




Exons 


3657. .3863, 


3657. .3881, 


3658. . 


3879, 4001. .4093, 4005. .4094, 




4165. .4206, 


4168. .4200, 


4207. . 


4290, 4211. .4288 





19025 




Seq. No. 


18484 








Seq. ID 


OJ990406_06. 9819.C35 


Gene No. 


38836 








Strand 


+ 


Start 


1248 








End 


2T67 


Name 


OJ990406 06 


.9819, 


.C35.ol 


. gs 


Method 


GENSCAN 


Start 


1248 








End 


2105 


GI 


none 








Score 


.93 


Exons 


1248. .2105 












Seq. No. 


18484 








Seq. ID 


OJ9904 06_06. 9819.C35 


Gene No. 


38836 








Strand 


+ 


Start 


124 8 








End 


2167 


Name 


OJ990406 06 


. 9819, 


.C35.ol. 


.np 


Method 


AAT/NAP 


Start 


1287 








End 


2167 


GI 


3402705 








Score 


439 


Exons 


1287. .1682, 


1785, 


. .2167 








GI Descrip. 


(AC004261) ] 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


18484 








Seq. ID 


OJ990406_06. 9819.C35 


Gene No. 


38836 








Strand 


+ 


Start 


1248 








End 


2167 


Name 


OJ990406 06 


. 9819, 


.C35.ol, 


. tm 


Method 


TBLASTX : Maize 


Start 


1461 








End 


1864 


GI 


none 








Score 


250 


Exons 


1461. . 1577, 


1523, 


. . 1681, 


1524 . 


.1682, 1626. .1688, 1782. .1826, 




1782. .1856, 


1784 . 


. . 1864 








Seq. No. 


18484 








Seq. ID 


OJ990406_06. 9819.C35 


Gene No. 


38836 








Strand 


+ 


Start 


1248 








End 


2167 


Name 


OJ990406 06 


. 9819. 


.C35.02. 


. ts 


Method 


TBLASTX: Soybean 


Start 


1526 








End 


1658 


GI 


none 








Score 


182 


Exons 


1526. .1657, 


1527 . 


. .1658 








Seq. No. 


18484 








Seq. ID 


OJ990406_06. 9819.C35 


Gene No. 


38836 








Strand 


+ 


Start 


1248 








End 


2167 


Name 


OJ990406 06 


. 9819. 


.C35.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


1797 








End 


2156 


GI 


none 








Score 


50 


Exons 


1797. .1826, 


1797 . 


. .1847, 


1865. 


.2014, 1866.. 2051, 2102.. 2128, 




2103. .2156 












Seq. No. 


18484 








Seq. ID 


OJ990406_06. 9819.C35 


Gene No. 


38836 








Strand 


+ 


Start 


1248 








End 


2167 


Name 


OJ990406 06 


. 9819, 


,C35.o2 . 


. tm 


Method 


TBLASTX: Maize 


Start 


1865 








End 


2162 


GI 


none 








Score 


149 


Exons 


1865. .2032, 


1865. 


, .2083, 


1866. 


.2084, 2046.. 2162, 2093.. 2161 


Seq. No. 


18485 








Seq. ID 


OJ990406JD6. 9819.C36 


Gene No. 


38837 








Strand 


+ 


Start 


1301 








End 


5173 


Name 


OJ990406 06 


. 9819. 


C36.ol. 


.gs 


Method 


GENSCAN 


Start 


1301 








End 


5173 


GI 


none 








Score 


.74 



19026 



Exons 



1301. .1449, 1602. .1785, 
5160. .5173 



4 309. .4 556, 4 678. .4 851, 4 962. .5118, 



Seq. No. 18485 

Gene No. 38837 

Start 1301 

Name OJ990406_06 . 98 19 . C36 . ol , 

Start 1381 

GI none 

Exons 1381.. 1450, 1529.. 1785 



gp 



Seq. ID OJ990406_06. 9819.C36 

Strand + 

End 5173 

Method AAT/GAP 

End 1785 

Score 460 



Seq. No. 18485 
Gene No. 38837 
Start 1301 

Name OJ9904 06_06 . 98 1 9 . C36 . ol , 

Start 1725 
GI none 

Exons 1725.. 1790, 4311.. 4595, 

4677. .4847, 4678. .4851, 
4962. .5120 



tm 



4313. 
4678. 



Seq. ID OJ990406_06. 9819.C36 

Strand + 

End 5173 

Method TBLASTX: Maize 

End 5120 

Score 61 

.4492, 4320. .4526, 4673. .4810, 
.4854, 4688. .4852, 4956. .5120, 



Seq. No. 18485 

Gene No. 38837 

Start 1301 

Name OJ9904 06_06 . 98 1 9 . C36 . o2 

Start 4306 

GI none 

Exons 4306.. 4414 



gp 



Seq. ID OJ990406JD6. 9819. C36 

Strand + 

End 5173 

Method AAT/GAP 

End 4 414 

Score 178 



Seq. No. 18485 

Gene No. 38837 

Start 1301 

Name OJ9904 06_06 . 98 1 9 . C36 . ol . ts 

Start 4398 

GI none 

Exons 4398.. 4595, 4403.. 4492, 

Seq. No. 18486 

Gene No. 38838 
Start ..... 112 

Name ' OJ9904 06_0 6 . 98 19 . C37 . ol . gs 

Start 112 

GI none 

Exons 112. .130, 405. .544, 643. .678 



Seq. ID OJ990406_06. 9819.C36 

Strand + 

End 5173 

Method TBLASTX : Soybean 

End 4746 

Score 200 
4416. .4556, 4678. .4746 

Seq. ID OJ990406_06. 9819.C37 

Strand + 

End 678 

Method GENSCAN 

End 678 

Score . 97 



Seq. No. 18487 

Gene No. 38839 

Start 798 

Name OJ9904 06_06 . 98 1 9 . C38 . ol , 

Start 798 

GI none 

Exons 798. .1121 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406_06. 9819.C38 

1121. 
GENSCAN 
1121 
.55 



Seq. No. 18488 

Gene No. 38840 

Start 101 

Name OJ990406 0 6 . 98 1 9 . C39 . ol . 



tm 



Seq. ID OJ990406_06. 9819.C39 

Strand + 

End 1679 

Method TBLASTX : Maize 



19027 



Start 
GI 

Exons 



84 End 603 

none Score 51 

84. .200, 146. .196, 150. .248, 161. .226, 236. .385, 243. .389, 
243. .332, 251. .316, 320. .373, 320. .394, 479. .595, 483. .578, 
483. . 602, 484 . . 603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18488 
38840 
101 

OJ9904 06_06. 9819.C39.ol .qs 

101 

none 



18488 
38840 
101 

OJ990406_06. 98 19 . C39 . ol . qp 

907 

2799515 

907. .965, 1332. .1569 

18489 
38841 
1 

OJ9904 06_06. 98 1 9 . C4 1 . ol . np 

1 

5441880 
1..23, 353 
(AP000367) 



Seq. ID 


OJ990406 


Strand 


+ 


End 


1679 


Method 


GENSCAN 


End 


1679 


Score 


. 91 


1332. .1679 


Seq. ID 


OJ990406 


Strand 


+ 


End 


1679 


Method 


AAT/GAP 


End 


1569 


Score 


473 


Seq. ID 


OJ990406 


Strand 




End 


768 


Method 


AAT/NAP 


End 


768 


Score 


534 



. 682, 739. .768 
EST C28952 (C62945) 



corresponds to a reqion of the 
predicted gene . ; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 18490 Seq. ID 

Gene No. 38842 Strand 

Start 229 End 

Name OJ9904 06_06 . 98 1 9 . C4 3 . ol . gs Method 

Start 229 End 

GI none Score 

Exons 229. .397 



OJ990406_06. 9819. C43 
+ 

397 

GENSCAN 

397 

.51 



Seq. No. 18490 Seq. ID 

Gene No. 38843 Strand 

Start 364, End 

Name OJ9904 06_06 . 98 19 . C4 3 . ol . gp Method 

Start 364 End 

GI none Score 

Exons 364 . . 638 



OJ990406_06. 9819.C43 
638 

AAT/GAP 

638 

400 



Seq. No. 18491 Seq. ID 

Gene No. 38844 Strand 

Start 579 End 

Name OJ9904 06_0 6 . 98 1 9 . C4 6 . ol . np Method 

Start 579 End 

GI 6907088 Score 

Exons 579. .780 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990406_06. 9819.C46 
+ 

780 

AAT/NAP 
780 
183 



19028 



Seq. No. 18492 Seq. ID OJ990406_06 . 9819 . C47 

Gene No. 38845 Strand + 

Start 434 End 1021 

Name OJ990406_06 . 98 1 9 . C4 7 . ol . gp Method AAT/GAP 

Start 434 End 1021 

GI 15870_2.R1084 Score 273 

Exons 434.. 616, 1006.. 1021 

GIDescrip. 1 287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



Seq. No. 18492 Seq. ID 

Gene No. 3884 6 Strand 

Start 667 End 

Name OJ9904 06_06 . 98 1 9 . C4 7 . ol . gs Method 

Start 667 End 

GI none Score 

Exons 667.. 827, 914.. 950 



OJ990406_06. 9819.C47 
950 

GENSCAN 
950 
. 99 



Seq. No. 18493 Seq. ID 

Gene No. 38847 Strand 

Start 408 End 

Name OJ9904 06_0 6 . 98 1 9 . C50 . ol . tc Method 

Start 405 End 

GI none Score 

Exons 405. .962, 408. .665, 664. .963 



OJ990406_06. 9819.C50 
1480 

TBLASTX: Cress 

963 

114 



Seq. No. 18493 Seq. ID 

Gene No. 38847 Strand 

Start 408 End 

Name OJ99040 6_06 . 981 9 . C50 . o2 . ts Method 

Start 405 End 

GI none Score 

Exons 405. .698, 406. .585 



OJ990406_06. 9819.C50 
1480 

TBLASTX: Soybean 

698 

114 



Seq. No. 18493 Seq. ID 

Gene No. 38847 Strand 

Start 408 End 

Name OJ9904 06_0 6 . 98 1 9 . C50 . o2 . tm Method 

Start 405 End 

GI none - Score 

Exons 405.. 671, 406.. 567 



OJ990406_06. 9819.C50 
1480 

TBLASTX : Maize 

671 

95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



18493 Seq. ID 

38847 Strand 

408 End 

OJ9904 06_0 6. 9819.C50. ol . np Method 

4 08 End 

4263522 Score 
408. .1480 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



OJ990406_06. 9819.C50 

1480 
AAT/NAP 
1480 
84 9 



18493 
38847 
408 

OJ9904 06_0 6. 9819.C50.ol , 
675 



tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ9904 06J36. 9819.C50 
1480 

TBLASTX: Maize 
1478 



19029 



GI 

Exons 



none Score 72 

675. .1478, 712. .924, 961. .1395, 1143. .1472, 1215. .1457 



Seq. No. 18493 Seq. ID 

Gene No. 38847 Strand 

Start 408 End 

Name OJ990406_06. 98 19 . C50 . ol . ts Method 

Start 708 End 

GI none Score 

Exons 708.. 1238, 730.. 894, 922.. 1194 



OJ990406_06.9819.C50 
1480 

TBLASTX: Soybean 

1238 

87 



Seq. No. 18493 Seq. ID 

Gene No. 38847 Strand 

Start 408 End 

Name OJ990406_06. 98 19 . C50 . ol . tw Method 

Start 957 End 

GI none Score 

Exons 957.. 1025, 1101.. 1469, 1102.. 1197 



OJ990406_06. 9819.C50 
1480 

TBLASTX: Wheat 

1469 

89 



Seq. No. 18493 Seq. ID 

Gene No. 38847 Strand 

Start 408 End 

Name OJ990406_06. 98 19 . C50 . o2 . tc Method 

Start 987 End 

GI none Score 

■Exons 987. .1370, 1024. .1197, 1035. .1226. 



OJ990406__06. 9819.C50 
1480 

TBLASTX: Cress 

1370 

139 



Seq. No. 18494 Seq. ID 

Gene No. 38848 Strand 

Start 108 End 

Name OJ9904 06JD6 . 98 19 . C51 . ol . gs Method 

Start 108 End 

GI none Score 

Exons 108.. 171, 261.. 283 



OJ990406_06. 9819.C51 
283 

GENSCAN 
283 
. 61 



Seq. No. 18495 Seq. ID 

Gene No. 38849 Strand 

Start 282 End 

Name OJ9904 06_06 . 98 19 . C52 . ol . gs Method 

Start 282 End 

GI none Score 

Exons 282 . . 356 



OJ9904 0 6JD6. 9819. C52 
+ 

356 

GENSCAN 

356 

.89 



Seq. ID OJ990406_06. 9819.C55 



Seq. No. 18496 

Gene No. 38850 Strand + 

Start 365 End 1480 

Name OJ9904 06_06 . 98 1 9 . C55 . ol . gs Method GENSCAN 

Start 365 End 1466 

GI none Score . 72 

Exons 365. .512, 773. .969, 1050. .1130, 1262. .1466 



Seq. No. 18496 Seq. ID 

Gene No. 38850 Strand 

Start 365 End 

Name OJ9904 06_06 . 98 1 9 . C55 . ol . tm Method 

Start 799 End 

GI none Score 



OJ990406_06. 9819.C55 
+ 

1480 

TBLASTX: Maize 

1480 

181 



19030 



Exons 



799. .930, 799. .912, 800. .913, 831. .926, 931. .972, 931. .969, 
1043. .1132, 1044. .1136, 1256. .1480, 1257. .1478, 1258. .1479, 
1274 . . 1480 



Seq. No. 18497 

Gene No. 38851 

Start 210 

Name OJ9904 06_06 . 9819 . C56 . ol . gs 

Start 210 

GI none 

Exons 210. .289 



Seq. ID OJ990406_06. 9819.C56 

Strand + 

End 289 

Method GENSCAN 

End 289 

Score . 5 



Seq. No. 18498 

Gene No. 38852 

Start 1 

Name OJ990406_06 . 98 19 . C59 . ol . np 

Start 1 

GI 4680207 

Exons 1. . 55, 837 . .1619 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor ] 



Seq. ID OJ990406_06. 9819.C59 
Strand 

End 1619 

Method AAT/NAP 

End 1619 

Score 277 



Seq. No. 18498 

Gene No. 38852 

Start 1 

Name OJ9904 06_06 . 98 19 . C59 . ol . gs 

Start 797 

GI none 

Exons 797 . . 1534 



Seq. ID OJ990406_06. 9819.C59 
Strand 

End 1619 

Method GENSCAN 

End 1534 

Score . 97 



Seq. No. 18498 

Gene No. 38852 

Start 1 

Name OJ9904 06__06 . 98 19 . C59 . o2 . tm 

Start 914 

GI none 

Exons 914.. 1105, 915.. 1076, 947.. 



Seq. ID OJ990406_06. 9819.C59 
Strand 

End 1619 

Method TBLASTX : Mai ze 

End 1105 

Score 123 
1105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18498 
38852 
1 

OJ9904 06_06. 9819.C59.o2 .np 
921 

6721550 
921. . 1619 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



Seq. ID OJ990406_06. 9819.C59 
Strand 

End 1619 

Method AAT/NAP 

End 1619 

Score 205 



18498 

38852 .. 
1 

OJ9904 06_06. 98 19 . C59 . ol . tm 

1106 

none 



Seq. ID OJ990406_06. 9819.C59 
Strand 

End 1619 

Method TBLASTX : Mai ze 

End 1618 

Score 119 



1106. .1369, 1124. .1354, 1146. .1373, 1394. .1618, 1406. .1618 



Seq. No. 
Gene No. 



18498 
38852 



Seq. ID 
Strand 



OJ990406 06.9819.C59 



19031 



Start 


1 


End 


1619 


Name 


OJ990406 06.9819.C59.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1427 


End 


1619 


GI 


none 


Score 


86 


Exons 


1427. .1537, 1427. .1618, 1521.. 


1619 




Seq. No. 


18499 


Seq. ID 


OJ990406 06.9819 


Gene No. 


38853 


Strand 


+ 


Start 


1 


End 


1487 


Name 


OJ990406 06. 9819.C61 .ol .np 


Method 


AAT/NAP 


Start 


1 


End 


1487 


GI 


6721506 


Score 


149 


Exons 


1 . . 590, 1470 . . 1487 






GI Descrip. 


(AP001072) EST AU069682 (C1560) 


corresponds to a region 




predicted gene.; hypothetical 


protein 


[Oryza sativaj 


Seq. No. 


18499 


Seq. ID 


OJ990406 06.9819 


Gene No. 


38853 


Strand 


+ 


Start 


1 


End 


1487 


Name 


OJ990406 06. 9819.C61 .ol .gp 


Method 


AAT/GAP 


Start 


119 


End 


536 


GI 


5039025 


Score 


801 


Exons 


119. . 536 






Seq. No. 


18499 


Seq. ID 


OJ990406JD6. 9819 


Gene No. 


38853 


Strand 


+ 


Start 


1 


End 


1487 


Name 


OJ990406 06. 9819 . C61 . ol . gs 


Method 


GENSCAN 


Start 


238 


End 


714 


GI 


none 


Score 


. 57 


Exons 


238 . .714 






Seq. No. 


18500 


Seq. ID 


OJ990406_06. 9819 


Gene No. 


38854 


Strand 




Start 


11 


End 


259 


Name 


OJ990406 06-9819. C64.ol.gp 


Method 


AAT/GAP 


Start 


11 


End 


213 


GI 


LIB34 33-034 -P1-K1-B9 


Score 


269 


Exons 


11. .213 







GI Descrip. 1 5107 157 /gb | AAD39991 . 1 | AF150084_1 2.0e-20 
finger-like protein [Malus domestical ' 



(AF150084) small zinc 



Seq. No. 18500 

Gene No. 38854 

Start 11 

Name • OJ9904 06_06 . 98 19 . C64 . ol . gs 

Start 20 

GI none 

Exons 20.. 211 



Seq. ID OJ990406_06. 9819.C64 
Strand 

End 259 

Method GENSCAN 

End 211 

Score .97 



Seq. No. 18500 

Gene No. 38854 

Start 11 

Name OJ9904 06_06 . 9819 . C64 . ol . np 

Start 47 

GI 5107157 

Exons 47.. 259 



Seq. ID OJ990406_06.9819.C64 
Strand 

End 259 

Method AAT/NAP 

End 259 

Score 159 



19032 



GI Descrip. 


(AF150084) small 


zinc f inger- 


like protein [Malus domestica] 


Seq. No. 


18500 




Seq. ID 


OJ990406_06. 9819.C64 


Gene No. 


38854 




Strand 


- 


Start 


11 




End 


259 


Name 


OJ990406 06 . 9819 


. C64 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


51 ~ 




End 


212 


GI 


none 




Score 


75 


Exons 


51 . . 212, 53 . . 211 








Seq. No. 


18501 




Seq. ID 


OJ990406_06. 9819.C66 


Gene No. 


38855 




Strand 


+ 


Start 


486 




End 


674 


Name 


OJ990406 06.9819 


C 66 . o 1 . gs 


Method 


GENSCAN 


Start 


486 ~ 




End 


674 


GI 


none 




Score 


. 65 


Exons 


486. .674 








Seq. No. 


18501 




Seq. ID 


OJ990406_06.9819.C66 


Gene No. 


38856 




Strand 


+ 


Start 


1415 




End 


3153 


Name 


OJ990406 06.9819 


C66 . o2 . gs 


Method 


GENSCAN 


Start 


1415 ~ 




End 


3152 


GI 


none 




Score 


.68 


Exons 


1415 1472, 1545 


1600, 2084. 


.2198, 2358.. 2457, 3119. .3152 


Sea. No. 


18501 




Seq. ID 


OJ990406_06.9819.C66 


Gene No. 


38856 




Strand 


+ 


Start 


1415 




End 


3153 


Name 


OJ990406 06.9819 


C66 . ol . gp 


Method 


AAT/GAP 


Start 


1545 




End 


2168 


GI 


35428 1.R1084 




Score 


417 


Exons 


1545.. 1601, 1721 


.1922, 2148. 


.2168 




GI Descrip. 


1 4 680178 /gb|AFl 11709. 1 IAF111709 5.0e- 


81 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 18501 

Gene No. 38856 

Start 1415 

Name OJ9904 06_06 . 9819 . C66 . o2 , 

Start 1752 

GI none 
Exons 



gp 



Seq. ID OJ990406_06.9819.C66 

Strand + 

End 3153 

Method AAT/GAP 

End 2797 

Score 956 



1752. .1886, 2084. .2198, 2358. .2457, 2621. .2797 



Seq. No. 18501 
Gene No. 38856 
Start 1415 

Name OJ990406_06 . 9819 . C66 . ol . tm 

Start 2092 
GI none 

Exons 2092.. 2193, 2093.. 2194, 2093. 

2615. .2695, 2619. .2693, 2688. 
2727. .2810, 2937. .3029, 2948. 
3121. .3153 



Seq. ID OJ990406_06.9819.C66 

Strand + 

End 3153 

Method TBLASTX: Maize 

End 3153 

Score 158 

.2194, 2354. .2458, 2355. .2456, 
.2807, 2689.. 2805, 2690.. 2806, 
.3040, 2974. .3030, 3120. .3152, 



Seq. No. 



18502 



Seq. ID OJ990406_06. 9819.C68 



19033 




Gene No. 


38857 


Strand 


+ 




Start 


136 


End 


384 




Name 


OJ990406 06. 9819.C68 .ol .gs 


Method 


GENSCAN 




Start 


136 


End 


384 




GI 


none 


Score 


.51 




Exons 


136. .384 








Seq. No. 


18503 


Seq. ID 


OJ990416_06. 9819 


.CI 


Gene No. 


38858 


Strand 






Start 


1 


End 


783 




Name 


OJ990416 06.9819.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


783 




GI 


4325344 


Score 


156 




Exons 


1..164, 621. .783 








GI Descrip. 


(AF128393) similar to beta- 


transducins 


{Pfam: PF00400, 






Score=71.7, E=1.5e-17, N=6) 


[Arabidops 


is thaliana] 




Seq. No. 


18503 


Seq. ID 


OJ990416_06. 9819 


.CI 


Gene No. 


38858 


Strand 






Start 


1 


End 


783 




Name 


OJ990416 06.9819.Cl.ol.gs 


Method 


GENSCAN 




Start 


397 


End 


609 




GI 


none 


Score 


. 55 




Exons 


397. .490, 554. .609 








Seq. No. 


18504 


Seq. ' ID 


OJ990416 06.9819 


,C3 


Gene No. 


38859 


Strand 






Start 


1 


End 


416 




Name 


OJ990416 06. 9819.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


416 




GI 


6730737 


Score 


101 




Exons 


1. . 416 








GI Descrip. 


(AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18504 


Seq. ID 


OJ990416_06. 9819 


.C3 


Gene No. 


38859 


Strand 






Start 


1 


End 


416 




Name 


OJ990416 06.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


81 


End 


416 




GI 


none 


Score 


. 96 




Exons 


81. .416 








Seq. No. 


18505 


Seq. ID 


OJ990416_06. 9819 


.C4 


Gene No. 


38860 


Strand 






Start 


1 


End 


551 




Name 


OJ990416 06.9819.C4 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


551 




GI 


4325344 


Score 


146 




Exons 


1..215, 414. .551 








GI Descrip. 


(AF128393) similar to beta- 


transducins 


(Pfam: PF00400, 






Score=71.7, E=1.5e-17, N=6) 


[Arabidopsis thaliana] 




Seq. No. 


18505 


Seq. ID 


OJ990416_06.9819 


.C4 


Gene No. 


38860 


Strand 






Start 


1 


End 


551 




Name 


OJ990416 06. 9819.C4 .ol.gs 


Method 


GENSCAN 




Start 


423 


End 


551 





19034 



GI 

Exons 



none 
423. .551 



Score 



95 



Seq. No. 18506 Seq. ID 

Gene No. 38861 Strand 

Start 1 End 

Name OJ9904 16_06 . 9819 . C5 . ol . np Method 

Start 1 End 

GI 4538961 Score 

Exons 1..270, 745. .827 

GI Descrip. (AL049488) isoleucine- tRNA ligase-like protein [Arabidopsis 
thaliana] 



OJ990416_06. 9819. C5 
+ 

827 

AAT/NAP 

827 

211 



Seq. No. 18506 Seq. ID 

Gene No. 38861 Strand 

Start 1 End 

Name OJ990416_0 6. 9819 .C5 .ol . tm Method 

Start 93 End 

GI none Score 

Exons 93.. 233, 96. .266, 97.. 234 



OJ990416_06. 9819.C5 
+ 

827 

TBLASTX: Maize 

266 

267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18507 
38862 
98 

OJ990416__06. 9819.C6.ol.gp 
98 

23683_1.R1084 

98. .180, 294. .406 

' 4 538 961/emb|CAB3978 5. 1 | 2. 



Seq. ID OJ990416_06. 9819.C6 

Strand + 

End 406 

Method AAT/GAP 

End 406 

Score 285 

0e-56 (AL049488) isoleucine- tRNA 



ligase-like protein [Arabidopsis thaliana] 1 



18507 Seq. ID 

38863 Strand 

921 End 

OJ990416_0 6. 9819.C6.ol. tm Method 

98 End 

none Score 



OJ990416_06. 9819.C6 
1239 

TBLASTX: Maize 

676 

97 



98. .190, 99. .191, 99. .197, 282. .383, 290. .388, 292. .381, 
460. .597, 461. .556, 461. .622, 623. .676 



Seq. No. 18507 Seq. ID 

Gene No. 38863 Strand 

Start 921 End 

Name OJ9904 16_0 6 . 9819 . C6 . ol . gs Method 

Start 921 End 

GI none Score 

Exons 921.. 1129, 1173.. 1239 



OJ990416_06. 9819.C6 

1239 
GENSCAN 
1239 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18508 Seq. ID 

38864 Strand 

891 End 

OJ990416_0 6. 9819.C7 .ol . np Method 

891 End 

6522551 Score 



OJ990416_06. 9819.C7 
+ 

1436 
AAT/NAP 
1436 
54 



891. .933, 1030. .1171, 1392. .1436 

(AL132967) putative protein (fragment) [Arabidopsis thaliana] 



19035 



Seq. No. 18508 

Gene No. 38864 

Start 891 

Name OJ9904 1 6_0 6 . 98 1 9 . C7 . ol . gs 

Start 918 

GI none 

Exons 918.. 1324 



Seq. ID OJ990416_0_6.9819.C7 

Strand + 

End 1436 

Method GEN SCAN 

End 1324 

Score 1 



Seq. No. 18509 Seq. ID 

Gene No. 38865 Strand 

Start 256 End 

Name OJ9904 16_06 . 9819 . C9 . ol . gs Method 

Start 256 End 

GI none Score 

Exons 256.. 382, 446.. 539 



OJ990416_06. 9819.C9 
+ 

539 

GENSCAN 

539 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18510 
38866 
1 • 

OJ990416JD6. 9819. C10. ol . np 
1 

4929647 

1..54, 1152. .1286, 1348. .1451 

(AF151847) CGI-89 protein [Homo sapiens] 



Seq. ID OJ990416_06. 9819. C10 

Strand + 

End 1451 

Method AAT/NAP 

End 1451 

Score 106 



Seq. No. 18510 

Gene No. 38866 

Start 1 

Name OJ9904 16_06 . 9819 . C10 . ol . gs 

Start 302 

GI none 
Exons 



Seq. ID OJ990416_06. 9819. C10 

Strand + 

End 1451 

Method GENSCAN 

End 1250 

Score .56 



302. .401, 747. .837, 996. .1073, 1152. .1250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18510 
38867 
1134 

OJ990416 06. 9819. C10. ol.ts 



90 

none 

90. .221, 92. 
1020. .1076, 



.232, 
1142. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
283. .393, 321. .398, 
1249, 1149. .1250 



OJ990416_06. 9819. C10 
1253 

TBLASTX: Soybean 

1250 

180 

787. .837, 995. .1072, 



Seq. No. 18510 

Gene No. 38867 

Start 1134 

Name OJ990416JD6 . 9819. C10 . ol . tc 

Start 140 

GI none 
Exons 



Seq. ID OJ990416_06. 9819. C10 
Strand 

End 1253 

Method TBLASTX : Cress 

End 1253 

Score 7 9 



140. .217, 147. .221, 319. .402, 333. .404, 337. .405, 760. .837, 
777. .839, 993. .1070, 995. .1096, 1020. .1076, 1142. .1246, 
1149. .1250, 1149. .1253 



Seq. No. 18510 Seq. ID 

Gene No. 38867 Strand 

Start 1134 End 

Name OJ9904 1 6_06 . 98 1 9 . C10 . ol . tm Method 

Start 161 End 



OJ990416_06. 9819. C10 
1253 

TBLASTX: Maize 
1250 



19036 




GI 


none 






Score 


102 


Exons 


161. .232, 162. .233, 164. 


.265, 


286. .402, 


286. .402, 754 . .837, 




777. .839, 995. .1072, 997.. 


1077, 1020.. 1076, 1140.. 1250, 




1142. . 1246, 1158. . 1250 










Seq. No. 


18510 






Seq. ID 


OJ990416_06. 98 19. C10 


Gene No . 


38867 






Strand 




Start 


1134 






End 


1253 


Name 


" OJ990416 06. 9819. CIO. ol. 


tw 




Method 


TBLASTX: Wheat 


Start 


285 






End 


1251 


GI 


none 






Score 


117 


Exons 


285. .401, 292. .402, 292. 


.402, 


300. .404, 


754 . .837, 776. .847, 




995. .1072, 998. .1075, 1020 


..1076, 1140. 


. 1250, 1142 . . 1246, 




1165. . 1251 










Seq. No. 


18510 






Seq. ID 


OJ990416_06. 9819. C10 


Gene No. 


38867 






Strand 




Start 


1134 






End 


1253 


Name 


OJ990416 06. 9819. C10. ol. 


gp 




Method 


AAT/GAP 


Start 


1134 






End 


1253 


GI 


LIB34 32-017-P1-K1-B3 






Score 


171 


Exons 


1134 . . 1253 










GI * Descrip . 


'4 589536/dbj | BAA7 67 90.il 


1 


. Oe 


-11 (AB023163) KIAA0946 proteir 




[Homo sapiens ] ' 










Seq. No. 


18511 






Seq. ID 


OJ990416 06 9819 C12 


Gene No. 


38868 






Strand 


+ 


Start 


180 






End 


731 


Name 


OJ990416 06.9819.C12.ol. 


gs 




Method 


GENSCAN 


Start 


180 






End 


723 


GI 


none 






Score 


.74 


Exons 


180. .723 










Seq. No. 


18511 






Seq. ID 


OJ990416_06. 9819.C12 


Gene No. 


38868 






Strand 


+ 


Start 


180 






End 


731 


Name 


OJ990416 06.9819.C12.ol. 


tm 




Method 


TBLASTX :Maize 


Start 


310 






End 


678 


GI 


none 






Score 


601 


Exons 


310. .393, 322. .678, 336. 


. 677 






Seq. No. 


18511 






Seq. ID 


OJ990416_06. 9819.C12 


Gene No. 


38868 






Strand 


+ 


Start 


180 






End 


731 


Name 


OJ990416 06.9819.C12.ol. 


np 




Method 


AAT/NAP 


Start 


322 






End 


731 


GI 


4538961 






Score 


538 


Exons 


322. .731 










GI Descrip. 


( AL04 94 88 ) isoleucine-tRNA 


ligase-like 


protein [Arabidopsis 




thaliana] 










Seq. No. 


18511 






Seq. ID 


OJ990416_06. 9819.C12 


Gene No. 


38868 






Strand 


+ 


Start 


180 






End 


731 


Name 


OJ990416 06.9819.C12.ol. 


ts 




Method 


TBLASTX: Soybean 


Start 


322 






End 


729 


GI 


none 






Score 


564 



19037 



Exons 



322. .729, 322. .390, 333. .725, 469. .726 



Seq. No. 18512 

Gene No. 38869 

Start 1 

Name OJ9904 1 6_06 . 98 1 9 . CI 6 . ol . np 

Start 1 

GI 4160280 

Exons 1..89, 559. .747 

GI Descrip. (AJ006224) purple acid phosphatase [Ipomoea batatas] 



Seq. ID OJ990416_06. 9819.C16 
Strand 

End 747 

Method AAT/NAP 

End. 747 

Score 173 



Seq. No. 18512 

Gene No. 38869 

Start 1 

Name OJ9904 1 6_06 . 98 19 . CI 6 . ol . tm 

Start 60 

GI none 
Exons 



Seq. ID OJ990416_06. 9819.C16 
Strand 

End 747 

Method TBLASTX: Maize 

End 742 

Score 110 



60. .95, 559. .660, 560. .652, 658. .741, 665. .742 



Seq. No. 18512 

Gene No. 38869 

Start 1 

Name OJ9904 1 6_06 . 98 19 . CI 6 . ol . ts 

Start 60 

GI none 
Exons 



Seq. ID OJ990416_06. 9819.C16 
Strand 

End 747 

Method TBLASTX : Soybean 

End 747 

Score 129 



60. .95, 554. .742, 559. .747, 559. .741 



Seq. No. 18512 

Gene No. ' 38869 

Start 1 

Name OJ9904 16_06 . 98 1 9 . CI 6 . ol . gp 

Start 535 

GI 52534_1.R1084 

Exons 535 . . 747 

GI Descrip. ' 4 1 60280/emb | CAA06921 | 7.0e-23 (AJ006224) purple acid 
phosphatase [Ipomoea batatas] 1 



Seq. ID OJ990416_06. 9819.C16 
Strand 

747 

AAT/GAP 
747 
325 



End 

Method 

End 

Score 



Seq. No. 18512 

Gene No. 38869 

Start 1 

Name OJ9904 1 6_06 . 98 1 9 . CI 6 . ol . tc 

Start 554 

GI none 

Exons 554. .742, 559. .741 



Seq. ID OJ990416_06. 9819.C16 

Strand 

End 7 47 

Method TBLASTX : Cress 

End 742 

Score 99 



Seq. No. 18512 

Gene No. 38869 

Start 1 

Name OJ9904 1 6_06 . 98 1 9 . CI 6 . ol . gs 

Start 559 

GI none 

Exons 559.. 698 



Seq. ID OJ990416_06. 9819.C16 

Strand 

End 747 

Method GENSCAN .. 

End 698 

Score .53 



Seq. No. 18513 

Gene No. 38870 

Start 30 

Name OJ9904 1 6_06 . 98 1 9 . C17 . ol . gs 



Seq. ID OJ990416_06. 9819.C17 

Strand + 

End 7 7 

Method GENSCAN 



19038 



Start 
GI 

Exons 



30 

none 
30. .77 



End 
Score 



77 
. 91 



Seq. No. 18514 

Gene No. 38871 

Start 74 

Name OJ9904 1 6_06 . 98 19 . C18 . ol . gp 

Start 74 

GI 23683_1.R1084 

Exons 74. .142, 256. .361, 549. .614 
GI Descrip. ' 4 538 961/emb | CAB39785 . 1 i 2.0e 



Seq. ID 
Strand 
End 

Method 
End 
Score 
697. .777 
56 (AL049488) 



OJ990416 06.9819.C18 



111 

AAT/GAP 
111 
519 



isoleucine-tRNA 





ligase-like 


protein [Arabidopsis thaliana] ' 








Seq. No. 


18514 






Seq. ID 


OJ990416_ 


06 


9819 


. C18 




38871 






Strand 


- 








Start 


74 






End 


777 








Name 


OJ990416 06. 


9819.C18.ol. 


y ^ 


Mp f- h or! 


GENSCAN 








Start 


256 






End 


569 








GI 


none 






Score 


.79 








Exons 


256. .361, 549. .569 














Seq. No. 


18515 






Seq. ID 


OJ990416 


06 


9819 


. C22 


Gene No . 


38872 






Strand 


+ 








Start 


123 






End 


992 








Name 


OJ990416 06. 


9819.C22.ol. 


gs 


Method 


GENSCAN 








Start 


123 






End 


992 








GI 


none 






Score 


.48 








Exons 


123. . 992 
















Seq. No. 


18515 






Seq. ID 


OJ990416_ 


06 


9819 


.C22 


Gene No. 


38872 






Strand 


+ 








Start 


123 






End 


992 








Name 


OJ990416 06. 


9819.C22.ol. 


gp 


Method 


AAT/GAP 








Start 


397 






End 


775 








GI 


2311430 






Score 


714 








Exons 


397. .775 
















Seq. No. 


18515 






Seq. ID 


OJ990416_ 


06 


9819 


.C22 


Gene No. 


38873 






Strand 


+ 








Start 


5530 






End 


8826 








Name 


OJ990416 06 1 . 


9819.C22.ol. 


np 


Method 


AAT/NAP 








Start 


5152 






End 


7255 








GI 


4406801 






Score 


346 








Exons 


5152. .5226, 


5647. .5808, 


6699. 


.6850, 7069. .7255 








GI Descrip. 


(AC006304) unknown protein [Arabidopsis 


thaliana ] 






Seq. No. 


18515 






Seq. ID 


OJ990416_ 


06. 


9819 


.C22 


Gene No. 


38873 






Strand 


+ 








Start . 


5530 






End 


8826 








Name 


OJ990416 06. 


9819.C22.o3. 


gs 


Method 


GENSCAN 








Start 


5530 






End 


8826 








GI 


none 






Score 


.79 








Exons 


5530. .5908, 


6001. . 6074, 


6699. 


. 6839, 7133. .7245, 


7658. .7790, 




8512. .8650, 


8727. .8826 














Seq. No. 


18515 






Seq. ID 


OJ990416_ 


06. 


9819 


.C22 



19039 



Gene No. 38873 

Start 5530 

Name OJ9904 1 6_06 . 98 19 . C22 . ol . tc 

Start 5638 

GI none 

Exons 5638.. 5808, 5721.-. 5798, 6696. 
7626. .7709 



Strand 
End 

Method 

End 

Score 



+ 

8826 

TBLASTX: Cress 

7709 

239 



,6839, 6698. .6841, 6698. .6838, 



Seq. No. 18515 

Gene No. 38873 

Start 5530 

Name OJ9904 1 6__06 . 98 1 9 . C22 . ol . ts 

Start 5638 

GI none 

Exons 5638 . . 5808, 
7626. .7709 



Seq. ID OJ990416_06. 9819.C22 

Strand + 

End 8826 

Method TBLASTX : Soybean 

End 7709 

Score 256 
5718. .5807, 5722. .5808, 6696. .6806, 6698. .6805, 



Seq. No. 18515 
Gene No. 38873 
Start 5530 

Name OJ9904 1 6_0 6 . 98 1 9 . C22 . ol . tm 

Start 6660 
GI none 
Exons 6660 

6702 

7402 



,6806, 6696. 

.6818, 7130. 

,7482, 7403. 

7626. .7709, 7626. 
8513. .8623 



,6839, 6696. 

,7246, 7131. 

,7483, 7404. 

,7790, 8496. 



Seq. ID OJ990416_06. 9819.C22 

Strand + 

End 8826 

Method TBLASTX : Mai ze 

End 8623 

Score 69 

.6839, 6697. .6840, 6698. .6841, 
.7256, 7131. .7250, 7401. .7481, 
.7484, 7624 .-^7785, 7625.. 7801, 
.8621, 8512. .8622, 8512. .8622, 



Seq. No. 18515 Seq. ID 

Gene No. 38873 Strand 

Start 5530 End 

Name OJ9904 1 6_06 . 98 19 . C22 . o2 . ts Method 

Start 7134 End 

GI none Score 

Exons 713,4.. 7250, 7136.. 7246, 7401.. 7478, 7403. 

• 7404. .7484, 7710. .7790, 7712. .7789, 8496. 

8708. .8818, 8732. .8821, 8746. .8823 



OJ990416_06. 9819.C22 
+ 

8826 

TBLASTX: Soybean 
8823 
194 



,7480, 7403. .7483, 
,8657, 8515. .8646, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18516 
38874 
371 

OJ990416_0 6. 9819.C23.ol.gs 

371 

none 



Seq. ID OJ990416_06. 9819.C23 

Strand + 

End 11694 

Method GENSCAN 

End 11694 

Score . 7 



371. .454, 613. .658, 1440. .1465, 2020. .2325, 2971. .3008, 
3529. .3726, 3752. .3896, 4274. .4301, 4381. .4481, 6257. .6339, 
6426. .6498, 7267. .7309, 8091. .8230, 8369. .8581, 8888. .8972, 
9049. .9343, 1034 6 .. 10601 , 10728 1094 1, 11192 .. 11403, 
11545. . 11694 



Seq. No. 18516 Seq. ID 

Gene No. 38874 Strand 

Start 371 1 End 

Name OJ9904 1 6_06 . 98 19 . C23 . ol . gp Method 

Start 751 End 

GI LIB3432-017-P1-K1-B3 Score 



OJ990416_06.9819.C23 
+ 

11694 
AAT/GAP 
2215 
841 



19040 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



751. .867, 1317. .1465, 2020. .2215 

'4589536/dbj IBAA76790.il 1.0e-ll (AB023163) KIAA094 6 protein 
[Homo sapiens] ' 



18516 Seq. ID 

38874 Strand 

371 End 

OJ9904 16_06 . 9819 . C23 . ol . np Method 

769 End 

4589536 Score 



OJ990416_06. 9819.C23 
+ 

11694 
AAT/NAP 
2437 
137 



769. .1005, 1361. .1472, 2024. .2144, 2331. .2437 
(AB023163) KIAA0946 protein [Homo sapiens] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4481, 4847 
.6498, 7121 



OJ990416_06.9819.C23 
+ 



11694 
AAT/NAP 
11691 
2810 

5050, 5151. 
7186, 7267. 



5394, 
7309, 



,8972, 9049. .9343, 1034 6 .. 10 601 , 



18516 
38874 
371 

0 J9 90 4 1 6_0 6 . 98 1 9 . C2 3 . o2 . np 
3768 
4325344 

3768..3896, 4274. .4305, 4364 
5713. .5888, 6257. .6339, 6426 
8091. .8272, 8369. .8581, 8888 
10728. .10 941, 11192. . 11403, 11545. .11691 
(AF128393) similar to beta-transducins (Pfam: .PF00400, 
Score=71.7, E=1.5e-17, N=6) [Arabidopsis thaliana] 



18516 Seq. ID OJ9904 1 6_06 . 98 19 . C23 

38874 Strand + 

371 End 11694 

OJ990416__06. 9819.C23.o3.gp Method AAT/GAP 

9160 End 10607 

LIB3432-029-P1-K1-A9 Score 819 

9160. . 9343, 10346. . 10607 

M325344/gb|AAD17343| 2.0e-47 (AF128393) similar to 
beta-transducins (Pfam: PF00400, Score=71.7, E=1.5e-17, N=6) 
[Arabidopsis thaliana] 1 



18516 Seq. ID 

38874 Strand 
371 End 
OJ990416_06.9819.C23.o4 . gp Method 
10817 End 
LIB34 34-038-P1-K1-C6 Score 
10817. .10941, 11192. . 114 03, 1154 5. .11682 
1 4325344/gb|AAD17343| 2.0e-34 (AF128393) similar to 
beta-transducins (Pfam: PF00400, Score=71.7, E=1.5e-17, N=6) 
[Arabidopsis thaliana] 1 



OJ990416_06. 9819.C23 
+ 

11694 
AAT/GAP 
11682 
820 



18516 Seq. ID 

38875 Strand 

21060 End 
OJ990416_06. 9819.C2 3.o5.gs Method 

21060 End 

none Score 
21060. .21398 



OJ990416_06. 9819.C23 
+ 

21398 
GENSCAN 
21398 
. 67 



Seq. No. 



18516 



Seq. ID OJ990416_06.9819.C23 



19041 



Gene No. 


38876 




Strand 








Start 


2414 




End 


2927 






Name 


OJ990416 06.9819.C23. 


o2 . an 


Met hod 


" AAT/GAP 






Start 


2414 ~ 




End 


2927 






GI 


none 




Score 


1024 






Exons 


2414 . . 2927 












Seq. No. 


18516 




Seq. ID 


OJ990416_ 


06. 9819 


C23 


Gene No. 


38877 




Strand 








Start 


11983 




End 


12195 






Name 


OJ990416 06.9819.C23. 


o5 . OD 


Method 


AAT/GAP 






Start 


11983 ~~ 




End 


12195 






GI 


none 




Score 


426 






Exons 


11983. . 12195 












Seq. No. 


18516 




Seq. ID 


OJ990416_ 


06.9819 


C23 


Gene No. 


38878 




Strand 








Start 


12924 




End 


14384 






Name 


OJ990416 06.9819.C23. 


o2 . gs 


Method 


GENSCAN 






Start 


12924 ~~ 




End 


14384 






GI 


none 




Score 


. 98 






Exons 


12924 . . 14384 












Seq. No. 


18516 




Seq. ID 


OJ990416 


06 . 9819 


C23 


Gene No. 


38878 




Strand 








Start 


12924 




End 


14384 






Name 


OJ990416 06.9819.C23. 


o3 . np 


Method 


AAT/NAP 






Start 


12927 




End 


14384 






GI 


6730737 




Score 


1461 






Exons 


12927. .14384 












GI Descrip. 


(AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18516 




Seq. ID 


OJ990416_ 


06.9819 


C23 


Gene No. 


38878 




Strand 








Start 


12924 




End 


14384 






Name 


OJ990416 06.9819.C23. 


06 . gp 


Method 


AAT/GAP 






Start 


13096 




End 


13474 






GI 


LIB34 33-025-P1-K1-A12 


Score 


705 






Exons 


13096. .13474 












GI Descrip. 


'4586058/gb|AAD25676. 


1 |AC007020_18 2. 


De-22 (AC007020) unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


18516 




Seq. ID 


OJ990416_ 


06.9819 


C23 


Gene No. 


38879 




Strand 








Start 


16425 




End 


18721 






Name 


OJ990416 06.9819.C23. 


o3 . gs 


Method 


GENSCAN 






Start 


16425 




End 


18721 






GI 


none 




Score 


. 94 






Exons 


16425. .16581, 16661. . 


16767, 


16847. .16913, 17000. 


. 17115, 






17364 . . 17435, 17546. . 


17619, 


18622. .18721 






Seq. No. 


18516 




Seq. ID 


OJ990416_ 


06. 9819. 


C23 


Gene No. 


38879 




Strand 








Start 


16425 




End 


18721 






Name 


OJ990416 06.9819.C23. 


o4 . np 


Method 


AAT/NAP 






Start 


16660 




End 


17728 






GI 


3047065 




Score 


316 







19042 



Exons 16660. . 16767, 16847 16934 , 17364 .. 174 35, 17546. .17728 

GI Descrip. (AF058825) contains similarity to human OS-9 precurosor 
(GB:U41635) [Arabidopsis thaliana] 



Seq. No. 18516 Seq. ID 

Gene No. 38880 Strand 

Start 22368 End 

Name OJ9904 1 6_06 . 98 19 . C23 . o2 . tw Method 

Start 371 End 

GI none Score 
Exons 



OJ990416_06.9819.C23 
23958 

TBLASTX: Wheat 

1411 

92 



371. .454, 393. .464, 612. .689, 615. .692, 637. .693, 757. .867, 
759.-863, 1145. .1231, 1147. .1227, 1300. .1410, 1300. .1410, 
1301. . 1411, 1310. . 1411 



Seq. No. 18516 

Gene No. 38880 

Start 22368 

Name OJ990416_06. 98 19 . C23 . 06 . tm 

Start 371 

GI none 
Exons 



Seq. ID OJ990416_06.9819.C23 
Strand 
End 

Method 
End 
Score 



23958 

TBLASTX: Maize 

1240 

91 



371. .454, 394. .456, 612. .689, 614. .694, 615. .692, 637. .693, 
757. .867, 7S9..863, 775. .867, 1145. .1240, 1147. .1233 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18516 
38880 
22368 

OJ9904 1 6_06 . 98 1 9 . C2 3 . o3 . tc 
377 
none 

377. .454, 610. .687, 612. .713, 637 



Seq. ID OJ990416_06.9819.C23 
Strand 

End 23958 

Method TBLASTX : Cress 

End 2160 

Score 81 

693, 759. .863, 766. .867, 



766. .870, 1145. .1234, 1147. 





2017. .2067, 


2067 


.2129, 


2068. 


Seq. No. 


18516 








Gene No. 


38880 








Start 


22368 








Name 


OJ990416 06 


. 9819 


C23.o5 


. ts 


Start 


612 








GI 


none 








Exons 


612. .689, 637. .693, 766 


. .867, 


Seq. No. 


18516 








Gene No. 


38880 








Start 


22368 








Name 


OJ990416 06 


.9819 


C23.o2 


.ts 


Start 


1310 








GI 


none 








Exons 


1310. .1414, 


2016 


.2159, 


2017. 




. 2265.. 2282, 


2352 


.2414 




Seq. No. 


18516 








Gene No. 


38880 








Start 


22368 








Name 


OJ990416 06 


.9819 


C23.o3 


tm 


Start 


1367 








GI 


none 








Exons 


1367. .1468, 


2016 


.2159, 


2017. 



1227, 1304. .1414, 2016. 
2127, 2122.. 2160 



,2069, 



Seq. ID OJ990416_06. 9819.C23 
Strand 
End 

Method 
End 
Score 



23958 

TBLASTX: Soybean 

1198 

93 



Seq. ID OJ990416_06. 9819.C23 
Strand 

End 23958 

Method TBLASTX : Soybean 

End 2414 

Score 82 

.2232, 2017.. 2226, 2069.. 2227, 



OJ990416_06.9819.C23 
23958 

TBLASTX: Maize 
2383 
433 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2295, 2048. .2383, 2054. .2383 



19043 



OJ990416 06.9819.C23 



Seq. No. 18516 Seq. ID 

Gene No. 38880 Strand 

Start 22368 End 

Name OJ990416_06 . 9819 . C23 . o4 . ts Method 

Start 5711 End 

GI none Score 

Exons 5711. .5908, 5712. .5891, 6254. .6340, 6256. .6336, 6424. .6486, 
6437 . . 6484 



23958 

TBLASTX: Soybean 

6486 

264 



Seq. No. 18516 
Gene No. 38880 
Start 22368 

Name OJ9904 16_06 . 9819 . C23 . ol . tc 

Start 6423 
GI none 

Exons 6423.. 6500, 6424.. 6498, 6426, 

8083. .8229, 8090. .8230, 8091. 
8363..8476, 8366. .8584, 8380. 
9027. .9341, 9047. .9340 



Seq. ID OJ990416_06. 9819.C23 
Strand 

End 23958 
Method TBLASTX : Cress 
End 9341 
Score 108 

.6500, 7118. .7186, 7261. .7308, 
,8231, 8106. .8234, 8107. .8232, 
,8583, 8881. .8973, 8882. .8974, 



Seq. No. 18516 Seq. ID 

Gene No. 38880 Strand 

Start 22368 End 

Name OJ9904 16_06 . 9819 . C23 . 08 . tm Method 

Start 10571 End 

GI none Score 
Exons 



OJ990416_06. 9819.C23 
23958 

TBLASTX: Maize 

10941 

46 



10571. .10 603, 10572. .10 604, 10722. .1094 0, 1072 6. .10941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18516 
38880 
22368 
OJ990416 
11192 
none 
11192 
11270 
11544 



06.9819.C23.o6.ts 



11275, 
11401, 
11684 



11194 . 
11280. 



,11322, 
,11417, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_06. 9819.C23 
23958 

TBLASTX: Soybean 

11684 

58 



11196. 
11542. 



,11231, 
,11682, 



11269. 
11542. 



.11409, 
.11682, 



Seq. No. 18516 Seq. ID 

Gene No. 38880 Strand 

Start 22368 End 

Name O J9 9 0 4 1 6_0 6.9819.C23.o7.tm Method 

Start 11281 End 

GI none Score 

Exons 11281. .11409, 11286 .. 11402, 11296. 

11542. . 11682, 11544 .. 11690, 11544. 



OJ990416_06. 9819.C23 
23958 

TBLASTX: Maize 

11690 

187 



11412, 
11690 



11542. . 11682, 



Seq. No. 18516 Seq. ID 

Gene No. 38880 Strand 

Start 22368 End 

Name OJ990416_0 6 . 9819 . C23 . ol . tm Method 

Start 13017 End 

GI none Score 

Exons 13017 .. 13448, 13054 .. 134 4 6, 13136. .13447 



OJ990416 06.9819.C23 



23958 

TBLASTX: Maize 
13448 
460 



Seq. No. 



18516 



Seq. ID OJ990416_06. 9819.C23 



19044 




Gene No. 


38880 






Strand 








Start 


22368 






End 


23958 






Name 


OJ990416 06.9819.C23 


o2. tc 


Method 


TBLASTX : 


Cress 




Start 


13054 






End 


14168 






GI 


none 






Score 


83 






Exons 


13054 . 


.13161, 13056. 


13190, 


13230. . 13487, 13254 


. . 13412, 






13494 . 


.13844, 13494. 


13658, 


13725. . 13892, 13851 


. . 14168, 






13852. 


.14148 












Seq. No. 


18516 






Seq. ID 


OJ990416 


06. 9819 


C23 


Gene No. 


38880 






Strand 








Start 


22368 






End 


23958 






Name 


OJ990416 06.9819.C23 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


13056 






End 


14159 






GI 


none 






Score 


86 






Exons 


13056. 


.13205, 13167. 


13487, 


13218. .13412, 13396 


. .13461, 






13500. 


.13835, 13512. 


13835, 


13896. .14159, 13962 


. .14147, 






14002. 


.14148 












Seq. No. 


18516 






Seq. ID 


OJ990416 


_06. 9819 


C23 


Gene No. 


38880 






Strand 








Start 


22368 






End 


23958 






Name 


OJ990416 06.9819.C23 


o5 . tm 


Method 


TBLASTX: 


Vlai ze 




Start 


13848 






End 


14171 






GI 


none 






Score 


205 






Exons 


13848. 


.14171, 13849. 


14148, 


13860. . 14150 






Seq. No. 


18516 






Seq. ID 


OJ990416 


06. 9819 


C23 


Gene No . 


38880 






Strand 








Start 


22368 






End 


23958 






Name 


OJ990416 06.9819.C23 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


16356 






End 


16904 






GI 


none 






Score 


36 






Exons 


16356. 


.16385, 16422. 


16508, 


16423. .16476, 16470 


. . 16526, 






16470. 


.16529, 16500. 


16580, 


16518. .16577, 16540 


. .16581, 






16653. 


.16769, 16659. 


16772, 


16660. . 16776, 16661 


. . 16804, 






16844 . 


.16903, 16845. 


16904 










Seq. No. 


18516 






Seq. ID 


OJ990416 


06. 9819 


C23 


Gene No . 


38880 






Strand 








Start 


22368 






End 


23958 






Name 


OJ990416 06.9819.C23, 


o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


16402 






End 


17131 






GI 


none 






Score 


63 






Exons 


16402. 


.16497, 16424.. 


16513, 


16424 . .16513, 16470 


. . 16577, 






16470. 


.16580, 16471.. 


16581, 


16658. .16768, 16659 


. . 16772, 






16660. 


.16770, 16661.. 


16804, 


16844 . .16915, 16845 


. . 16916, 






16984 . 


.17115, 17096.. 


17131 










Seq. No. 


18516 






Seq. ID 


OJ990416 


06. 9819 


C23 


Gene No. 


38880 






Strand 








Start 


22368 






End 


23958 






Name 


OJ990416 06.9819.C23. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16650 






End 


17659 






GI 


none 






Score 


58 






Exons 


16650. 


.16769, 16658.. 


16768, 


16660. . 16770, 16661 


. .16804, 





16844 .. 16915, 1 684 5 . . 1 691 6, 16999 .. 17118 , 17 361 .. 17 474 , 



19045 



17362. . 17445, 17546. . 17659 



Seq. No. 


18516 


Seq. ID 


OJ990416_06. 9819 


.C23 


Gene No . 


38880 


Strand 






Start 


22368 


End 


23958 




Name 


OJ990416 06. 9819.C23.o4 . tm 


Method 


TBLASTX: Maize 




Start 


17388 


End 


18238 




GI 


none 


Score 


70 




Exons 


17 38 8.. 17435, 17 38 8.. 174 38, 


1754 6. .1774 6, 17 54 6 177 4 6, 






18141.. 18 22 7, 18142.. 18 22 2, 


18143. .18238 




Seq. No. 


18516 


Seq. ID 


OJ990416_06. 9819 


C23 


Gene No. 


38880 


Strand 






Start 


22368 


End 


23958 




Name 


OJ990416 06.9819.C23.o6.np 


Method 


AAT/NAP 




Start 


22368 ~ 


End 


23958 




GI 


6522551 


Score 


62 




Exons 


223 68.. 22410, 23 67 2.. 23819, 


23916. .23958 




GI Descrip. 


.(AL132967) putative protein 


( fragment ) 


[Arabidopsis thaliana] 


Seq. No. 


18516 


Seq. ID 


OJ990416_06. 9819 


C23 


Gene No . 


38880 


Strand 






Start 


22368 


End 


23958 




Name 


OJ990416 06.9819.C23.o6.gs 


Method 


GENSCAN 




Start 


22667 ~~ 


End 


23931 




GI 


none 


Score 


. 99 




Exons 


22667. .23287, 23371.. 23931 








Seq. No. 


18517 


Seq. ID 


OJ990416_06. 9819 


C24 


Gene No . 


38881 


Strand 


+ 




Start 


72 


End 


1975 




Name 


OJ990416 06.9819.C24.ol.gs 


Method 


GENSCAN 




Start 


72 


End 


1975 




GI 


none 


Score 


. 42 




Exons 


72. .150, 947. .1022, 1948. .1975 






Seq. No. 


18518 


Seq. ID 


OJ990416_06. 9819 


C26 


Gene No. 


38882 


Strand 






Start 


1 


End 


787 




Name 


OJ990416 06. 9819.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


787 




GI 


4325344 


Score 


339 




Exons 


1..92, 348. .591, 690. .787 








GI Descrip. 


(AF128393) similar to beta- 


transducins 


(Pfam: PF00400, 






Score=71.7, E=1.5e-17, N=6) 


[Arabidopsis thaliana] 




Seq. No. 


18519 


Seq. ID 


OJ990416_06. 9819 


C27 


Gene No. 


38883 


Strand 






Start 


1 


End 


4029 




Name 


OJ990416 06.9819.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3261 




GI 


4160280 


Score 


1038 





Exons 

GI Descrip. 
Seq. No. 



1..395, 950. .1088, 1703. .1926, 2242. .2353, 2823. .3023, 
3098.. 3261 

(AJ006224) purple acid phosphatase [Ipomoea batatas] 



18519 



Seq. ID OJ990416_06. 9819.C27 



19046 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38883 Strand 
1 End 4029 

OJ990416_06. 9819. C27 .ol . gp Method AAT/GAP 
159 End 1921 

20922_1.R1084 Score 1101 

159. .395, 950. .1088, 1703. .1921 

' 2344871/emb | CAA04644 | 1.0e-83 (AJ001270) purple acid 
phosphatase precursor [Phaseolus vulgaris] f 



18519 
38883 
1 

OJ990416_06. 9819.C27.ol . tm 

165 

none 



Seq. ID OJ990416_06.9819.C27 
Strand 

End 4 02 9 

Method TBLASTX : Mai ze 

End 3277 

Score 331 



165. .212, 166. .396, 176. .397, 176. .409, 270. .413, 945. .1088, 
951. .1088, 952. .1089, 1699. .1929, 1702. .1929, 1703. .1933, 
1704. .1955, 2241. .2360, 2248. .2355, 2255. .2359, 2823. .2924, 
2824. .2916, 2883. .3026, 2922. .3026, 3095. .3271, 3096. .3275, 
3098. .3277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18519 
38883 
1 

OJ990416_06. 9819.C27 .ol . tc 

166 

none 



Seq. ID OJ990416_06. 9819.C27 
Strand 

End 4029 

Method TBLASTX : Cress 

End 3200 ' 

Score 246 



166. .396, 176. .397, 945. .1103, 955. .1047, 1702. .1797, 
1709. .1807, 1715. .1807, 1743. .1808, 1808. .1933, 1809. .1928, 
1810. .1941, 2241. .2348, 2258. .2359, 2818. .3024, 2823. .3026, 
3095. .3199, 3096. .3200 



Seq. No. 18519 

Gene No. 38883 

Start 1 

Name OJ9904 16_06 . 9819 . C27 . ol . ts 

Start 175 

GI none 
Exons 



Seq. ID OJ990416_06. 9819.C27 
Strand 

End 4029 

Method TBLASTX : Soybean 

End 3233 

Score 193 ' 



175. .396, 176. .397, 945. .1103, 951. .1088, 952. .1089, 1703. .1807, 
1707. .1811, 1783. .1926, 1797. .1928, 1808. .1933, 2241. .2360, 
2241. .2342, 2258. .2359, 2818. .3024, 2823. .3026, 2823. .3026, 
3095. .3205, 3096. .3233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18519 
38883 
1 

OJ990416_0 6. 9819.C27.ol.gs 

267 

none 



Seq. ID OJ990416_06. 9819.C27 
Strand 

End 4029 

Method GENSCAN 

End 3265 

Score . 9 



267. .395, 950. .1088, 1703. .1926, 2242. .2353, 2823. .3023, 
3098. .3265 



Seq. No. 18519 Seq. ID 

Gene No. 38883 Strand 

Start 1 End 

Name OJ990416_06 . 9819 . C27 . o2 . gp Method 

Start 2799 End 



OJ990416_06. 9819.C27 

4029 

AAT/GAP 

4029 



19047 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52534_1.R1084 Score 820 

2799.. 3023, 3098.. 3301, 3967.. 4029 

, 4160280/emb|CAA06921| 7.0e-23 (AJ006224) purple acid 
phosphatase [Ipomoea batatas]' 



18520 Seq. ID 

38884 Strand 

2172 End 

OJ990416_06. 9819.C28 .ol . gp Method 

2172 End 

19237 1.R1084 Score 



OJ990416_06. 9819.C28 
+ 

5753 
AAT/GAP 
5753 
1828 

,4296, 



2172. .2327, 2432.-2475, 3583. .3697, 4033. .4096, 4180. 
4391. .4499, 5365. .5753 

•4567246/gb|AAD23660.1|AC007070_9 2.0e-55 (AC007070) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


18520 


Seq. ID 


OJ990416_ 


06. 9819 


.C28 


Gene No. 


38884 


Strand 


+ 






Start 


2172 


End 


5753 






Name 


OJ990416 06.9819.C28.ol.np 


Method 


AAT/NAP 






Start 


2215 


End 


5456 






GI 


4567246 


Score 


383 






Exons 


2215. .2314, 2431. .2475, 3595. .3697, 4033. .4096, 


4180. .4262, 




4393..4499, 5365. .5456 










GI Descrip. 


(AC007070) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


.18520 


Seq. ID 


OJ990416_ 


06. 9819 


C28 


Gene No . 


38885 


Strand 


+ 






Start 


11994 


End 


17443 






Name 


OJ990416 06. 9819.C28.o2.gp 


Method 


AAT/GAP 






Start 


11930 


End 


17443 






GI 


150 1.R1084 


Score 


5722 






Exons 


11930. . 12258, 14125. . 14 699, 


14862. . 15241, 15328. 


. 15414, 






15512. . 1584 2, 1 6013 . . 1 64 23, 


16506. . 16565, 16674 . 


. 17443 




GI Descrip. 


'174 7294 /dbj |BAA08232| 0.0e+00 (D4 5383) 


vacuolar 






^-pyrophosphatase [Oryza sativa] 1 








Seq. No. 


18520 


Seq. ID 


OJ990416_ 


06.9819 


C28 


Gene No. 


38885 


Strand 


+ 






Start 


11994 


End 


17443 






Name 


OJ990416 06.9819.C28.o2.gs 


Method 


GENSCAN 






Start 


11994 


End 


16880 






GI 


none 


Score 


.94 






Exons 


11994. .12258, 14 125 .. 14 699, 


14862. . 15241, 15328 . 


. 15414, 






15512. .1584 2, 1 6013 . . 16423, 


16506. .16565, 16674 . 


. 16880 




Seq. No. 


18520 


Seq. ID 


OJ990416_ 


06. 9819 


C28 


Gene No. 


38885 


Strand 


+ 






Start 


11994 


End 


17443 






Name 


OJ990416 06. 9819.C28.o2.np 


Method 


AAT/NAP 






Start 


11994 


End 


16877 






GI 


1747294 


Score 


3665 






Exons 


11994 . . 12258, 14125. .14 699, 


14862. . 15241, 15328 . 


. 15414, 






15512. .15842, 16013. .16423, 


16506. .16565, 16674 . 


. 16877 




GI Descrip. 


(D45383) vacuolar H+-pyrophosphatase [Oryza sativa] 




Seq. No. 


18520 


Seq. ID 


OJ990416_ 


06.9819 


C28 



19048 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



38886 Strand 

17897 End 

OJ990416_06. 9819.C28.o3.tm Method 

2427 End 

none Score 



2427. .2474, 2433.-2477, 3593. .3700, 3599 

3600. .3701, 3601. .3714, 3622. .3759, 4033 

4178. .4297, 4179. .4301, 4180. .4299, 4180 

4393. .4512, 4394. .4498, 4396. .4500, 5363 
5365. .5406 



18640 

TBLASTX: Maize 

5406 

65 

3697, 3600.. 3701, 
4104, 4034. .4084, 
4305, 4388.-4429, 
5404, 5364. .5405, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18520 Seq. ID 

38886 Strand 

17897 End 

OJ990416_06. 9819.C28.o2 .ts Method 

3600 End 

none Score 



OJ990416JD6. 9819. C28 
18640 

TBLASTX: Soybean 

5444 

130 



3600. .3701, 3611. .3700, 4033. .4104, 4034. .4084, 4179. .4301, 
4180. .4299, 4393. .4512, 4394. .4498, 5364. .5444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990416JD6. 9819. C28 
Strand 
End 

Method 
End 
Score 

3608. .3691, 3617. .3691, 3618. .3701, 4034. .4084, 4039. .4104, 
4041. .4091, 4178. .4297, 4179. .4295, 4180. .4299, 4186. .4305, 
4394..4498, 4396. .4512, 4399. .4500 



18520 
38886 
17897 

OJ990416_06. 9819.C28 .o2.tc 

3608 

none 



18640 

TBLASTX: Cress 

4512 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18520 
38886 
17897 

OJ990416_06. 9819.C28 .o2 . tm 

11988 

none 



Seq. ID OJ990416_06. 9819.C28 
Strand 

End 18640 

Method TBLASTX : Mai ze 

End 14441 

Score 116 



11988. .12119, 11990. .12118, 1217 9 . . 12262, 12225 .. 122 60 , 
14122. . 14274, 14 123 . . 14 4 4 0 , 14124. .14 441 



Seq. No. 18520 
Gene No. 38886 
Start 17897 

Name OJ9904 1 6_0 6 . 98 1 9 . C28 . ol . ts 

Start 11996 
GI none 

Exons 11996. . 12115, 11997 .. 12 122 , 

14117.. 14245, 14 123.. 14 704, 
14447. .14485, 14861. .152 41, 
15323. . 15406, 1532 9 .. 154 12 , 
15 510.. 15842, 15520. .158 4 6, 
16008. .1634 3, 16009 .. 164 19, 
16502. .16567, 16505. .16564, 
16674 . .16871 



Seq. ID OJ990416_06. 9819.C28 
Strand 

End 18640 

Method TBLASTX : Soybean 

End 16871 

Score 85 
12179. .12262, 12225. .12260, 
14124 .. 14 702, 1428 8. .14338, 
14 8 62. .15266, 14 907 .. 152 93, 
15340. .15408, 15509.. .15841, 
1564 7. . 1584 4, 15 92 4 .. 15962 , 
16013. .16381, 16491. . 16565, 
16672. . 167 64, 1 6673 .. 1 6870 , 



Seq. No. 
Gene No. 
Start 



18520 
38886 
17897 



Seq. ID 

Strand 

End 



OJ990416 06.9819.C28 



18640 



19049 



Name 

Start 

GI 

Exons 



OJ990416_06. 9819.C28 .ol . tc 

12000 

none 

12000. .12113, 12225. .12260, 

14124. .14702, 14288. .14347, 

14862. .15242, 14988. .15305, 

1534 3. .15414, 15506. .15604, 

15638. .15844, 16009.-. 16422, 

16491. .16565, 16495. .16566, 

16673. .16882, 16674. .16880 



Method TBLASTX : Cress 

End 16882 

Score 64 
14122. . 14274, 14 123 .. 14 704 , 
14447. .14485, 14861. .15241, 
15323. .15412, 15329. .15412, 
15509. .15841, 15510. . 15842, 
16013. . 16381, 164 90. .16564, 
16669. .16878, 16671. .16880, 



Seq. No. 18520 
Gene No. 38886 
Start 17897 

Name OJ9904 16_06 . 98 19 . C28 . 

Start 14441 
GI none 
Exons 14441. 

14862. 

15509. 

16009. 

16429. 



,14620, 14441. 

,15266, 14907. 

,15841, 15510. 

,16422, 16010. 

,16575, 16487. 



Seq. ID OJ990416_06. 9819.C28 
Strand 

End 18640 
ol.tm Method TBLASTX : Maize 

End 16880 

Score 203 
14704, 14442. .14702, 14861 15241, 
15290, 15327. .15455, 15329 154 12 , 
15842, 15511. .15843, 15511 .. 15843, 
16426, 16013. .16381, 1 6377 . . 1 64 24 , 
16582, 16673. . 16879, 16673 16879, 



16674 . .16880 



Seq. No. 18520 

Gene No. 38886 

Start 17897 

Name - OJ9904 16JD6 . 9819 . C28 . o2 . tw 

Start 15321 

GI none 

Exons 15321. .15413, 15329 .. 154 15 , 
15510. .1577 9, 15514 . . 15810 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_06. 9819.C28 
18640 

TBLASTX: Wheat 

15811 

74 



1534 0. .154 08, 15506. .15811, 



Seq. No. 18520 Seq. ID 

Gene No. 38886 Strand 

Start 17897 End 

Name OJ9904 16_06 . 98 19 . C28 . ol . tw Method 

Start 16121 End 

GI none Score 

Exons 16121. .16381, 16129 . . 1 64 31 , 16129. 

16491. .16565, 1 64 91 . . 1 6565 , 16492. 

16673. .16702, 16674 .. 16700 



OJ990416_06.9819.C28 
18640 

TBLASTX: Wheat 

16702 

414 



,16422, 
,16566, 



16490. 
16502. 



16564, 
16576, 



Seq. No. 18520 Seq. ID 

Gene No. 38886 Strand 

Start 17897 End 

Name OJ9904 16_06 . 98 1 9 . C28 . o3 . tw Method 

Start 16703 End 

GI none Score., 

Exons 16703. .16870, 16704.. 16871 



OJ990416_06. 9819.C28 
18640 

TBLASTX: Wheat 

16871 

270 



Seq. No. 18520 Seq. ID 

Gene No. 38886 Strand 

Start 17897 End 

Name OJ9904 16_06 . 98 1 9 . C28 . o3 . gs Method 

Start 17897 End 

GI none Score 



OJ990416_06. 9819.C28 

18640 
GENSCAN 
18640 
.6 



19050 




Exons 17897. .18021, 18241 18348, 18428.. 18640 



Seq. No. 


18521 


Seq. ID 


OJ990416_06. 


9819. C29 


Gene No . 


38887 


Strand 


+ 




Start 


457 


End 


12672 




Name 


OJ990416 06. 9819.C29.ol.gs 


Method 


GEN SCAN 




Start 


457 


End 


12667 




GI 


none 


Score 


. 65 




Exons 


457. .756, 833. .1963, 3236.. 


3322, 3459.. 


6035, 7238 . . 


7449, 




8783.-9953, 11361 . .12399, 12525.. 12667 






Seq. No. 


18521 


Seq. ID 


OJ990416_06. 


9819. C29 


Gene No. 


38887 * 


Strand 


+ 




Start 


457 


End 


12672 




Name 


OJ990416 06.9819.C29.ol.np 


Method 


AAT/NAP 




Start 


612 


End 


4631 




GI 


2792220 


Score 


462 




Exons 


612. .685, 1009. .1963, 3275. 


.3729, 4444. 


.4631 




GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


18521 


Seq. ID 


OJ990416_06. 


9819. C29 


Gene No . 


38887 


Strand 


+ 




Start 


457 


End 


12672 




Name 


OJ990416 06.9819.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1313 


End 


1879 




GI 


none 


Score 


51 




Exons 


1313. .1357, 1376. .1708, 1721. .1879 






Seq. No. 


18521 


Seq. ID 


OJ990416_06. 


9819. C29 


Gene No . 


38887 


Strand 


+ 




Start 


457 


End 


12672 




Name 


OJ990416 06.9819.C29.ol.gp 


Method 


AAT/GAP 




Start 


12403 


End 


12672 




GI 


2311430 


Score 


519 




Exons 


12403. . 12672 








Seq. No. 


18522 


Seq. ID 


OJ990416JD6. 


9819. C31 


Gene No . 


38888 


Strand 






Start 


692 


End 


3672 




Name 


OJ990416 06.9819.C31.ol.gs 


Method 


GENSCAN 




Start 


692 


End 


3672 




GI 


none 


Score 


.52 




Exons 


692. .757, 1049. .1055, 1521. 


.1640, 1791. 


.1943, 2754. 


.2919, 




3475. .3672 








Seq. No. 


18523 


Seq. ID 


OJ990416JD6. 


9819. C32 


Gene No. 


38889 


Strand 


+ 




Start 


809 


End 


14033 




Name 


OJ990416 06.9819.C32.ol..gs 


Method 


GENSCAN 




Start 


809 


End 


13671 




GI 


none 


Score 


. 69 




Exons 


809. .1091, 1103. .1461, 1509 


..1726, 1765. .1955, 2130 


. .2623, 



3215. .3358, 4105. .4301, 4970. .5132, 5449. .5562, 5943. .6090, 
6640. .6731, 7045. .7203, 7379. .7468, 8479. .8612, 9202. .9361, 
9515. .9598, 10010 .. 10135, 11000 .. 11103, 1 1521 . . 1158 4 , 
11918. .12006, 12082. .12223, 1262 6 .. 12 689, 12774 .. 1284 1 , 
13088. .13210, 13257. . 13358, 13546.. 13671 



19051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



18523 
38889 
809 

OJ990416_06. 9819.C32 .ol.np 

2141 

4538961 

2141. .2675, 3069. .3134, 3215. 
5454. .5562, 5993. .6090, 6653. 
8479. 



,8612, 9202.. 9361, 9515 
10777. .10914, 11000. .11103, 11521 11584 , 11918 
12082. . 12250, 12611 .. 12689, 1277 4 . . 1284 1 , 13088 
13293. . 13358, 1354 6. . 14033 

(AL049488) isoleucine-tRNA ligase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990416_06. 9819.C32 

Strand + 

End 14033 

Method AAT/NAP 

End 14033 

Score 3434 

.3358, 4105. .4301, 4970. .5140, 
.6731, 7045. .7203, 7379.. 7468, 
.9598, 9689. .9901, 10010 .. 10135, 

12006, 
13210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



18523 Seq. ID 

38889 Strand 
809 End 
OJ990416_06. 9819.C32 .ol.gp Method 
5078 End 
uC-osroM202014hl0bl Score 
5078. .5132, 5449. .5562, 5993. .6090, 6653. 
, 4538961/emb|CAB39785.1| 3.0e-52 (AL049488) 
ligase-like protein [Arabidopsis thaliana] 1 



OJ990416_06.9819.C32 
+ 

14033 
AAT/GAP 
7114 
720 



6731, 7045. .7114 
isoleucine-tRNA 



OJ990416_06. 9819.C32 
+ 



18523 
38889 
809 

OJ990416_06. 9819.C32 .o2.gp 
11018 

23683_1.R1084 

11018. .11103, 11521. .11584, 
12626. .1268 9, 1277 4 . . 12841, 
1354 6. . 13651, 137 65. . 13856 

1 4 538 961/emb|CAB397 85. 1 | 2.0e-56 (AL04 94 88) isoleucine-tRNA 
ligase-like protein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11918 

13088 



14033 
AAT/GAP 
13856 
1509 
12006, 12082. 
13210, 13293. 



12223, 
13358, 



Seq. No. 


18523 




Seq. ID 


OJ990416_ 


06. 9819.C32 


Gene No. 


38890 




Strand 


+ 




Start 


21622 




End 


25426 




Name 


OJ990416 06.9819.C32. 


o3 . np 


Method 


AAT/NAP 




Start 


21622 




End 


25426 




GI 


6721547 




Score 


87 




Exons 


21622. .21706, 25377.. 


25426 








GI Descrip. 


(AP001073) Similar tc 


Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


18523 




Seq. ID 


OJ990416_ 


06.9819.C32 


Gene No . 


38891 




Strand 






Start 


14392 




End 


14710 




Name 


OJ990416 06.9819.C32. 


o2 . gs 


Method 


GENSCAN 




Start 


14392 




End 


14710 




GI 


none 




Score 


. 97 




Exons 


14392 . . 14600, 14644 . . 


14710 








Seq. No. 


18523 




Seq. ID 


OJ990416_ 


06. 9819.C32 


Gene No. 


38892 




Strand 







19052 




Start 


15345 




End 


16115 




Name 


OJ990416 06.9819.C32 


. o3 . gs 


Method 


GENSCAN 




Start 


15345 ~~ 




End 


16061 




GI 


none 




Score 


. 99 




Exon 


15345 16061 










Seq. No. 


18523 




Seq. ID 


OJ990416 06.9819, 


,C32 


Gene No. 


38892 




Strand 






Start 


15345 




End 


16115 




Name 


OJ990416 06.9819.C32 


. o2 . np 


Method 


AAT/NAP 




Start 


15348 




End 


16061 




GI 


6730731 




Score 


237 




Exons 


15348. .15478, 15621. 


.16061 








GI Descrip. 


(AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18523 




Seq. ID 


OJ990416_06.9819. 


.C32 


Gene No. 


38892 




Strand 






Start 


15345 




End 


16115 




Name 




o 3 gp 


Method 


AAT/GAP 




Start 


15744 




End 


16115 




GI 


none 




Score 


732 




Exons 


15744 . .16115 










Seq. No. 


18523 




Seq. ID 


OJ990416_06. 9819. 


.C32 


Gene No. 


38893 




Strand 






Start 


16729 




End 


19371 




Name 


OJ990416 06.9819.C32 


. o4 . gs 


Method 


GENSCAN 




Start 


16729 




End 


19371 




GI 


none 




Score 


.5 




Exons 


16729. .16890, 18056. 


.18074, 


19118. .19371 




Sea No 


18523 




Seq. ID 


OJ990416_06.9819. 


. C32 


Gene No. 


38894 




Strand 






Start 


23961 




End 


27986 




Name 


OJ990416 06.9819.C32 


. o5 . gs 


Method 


GENSCAN 




Start 


23961 




End 


27986 




GI 


none 




Score 


.79 




Exons 


23961. .24238, 24720. 


.25530, 


26239. .26321, 26542 .. 26600, 






26701. .26985, 27343. 


.27644, 


27676. .27806, 27899.-27986 




Seq. No. 


18523 




Seq. ID 


OJ990416_06. 981'9. 


,C32 


Gene No. 


38894 




Strand 






Start 


23961 




End 


27986 




Name 


OJ990416 06.9819.C32 


. o4 . np 


Method 


AAT/NAP 




Start 


24813 




End 


26641 




GI 


4734014 




Score 


623 




Exons 


24813. .25530, 26239. 


.26310, 


264 01. .26437, 26542. .26641 




GI Descrip . 


(AC007112) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


18523 




Seq. ID 


OJ990416_06. 9819. 


.C32 


Gene No . 


38895 




Strand 






Start 


29319 




End 


30767 




Name 


OJ990416 06.9819.C32 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


2129 




End 


2498 




GI 


none 




Score 


257 





Exons 2129. .2209, 2141. .2305, 2155. .2304, 2271. .2498, 2283. .2477, 

2309. .2497 

19053 



Seq. No. 
Gene No, 
Start 
Name 
Start 
*GI 
Exons 



18523 Seq. ID 

38895 Strand 

29319 End 

OJ990416_06. 9819.C32 .ol . ts Method 

2141 End 

none Score 



OJ990416_06. 9819.C32 
30767 

TBLASTX: Soybean 

3134 

213 



2141. .2305, 2152. .2304, 2271. .2678, 2309. .2680, 3066. .3134 



Seq. No. 18523 Seq. ID 

Gene No. 38895 Strand 

Start 29319 End 

Name OJ9904 16_06 . 98 19 . C32 . ol . tw Method 

Start 3217 End 

GI none Score 
Exons 



OJ990416_06. 9819.C32 
30767 

TBLASTX: Wheat 

4206 

225 



3217. .3360, 3218. .3361, 3219. .3365, 4036. .4155, 4102. .4206 



Seq. No. 18523 
Gene No. 38895 
Start 29319 

Name OJ9904 1 6_06 . 9819. C32 . ol . tm 

Start 5458 
GI none 
Exons 5458. 

6653. 

7376. 

9202. 



.5607, 5470.. 5562, 5990. 
.6733, 6654. .6731, 7039. 
.7480, 7378. .7488, 8476. 
,9363, 9203.. 9361, 9514. 
9688. .9906, 9689. .9904, 9992. 
10010. .10156, 10780. .10875, 107 82. .10877 



Seq. ID OJ990416_06. 9819.C32 
Strand 

End 30767 
Method TBLASTX : Mai ze 
End 10877 
Score 130 

.6091, 5990. .6091, 5992. .6093, 
.7206, 7044. .7205, 7376.-7483, 
.8616, 8479. .8649, 9197. .9361, 
.9573, 9515. .9601, 9515. .9601, 
.10156, 10002. .10136, 10009. .10137, 



Seq. No. 18523 

Gene No. 38895 

Start 29319 

Name OJ9904 1 6_06 . 98 19 . C32 . 06 . ts 

Start 6653 

GI none 

Exons 6653.. 6733, 6654.. 6731, 7039. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7176, 7044. .7169 



OJ990416_06. 9819.C32 
30767 

TBLASTX: Soybean 
7176 
102 



Seq. No. 18523 

Gene No. 38895 

Start 29319 

Name OJ990416__06. 9819 . C32 . ol . tc 

Start 9226 

GI none 

Exons 9226.. 9354, 9229.. 9375, 9230. 

9688.. 9789, 9689.. 9802, 9803. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 06.9819.C32 



30767 

TBLASTX: Cress 
10054 
92 

9361, 9506. .9601, 9506. .9598, 
9904, 9808. .9906, 9992. .10054 



Seq. No. 18523 

Gene No. 38895 

Start 29319 

Name OJ9904 16_06 . 9819 . C32 . o2 . ts 

Start 9586 

GI none 

Exons 9586. . 9600, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_06.9819.C32 
30767 

TBLASTX: Soybean 

10839 

38 



9688. .9906, 968 9. .9904, 10009. .10137, 10010 .. 10138 , 



1004 5. .1014 9, 10780. .10839 



Seq. No. 



18523 



Seq. ID OJ990416 06.9819.C32 



19054 



Gene No. 38895 
Start 29319 

Name OJ9904 1 6_06.9819.C32.o5.tm 

Start 10879 
GI none 
Exons 10879. 

11503. 

11913. 

12076. 



Strand 
End 

Method 

End 

Score 



30767 

TBLASTX: Maize 

12226 

65 



10914, 10880. . 10918, 10973 11104 , 10997 .. 1 1 1 10, 

11583, 11517 11582, 11518 .. 1 1583, 1 151 9 . . 1 1584 , 

12005, 11915. .12007/" 11917. .12006, 12051. .12224, 

12225, 12083. .12226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18523 
38895 
29319 

OJ990416_06.9819.C32.o5.ts 
11006 



OJ990416 06.9819.C32 



none 

11006. 

11915. 

12599. 

13085. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11062, 11063. . 11104, 11518. .11583, 115 19 .. 1 1593, 
12004, 11917. .12006, 1207 9 12225, 12080 .. 12226, 
12691, 12605. .12691, 12773 .. 12850, 12773 .. 12850, 
13183 



30767 

TBLASTX: Soybean 

13183 

81 



Seq. No. 18523 
Gene No. 38895 
Start 29319 

Name OJ9904 16_06 . 98 1 9 . C32 . 

Start 12624 
GI none 

Exons 12624. .12692, 12626., 

13076. . 13210, 13086. . 

13290. . 13367, 13290. . 

13546. . 13662, 13546. . 

13763. .13852, 13931. . 

13933. . 14055, 14094 . . 



o7 . tm 



12691, 
13211, 
13355, 
13668, 
14068, 
14147 



Seq. ID OJ990416_06. 9819.C32 
Strand 

End 30767 

Method TBLASTX: Maize 

End 14147 

Score 96 
12773. .12850, 12773. .12850, 
13087. .13218, 13087. . 13212, 
13291. .13356, 13545. .13661, 
13753. .13854, 137 61 .. 13859, 
13932. .14027, 13932. .14093, 



Seq. No. 18523 

Gene No. 38895 

Start 29319 

Name OJ990416_06. 9819 .C32 . 06 . tm 

Start 15540 

GI none 

Exons 15540. 

15739. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 06.9819.C32 



15635, 15600. .15704, 15618. 
15777, 15763. . 15807, 15876. 



30767 

TBLASTX: Maize 
16056 
91 

15731, 15682. .15771, 
16055, 15877. .16056, 



15877. .16056 



Seq. No. 18523 

Gene No. 38895 

Start 29319 

Name OJ990416_06 . 98 19 . C32 . o4 . ts 

Start 15876 

GI none 

Exons 15876. . 16061, 15877. .16062 

Seq. No. 18523 

Gene No. 38895 

Start 29319 

Name OJ990416_0 6 . 9819 .C32 . o2 . tm 

Start 24951 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990416_06. 9819.C32 
30767 

TBLASTX: Soybean 

16062 

157 



OJ990416_06. 9819.C32 
30767 

TBLASTX: Maize 
26344 



19055 




GI 


none 




Score 


111 




Exons 


24951. .25304, 24952. 


. 25182, 


25249.-25299, 25380 .. 25532, 






25396. . 25548, 26196. 


. 26309, 


26233. .26316, 26240. .26344 




Sea No 


18523 




Seq. ID 


OJ990416_06. 9819 


C32 


Gene No. 


38895 




Strand 






Start 


29319 




End 


30767 




Name 


OJ990416 06.9819.C32 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


24951 ~" 




End 


25533 




GI 


none 




Score 


98 




F.xon s 

i~J V-/ 1 I h_) 


24 951.. 25145, 24 97 9. 


.25170, 


25167. .25304, 25380. .25532, 






25390 . .25533 










Seq. No. 


18523 




Seq. ID 


OJ990416_06. 9819 


C32 


Gene No. 


38895 




Strand 






Start 


29319 




End 


30767 




Name 


OJ990416 06.9819.C32 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29261 ~ 




End 


30301 




GI 


none 




Score 


46 




Exons 


29261 . . 29299, 29264 . 


.29305, 


29319. .29684, 29325 .. 29672 , 






30146. . 30301, 30147 . 


. 30236, 


30161. .30301 




Seq. No. 


18523 




Seq. ID 


OJ990416_06. 9819 


C32 


Gene No. 


38895 




Strand 






Start 


29319 




End 


30767 




Name 


OJ990416 06.9819.C32 


. o5 . np 


Method 


AAT/NAP 




Start 


29316 ~ 




End 


30767 




GI 


6714281 




Score 


450 




Exon s 

i-j a \y 1 1 *j 


29316 29669, 30161 


.30423, 


30529. .30767 




GI Descrip. 


(AC017118 ) F6N18 . 13 


[Arabidopsis thaliana] 




Seq. No. 


18523 




Seq. ID 


OJ990416_06.9819 


C32 


Gene No. 


38895 




Strand 






Start 


29319 




End 


30767 




Name 


OJ990416 06. 9819.C32 


. 06 . gs 


Method 


GENSCAN 




Start 


29319 ~ 




End 


30448 




GI 


none 




Score 


.82 




Exons 


29319. .29669, 30107 . 


.30448 








Seq. No. 


18523 




Seq. ID 


OJ990416JD6. 9819 


C32 


Gene No. 


38895 




Strand 






Start 


29319 




End 


30767 




Name 


OJ990416 06.9819.C32 


. o4 . gp 


Method 


AAT/GAP 




Start 


29598 ~ 




End 


30556 




GI 


none 




Score 


882 




Exons 


29598 . . 29669, 30161 . 


.30556 








Seq. No. 


18524 




Seq. ID 


OJ990416_06. 9819 


C33 


Gene No. 


38896 




Strand 


+ 




Start 


1 




End 


197 




Name 


OJ990416 06.9819.C33 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


197 




GI 


4263522 




Score 


127 




Exons 


1. .197 










GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18524 




Seq. ID 


OJ990416_06. 9819. 


C33 



19056 



Gene No. 38897 Strand + 

Start 580 End 588 

Name OJ990416_06 . 9819 . C33 . ol . gs Method GENSCAN 

Start 580 End 588 

GI none Score . 62 

Exons 580.. .588 



Seq. No. 18525 Seq. ID 

Gene No. 38898 Strand 

Start 530 End 

Name OJ9904 16_0 6 . 9819 . C38 . ol . gs Method 

Start 530 End 

GI none Score 

Exons 530. . 640 



OJ990416_06. 9819.C38 
+ 

640 

GENSCAN 
640 
. 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18526 Seq. ID 

38899 Strand 

4 94 End 

OJ990416_06. 9819.C39.ol . tm Method 

4 63 End 

none Score 
463. .753, 493. .636, 494. .754, 

18526 Seq. ID 

38899 Strand 

4 94 End 

OJ990416_06. 9819.C39.ol . gp Method 

4 94 End 

LIB34 32-017-P1-K1-B3 Score 
494 . . 692 

'4589536/dbj IBAA76790.il 1 . Oe- 
[Homo sapiens] ' 

18526 Seq. ID 

38899 Strand 

494 End 

OJ990416_0 6. 9819.C39.ol.ts Method 

4 94 End 

none Score 
494. .709, 494. .703, 546. .704 



OJ990416_06. 9819.C39 
+ 

754 

TBLASTX: Maize 

754 

297 



494. .751, 531. .752 



OJ990416_06. 9819.C39 
+ 

754 

AAT/GAP 

692 

378 



11 (AB023163) KIAA0946 protein 



OJ990416_06. 9819.C39 
+ 

754 

TBLASTX: Soybean 

709 

280 



Seq. No. 18526 Seq. ID 

Gene No. 38899 Strand 

Start 4 94 End 

Name OJ9904 16_06 . 9819 . C39 . ol . gs Method 

Start 4 97 ., End 

GI none Score 

Exons 497. .743 



OJ990416_06. 9819.C39 
+ 

754 

GENSCAN 
743 
. 68 



Seq. No. 18526 Seq. ID 

Gene No. 38899 Strand 

Start 494 End 

Name OJ9904 16_06 . 98 19 . C39 . ol . tc Method 

Start 512 End 

GI none Score 

Exons 512. .649, 530. .610, 541. .630, 541. .609 



OJ990416_06. 9819. C39 
+ 

754 

TBLASTX: Cress 

649 

183 



19057 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18527 
38900 
1 

OJ9904 06_03.9819.C4 .ol.np 
1 

1575595 
1..141, 215. .414, 505. .740 

(U67717) f imbrin/plastin-like [Triticum aestivum] 



Seq. ID OJ990406_03. 9819.C4 

Strand + 

End 740 

Method AAT/NAP 

End 740 

Score 648 



18527 
38900 
1 

OJ9904 06_03. 9819.C4 .ol.tm 
37 

none 



Seq. ID OJ990406_03. 9819.C4 

Strand + 

End 740 

Method TBLASTX : Mai ze 

End 671 

Score 112 



37. .135, 38. .160, 53. .160, 213. .413, 214. .414, 216. .413, 
251. .418, 504. .671, 504. .671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18527 
38900 
1 

OJ9904 06_03. 98 1 9 . C4 . ol . tc 
55 

none 



Seq. ID OJ990406_03. 9819.C4 

Strand + 

End 740 

Method TBLASTX : Cress 

End 671 

Score 138 

55. .144, 56. .160, 216. .416, 245. .415, 507. .671, 516. .560, 
581. .631 



Seq. No. 18527 

Gene No. 38900 

Start 1 

Name OJ9904 0 6_03. 98 19 . C4 . ol . ts 

Start 98 

GI none 
Exons 



Seq. ID OJ990406_03. 9819.C4 

Strand + 

End 740 

Method TBLASTX : Soybean 

End 671 

Score 67 

98. .160, 106. .147, 202. .405, 214. .393, 216. .413, 245. .406, 
504. .581, 504. .584, 507. .671, 537. .671 



Seq. No. 18527 

Gene No. 38900 

Start 1 

Name OJ9904 06_03 . 98 19 . C4 . ol . gs 

Start 215 

GI none 

Exons 215. .414 



Seq. ID OJ990406_03. 9819.C4 

Strand + 

End 740 

Method GENSCAN 

End 414 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18528 
38901 
1 

OJ9904 0 6_03. 9819. C7. ol.np 
1 

4512666 



Seq. ID OJ990406_03. 9819.C7 
Strand + 

792 

AAT/NAP 
792 
427 



End 

Method 
End 
Score 

1..235, 318. .434, 566. .717, 776. .792 

(AC006931) putative RNA-binding protein [Arabidopsis thaliana] 



Seq. No. 18528 

Gene No. 38901 

Start 1 

Name OJ990406 03 . 98 1 9 . C7 . ol . tc 



Seq. ID OJ990406JD3. 9819.C7 

Strand + 

End 792 

Method TBLASTX : Cress 



19058 




Start 


65 






End 


712 




GI 


none 






Score 


178 




Exons 


65 . . 235, 


71 


.241, 74. .235, 308. .433, 318. .440, 563. .712, 






601. .708 












Seq. No. 


18528 






Seq. ID 


OJ990406_03.9819. 


C7 


Gene No. 


38901 






Strand 


+ 




Start 


1 






End 


7 92 




Name 


OJ990406 


03 


9819.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


68 






End 


413 




GI 


none 






Score 


268 




Exons 


68 . . 235, 


70 


.237, 75. .242, 76. 


.237, 78. 


.248, 314. .412, 317 




318 . . 413 












Sea No 


18528 






Seq. ID 


OJ990406 03 9819 


C7 


Gene No. 


38901 






Strand 


+ 




Start 


1 






End 


792 




Name 


OJ990406 


03 


9819.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


68 






End 


724 




GI 


none 






Score 


230 




Exons 


68 . . 235, 


68 


.175, 71. .220, 76. 


.234, 30E 


i.,433, 321. .437, 






563. . 646, 


571. .642, 602. .724 








Seq. No. 


18528 






Seq. ID 


OJ990406 03.9819. 


C7 


Gene No. 


38901 






Strand 


+ ~~ 




Start 


1 






End 


792 




Name 


OJ990406 


03 


9819.C7.ol.gs 


Method 


GENSCAN 




Start 


77 






End 


681 




GI 


none 






Score 


.71 




Exons 


77 . . 235, 


31E 


J. .434, 566. .681 








Seq. No. 


18528 






Seq. ID 


OJ990406 03.9819. 


C7 


Gene No. 


38901 






Strand 


+ 




Start 


1 






End 


792 




Name 


OJ990406 


03 


9819.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


414 






End 


720 




GI 


none 






Score 


40 




Exons 


414 . .434, 


417. .440, 563. .715, 


565. . 720, 


565 . . 717 




Seq. No. 


18529 






Seq. ID 


OJ990406_03. 9819. 


C8 


Gene No. 


38902 






Strand 


+ 




Start 


1 






End 


174 




Name 


OJ990406 


03. 


9819.C8 .ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


174 




GI 


2311461 






Score 


257 




Exons 


1 . . 174 












Seq. No. 


18529 






Seq. ID 


OJ990406_03. 9819. 


C8 


Gene No. 


38903 






Strand 






Start 


47 






End 


166 




Name 


OJ9904 06 


03. 


9819.C8 .ol.gs 


Method 


GENSCAN 




Start 


47 






End 


166 




GI 


none 






Score 


. 4 




Exons 


47. .166 












Seq. No. 


18530 






Seq. ID 


OJ990406_03. 9819. 


CI 


Gene No. 


38904 






Strand 







19059 




Start 


328 


End 


1958 






Name 


OJ990406 03 9819 C12 ol as 


Mpf had 


GENSCAN 






Start 


328 _ 


End 


1958 






GI 


none 


Score 


. 59 






. i— 1 f \ Ull J 


328 439 1491 1569 1812 


1958 








Seq. No. 


18530 


Seq. ID 


OJ990406 


_03.9819 


.C12 


Gene No. 


38904 


Strand 








Start 


328 


End 


1958 






Name 


OJ990406 03 9819 C12 ol tm 


Met hod 


TBLASTX * 


^a i z e 




Start 


1185 _ 


End 


1437 






GI 


none 


Score 


247 






l—l j\ w W J 


1185 1289 1186 1437 










Seq. No. 


18531 


Seq. ID 


OJ990406 


_03.9819 


.C13 


Gene No. 


38905 


Strand 


+ 






Start 


1248 


End 


2585- 






Name 


OJ990406 03 9819 PI 3 ol ns 


Method 


GENSCAN 






Start 


124 8 _ 


End 


2585 






GI 


none 


Score 


.79 






Fynn 


1248 1445 1996 2162 2206 


. .2260, 2487. .2585 








18531 


Seq. ID 


OJ990406 


03.9819 


. C13 


Gene jvjo . 


38906 


Strand 


+ 






Start 


4810 


End 


5014 






Name 


OJ990406 03.9819.C13.ol.gp 


Method 


AAT/GAP 






Start 


4810 


End 


5014 






GI 


nP-nqrorvnOI 4p04a1 


Score 


376 








4810 5014 










\J X 1_/ v3 i3 J l_ f— ' . 


1 4176420/dbi t BAA37167 1 2 Oe- 


11 (AB008097) cytochrome P450 




f Ar abi Hod s i s thalianal f 










Seq. No. 


18531 


Seq. ID 


OJ990406 


_03. 9819 


.C13 


Gene No. 


38907 


Strand 








Start 


3706 


End 


4568 






Name 


OJ990406 03 9819 C13 o2 as 


Method 


GENSCAN 






Start 


3706 ~~ 


End ' 


4568 






GI 


none 


Score 


.9 






pvApq 
i i y\. v^p n j 


3706 3795 3842 3945 4520 


. .4568 








Seq. No. 


18532 


Seq. ID 


OJ990406 


_03. 9819 


.C14 


Gene No. 


38908 


Strand 


+ 






Start 


12174 


End 


15483 






Name 


OJ990406 03 9819 C1 4 n3 an 


Method 


AAT/GAP 






Start 


12174 ~~ 


End 


14213 






GI 


2311461 


Score 


530 






Rxon s 


12174 12259 13263 13414 


13965. . 14043, 14131 


. . 14213 




Seq. No. 


18532 


Seq. ID 


OJ990406 


_03. 9819 


.C14 


Gene No. 


38908 


Strand 


+ 






Start 


12174 


End 


15483 






Name 


OJ990406 03. 9819.C14 .o4 .gs 


Method 


GENSCAN 






Start 


13269 


End 


15483 






GI 


none 


Score 


. 63 






Exons 


132 69. . 13414, 1394 7 .. 14 042 , 


14606. . 14770, 14874 


. . 15008, 





15090. .15215, 15294 . . 154 83 



19060 




Seq. No. 


18532 




Seq. ID 


OJ990406_ 


03.9819. 


C14 


Gene No. 


38908 




Strand 








Start 


12174 




End 


15483 






Name 


OJ990406 03.9819.C14 


. o4 . OD 


Method 


AAT/GAP 






Start 


14209 ~ 




End 


14610 






GI 


none 




Score 


747 






Exons 


14209. . 14610 












Seq. No. 


18532 




Seq. ID 


OJ990406_ 


03.9819. 


C14 


Gene No. 


38908 




Strand 


+ 






Start 


12174 




End 


15483 






Name 


OJ990406 03.9819.C14 


. o5 . gp 


Method 


AAT/GAP 






Start 


14731 "~ 




End 


15332 






GI 


4879390 




Score 


716 






Exons 


14731 . . 14770, 14874 . 


. 15008, 


15090. .15332 






Sea No 


18532 




Seq. ID 


OJ990406_ 


03 . 9819 . 


C14 


Gpne No 


38909 




Strand 


+ 






Start 


22332 




End 


27902 






Name 


OJ990406 03.9819.C14 


. 06 . gs 


Method 


GENSCAN 






Start 


22332 




End 


27893 






GI 


none 




Score 


. 6 






Exons 


22332 '22367, 22944 


.23105, 


25084 . .25233, 25413. 


. 25970, 






26085. .26150, 26250. 


. 26338, 


26431. .26521, 26620. 


. 26766, 






26866 26958 27084 


.27185, 


27330. .27893 






Sea No 


18532 




Seq. ID 


OJ990406_ 


03.9819. 


C14 


np'np No 


38909 




Strand 


+ 






Start 


22332 




End 


27902 






Name 


OJ990406 03.9819.C14 


. o2 . np 


Method 


AAT/NAP 






Start 


24331 




End 


27902 






GI 


6735365 




Score 


1072 






Exons 


24331. .24366, 25767 . 


.25970, 


26085. .26150, 26250. 


.26338, 






26431 . .26521, 26620 . 


.26766, 


26866. .26958, 27084 . 


.27251, 






27343. .27902 












GI Descrip. 


(AL137082) putative 


pr o t e i n 


[Arabidopsis thaliana] 




Seq. No. 


18532 




Seq. ID 


OJ990406_ 


03.9819. 


C14 


Gene No. 


38910 




Strand 


+ 






Start 


31537 




End 


36606 






Name 


OJ990406 03.9819.C14 


. o3 . np 


Method 


AAT/NAP 






Start 


31537 




End 


36606 






GI 


2961349 




Score 


1863 






Exons 


31537. .31562, 32341. 


. 32740, 


33302. .34539, 34993. 


.36606 




GI Descrip . 


(AL022140) LTR retrot ransposon like protein [Arabidopsis 




thaliana] 












Seq. No. 


18532 




Seq. ID 


OJ990406_ 


03.9819. 


C14 


Gene No. 


38911 




Strand 








Start 


270 




End 


4715 






Name 


OJ990406 03.9819.C14 


. ol . gs 


Method 


GENSCAN 






Start 


270 




End 


4715 






GI 


none 




Score 


.85 






Exons 


270. .277, 404 . . 1366, 


3199. . 


3328, 4665. 


.4715 






Seq. No. 


18532 




Seq. ID 


OJ990406_ 


03. 9819. 


C14 


Gene No. 


38911 




Strand 









19061 



Star,t . _ 270 End 4715 

Name OJ9904 06_03 . 9819 . C14 . ol . np Method AAT/NAP 

Start 348 End 4253 

GI 3157949 Score 225 

Exons 348.. 708, 4222.. 4253 

GI Descrip. (AC002131) Similar to glucan endo-1 , 3-beta-D-glucosidase 

precursor gb|Z28697 from Nicotiana tabacum. ESTs gb|Z18185 and 
gb|AA605362 come from this gene. [Arabidopsis thaliana] 



Seq. No. 


18532 


Seq. ID 


OJ990406_03. 9819 


C14 


Gene No. 


38911 


Strand 






Start 


270 


End 


4715 




Name 


OJ990406 03. 9819.C14 .ol.gp 


Method 


AAT/GAP 




Start 


1030 


End 


1388 




GI 


uC-osrocyp014 f 09bl 


Score 


670 




Exons 


1030 . . 1388 








GI Descrip. 


? 3157949 6.0e-12 (AC002131) 


Similar to 


glucan 






endo-1, 3-beta-D-glucosidase 


precursor 


gb Z28697 from Nicotiana 




tabacum. ESTs gb Z18185 and 


gb AA605362 come from this 


gene . 




[Arabidopsis thaliana] ' 








Seq. No. 


18532 


Seq. ID 


OJ990406_03. 9819 


C14 


Gene No. 


38912 


Strand 






Start 


15765 


End 


16663 




Name 


OJ990406 03. 9819.C14 ,o5.gs 


Method , 


GENSCAN 




Start 


15765 ~~ 


End 


16663 




GI 


none 


Score 


. 61 




Exons 


157 65. . 1595 6, 16168.. 1637 9, 


16609. .16663 




Seq. No. 


18532 


Seq. ID 


OJ990406JD3. 9819 


C14 


Gene No. 


38913 


Strand 






Start 


29364 


End 


31307 




Name 


OJ990406 03. 9819.C14 .o7.tm 


Method 


TBLASTX: Maize 




Start 


402 


End 


594 




GI 


none 


Score 


217 




Exons 


402. .593, 403. .594 








Seq. No. 


18532 


Seq. ID 


OJ990406_03. 9819 


.C14 


Gene No. 


38913 


Strand 






Start 


29364 


End 


31307 




Name 


OJ990406 03.9819.C14.o7.ts 


Method 


TBLASTX: Soybean 




Start 


402 


End 


1361 




GI 


none 


Score 


81 




Exons 


402. .653, 960. .1361, 961. .1116, 1195.. 


1254 




Seq. No. 


18532 


Seq. ID 


OJ990406_03.9819 


C14 


Gene No. 


38913 


Strand 






Start 


29364 


End 


31307 




Name 


OJ990406 03.9819.C14.ol2.tm 


Method 


TBLASTX : Maize 




Start 


960 


End 


1412 




GI 


none 


Score 


226 




Exons 


960. . 1412 








Seq. No. 


18532 


Seq. ID 


OJ990406_03. 9819 


C14 


Gene No. 


38913 


Strand 






Start 


29364 


End 


31307 




Name 


OJ990406 03. 9819.C14 .o5. tw 


Method 


TBLASTX: Wheat 





19062 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1014 End 

none Score 

1014. .1187, 1021. .1122, 1074. .1184 

18532 Seq. ID 

38913. Strand 

29364 End 
OJ9904 06_03. 98 19. CI 4 .ol . tm Method 

14263 End 

none Score 



1187 
105 



OJ990406_03.9819.C14 
31307 

TBLASTX: Maize 

14896 

809 



14263.. 14 7 69, 14265.. 14771, 14873.. 14896 



OJ990406 03.9819.C14 



18532 
38913 
29364 

OJ9904 06JD3. 98 19. CI 4 .06. ts 
14587 
none 

14 587. . 14 67 6, 14 597 . . 14 7 61 , 14 603 14 7 52, 14 604 147 62 , 
14604 . . 14777 



Seq. ID 

Strand 

End 

Method 

End 

Score 



31307 

TBLASTX : Soybean 

14777 

63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18532 
38913 
29364 

OJ9904 06_03. 98 19. CI 4 .o4 .tc 

14603 

none 

14 603. .14770, 14 604. .14 771 

18532 
38913 
29364 

OJ9904 06_03. 98 19. CI 4 .o6.tw 

14612 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990406_03.9819.C14 
31307 

TBLASTX: Cress 

14771 

246 



OJ990406JD3. 9819. C14 
31307 

TBLASTX: Wheat 

14765 

206 



14 612. . 14 7 64, 14 613 147 62, 14 616 14 765, 14 633. . 147 64 



18532 
38913 
29364 

OJ990406_03. 9819.C14 

25779 

none 

25779. .25973, 25787. 
26251. .26340, 26253. 
26608. .26697, 26709. 
26850. .26939, 26863. 
27081. .27185, 27690. 



.ol .ts 



25972, 
26339, 
26759, 
26976, 
27794 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 31307 

Method TBLASTX : Soybean 

End 27794 

Score 285 
26082. .26153, 2608 4 .. 2 614 9, 
26432. .26467, 26471. .26521, 
26716. .26766, 2672 1 . . 2 67 62 , 
26871. .2694 8, 27074 .. 27 18 4 , 



Seq. No. 18532 

Gene No. 38913 

Start 29364 

Name OJ990406_03 . 9819 . CI 4 . ol . tc 

Start 25781 

GI none 

Exons 25781. .25972, 25782 
26251. .26340, 26253 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990406_03. 9819.C14 
31307 

TBLASTX: Cress 

26467 

233 



25973, 26082. 
26339, 26432. 



.26153, 26084, 
.26467 



.26149, 



19063 



Seq. No. 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03.9819.C14 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


25781 






End 


26542 


GI 


none 






Score 


191 


Exons 


25781. 


.25972, 25782. 


. 25973, 


26082. .26153, 26084 .. 2 614 9, 




26249. 


.26344, 26253. 


. 26339, 


26471. .26542 


Seq. No. 


18532 






Seq. ID 


OJ990406_03.9819 


Gene No. 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03.9819.C14 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


26105 






End 


26655 


GI 


none 






Score 


51 


Exons 


26105. 


.26146, 26106. 


. 26153, 


26249. .26377, 26253 .. 2 6339, 




26431. 


.26520, 26432. 


. 26521, 


26608. .26655 


Seq. No. 


18532 






Seq. ID 


OJ990406_03.9819 


Gene No. 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03.9819.C14 


. olO . tm 


Method 


TBLASTX: Maize 


Start 


26613 






End 


27185 


GI 


none 






Score 


67 


Exons 


26613. 


.26678, 26617. 


.26700, 


26680. .26766, 2 67 12 .. 2 67 62 , 




26862. 


.26954, 26863. 


. 26976, 


27074 . .271! 


34, 27081. .27185 


Seq. No. 


18532 






Seq. ID 


OJ990406_03.9819 


Gene No. 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03.9819.C14 


. o5 . tc 


Method 


TBLASTX: Cress 


Start 


26719 






End 


27191 


GI 


none 






Score 


66 


Exons 


26719. 


.26766, 26863. 


. 26976, 


26865. .26957, 27074 .. 27 184 , 




27081. 


.27191 








Seq. No. 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No . 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03.9819.C14 


. oil . tm 


Method 


TBLASTX: Maize 


Start 


27620 






End 


27799 


GI 


none 






Score 


276 


Exons 


27620. 


.27799, 27621. 


. 27794 






Seq. No. 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03. 9819.C14 


. o7 . gs 


Method 


GENSCAN 


Start 


29364 






End 


31307 


GI 


none 






Score 


.53 


Exons 


29364. 


.29699, 31059. 


.31307 






Seq. No. 


. 18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38913 






Strand 




Start 


29364 






End 


31307 


Name 


OJ990406 03.9819.C14 


. o3 . tm 


Method 


TBLASTX: Maize 



19064 



Start 
GI 

Exons 



30083 
none 

30083. .30313, 30102, 
30459. .30566 



30305, 



End 30650 
Score 14 4 
30400. .30462, 304 14 30650, 



Seq. No. 18532 

Gene No. 38913 

Start 29364 

Name OJ990406_03 . 981 9 . C14 . 06 . tc 

Start 30083 

GI none 

Exons 30083. .30304, ' 30102. .30296 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 31307 

Method TBLASTX : Cress 

End 30304 

Score 82 



Seq. No. 18532 

Gene No. 38913 

Start 29364 

Name OJ9904 06_03 . 98 19 . C14 , 

Start 30155 

GI none 

Exons 30155. .30295, 30156., 
30414. .30524 



o4 . ts 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 31307 

Method TBLASTX : Soybean 

End 30524 

Score 142 



30296, 30183. .30305, 304 14 30521 , 



Seq. No. 18532 

Gene No. 38914 

Start 32176 

Name OJ9904 06_03 . 98 1 9 . C14 . 08 . tm 

Start 32176 

GI none 

Exons 32176. .32475, 32187 324 8 3, 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 32483 

Method TBLASTX : Mai ze 

End 32483 

Score 316 
32292. .32483 



Seq. No. 18532 

Gene No. 38915 

Start 33552 

Name OJ990406JD3 . 98 1 9 . C14 , 

Start 33552 

GI none 

Exons 33552. .33611, 33553., 
33689. .33889, 33700., 



o9. tm 



33624, 
33894 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 33894 

Method TBLASTX : Mai ze 

End 33894 

Score 93 
33645. .33884, 33655 .. 33888 , 



Seq. No. 18532 

Gene No. 38916 

Start 33901 

Name OJ9904 06_03 . 98 1 9 . C14 . o4 . tm 

Start 33901 

GI none 

Exons 33901. .33972, 33982 .. 34 578 , 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 34633 

Method TBLASTX: Maize 

End 34 633 

Score 70 
34056. .34286, 34532. .34633 



Seq. No. 18532 

Gene No. 38916 

Start 33901 

Name OJ9904 0 6_03 . 9819 . CI 4 , 

Start 33913 

GI none 

Exons 33913. .34299, 34065., 
34399. .34521, 34413., 



o2.tw 



34295, 
34451 



Seq. ID OJ990406_03. 9819.C14 
Strand 

End 34633 

Method TBLASTX : Wheat 

End 34521 

Score 290 
34314. .34391, 34315 .. 34 4 04 , 



Seq. No. 



18532 



Seq. ID OJ990406_03.9819.C14 



19065 




Gene No. 


38916 






Strand 




Start 


33901 






End 


34633 


Ma mo 


O..T9904 

\JkJ _7 J \J *i 


06 rn qr i q n 4 






TRT.ASTX • SovhMn 




34 078 






End 


34 539 




none 






Score 


292 


tiAUl I O 


34 078 . 


34539 34152 


. 34 379 






Seq. No. 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38916 






Strand 




Start 


33901 






End 


34 633 


Name 


OJ9904 


06 03 9819 C14 


. o3 . t c 


Mo t" Vi nH 

L J7 LI 1UU 


TRT.ASTX • Presq 


Start 


34 117 






End 


34 54 2 


GI 


none 






Score 


2 93 


F 1 von ^ 


34117. 


34 54? 34119 


.34268 






Seq. No. 


18532 






Seq. ID 


OJ990406 03 9819 


Gene No . 


38917 






Strand 




Start 


35064 






End 


36621 


Name 


OJ9904 


06_03. 9819.C14 


. o3 . t s 




TRT.ASTX • Sovbean 


Start 


35064 






End 


35561 


GI 


5509260 




Score 


4 08 


D AUUo 


35064 . 


.35354, 35065. 


. \j f 


3^285 3S4 


37 3S400 3SS61 


("I T Qrrin 

VJ -L *3 O V- J- _L l_/ . 












Seq. No. 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38917 






Strand 




Start 


35064 






End 


3662 1 


IN dlilC 


OJ9904 


06 03 9819 C14 




Mp f- h oH 


TRT.A9TX 'Prpqq 


O L. d -L l_ 


3S1 91 

_) -J x zj x 






End 


354 60 

O J 1 u w 


o -L 


none 








30? 


P,vnnQ 

i — J jt\. W 1 lo 


35191. 


.35460, 35205. 


. 354 4 1 






Cpn Mo 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38917 






Strand 




Start 


35064 






End 


36621 


Name 


OJ9904 


06_03. 9819.C14 


o 1 . t w 


Method 


TBLASTX: Wheat 


OLQI U 


35241 






End 


35787 




none 






Score 


290 


ryon<; 


35241. 


.35357, 35242. 


35586 


35400. .35531, 35578. .35787, 




35625. 


. 35750 








Seq. No. 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38917 






Strand 




Start 


35064 






End 


36621 


Name 


OJ9904 


06_03. 9819.C14 


.06. tm 


Method 


TBLASTX : Maize 


Start 


35241 






End 


35673 


GI 


none 






Score 


342 


R v on q 


35241. 


.35333, 35242. 


3 567 3 


35400. .35615 


OcCj. LN O . 


18532 






Seq. ID 


OJ990406_03. 9819 


Gene No. 


38917 






Strand 




Start 


35064 






End 


36621 


Name 


OJ9904 


06_03. 9819. C14 


,o7 . tc 


Method 


TBLASTX: Cress 


Start 


35632 






End 


35925 


GI 


none 






Score 


206 


Exons 


35632. 


.35925 









19066 



Seq. No. 18532 Seq. ID 

Gene No. 38917 Strand 

Start 35064 End 

Name OJ9904 06_03 . 98 19 . CI 4 . 08 . ts Method 

Start 35740 End 

GI none Score 

Exons 35740. .35916, 3574 2. .35885 



OJ990406J33. 9819.C14 
36621 

TBLASTX: Soybean 

35916 

190 



Seq. No. 18532 Seq. ID 

Gene No. 38917 Strand 

Start 35064 End 

Name OJ9904 06_03 . 9819 . C14 . o4 . tw Method 

Start 35797 End 

GI none Score 
Exons 



OJ9904 06_03. 98 19. CI 4 
36621 

TBLASTX: Wheat 
36183 
108 

35797. .35916, 35937 .. 36032, 35938 .. 36183, 36131.. 36172 



OJ990406 03.9819.C14 



Seq. No. 18532 Seq. ID 

Gene No. 38917 Strand 

Start 35064 End 36621 

Name OJ9904 06_03 . 98 19 . C14 . o2 . tm Method TBLASTX : Maize 

Start 35929 End 36591 

GI none Score 318 

Exons 35929. .36285, 36027 .. 36098 , 36183 36284 , 36366 .. 36440, 
36367. .36591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



18532 
38917 
35064 

OJ9904 06_03. 9819.C14 ,o2.ts 
35947 
none 

35947. .36294, 35949. . 36119, 
36361. .36621, 36580. .36621 

18533 

38918 Strand 

899 End 

OJ9904 06_03.9819.C15.ol.gs Method 

899 End 

none Score 



OJ9904 06_03. 9819.C14 
36621 

TBLASTX: Soybean 

36621 

415 



36134. .36259, 36180 .. 36458, 



Seq. ID OJ9904 06_03. 98 19. CI 5 
+ 

7927 
GENSCAN 
7927 
. 62 



899. .1059, 2783. .2890, 4381. .4734, 4837. .5073, 5188. .5302, 
54 05. .54 78, 6417. .657 4, 7755. .7 927 



Seq. No. 18533 Seq. ID 

Gene No. 38918 Strand 

Start 899 End 

Name OJ9904 06_03 . 9819 . C15 . ol . gp Method 

Start 4541 End 

GI 572445 Score 

Exons 4541 .. 4734, 4837 .. 4895 

Seq. No. 18533 Seq. ID 

Gene No. 38919 Strand 

Start 18018 End 

Name OJ9904 06_03 . 98 1 9 . CI 5 . o2 . np Method 

Start 18018 End 

GI 5042463 Score 



OJ990406_03. 9819.C15 
+ 

7927 
AAT/GAP 
4895 
465 



OJ990406_03. 9819.C15 
+ 

22559 
AAT/NAP 
22559 
175 



19067 



Exons 


18018. .18123, 19622 . .19815, 


20478. .20633, 20685 




22540. .22559 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


18533 


Seq. ID 


OJ990406 


Gene No. 


38920 


Strand 


+ 


Start 


22838 


End 


28843 


Name ' 


OJ990406 03. 98 19 . C15 . 06 . gs 


Method 


GENSCAN 


Start 


22838 ~~ 


End 


25283 


GI 


none 


Score 


.6 


Exons 


22838 .. 23016, 23397 23598 , 


25158.. 25283 


Seq. No. 


18533 


Seq. ID 


OJ990406 


Gene No. 


38920 


Strand 


+ 


Start 


22838 


End 


28843 


Name 


OJ990406 03.9819.C15.o3.np 


Method 


AAT/NAP 


Start 


24086 


End 


27938 


GI 


6907088 


Score 


353 


Exons 


24086. .24223, 24399.-24 642, 


27545. .27938 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


18533 


Seq. ID 


OJ990406 


Gene No. 


38920 


Strand 


+ 


Start 


22838 


End 


28843 


Name 


OJ990406 03. 9819.C15.o4 .np 


Method 


AAT/NAP 


Start 


26403 


End 


28843 


GI 


6069654 


Score 


189 


Exons 


264 03. .26437, '27474 . .28229, 


28.474. .28843 


GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Sea. No. 


18533 


Seq. ID 


OJ990406 


Gene No. 


38921 


Strand 




Start 


10436 


End 


12456 


Name 


OJ990406 03.9819.C15.o2.gs 


Method 


GENSCAN 


Start 


10436 


End 


12456 


GI 


none 


Score 


.49 


Exons 


104 36. .104 95, 10613. .10754, 


11099. .11121, 11231 




12010. .12456 






Seq. No. 


18533 


Seq. ID 


OJ990406 


Gene No. 


38921 


Strand 




Start 


10436 


End 


12456 


Name 


OJ990406 03. 9819 . C15 . ol . np 


Method 


AAT/NAP 


Start 


10448 


End 


11517 


GI 


5922628 


Score 


294 


Exons 


104 4 8. .10736, 114 30. .11517 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi I 6016861 | dbj | BAA85204 . 1 | 


(AP000570) 


hypotheti 




[Oryza sativa] 






Seq. No. 


18533 


Seq. ID 


OJ990406 


Gene No. 


38922 


Strand 




Start 


14820 


End 


18056 


Name 


OJ990406 03. 98 1 9 . C15 . o3 . gs 


Method 


GENSCAN 


Start 


14820 


End 


18056 


GI 


none 


Score 


.83 


Exons 


14 820. .15083, 15374 . . 154 33, 


15489. .15585, 15663 



03. 9819.C15 



03.9819.C15 



19068 





15938. 


.16034, 17139. 


17304 , 


17385. . 18056 






Seq. No. - 


18533 






Seq. ID 


OJ990406 


_03.9819 


C15 


Gene No. 


38923 






Strand 


- 






Start 


19279 






End 


19828 






Name 


OJ990406 03.9819.C15 


o4 . gs 


Method 


GENSCAN 






Start 


19279 






End 


19828 






GI 


none 






Score 


.82 




-- 


Pvnn s 


19279. 


.19446, 19742. 


19828 










Seq. No. 


18533 






Seq. ID 


OJ990406 


_03. 9819 


C15 


Gene No. 


38924 






Strand 








Start 


20705 






End 


22044 






Name 


OJ990406 03.9819.C15 


o5 . gs 


Method 


GENSCAN 








20705 






End 


22044 






GI 


none 






Score 


.69 






TT yon 


20705. 


.21481, 21690. 


21833, 


21838. .22044 






Seq. No. 


18533 






Seq. ID 


OJ990406 


_03. 9819 


C15 


Gene No. 


38925 






Strand 








Start 


26773 






End 


28683 






Name 


OJ990406 03.9819.C15 


ol . ts 


Method 


TBLASTX: 






Start 


5428 






End 


6573 






GI 


none 






Score 


87 






i_J *Y N_/ 1 1 O 


5428. . 


5481, 5429.. 5479, 6417 


. .6572, 6418. .6573 








18533 






Seq. ID 


OJ9904.Q6 


03 . 9819 


C15 


Gene No. 


38925 






Strand 








Start 


26773 






End 


28683 






Name 


OJ990406 03.9819.C15 


o7 . gs 


Method 


GENSCAN 






Start 


26773 






End 


28683 






GI 


none 






Score 


.44 






F.xnn^ 

i_J \J llO 


26773. 


.26844, 27522. 


27721, 


27940. .28114, 28120 


. . 28398, 






28499. 


.28683 












Seq. No. 


18534 






Seq. ID 


OJ990406 


03. 9819 


C16 


Gene No. 


38926 






Strand 


+ 






Start 


1 






End 


4283 






Name 


OJ990406 03.9819.C16 


ol . np 


Method 


AAT/NAP 






Start 


1 






End 


4283 






GI 


6069646 




Score 


181 






Exons 


1. .29, 


4085. .4283 













GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi I 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 18534 Seq. ID 

Gene No. 38926 Strand 

Start 1 End 

Name OJ9904 06_03 . 9819 . CI 6 . ol . gs Method 

Start 2356 End 

GI none Score 

Exons 2356.. 2558, 2659.. 2932 



OJ990406_03. 9819.C16 
+ 

4283 
GENSCAN 
2932 
.89 



Seq. No. 



18534 



Seq. ID OJ990406_03. 9819.C16 



19069 



Gene No. 


38927 


Strand 


+ 


Start 


7302 


End 


10616 


Name 


OJ9904 06 03. 9819 . CI 6 . o3 . gs 


Method 


GENSCAN 


Start 


7302 ~ 


End 


10616 


GI 


none 


Score 


. 72 


Exons 


7302.. 7391, 7589.. 7738, 8702 


. . 8846, 88 


84 . . 9023, 


Seq. No. 


18534 


Seq. ID 


OJ990406 


Gene No. 


38928 


Strand 


+ 


Start 


13171 


End 


14641 


Name 


OJ990406 03 . 9819 . C16 . o5 . gs 


Method 


GENSCAN 


Start 


13171 ~~ 


End 


14641 


GI 


none 


Score 


.84 


Exons 


13171.. 13263, 13 92 7.. 14156, 


14203. .14641 


Seq. No. 


18534 


Seq. ID 


OJ990406 


Gene No. 


38929 


Strand 




Start 


4776 


End 


6780 


Name 


OJ990406 03 . 9819 . C16 . o2 . gs 


Method 


GENSCAN 


Start 


4776 ~ 


End 


6780 


GI 


none 


Score 


.59 


Exons 


4776. .4900, 5062. .5089, 5785 


. . 6780 




Sea No 


18534 


Seq: ID 


OJ990406 


Gene No. 


38930 


Strand 




Start 


13948 


End 


15090 


Name 


OJ990406 03. 98 19 . C16 . o2 . np 


Method 


AAT/NAP 


Start 


13948 


End 


15090 


GI 


2916931 


Score 


26 


F. x o n s 

J—J S\ 11U 


1394 8. .14196, 14 368 .. 14 4 64 , 


15063. . 15090 


GI Descrip. 


{AL022004) PE_PGRS [Mycobacterium tuberculosis] 


Seq. No. 


18535 


Seq. ID 


OJ990406 


Gene No. 


38931 


Strand 


+ 


Start 


125 


End 


2545 


Name 


OJ990406 03. 98 19 . C17 . ol . gs 


Method 


GENSCAN 


Start 


125 


End 


2545 


GI 


none 


Score 


. 91 


Exons 


125. .288, 1904. .2090, 2326.. 


2545 




Seq. No. 


18535 


Seq. ID 


OJ990406 


Gene No. 


38932 


Strand 


+ 


Start 


6307 


End 


7872 


Name 


OJ990406 03.9819.C17.o3.gs 


Method 


GENSCAN 


Start 


6307 


End 


7872 


GI 


none 


Score 


.51 


Exons 


6307. .6416, 6571. .6772, 6849 


..7083, 7766. .7872 


Seq. No. 


18535 


Seq. ID 


OJ990406 


Gene No. 


38933 


Strand 


+ 


Start 


12742 


End 


13130 


Name 


OJ990406 03.9819.C17.o2.gp 


Method 


AAT/GAP 


Start 


12742 


End 


13130 


GI 


none 


Score 


774 


Exons 


12742. .13130 






Seq. No. 


18535 


Seq. ID 


OJ990406 



19070 




Gene No. 


38934 




Strand 


+ 




^t art 


17774 




End 


18381 




Name 


OJ990406 03 9819 C17 


o5 . gs 


Method 


GENSCAN 




^,t a rt 


17774 _ 




End 


18381 




GI 


none 




Score 


.96 






17774 17785 17818 


. 17959, 


18053. . 18381 






18535 




Seq. ID 


OJ990406_03. 9819 


. C17 




38935 




Strand 


+ 




Start 


18491 




End 


18569 




Name 


OJ990406 03.9819.C17 


. o4 . gp 


Method 


AAT/GAP 




Start 


18491 




End 


18569 




GI 


LIB34 77-003-P1-K1-E9 




Score 


104 






18491. .18569 












' 24 9858 6/sp|Q4 0638 |MP01_0RYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


18535 




Seq. ID 


OJ990406_03. 9819 


n 7 


Gene No. 


38936 




Strand 






Start 


3594 




End 


4856 




Name 


OJ990406 03.9819.C17 


. o2 . gs 


Method 


GENSCAN 




Start 


3594 




End 


4856 




GI 


none 




Score 


. 54 




T? von q 

Hi A k_/ 1 1 o 


3594, .4856 












18535 




Seq. ID 


OJ990406_03. 9819 


CM 


Gene No . 


38937 




Strand 






Start 


8913 




End 


15654 




Name 


OJ990406 03.9819.C17 


. o4 . gs 


Method 


GENSCAN 




Start 


8913 




End 


15251 




GI 


none 




Score 


.86 




P von *=; 


8 913. .9052, 1004 5. .1024 4, 1207 9. .12206, 12 697. .13305, 






14394 . . 14771, 14868 . 


. 15251 










18535 




Seq. ID 


OJ990406_03. 9819 


.C17 


f^pnp KJo 


38937 




Strand 






Start 


8913 




End 


15654 




Name 


OJ990406 03.9819.C17 


. ol . np 


Method 


AAT/NAP 




Start 


12078 




End 


15654 




GI 


6522920 




Score 


649 




J_i AUll J 


12078 . . 12206, 12697 . 


. 13305, 


14394. .14771, 148 68.. 15235, 






15628. .15654 










vj J. l>< o j. -i_ m 


(AL132978) putative protein 


[Arabidopsis thaliana] 






18535 




Seq. ID 


OJ990406_03.9819 


.C17 


Gene No. 


38937 




Strand 






Start 


8913 




End 


15654 




Name 


OJ990406 03.9819.C17 


. ol . tm 


Method 


TBLASTX: Maize 




OLQl I, 


12796 




End 


13203 




o ± 


none 




Score 


163 




Exons 


12796. .12987, 12812. 


. 13015, 


12818. .12979, 12820. .13026, 






13042. . 13200, 13043. 


. 13201, 


13090. . 13203 




Seq. No. 


18535 




Seq. ID 


OJ990406JD3. 9819 


.C17 


Gene No. 


38937 




Strand 






Start 


8913 




End 


15654 





19071 




Name 


OJ9904 


06 03. 9819.C17.o3.gp 


Method 


AAT/GAP 




Start 


14515 




End 


15032 




GI 


none 




Score 


824 




Exons 


14515 . 


. 14771, 14868 . . 15032 








Seq. No. 


18535 




Seq. ID 


OJ990406_03.9819 


-C17 


Gene No. 


38937 




Strand 






Start 


8913 




End 


15654 




Name 


OJ9904 


06 03.9819.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


14565 




End 


15047 




GI 


none 




Score 


161 




Exons 


14565. 


.14666, 14742. .14777, 


14859. . 150 


47 




Seq. No. 


18535 




Seq. ID 


OJ990406 03.9819 


.C17 


Gene No. 


38937 




Strand 






Start 


8913 




End 


15654 




Name 


OJ9904 


06 03. 9819 .C17 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


14703 




End 


15210 




GI 


none 




Score 


143 




Exons 


14703 . 


. 14750, 14859. . 14888, 


14937 . . 150 


65, 15094 . . 15210, 






15120. 


. 15209 








Seq. No. 


18536 




Seq. ID 


OJ990406_03.9819 


-C18 


Gene No. 


38938 




Strand 


+ 




Start 


139 




End 


685 




Name 


OJ9904 


06_03. 9819.C18.ol.gs 


Method 


GENSCAN 




Start 


139 




End 


685 




GI 


none 




Score 


. 93 




Exons 


139. . 685 








Seq. No. 


18537 




Seq. ID 


OJ990626_47 . 9922 


.CI 


Gene No. 


38939 




Strand 






Start 


1 




End 


2915 




Name 


OJ990626 47.9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2915 




GI 


2499535 


Score 


691 




Exons 


1. .180 


, 816. .1129, 2160. .2915 







GI Descrip. 2 -OXOGLUTARATE/MALATE TRANSLOCATOR PRECURSOR gi 1595681 (U13238) 



2-oxoglutarate/malate translocator [Spinacia oleracea] 



Seq. No. 


18537 






Seq. ID 


OJ990626_47.9922 


.CI 


Gene No. 


38939 






Strand 






Start 


1 






End 


2915 




Name 


OJ990626 


47. 9922. CI. 


ol . gs 


Method 


GENSCAN 




Start 


374 






End 


2741 




GI 


none 






Score 


.44 




Exons 


374. .386, 


816. .1129, 


2160. 


.2741 






Seq. No. 


18537 






Seq. ID 


OJ990626_47.9922 


.CI 


Gene No. 


38939 






Strand 






Start 


1 






End 


2915 




Name 


OJ990626 


47. 9922. CI. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


808 






End 


1150 




GI 


none 






Score 


392 




Exons 


808. .972, 


815. .1150, 


816. . 


1133, 817.. 


1134 




Seq. No. 


18537 






Seq. ID 


OJ990626_47.9922 


.CI 



19072 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



38939 Strand 

1 End 

OJ99062 6_47. 9922. CI .ol.ts Method 

815 End 

none Score 



2915 

TBLASTX: Soybean 

1125 

339 



815. .1108, 816. .1124, 816. .1124, 817. .1125 



Seq. No. 18537 

Gene No. 38939 

Start 1 

Name OJ990626_4 7 . 9922 . CI . ol . tc 

Start 821 

GI none 
Exons 



Seq. ID OJ990626_47.9922.C1 
Strand 

End 2915 

Method TBLASTX : Cress 

End 2268 

Score 300 

821. .1108, 822. .1124, 997. .1125, 2139. .2264, 2160. .2267, 
2164. .2268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18537 
38939 
1 

OJ99062 6_4 7. 9922.Cl.ol.tm 

2181 

none 



Seq. ID OJ990626_47.9922.C1 
Strand 

End 2915 

Method TBLASTX : Mai ze 

End 2670 

Score 219 



2181. .2357, 2182. .2358, 2350. .2379, 2379. .2669, 2380. .2670 



18537 
38939 
1 

OJ99062 6_4 7 . 9922 . CI . o2 . ts 

2340 

none 

2340. .2648, 2341. .2646 

18537 
38939 
1 

OJ99062 6_47. 9922.Cl.o2.tc 

2526 

none 

2526.. 2690, 2530.. 2679 

18538 
38940 
207 

OJ990626_4 7. 9922.C2.ol.gs 

207 

none 

207. .301 



Seq. ID OJ990626_47.9922.C1 
Strand 

End 2915 

Method TBLASTX : Soybean 

End 2648 

Score 168 



Seq. ID OJ990626_47.9922.C1 
Strand 

End 2915 

Method TBLASTX : Cress 

End 2690 

Score 145 



Seq. ID OJ990626_47.9922.C2 

Strand + 

End 301 

Method GENSCAN 

End 301 

Score .44 



Seq. No. 18539 .. 

Gene No. 38941 

Start 116 

Name OJ99062 6_4 7 . 9922 . C4 . ol . gs 

Start 116 

GI none 

Exons 116. .233, 425. .604, 932. .1153 



Seq. ID OJ990626_47.9922.C4- 
Strand 

End 1153 

Method GENSCAN 

End 1153 

Score .96 



Seq. No. 



18540 



Seq. ID OJ990626_47.9922.C5 



19073 



Gene No. 38942 

Start 4 

Name OJ990626_47 . 9922 . C5 . ol . 

Start 4 

GI none 

Exons 4 . . 45 



gs 



Strand 
End 

Method 

End 

Score 



+ 

45 

GENSCAN 

45 

.63 



Seq. No. 18540 Seq. ID 

Gene No. 38943 Strand 

Start 340 End 

Name OJ990626_47 . 9922 . C5 . ol . gp Method 

Start 340 End 

GI none Score 

Exons 340.. 471 



OJ990626_47.9922.C5 
471 

AAT/GAP 

471 

260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18541 
38944 
1 

OJ990626_47. 
1 

none 
1. .316 



9922.C6.ol.gp 



Seq. ID OJ990626_47 . 9922 .C6 

Strand + 

End 358 

Method AAT/GAP 

End 316 

Score 619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18541 Seq. ID 

38944 Strand 

1 End 

OJ99062 6_4 7 . 9922 . C6 . ol . np Method 

1 End 

3747044 Score 
1..53, 198. .358 

(AF093537) blue copper protein [Zea mays 



OJ990626_47.9922.C6 
+ 

358 

AAT/NAP 
358 
141 



18541 
38945 
194 

OJ99062 6_4 7 . 9922 . C6 . ol . gs 

194 

none 

194. .367 



Seq. ID OJ990626_47.9922.C6 
Strand 

End 367 

Method GENSCAN 

End 367 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18542 Seq. ID 

38946 Strand 

128 End 

OJ990626_47 . 9922 . C7 . ol . np Method 

128 End 

4309727 Score 
128. .559 

(AC006439) putative ribosomal protein L6 [Arabidopsis thaliana] 



OJ990626_47.9922.C7 
+ 

559 

AAT/NAP 

559 

348 



18542 
38947 
2097 

OJ99062 6__47 . 9922 . C7 . ol . tm 

288 

none 



Seq. ID OJ990626_47.9922.C7 
Strand 

End 3338 

Method TBLASTX : Mai ze 

End 561 

Score 391 



288. .521, 290. .532, 290. .529, 292. .561, 352. .561 



19074 



Seq. No. 18542 

Gene No. 38947 

Start 2097 

Name OJ990626_4 7 . 9922 . C7 . ol . tw 

Start 288 

GI none 
Exons 



Seq. ID OJ990626_47 . 9922.C7 
Strand 

End 3338 

Method TBLASTX : Wheat 

End 4 65 

Score 300 



288.. 461, 290.. 463, 293.. 463, 352. .465 



Seq. No. 18542 

Gene No. 38947 

Start 2097 

Name OJ99062 6_47 . 9922 . C7 . o2 . tc 

Start 290 

GI none . 

Exons 290.. 361, 341.. 532, 367.. 552 



Seq. ID OJ990626_47.9922.C7 
Strand 

End 3338 

Method TBLASTX : Cress 

End 552 

Score 92 



Seq. No. 18542 

Gene No. 38947 

Start 2097 

Name OJ99062 6_47 . 9922 . C7 . ol . gs 

Start 2097 

GI none 

.Exons 2097.. 3338 



Seq. ID OJ990626_47.9922.C7 
Strand 

End 3338 

Method GENSCAN 

End 3338 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18542 
38947 
2097 

OJ990626_4 7 . 9922 . C7 . o2 . np 

2293 

6729030 



Seq. ID OJ990626_47 . 9922 . C7 
Strand 

End 3338 

Method AAT/NAP 

End 3296 

Score 421 



2293. .2574, 2632. .3003, 3042. .3296 

(AC009177) putative RING-H2 zinc finger protein ATL6 
[Arabidopsis thaliana] 



18542 
38947 
2097 

OJ990626_47. 9922.C7 .o2.tw 

2757 

none 

2757. .2999, 2758. .2916, 2808, 



Seq. ID OJ990626_47 . 9922 .C7 
Strand 

End 3338 

Method TBLASTX : Wheat 

End 2999 

Score 126 
.2948 



Seq. No. 18542 

Gene No. 38947 

Start 2097 

Name 0 J990 62 6_4 7 . 9922 . C7 . o2 . tm 

Start 2760 

GI none 
Exons 



Seq. ID OJ990626_47.9922.C7 
Strand 

End 3338 

Method TBLASTX : Maize 

End 2915 

Score 128 



2760. .2909, 2761. .2913, 2808. .2915 



Seq. No. 18542 

Gene No. 38947 

Start 2097 

Name OJ99062 6_4 7 . 9922 . C7 . ol . tc 

Start 2766 

GI none 
Exons 



Seq. ID OJ990626_47.9922.C7 
Strand 

End 3338 

Method TBLASTX : Cress 

End 3221 

Score 159 



2766. .2996, 2767. .2994, 3099. .3221 



19075 



Seq. No. 18542 

Gene No. 38947 

Start 2097 

Name OJ990626_4 7 . 9922 . C7 . ol . ts 

Start 2799 

GI none 

Exons 2799.. 3017, 2800.. 3018,, 3099. 



Seq. ID OJ990626_47.9922.C7 
Strand 

End 3338 

Method TBLASTX : Soybean 

End 3200 

Score 165 
.3200 



Seq. No. 18543 

Gene No. 38948 

Start 171 

Name OJ990626_4 7 . 9922 . C8 . ol . gs 

Start 171 

GI none 

Exons 171.. 310 



Seq. ID OJ990626_47.9922.C8 

Strand + 

End 310 

Method GENSCAN 

End 310 

Score . 63 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18544 
38949 
1 

OJ990626_4 7 . 9922 . C9 . ol . gp 
1 

32487_1. R1084 
1..183, 261. .333, 465. .491 

1 60068 94 /gb | AAF00 669 . 1 | AC008 153_21 6.0e-23 (AC008153) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990626_47 . 9922 .C9 
Strand 

End 6283 

Method AAT/GAP 

End 4 91 

Score 494 



18544 
38949 
1 

OJ990 626_4 7. 9922.C9.o2. tc 
1 

none 



Seq. ID OJ990626_47 . 9922 .C9 
Strand 

End 6283 

Method TBLASTX : Cress 

End 335 

Score 75 



1..93, 5. .76, 148. .186, 258. .335, 258. .335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18544 
38949 
1 

OJ99062 6_4 7. 9922.C9.ol . np 
1 

6006894 



Seq. ID OJ990626_47.9922.C9 
Strand 

End 6283 
Method AAT/NAP 
End 317 6 

Score 913 

1..48, 261. .333, 465. .583, 654. .1044, 1123. .1287, 1865. .1956, 
2525. .2895, 3134. .3176 

(AC008153) unknown protein [Arabidopsis thaliana] 



Seq. No. 18544 

Gene No. 38949 

Start 1 

Name' OJ990 626_4 7 . 9922 . C9 . ol . gs 

Start 117 

GI none 
Exons 



Seq. ID OJ990626_47 . 9922.C9 
Strand 

End 6283 
Method GENSCAN 
End 6210 
Score .73 

117. .183, 261. .348, 465. .583, 654. .1041, 1123. .1287, 2390. .2409, 
2525. .2781, 3220. .3351, 5116. .5308, 5417. .5713, 6081. .6210 



Seq. No, 
Gene No, 
Start 



18544 
38949 
1 



Seq. ID OJ990626_47. 9922.C9 
Strand 

End 6283 



19076 



Name 

Start 

GI 

Exons 



OJ990626_47 . 9922 . C9 . o2 . tm Method TBLASTX : Maize 

258 End 704 

none Score 114 

258. .335, 259. .336, 259. .336, 462. .584, 463. .585, 464. .577, 
632. .703, 633. .704, 639. .704 



Seq. No. 18544 

Gene No. 38949 

Start 1 

Name OJ990626_4 7 . 9922 . C9 . o3 . ts 

Start 258 

GI none 
Exons 



Seq. ID OJ990626_47.9922.C9 
Strand 

End 6283 

Method TBLASTX : Soybean 

End 756 

Score 78 



258. .335, 259. .336, 462. .584, 464. .577, 481. .585, 528. .58' 
633..7S2, 639. .752, 640. .756 



Seq. No. 18544 

Gene No. 38949 

Start 1 

Name OJ990626_4 7 . 9922 . C9 . o3 . tc 

Start 1870 

GI none 

Exons 1870. .1974, 2534. .2770, 2541. .2771 



Seq. ID OJ990626_47.9922.C9 
Strand 

End 6283 

Method TBLASTX : Cress 

End 2771 

Score 140 



Seq. No. 18544 

Gene No. 38949 

Start 1 

Name OJ99062 6_4 7 . 9922 . C9 . o2 . np 

Start 5078 

GI 1346113 

Exons 5078. .5308, 5417. .5713, 6081 
GI Descrip. 



Seq. ID OJ990626_47.9922.C9 
Strand 

End 6283 
Method AAT/NAP 
End 6283 
Score 678 
6283 

GTP CYCLOHYDROLASE II gi | 1084339 | pir | | JC4209 GTP cyclohydrolase 
II (EC 3.5.4.25) - Arabidopsis thaliana gi | 940383 | dbj | BAA08 113 | 
(D45165) GTP cyclohydrolase II [Arabidopsis thaliana] 



Seq. No. 


18544 








Seq. ID 


OJ990626 


_47.9922.C9 


Gene No. 


38949 








Strand 






Start 


1 








End 


6283 




Name 


OJ990626 47 


. 9922, 


.C9.o2. 


ts 


Method 


TBLASTX': 


Soybean 


Start 


5090 








End 


5312 




GI 


none 








Score 


167 




Exons 


5090. .5311, 


5091, 


. .5312 










Seq. No. 


18544 








Seq. ID 


OJ990626 


_47.9922.C9 


Gene No. 


38949 








Strand 






Start 


1 








End 


6283 




Name 


OJ990626 47 


.9922. 


.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5111 








End 


6234 




GI 


none 








Score 


148 




Exons 


5111. .5311, 


5115, 


. .5312, 


5404 . 


.5583, 5414. .5719, 


5418. .5660, 




5640. .5696, 


6072, 


. .6218, 


6082. 


.6234 






Seq. No. 


18544 








Seq. ID 


OJ990626 


_47.9922.C9 


Gene No. 


38949 








Strand 






Start 


1 








End 


6283 




Name 


OJ990626 47 


.9922. 


.C9.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5129 








End 


6228 




GI 


none 








Score 


203 





19077 




Exons 


5129. .5311, 51 30.. 5312, 


5131 


..5319, 5413. .5613, 5413. .5607, 




5414.. 5704, 5414.. 5728, 


5418 


..5714, 6072. .6218, 6085. .6228 


Seq. No. 


18544 




Seq. ID 


OJ990626_47 . 9922. C9 


Gene No. 


38949 




Strand 


— 


Start 


1 




End 


6283 


Name 


OJ990626 47. 9922.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5414 ~ 




End 


5719 


GI 


none 




Score 


282 


Exons 


5414 . . 5719, 5418 . . 5714 








Seq. No. 


18545 




Seq. ID 


OJ990626_47. 9922. C10 


Gene No. 


38950 




Strand 


+ 


Start 


1 




End 


218 


Name 


OJ990626 47. 9922. CIO. ol 


* yp 


Method 


AAT/GAP 


Start 


1 — 




End 


218 


GI 


none 




Score 


125 


Exons 


1 . . 25, 129 . . 218 








Seq. No. 


18545 




Seq. ID 


OJ990626_47 . 9922 .C10 


Gene No . 


38951 




Strand 




Start 


210 




End 


733 


Name 


OJ990626 47. 9922. C10. ol 


.np 


Method 


AAT/NAP 


Start 


182 




End 


670 


GI 


3608147 




Score 


109 


Exons 


182. .329, 452. .670 








GI Descrip. 


(AC005314) putative chloroplast RNA binding protein precursor 




[Arabidopsis thaliana] 








Seq. No. 


18545 




Seq. ID 


OJ990626_47. 9922. C10 


Gene No. 


38951 




Strand 




Start 


210 




End 


733 


Name 


OJ990626 47. 9922. C10. ol 


.gs 


Method 


GENSCAN 


Start 


210 




End 


733 


GI 


none 




Score 


.97 


Exons 


210. .329, 452. .733 








Seq. No. 


18545 




Seq. ID 


OJ990626_47. 9922. C10 


Gene No. 


38951 




Strand 




Start 


210 




End 


733 


Name 


OJ990626 47. 9922. C10. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


232 




End 


623 


GI 


none 




Score 


96 


Exons 


232. .330, 248. .331, 267 


..332, 449. .622, 


449. . 622, 456.'. 623 


Seq. No. 


18545 




Seq. ID 


OJ990626_47. 9922. C10 


Gene No . 


38951 




Strand 




Start 


210 




End r 


733 


Name 


OJ990626 47. 9922. C10. o2 


.gp 


Method 


AAT/GAP 


Start 


438 




End 


733 


GI 


1799 1.R1084 




Score 


503 


Exons 


438. .733 








GI Descrip. 


'3608147 3.0e-18 (AC005314) 


putative chloroplast 31 kDa 




ribonucleoprotein precursor 


[Arabidopsis thaliana] 1 


Seq. No. 


18546 




Seq. ID 


OJ990626_47. 9922.C11 


Gene No. 


38952 




Strand 


+ 



19078 




Start 


7151 


End 


7560 




Name 


OJ990626 47.9922.Cll.o2.gs 


Method 


GENSCAN 




Start 


7151 ~ 


End 


7560 




GI 


none 


Score 


. 88 




Exons 


7151 . .7457, 7556. .7560 








Seq. No. 


18546 


Seq. -ID 


OJ990626 47.9922 


. Cll 


Gene No. 


38953 


Strand 






Start 


293 


End 


1229 




Name 


OJ990626 47.9922.Cll.ol.gp 


Method 


AAT/GAP 




Start 


293 


End 


1229 




GI 


1799 1.R1084 


Score 


567 




Exons 


293.7391, 1020 . . 1229 








GI Descrip. 


'3608147 3.0e-18 (AC005314) 


putative chloroplast 31 kDa 






r ibonucleoprotein precursor 


[Arabidopsis thaliana] 1 




Seq. No. 


18546 


Seq. ID 


OJ990626_47.9922 


.Cll 


Gene No . 


38954 


Strand 






Start 


7925 


End 


12154 




Name 


OJ990626 47.9922.Cll.o3.gs 


Method 


GENSCAN 




Start 


7925 


End 


12154 




GI 


none 


Score 


.53 




Exons 


7925. .8221, 8241. .8328, 8333 


..8452, 8457. .8755, 9292. .9384, 




10278. .10471, 11046. .11116, 


11199. .11285, . 11381. .114 34, 






11820 . . 12154 








Seq. No. 


18546 


Seq. ID 


OJ990626_47 . 9922 


.Cll 


Gene No. 


38955 


Strand 






Start 


13988 


End 


15430 




Name 


OJ990626 47 . 9922 . Cll . o4 . gs 


Method 


GENSCAN 




Start 


13988 ~~ 


End 


15430 




GI 


none 


Score 


.57 




Exons 


13988 . .14025, 15177. .15430 








Seq. No. 


18547 


Seq. ID 


OJ990626_47.9922 


.C12 


Gene No. 


38956 


Strand 






Start 


2274 


End 


5050 




Name 


OJ990626 47. 9922.C12.ol.gs 


Method 


GENSCAN 




Start 


2274 ~ 


End 


5050 




GI 


none 


Score 


. 65 




Exons 


2274. .2387, 2797. .3261, 3376 


..3889, 3990. .4076, 4950. .5050 


Seq. No. 


18547 


Seq. ID 


OJ990626_47 . 9922 


.C12 


Gene No. 


38956 


Strand 






Start 


2274 


End 


5050 




Name 


OJ990626 47.9922.C12.ol.np 


Method 


AAT/NAP 




Start 


2295 


End 


3420 




GI 


3641870 


Score 


365 




Exons 


2295.. 2387, 2797.. 3012, 3094 


..3261, 3376. .3420 




GI Descrip. 


(AJ011013) hypothetical protein [Cicer 


arietinum] 




Seq. No. 


18547 


Seq. ID 


OJ990626_47 .9922 


.C12 


Gene No. 


38956 


Strand 






Start 


2274 


End 


5050 




Name 


OJ990626 47.9922.C12.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2334 


End 


2991 




GI 


none 


Score 


145 





19079 



Exons 



2334. .2396, 2798. .2971, 2800. .2991 



Seq. No. 18547 

Gene No. 38956 

Start 2274 

Name OJ990626_47 . 9922 . C12 . o2 . 

Start 2812 

GI none 

Exons 2812.. 2868, 2812.. 2967, 



tm 



Seq. ID OJ990626_47. 9922.C12 
Strand 

End 5050 

Method TBLASTX: Maize 

End 2994 

Score 65 



2822.. 2968, 2968.. 2994 



Seq. No. 18547 

Gene No. 38956 

Start 2274 

Name OJ990626_47 . 9922 . C12 . ol . 

Start 3187 

GI none 

Exons 3187.. 3261, 3206.. 3262, 
3595. .3690 



Seq. ID OJ990626_47.9922.C12 
Strand 

End 5050 

tm Method TBLASTX : Maize 

End 3690 

Score 57 
3376. .3501, 3385. .3489, 3395. .3502, 



Seq. No. 18547 

Gene No. 38956 

Start 2274 

Name OJ99062 6_4 7 . 9922 . C12 . ol - 

Start 3199 

GI none 

Exons 3199,. 3261, 3206.. 3262, 
3376. .3501 



Seq. ID OJ990626_47 . 9922.C12 
Strand 

End 5050 

ts Method TBLASTX : Soybean 

End 3501 

Score 68 
320 6. . 3280, 3344 . .34 99, 3374 . .347 8, 



Seq. No. 18548 

Gene No. 38957 

Start 207 

Name OJ990626_4 7 . 9922 . C14 . ol , 

Start 207 

GI none 

Exons 207.. 328, 447.. 510 



gs 



Seq. ID- OJ990626_47.9922.C14 

Strand + 

End 510 

Method GENSCAN 

End 510 

Score .69 



Seq. No. 18548 

Gene No. 38958 

Start 1414 

Name OJ990626_47 . 9922 . C14 . ol , 

Start 1254 

GI none 

Exons 1254.. 1307, 1267.. 1308, 
1452. .1529, 1888. .2124, 



tm 



1330. 
1890. 



Seq. No. 18548 

Gene No. 38958 

Start 1414 

Name OJ99062 6_47 . 9922 . C14 . o2 . ts 

Start 1348 

GI none 

Exons 1348. .1527, 1411. .1521, 1412. 



Seq. ID OJ990626_47.9922.C14 
Strand 

End 2125 

Method TBLASTX : Mai ze 

End 2125 

Score 45 
.1527, 1384. .1527, 1409. .1528, 
.2123, 1897. .2124, 1898. .2125 

Seq. ID OJ990626_47 . 9922.C14 
Strand 

End 2125 

Method TBLASTX : Soybean 

End 1528 

Score 58 
. 1528 



Seq. No. 18548 

Gene No. 38958 

Start 1414 

Name OJ990626 4 7 . 9922 . C14 . ol . 



tc 



Seq. ID OJ990626_47 . 9922.C14 
Strand 

End. 2125 

Method TBLASTX : Cress 



19080 




Start 


1390 




End 


1999 


GI 


none 




Score 


138 


Exons 


13 90.. 1527, 1421.. 1528, 


1888 


. . 1998, 18 


96. . 1973, 1897 . . 1974 , 




1898 1999 








Sea No. 


18548 




Seq. ID 


OJ990626 47.9922 C14 


Gene No. 


38958 




Strand 




Start 


1414 




End 


2125 


Name 


OJ990626 47.9922.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1414 




End 


2125 


GI 


4104457 




Score 


481 


Exons 


1414 . . 1526, 1896. .2125 








GI Descrip. 


(AF036172) 2-oxoglutarate/malate translocator [Zea mays] 


Seq. No. 


18548 




Seq. ID 


OJ990626_47 . 9922. C14 


Gene No. 


38958 




Strand 


- 


Start 


1414 




End 


2125 


Name 


OJ990626 47.9922.C14.o2 


. as 


Method 


GENSCAN 


Start 


1713 




End 


2013 


GI 


none 




Score 


.82 


Exons 


1713. . 1792, 1896. .2013 








Seq. No. 


18548 




Seq. ID 


OJ990626_47 . 9922. C14 


Gene No. 


38958 




Strand 




Start 


1414" 




End 


2125 


Name 


OJ990626 47.9922.C14.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1928 




End 


2124 


GI 


none 




Score 


179 


Exons 


1928. .2122, 1933. .2124, 


1934 


. .2122 




Seq. No. 


18549 




Seq. ID 


OJ990626__47.9922.C16 


Gene No. 


38959 




Strand 


+ 


Start 


11295 




End 


13287 


Name 


OJ990626 47.9922.C16.o4 


.gs 


Method 


GENSCAN 


Start 


11295 




End 


13287 


GI 


none 




Score 


.43 


Exons 


11295. .11422, 11613. .11 


800, 


13103. .13287 


Seq. No. 


18549 




Seq. ID 


OJ990626__47.9922.C16 


Gene No . 


38960 




Strand 




Start 


3802 




End 


4933 


Name 


OJ990626 47.9922.C16.ol 


• gp 


Method 


AAT/GAP 


Start 


3532 




End 


4933 


GI 


5988 1.R1084 




Score 


1758 


Exons 


3532. .4184, 4674. .4933 








GI Descrip . 


f 2493318/sp|Q41001 | BCP 


PEA 3 


.Oe-17 BLUE COPPER PROTEIN PRECURSOR 




>gi 562779 emb CAA80963 


(Z25471) blue 


copper protein [Pisum 




sativum] >gi_1098264 prf 2115352A blue Cu protein [Pisum 




sativum] f 








Seq. No. 


18549 




Seq. ID 


OJ990626__47.9922.C16 


Gene No. 


38960 




Strand 




Start 


3802 




End 


4933 


Name 


OJ990626 47. 9922.C16.ol 


.np 


Method 


AAT/NAP 


Start 


3787 . 




End 


4842 


GI 


2493318 




Score 


289 


Exons 


3787. .4184, 4674. .4842 









19081 



GI Descrip. BLUE COPPER PROTEIN PRECURSOR gi | 56277 9 | emb | CAA80963 | (Z25471) 
blue copper protein [Pisum sativum] gi I 1098264 | prf | i 2115352A 
blue Cu protein [Pisum sativum] 



Seq. No. 


18549 








Seq. ID 


OJ990626 


47 . 9922 


-C16 


Gene No . 


38960 








Strand 








Start 


3802 








End 


4933 






Name 


OJ990626 47. 


9922 .C16 


. o2 . gs 


Method 


GENSCAN 






Start 


3802 








End 


4836 






GI 


none 








Score 


1 






Exons 


3802. . 


4184, 


4674 . . 48 


36 










Seq. No. 


18549 








Seq. ID 


OJ990626 


47 . 9922 


. C16 


Gene No . 


38961 








Strand 








Start 


5652 








End 


9871 






Name 


OJ990626 47. 


9922 .C16 


. o3 . gs 


Method 


GENSCAN 






Start 


5652 








End 


9871 






GI 


none 








Score 


.5 






Exons 


5652. . 


5967, 


8675 . . 88 


37, 8921 


. .9304, 9742. .9871 






Seq. No. 


18549 








Seq. ID 


OJ990626 


47 . 9922 


. C16 


Gene No . 


38962 








Strand 








Start- 


14991 








End 


15767 






Name 


OJ990626 47. 


9922 C16 


. o5 . gs 


Method 


GENSCAN 






Start 


14991 








End 


15767 






GI 


none 








Score 


1 ... . . 






Exons 


14991. 


. 15414 


, 15544. 


.157 67 










Seq. No. 


18549 








Seq. ID 


OJ990626 


47 . 9922 


. C16 


Gene jsjo . 


38963 








Strand 








Start 


16449 








End 


17078 






Name 


OJ990626 47. 


9922 .C16 


. o 6 . gs 


Method 


GENSCAN 






Start 


16449 








End 


17078 






GI 


none 








Score 


.54 






Exons 


16449. 


. 1665.8 


, 17070. 


. 17078 










Seq. No. 


18549 








Seq. ID 


OJ990626 


47 . 9922 


.C16 


Gene No . 


38964 








Strand 








Start 


17853 








End 


18258 






Name 


OJ990626 47. 


9922 .C16 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


14980 








End 


15707 






GI 


none 








Score 


67 






Exons 


14980. 


.15039 


, 14994. 


.15038, 


15140. .15196, 15141 


. .15188, 






15153. 


. 15326 


, 15522. 


. 15614, 


15543. . 15611, 15544 


. . 15642, 






15675. 


. 15707 














Sprr No 


18549 








Seq. ID' 


OJ990626_ 


4 7 . 9922 


. C16 


Gene No. 


38964 








Strand 








Start 


17853 








End 


18258 






Name 


OJ990626 47. 


9922. C16 


.o2.gp 


Method 


AAT/GAP 






Start 


17853 








End 


18258 






GI 


500407 


8 






Score 


710 






Exons 


17853. 


. 18258 














Seq. No. 


18550 








Seq. ID 


OJ990626 


_47. 9922 


.C18 


Gene No . 


38965 








Strand 








Start 


1800 








End 


2345 







19082 



Name 

Start 

GI 

Exons 



OJ990626_47 . 9922 . C18 . ol . gp Method AAT/GAP 

1800 End 2345 

none Score 97 4 
1800. .2345 



Seq. No. 18550 

Gene No. 38965 

Start 1800 

Name OJ990626_4 7 . 9922 . C18 . ol . gs 

Start 1883 

GI none 

Exons 1883.. 2323 



Seq. ID OJ990626_47.9922.C18 

Strand + 

End 2345 

Method GENSCAN 

End 2323 

Score .85 



Seq. No. 18550 

Gene No. 38966 

Start 3595 

Name OJ990626_47 . 9922 . C18.. o2 . gs 

Start 3595 

GI none 

Exons 3595.. 4223, 4890.. 5000 

Seq. No. 18551 

Gene No. 38967 

Start 23 

Name OJ99062 6_4 7 . 9922 . CI 9 . ol . gs 

Start 23 

GI none 

Exons 23.. 185, 240.. 397 



Seq. ID OJ990626_47 . 9922.C18 
Strand 

End 5000 

Method GENSCAN 

End 5000 

Score .94 



Seq. ID OJ990626_47 . 9922.C19 

Strand + 

End 580 

Method GENSCAN 

End 397 

Score .55 



Seq. No. 18551 Seq. ID 

Gene No. 38967 Strand 

Start 23 End 

Name OJ99062 6_4 7 . 9922 . CI 9 . ol . np Method 

Start 240 End 

GI 3695384 Score 

Exons 240. .440, 510. .580 

GI Descrip. (AF096370) contains similarity to the helix-loop-helix 
DNA-binding domain (Pfam: PF00010 HLH, E-value: 0.0046) 
[Arabidopsis thaliana] 



OJ990626_47 . 9922. C19 
+ 

580 

AAT/NAP 
580 
189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18551 Seq. ID 

38967 Strand 
23 End 
OJ99062 6_4 7 . 9922 . CI 9 . ol . t s Method 
272 End 
none Score 
272. .397, 274. .429, 533. .565 

18552 Seq. ID 

38968 Strand 
1 End 
OJ990626_47. 9922 . C22 . ol . np Method 
1 End 
2578365 Score 
1..122, 214. .421, 1503. .1579 
(AJ002298) GTP cyclohydrolase II / 

3, 4-dihydroxy-2-butanone-4-phosphate synthase [Lycopersicon 



OJ990626_47.9922.C19 
+ 

580 

TBLASTX: Soybean 

565 

185 



OJ990626 47.9922.C22 



1579 
AAT/NAP 
1579 
265 



19083 



esculentum] 



Sea No 


18552 






Seq. ID 


OJ990626 


47 . 9922 


. C22 


npnp Mo 


38968 






Strand 








Start 


1 






End 


1579 






Name 


OJ990626 


47 9922 C22 ol 


. ts 


Method 


TBLASTX: 


Snvhpan 




Start 


1 






End 


312 






GI 


none 






Score 


77 






Exons 


1..69, 1. 


.111, 3. .119, 


21. .125, 199. .306, 211.. 


312 




Sea No 


18552 






Seq. ID 


OJ990626 


_47.9922 


.C22 




38968 






Strand 


- 






Start 


1 






End 


1579 






Name 


OJ990626 


47 9922 C22 ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1 






End 


349 






GI 


none 






Score 


76 






Exons 


1..69, 3. 


.119, 21. .125, 


199. . 


312, 212. 


.262, 217 


..312, 299.. 


Seq. No. 


18552 






Seq. ID 


OJ990626 


_47.9922 


.C22 




38968 






Strand 


- 






Start 


1 






End 


1579 






Name 


OJ990626 


47 9922 C22 ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1 






End 


294 






GI 


none 






Score 


91 






Exons' 


1..69, 1. 


.90, 3. .119, 3 


. .119, 


68. .124, 


199. .294 


, 214. .294 


Sea No 


18552 






Seq. ID 


OJ990626 


_47.9922 


.C22 




38968 






Strand 


- 






Start 


1 






End 


1579 






Name 


OJ990626 


47 9922 C22 ol 


.gs 


Method 


GENSCAN 






Start 


30 






End 


1298 






GI 


none 






Score 


.59 






Exons 


30. .122, 


214. .609, 1228 


. .1298 










Seq. No. 


18553 






Seq. ID 


OJ990626 


_47.9922 


.C23 




38969 






Strand 








Start 


139 






End 


1361 






Name 


OJ990626 


47 9922 C23 ol 


.gs 


Method 


GENSCAN 






Start 


139 






End 


1361 






GI 


none 






Score 


.78 






Ex on s 


139. .447, 


1287. .1361 












Seq. No. 


18554 






Seq. ID 


OJ990626 


_44 . 9919 


.CI 


Gene No. 


38970 






Strand 








Start 


1 






End 


1237 






Name 


OJ990626 


44. 9919. CI. ol. 


gp 


Method 


AAT/GAP 






Start 


1 






End 


1237 






GI 


342 1.R1084 




Score 


1994 






P von 


1. . 1237 














GI Descrip. 


' 4574 4 06/gb|AAD24 04 2. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Or. 




sativa] ' 














Seq. No. 


18554 






Seq. ID 


OJ990626 


_44 . 9919 


.CI 


Gene No. 


38970 






Strand 








Start 


1 






End 


1237 






Name 


OJ990626 


44. 9919. CI. ol. 


np 


Method 


AAT/NAP 






Start 


212 






End 


1237 







19084 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680203 Score 898 

212. . 1237 

(AF114171) TNP2-like protein [Sorghum bicolor] 



18554 
38970 
1 

OJ990626_4 4 . 991 9 . CI . ol . tw 

266 

none 



Seq. ID OJ990626_44 . 9919. CI 
Strand 

End 1237 

Method . TBLASTX : Wheat 

End 1236 

Score 52 



266. .358, 267. .332, 347. .427, 432. .512, 440. .580, 441. .581, 
528. .623, 560. .619, 626. .670, 631. .666, 665.-769, 696. .770, 
699. .770, 755. .1087, 765. .998, 771. .1091, 772. .1092, 1092. .1160, 
1098. .1184, 1170. .1235, 1207. .1236 



18555 
38971 
503 

OJ990626_44 

476 

none 



Seq. ID OJ990626_44 . 9919.C3 



9919.C3.ol. ts 



Strand 
End 

Method 

End 

Score 



1311 

TBLASTX: Soybean 

1153 

37 



476. .505, 539. .1153, 549. .959, 1026. .1151 



Seq. No. 18555 Seq. ID 

Gene No. 38971 Strand 

Start 503 , End 

Name OJ990626_44 . 991 9 . C3 . ol . gs Method 

Start 503 End 

GI none Score 

Exons 503. . 1258 



OJ990626_44 . 9919. C3 

1311 
GEN SCAN 
1258 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18555 
38971 
503 

OJ990626_4 4 . 991 9 . C3 . ol . np 
506 

2586082 
506. .1311 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990626_44 . 9919.C3 
Strand 

End 1311 

Method AAT/NAP 

End 1311 

Score 1029 



18555 Seq. ID 

38971 Strand 

503 End 

OJ99062 6_4 4 . 9919 . C3 . ol . tc Method 

530 End 

none Score 



OJ990626_44 . 9919. C3 
1311 

TBLASTX: Cress 

1174 

124 



530. .724, 758. .880, 890. .961, 971. .1174 



Seq. Np. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



18555 
38971 
503 

OJ99062 6_4 4 . 9919 . C3 . ol . tm 

563 

none 



Seq. ID OJ990626_44 . 9919.C3 
Strand 

End 1311 

Method TBLASTX : Mai ze 

End 1027 

Score 174 



563. .850, 564. .851, 852. .986, 857. .985, 965. .1027 

18555 Seq. ID OJ990626 44. 9919. C3 



19085 




Gene No. 


38971 




Strand 






Start 


503 




End 


1311 




Name 


OJ99062 6 44.9919.C3.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


917 ~ 




End 


1309 




GI 


none 




Score 


197 




Exons 


917 . . 1309, 918 . . 1298 










Seq. No. 


18555 




Seq. ID 


OJ990626_44.9919. 


C3 


Gene No. 


38971 




Strand 






Start 


503 




End 


1311 




Name 


OJ990626 44 . 9919.C3.o2 


. tm 


Method 


TBLASTX : Maize 




Start 


1028 _ 




End 


1220 




GI 


none 




Score 


167 




Rx on s 


1028. .1219, 1029. .1220 










Sea No 


18556 




Seq. ID 


OJ990626 44.9919. 


C4 


Gene No. 


38972 




Strand 


+ ~~ 




Start 


3640 




End 


3810 




Name 


OJ990626 44.9919.C4.o2 


.np 


Method 


AAT/NAP 




Start 


3640 




End 


3810 




GI 


6705984 




Score 


163 




Exons 


3640. .3810 










VJ J_ J— ' ^ >J V— • _1_ £jf . 


(AB033235) gag-pol polyprotein [Oryza 


sat i va 1 




Seq. No. 


18556 




Seq. ID 


OJ990626 44.9919. 


C4 


Gene No . 


38973 




Strand 


+ " 




Start 


4499 




End 


5068 




Name 


OJ990626 44 . 9919.C4 .o3 


.np 


Method 


AAT/NAP 




Start 


4499 




End 


5068 




GI 


6678139 




Score 


106 




Exons 


4499. .5068 










GI Descrip. 


simple repeat sequence 


-containing transcript 






gi|730888|sp|Q06666|T2 


MOUSE 


OCTAPEPT I DE-REPEAT PROTEIN 


T2 




gi | 2 96382 | emb | CAA4 804 8" 


I (X61i 


363) T2 [Mus musculus] 




Seq. No. 


18556 




Seq. ID 


OJ990626_44.9919. 


C4 


Gene No. 


38974 




Strand 






Start 


1 




End 


3053 




Name 


OJ990626 44 . 9919.C4 .ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3053 




GI 


2586082 




Score 


2858 




Exons 


1..649, 677. .3053 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


18556 




Seq. ID 


OJ990626_44 . 9919. 


C4 


Gene No. 


38974 




Strand 






Start 


1 




End 


3053 




Name 


OJ990626 44 . 9919.C4 .ol 


.gs 


Method 


GENSCAN 




Start 


14 




End 


3041 




GI 


none 




Score 


.51 




R von q 


14 . .3041 










Seq. No. 


18556 




Seq. ID 


OJ990626_44 . 9919. 


C4 


Gene No. 


38974 




Strand 






Start 


1 




End 


3053 




Name 


OJ990626 44 . 9919.C4 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


793 




End 


1178 





19086 



GI none 

Exons 793.. 1098, 840.. 1175, 843. 

Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ990626_4 4 . 9919 . C4 . ol . tc 

Start 831 

GI none 

Exons 831.. 1295, 937.. 1299 

Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ99062 6_4 4 . 991 9 . C4 . ol . ts 

Start 849 

GI none 

Exons 849.. 1268 



Score 
,1178 



99 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 3053 

Method TBLASTX : Cress 

End 1299 

Score 65 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 3053 

Method TBLASTX : Soybean 

End 1268 

Score 280 



Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ990626_4 4 . 991 9 . C4 . o2 . tm 

Start 861 

GI none 

Exons 861. .1220, 901. .1044, 1197. 

Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ990626_4 4 . 991 9 . C4 . o2 . ts 

Start 1290 

GI none 

Exons 1290. .1469, 1485. .1592, 14$ 

Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ990626_44 . 9919 . C4 . o3 . tm 

Start 1770 

GI none 

Exons 1770.. 2072, 1782.. 2072 

Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ99062 6_4 4 . 991 9 . C4 . ol . tw 

Start 1777 

GI none 

Exons 1777.. 2130, 1782.. 2129 

Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ99062 6_4 4 . 9919. C4 .o4.tw 

Start 2373 

GI none 



Seq. ID OJ990626_44.9919.C4 
Strand 

3053 

TBLASTX: Maize 
1286 
60 



End 

Method 
End 
Score 
.1286 



Seq. ID OJ990626_44.9919.C4 
Strand 

End 3053 

Method TBLASTX : Soybean 

End 1691 

Score 65 
9. .1593, 1605. .1691 

Seq. ID OJ990626_44.9919.C4 
Strand 

End 3053 

Method TBLASTX : Mai ze 

End 2072 

Score 110 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 3053 

Method TBLASTX : Wheat 

End 2130 

Score 278 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 3053 

Method TBLASTX : Wheat 

End 2657 

Score 75 



19087 



Exons 



2373. .2657, 2499. .2642 



Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ99062 6_4 4 . 991 9 . C4 . o2 . tc 

Start 2460 

GI none 

Exons 2460.. 2834, 2853.. 2981 



Seq. ID OJ990626_44 .9919.C4 
Strand 

End 3053 

Method TBLASTX : Cress 

End 2981 

Score 79 



Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ990626_4 4 . 991 9 . C4 . ol . tm 

Start 2538 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 3053 

Method TBLASTX : Mai ze 

End 2958 

Score 162 



2538. .2834, 2545. .2784, 2847. .2957, 2848. .2958 



Seq. No. 18556 

Gene No. 38974 

Start 1 

Name OJ990626_4 4 . 9919 . C4 . o3 . tw 

Start 2658 

GI none 

Exons 2658. .3035 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 3053 

Method TBLASTX : Wheat 

End 3035 

Score 229 



Seq. No. 18556 

Gene No. 38975 

Start 3631 

Name OJ99062 6_4 4 . 9919 . C4 .o4.tm 

Start 3631 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C4 
Strand 

End 4000 

Method TBLASTX : Mai ze 

End 4000 

Score 185 



3631. .3852, 3642. .3728, 3669. .3857, 3676. .3852, 3956. .4000 



Seq. No. 18557 

Gene No. 38976 

Start 662 

Name OJ990626_44 . 9919 . C5 . ol . np 

Start 662 

GI 4680204 

Exons 662.. 1816 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990626_44 . 9919.C5 

Strand + 

End 1816 

Method AAT/NAP 

End 1816 

Score 685 



Seq. No. 18557 

Gene No. 38976 

Start 662 

Name OJ99062 6_4 4 . 991 9 . C5 . ol . gs 

Start 750 

GI . none 

Exons 750.. 1788 



Seq. ID OJ990626_44 . 9919.C5 

Strand + 

End 1816 

Method GENSCAN 

End 1788 

Score . 68 



Seq. No. 18557 

Gene No. 38976 

Start 662 

Name OJ990626__4 4 . 9919 . C5 . ol . tw 

Start 1268 

GI none 



Seq. ID OJ990626_44 . 9919.C5 

Strand + 

End 1816 

Method TBLASTX : Wheat 

End 1671 

Score 210 



19088 




Exons 


1268 1378, 


1270. 1506, 1276 


..1419, 1371. .1538, 1501. .1671, 




1576 . . 1671 








Seq. No. 


18558 




Seq. ID 


OJ990626_44 . 9919. C6 


Gene No. 


38977 




Strand 


+ 


Start 


150 




End 


1577 


Name 


OJ990626 44 


. 9919.C6.ol.gs 


Method 


GENSCAN 


Start 


150 




End 


1577 


GI 


none 




Score 


. 58 


Exon s 

J_i *\. \^ 11 j 


150. .244, 246. .931, 1040. .1213, 1310.. 


1420, 1505. .1577 


Seq. No. 


18559 




Seq. ID 


OJ990626_44. 9919. C10 


Gene No. 


38978 




Strand 




Start 


765 




End 


5210 


Name 


OJ990626 44 


. 9919. C10. ol.gs 


Method 


GENSCAN 


Start 


765 




End 


5210 


GI 


none 




Score 


. 52 


Exons 


765. .842, 1265. .1367, 1666.. 


1773- 2520 


2659, 5140 5210 


Seq. No. 


18560 




Seq. ID 


OJ990626_44 . 9919. C12 


Gene No. 


38979 




Strand 


+ 


Start 


1571 




End 


2276 


Name 


OJ990626 44 


.9919.C12.ol.gs 


Method 


GENSCAN 


Start 


1571 




End 


2276 


GI 


none 




Score 


. 64 


Exons 


1571. .1631, 


2176. .2276 






Seq. No. 


18560 




Seq. ID 


OJ990626_44 .9919.C12 


Gene No. 


38980 




Strand 


+ 


Start 


6052 




End 


7793 


Name 


OJ990626 44 


.9919.C12.o2.gs 


Method 


GENSCAN 


Start 


6052 




End 


7793 


GI 


none 




Score 


. 58 


Exons 


6052. . 6241, 


6655.. 7646, 7680 


. . 7793 




Seq. No. 


18560 




Seq. ID 


OJ990626_44 .9919.C12 


Gene No. 


38980 




Strand 


+ 


Start 


6052 




End 


7793 


Name 


OJ990626 44 


. 9919.C12.o2.np 


Method 


AAT/NAP 


Start 


6064 




End 


7646 


GI 


4191255 




Score 


985 


Exons 


6064. .6241, 


6655. .7646 






\_J X I—/ O V— * J- X \yt • 


(AJ132323) 


chalcone synthase 


[Casuarina glauca] 


Seq. No. 


18560 




Seq. ID 


OJ990626_44 . 9919. C12 


Gene No . 


38981 




Strand 


+ 


Start 


11613 




End 


13863 


Name 


OJ990626 44 


. 9919.C12.o3.np 


Method 


AAT/NAP 


Start 


11613 




End 


13863 


GI 


6539553 




Score 


3922 


Exons 


11613.. 13863 






GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposon R: 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206.1 | (AP00083' 



Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 18560 Seq. ID OJ990626_4 4 . 9919 . C12 



19089 



Gene No. 38982 
Start 3357 

Name OJ990626_4 4 . 9919 . C12 . o5 . tw 

Start 2858 
GI none 
Exons 2858. 

2998, 

3182, 



Strand 
End 

Method 
End 
Score 

2890, 2882.. 2989, 2886.. 2999, 2898.. 3047, 2997 
3075, 3005. .3073, 3075. .3137, 3076.. 3144, 3077 
3214 



8163 

TBLASTX: Wheat 

3214 

36 



3071, 
3172, 



Seq. No. 18560 Seq. ID OJ990626_4 4 . 9919 . C12 

Gene No. 38982 Strand 

Start 3357 End 8163 

Name OJ990626__44 . 9919 . C12 . ol . np Method AAT/NAP 

Start 3357 End 8163 

GI 6630696 Score 998 

Exons 3357.. 4026, 8123.. 8163 

GI Descrip. (AP000969) ESTs D221 14 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Sea No 


18560 








Seq. ID 


OJ990626_44 . 9919. C12 


Gpnp No 


38982 








Strand 




Start 


3357 








End 


8163 


Name 


OJ990626 44 


. 9919 


C12 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


■ 3493 ~~ 








End 


3969 


GI 


none 








Score 


375 


Fvnns 

i—i *\ \y uj 


3493 3879. 


3493 


. 3873, 


3495. 


.3878, 3888. .3968, 3894. .3968, 




3895. .3969 












Seq. No. 


18560 








Seq. ID 


OJ990626_44 . 9919. C12 




38982 








Strand 




Start 


3357 








End 


8163 


Name 


OJ990626 44 


. 9919 


C12.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


3606 








End 


3980 


GI 


none 








Score 


45 


Exons 


3606. .3830, 


3715 


.3831, 


3849. 


.3974, 3849.. 3980 


Seq. No. 


18560 








Seq. ID 


OJ990626_44.9919.C12 


Gene No. 


38982 








Strand 




Start 


3357 








End 


8163 


Name 


OJ990626 44 


.9919 


C12.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3825 








End 


4020 


GI 


none 








Score 


87 


Exons 


3825. .4019, 


3825 


.4019, 


3826. 


.4020 




Seq. No. 


18560 








Seq. ID 


OJ990626_44 . 9919. C12 


Gene No. 


38982 








Strand 




Start 


3357 








End 


8163 


Name 


OJ990626 44 


9919 


C12.ol 


tm 


Method 


TBLASTX: Maize 


Start 


6046 








End 


7637 


GI 


none 








Score 


209 


Exons 


6046. . 6243, 


6046 


. 6138, 


6096. 


.6239, 6669. .6758, 6681. .6764, 




6822. .7121, 


6824 


.7120, 


7170. 


.7316, 7380. .7607, 7382. .7516, 




7554. .7637, 


7562 


.7630 








Seq. No. 


18560 








Seq. ID 


OJ990626_44 . 9919. C12 


Gene No . 


38982 








Strand 





19090 



Start 
Name 
Start 
GI 

Exons 



3357 End 

OJ99062 6_4 4 . 9919 . C12 . ol . tc Method 

6073 End 

none Score 



8163 

TBLASTX: Cress 

7637 

212 



6073.. 6243, 6099.. 6239, 6669.. 6758, 6822.. 7121, 6824.. 6970, 
7031. .7084, 7170. .7310, 7187. .7297, 7380. .7607, 7382. .7516, 
7554.. 7637, 7562.. 7633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18560 
38982 
3357 

OJ99062 6_4 4 . 9919 . C12 . ol . ts 

6078 

none 



Seq. ID OJ990626_44 . 9919.C12 
Strand 

End 8163 

Method TBLASTX : Soybean 

End 7643 

Score 215 



6078. .6239, 6079. .6243, 6669.-6758, 6822. .7316, 6824. .7084, 
7380. .7550, 7382. .7510, 7562. .7630, 7563.-7643 



Seq. No. 


18560 






Cpnp T\]r> 


38983 






Start 


11607 






Name 


OJ990626 44.9919.C12 


o 3 . t w 


Start 


11607 






GI 


none 






F yon q 

Hi J\ \J 1 1 o 


11607. . 


11993, 11618. 


• -L -L ZS O \J , 


Seq. No. 


18560 






fjpne No 


38983 






Start 


11607 






Name 


OJ99062 


6_44 . 9919. C12 


o3 . tm 


Start 


11742 






GI 


none 








11742. . 


12053, 11750. 


1 1 980 


Seq. No. 


18560 






Gene No. 


38984 






Start 


12554 






Name 


OJ990626 44.9919.C12 


. o2.tm 


Start 


12554 






GI 


none 






Exons 


12554 . . 


12808, 12561. 


. 12875, 


Seq. No. 


18560 






Gene No. 


38985 






Start 


12903 






Name 


OJ990626 44.9919.C12 


. o3 . ts 


Start 


12903 






GI 


none 






Exons 


12903. . 


13058, 13041. 


. 13289 


Seq. No. 


18560 






Gene No. 


38985 






Start 


12903 






Name 


OJ990626 44.9919.C12 


. o4 . tm 


Start 


13077 






GI 


none 






Exons 


13077. . 


13511, 13286. 


. 13486 



Seq. ID OJ990626_44.9919.C12 
Strand 

End 12053 

Method TBLASTX : Wheat 

End 11994 

Score 351 



Seq. ID OJ990626_44.9919.C12 
Strand 

End 12053 

Method TBLASTX : Maize 

End 12053 

Score 357 



Seq. ID OJ99062 6_4 4 . 9919. C12 
Strand 

End 12876 

Method TBLASTX : Maize 

End 12876 

Score 268 



Seq. ID OJ990626_4 4 . 9919.C12 
Strand 

End 13849 

Method TBLASTX : Soybean 

End 13289 

Score 88 



Seq. ID OJ99062 6_4 4 . 9919.C12 
Strand 

End 13849 

Method TBLASTX : Mai ze 

End 13511 

Score 303 



19091 



Seq. No. 


18560 






Gene No. 


38985 






Start 


12903 






Name 


OJ990626 44.9919.C12. 


o4 . tw 


Start 


13155 






GI 


none 






Exons 


13155. . 


13346, 13155.. 


13346 


Seq. No. 


18560 






Gene No. 


38985 






Start 


12903 






Name 


OJ990626 44.9919.C12. 


o2 . t s 


Start 


13299 






GI 


none 






Exons 


13299. . 


13523, 13307.. 


13477, 


Seq. No. 


18560 






Gene No. 


38985 






Start 


12903 






Name 


OJ990626 44.9919.C12. 


o2 . tc 


Start 


13332 






GI 


none 






Exons 


13332. . 


13514, 13527.. 


13721 


Seq. No. 


18560 






Gene No. 


38985 






Start 


12903 






Name 


OJ990626 44.9919.C12. 


o 1 . t w 


Start 


13347 






GI 


none 






F 1 von q 


13347. . 


13811, 13355.. 


1384 9 


Sea No 


18561 






Gene No . 


38986 






Start 


1 






Name 


OJ990626 44.9919.C13. 


ol . np 


Start 


1 






GI 


6539553 






Exons 


1. .895 






GI Descrip. 


(AP000836) Similar tc 


Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990626_44 . 9919.C12 
Strand 

End 13849 

Method TBLASTX: Wheat 

End 13346 

Score 275 



Seq. ID OJ990626_44.9919.C12 
Strand 

End 13849 

Method TBLASTX : Soybean 

End 13697 

Score 197 



Seq. ID OJ990626_44.9919.C12 
Strand 

End 13849 

Method TBLASTX : Cress 

End 13721 

Score 112 



Seq. ID OJ990626_44.9919.C12 
Strand 

End 13849 

Method TBLASTX : Wheat 

End 13849 

Score 632 



Seq. ID OJ990626_44 . 9919.C13 

Strand + 

End 1842 

Method AAT/NAP 

End 895 

Score 1501 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



18561 
38986 
1 

OJ99062 6_4 4 . 991 9 . C13 . o2 . ts 
2 

none 

2. .277, 4. .132 



Seq. ID OJ990626_44 . 9919.C13 

Strand + 

End 1842 

Method TBLASTX : Soybean 

End 277 

Score 230 



Seq. No. 18561 

Gene No. 38986 

Start 1 

Name OJ990626_4 4 . 9919 . CI 3 . ol . tm 

Start 88 



Seq. ID OJ990626_44.9919.C13 

Strand + 

End 1842 

Method TBLASTX: Maize 

End 427 



19092 



GI 

Exons 



none 

88. .426, 89. .427 



Score 



318 



Seq. No. 18561 Seq. ID 

Gene No. 38986 Strand 

Start 1 End 

Name OJ990626_44 . 9919 . C13 . ol . gs Method 

Start 107 End 

GI ■ none Score 

Exons 107. .894, 1692. .1842 



OJ990626_44 . 9919. C13 
+ 

1842 
GENSCAN 
1842 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18561 
38986 
1 

OJ990626_4 4 . 9919 . C13 . ol . tw 

283 

none 



Seq. ID OJ990626_44 . 9919.C13 

Strand + 

End 1842 

Method TBLASTX : Wheat 

End 759 

Score 101 



283. .354, 284. .358, 285. .356, 373. .759, 374. .721 



18561 
38986 
1 

OJ99062 6_4 4 . 991 9 . C13 . ol . t s 
290 
none 

290. .403, 316. .396, 422. .631, 427. .552 



Seq. ID OJ990626 44.9919.C13 



Strand 
End 

Method 

End 

Score 



+ 

1842 

TBLASTX: Soybean 

631 

91 



Seq. No. 18562 Seq. ID 

Gene No. 38987 Strand 

Start 5182 End 

Name OJ99062 6_4 4 .9919.C14.o2.np Method 

Start 5182 End 

GI 5295955 Score 

Exons 5182. .5276, 8842. .8911, 9451. .9564, 

107 96. .11333, 11362. . 114 69 
GI Descrip. (AB026295) Similar to Epstein-Barr virus 

[Oryza sativa] 



OJ990626_44.9919.C14 
+ 

11469 
AAT/NAP 
11469 
544 

10248. .10449, 



10499. . 10675, 



(EBV) genome. (V01555) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18562 Seq. ID 

38988 Strand 

1 End 

OJ99062 6_4 4 .9919.C14.ol.np Method 

1 End 

6433991 Score 



OJ990626_44 . 9919. C14 

5605 
AAT/NAP 
5155 
289 



1..75, 3476. .3589, 3688. .3805, 4886. .4995, 5094. .5155 
(AL132798) makl6-like protein [Schizosaccharomyces pombe] 



18562 
38988 
1 

OJ99062 6_4 4 . 9919 . C14 . ol . gs 

1293 

none 



Seq. ID OJ990626_44 . 9919.C14 
Strand 

End 5605 

Method GENSCAN 

End 5605 

Score . 61 



1293. .1394, 1825. .1938, 2219. .2355, 2401. .2407, 2662. .2748, 
2837. .2979, 4886. .4995, 5207. .5307, 5474. .5605 



Seq. No. 



18562 



Seq. ID OJ990626_44 . 9919.C14 



19093 




Gene No. 


38988 










Strand 






Start 


1 










End 


5605 




Name 


OJ990626 44 


.9919 


.C14 .ol 


.gp 


Method 


AAT/GAP 




Start 


3492 










End 


3589 




GI 


427797 








Score 


146 




Exons 


3492. . 


3589 














GI Descrip. 


1109826/gb|AAB47596. 1 | 


3.0e-16 (U41534) 


similar 


to yeast MA 




protein (SP 


:MK16 


YEAST, 


P10962) 


[Caenorhabditis 


elegans ] 


Seq. No. 


18562 










Seq. ID 


OJ990626 


44 . 9919 ,C14 


Gene No . 


38989 










Strand 






Start 


6908 










End 


11792 




Name 


OJ990626 44 


9919 


.C14 .ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2223 










End 


5179 




GI 


none 










Score 


35 




Exons 


2223. . 


2252, 


2228 


. . 2338, 


2239. . 


2319, 2678.. 2722, 


2825 . .2890. 




2941. . 


2976, 


3046 


. .3129, 


3059. . 


3157, 3062.. 3139, 


3488 . . 3589, 




3491. . 


3589, 


3671 


. .3736, 


3688. . 


3738, 3736.. 3810, 


3738 . . 3806, 




4878. . 


5006, 


4882 


. .4998, 


5088 . . 


5147, 5093. .5179 




Seq. No. 


18562 










Seq. ID 


OJ990626 


44 . 9919. C14 


Gene No. 


38989 










Strand 






Start 


6908 










End 


11792 




Name 


OJ990626 44 


9919 


.C14 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2223 










End 


5179 




GI 


none 










Score 


35 




Exons 


2223. . 


2252, 


2228 


. .2338, 


2239. . 


2319, 2678.. 2722, 


2825 . .2890, 




2941. . 


2976, 


3046 


. . 3129, 


3059. . 


3157, 3062.. 3139, 


3488 . . 3589, 




3491. . 


3589, 


3671 


. . 3736, 


3688 . . 


3738, 3736.. 3810, 


3738 . .3806, 




4878. . 


5006, 


4882 


. .4998, 


5088 . . 


5147, 5093. .5179 




Seq. No. 


18562 










Seq. ID 


OJ990626 


_44 . 9919. C14 


Gene No. 


38989 










Strand 






Start 


6908 










End 


11792 




Name 


OJ9906 


26_4 4 


9919 


C14 ,o2 


. QS 


Method 


GENSCAN 




Start 


6908 










End 


9486 




GI 


none 










Score 


.44 




Exons 


6908. . 


7885, 


8017 


. 8320, 


8357 . . 


8523, 9382.. 9486 




Seq. No. 


18562 










Seq. ID 


OJ990626 


_44.9919.C14 


Gene No. 


38989 










Strand 






Start 


6908 










End 


11792 




Name 


OJ990626 44 


9919 


C14 .o2 


. tm 


Method 


TBLASTX: 


Nla i ze 


Start 


8428 










End 


11792 




GI 


none 










Score 


109 




Exons 


8428. . 


8631, 


8429 


.8632, 


11724. 


.11792 






Seq. No. 


18563 










Seq. ID 


OJ990626 


_44.9919.C15 


Gene No. 


38990 










Strand 


+ 




Start 


371 










End 


541 




Name 


OJ990626 44. 


9919 


C15.ol 


.gs 


Method 


GENSCAN 




Start 


371 










End 


541 




GI 


none 










Score 


.54 




Exons 


371. .541 














Seq. No. 


18564 










Seq. ID 


OJ990626 


_44 .9919.C16 


Gene No. 


38991 










Strand 


+ 





19094 



Start 
Name 
Start 
GI 

Exons 



18171 End 18591 

OJ990626_4 4 . 9919 . CI 6 . o4 . gs Method GENSCAN 

18171 End 18591 

none Score .75 
18171. .18591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 Seq. ID 

38992 Strand 
18996 End 
OJ990626_44 . 9919 . CI 6 . o4 . np Method 
18996 End 
6321804 Score 
18996. .19117, 19241. . 19401, 19923. .20137 
SH3 domain in C-terminus; Ysc84p gi | 62 6598 | pir | | S4 6791 
hypothetical protein YHR016c - yeast (Saccharomyces cerevisiae) 
gi 1 500710 (U10400) Ysc84p [Saccharomyces cerevisiae] 



OJ990626_4 4 . 991 9. CI 6 
+ 

20137 
AAT/NAP 
20137 
215 



18564 
38993 
600 

OJ990626_4 4 . 9919 . C16 . ol . np 
600 

5257279 
600. .1202, 
(AP000364) 
homologues . 



1316. .1477, 1694, 



Seq. ID OJ990626_44.9919.C16 
Strand 
End 

Method 
End 
Score 

,4361, 4995. .5230, 5579. .6124 



6124 
AAT/NAP 
6124 
6264 
,5230, 5579. 



Similar to Transposon MAGGY gag and pol gene 
(L35053) [Oryza sativa] 



18564 
38994 
8580 

OJ990626_4 4 . 991 9 . C16 . o2 . gs 

8580 

none 



Seq. ID OJ990626_44.9919.C16 
Strand 

End 13236 

Method GENSCAN 

End 12866 

Score .54 



8580. .8592, 8631. .8694, 8843. .8917, 9104. .9286, 9801. .9906, 
10551. .10682, 11928. .12866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18564 Seq. ID 

38994 Strand 

8580 End 

OJ990626_4 4 . 9919 . CI 6 . ol . gp Method 

11290 End 

uC-osflcyp028dl0bl Score 
11290. .11319, 11928. . 12385 
'3687239 1.0e-13 (AC005169) 



OJ990626_44 . 9919. C16 

13236 
AAT/GAP 
12385 
924 



protein [Arabidopsis thaliana] 



putative clathrin coat assembly 



OJ990626 44.9919.C16 



18564 Seq. ID 

38994 Strand 

8580 End 13236 

OJ990626_44 . 9919 . C16 . o2 . np Method AAT/NAP 

11931 End 13236 

3212877 Score 1062 
11931. .12831, 13163. .13236 

(AC004005) similar to late embryogenesis abundant proteins 
[Arabidopsis thaliana] 



Seq. No. 



18564 



Seq. ID OJ990626_44 . 9919.C16 



19095 



Gene No. 


38995 






Strand 




Start 


14487 






End 


15495 


Name 


OJ990626 


44 . 9919.C16.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


240 






End 


573 


GI 


none 






Score 


103 


Exons 


240. . 572, 


349. .573 








Seq. No. 


18564 






Seq. ID 


OJ990626 44.9919.C16 


Gene No . 


38995 






Strand 




Start 


14487 






End 


15495 


Name 


OJ990626 


44.9919.C16.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


432 






End 


1016 


GI 


none 






Score 


209 


Exons 


432. .860, 


433. .861, 447. 


.872, 


731. .865, 


856. .990, 858. .1016, 




862. .1014 











Seq. No. 18564 Seq. ID 

Gene No. 38995 Strand 

Start 14487 End 

Name OJ990626_44 . 9919 . CI 6 . ol . tw Method 

Start 573 End 

GI none Score 

Exons 573. .1199, 574. .1197 



OJ990626_44.9919.C16 
15495 

TBLASTX: Wheat 

1199 

262 



Seq. No. 18564 Seq. ID 

Gene No. 38995 Strand 

Start 14487 End 

Name OJ990626_4 4 . 9919 . CI 6 . 06 . tm • Method 

Start 1017 End 

GI none Score 

Exons 1017.. 1241, 1021.. 1239 



OJ990626_44 . 9919. C16 
15495 

TBLASTX: Maize 

1241 

199 



Seq. No. 18564 Seq. ID 

Gene No. 38995 Strand 

Start 14487 End 

Name OJ99062 6_4 4 . 9919 . CI 6 . o4 . ts Method 

Start 1161 End 

GI none Score 

Exons 1161.. 1283, 1162.. 1284, 1286. .1405 



OJ990626_44 . 9919. C16 
15495 

TBLASTX: Soybean 

1405 

97 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ99062 6_4 4 . 9919 . CI 6 . o4 . 

Start 1206 

GI none 

Exons 1206.. 1283, 1210.. 1284, 
1281. .1667, 1286. .1693 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_44 .9919.C16 
15495 

TBLASTX: Wheat 

1694 

76 



1220. .1285, 1277. .1459, 1281. .1694, 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ990626_4 4 . 9919 . CI 6 . o9 . tm 

Start 1242 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C16 



Strand 
End 

Method 

End 

Score 



15495 

TBLASTX: Maize 

1555 

36 



1242. .1283, 1243. .1284, 1283. .1456, 1283. .1555 



19096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_4 4. 

1694 

none 

1694 . .2197, 



9919.C16.o2.tw 



1695. .2189 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Wheat 

End 2197 

Score 269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_44 

1763 

none 

1763. .2122, 



9919.C16.o4 .tm 



1772.. 2125, 1857, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2123 



OJ990626_44 . 9919. C16 
15495 

TBLASTX: Maize 

2125 

147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_44 . 

1946 

none 

1946. .2191 



9919.C16.o5.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_44 . 9919. C16 
15495 

TBLASTX : Soybean 

2191 

204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_44 . 

2129 

none 

2129. .2386, 



9919.C16.o8. tm 



2133. .2372 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_44 . 9919. C16 
15495 

TBLASTX: Maize 

2386 

173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_44 . 

2198 

none 

2198. .2401, 

18564 
38995 
14487 

OJ990626_44 , 

2213 

none 

2213. .2401, 
2430. .2576, 



9919.C16.o7.tw 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Wheat 

.'End 2496 

Score 132 
2214. .2372, 2258. .2386, 2391. .2480, 2416. .2496 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Soybean 

End 2606 

Score 132 

.2383, 2391. .2570, 2410. .2568, 
.2604 



9919.C16.o3.ts 



2214.. 2372, 2255. 
2574. .2606, 2575. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_44 , 

2523 

none 

2523. .2963, 



9919.C16.o5.tm 



2716. .2964 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Mai ze 

End 2964 

Score 73 



19097 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ990626_4 4 . 9919 . CI 6 . o3 . tw 

Start 2547 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Wheat 

End 3027 

Score 92 



2547. .3017, 2551. .2694, 2556. .2969, 2722. .3027 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ99062 6_4 4 . 9919 . CI 6 . o9 . tw 

Start 3153 

GI none 
Exons 



Seq. ID OJ990626_44.9919.C16 
Strand 

End 15495 

Method TBLASTX : Wheat 

End 3530 

Score 72 



3153. .3275, 3154. .3264, 3309. .3530, 3409. .3480 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ990626_4 4 . 9919 . CI 6 . olO . tm 

Start 3213 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Mai ze 

End 3536 

Score 44 



3213. .3353, 3213. .3536, 3412. .3489 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ990626_4 4 . 9919 . CI 6 . 08 . tw 

Start 4083 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Wheat 

End 4469 

Score 60 



4083. .4232, 4230. .4469, 4361. .4447 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ990626_4 4 . 9919 . CI 6 . ol . tm 

Start 11890 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX: Maize 

End 12786 

Score 97 



11890. .12030, 11900. .12115, 11938 .. 121 47 , 1 1939 . . 12 14 8 , 
11958. .12770, 12067. .12771, 12385. .12786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18564 
38995 
14487 

OJ990626_44 . 9919 . CI 6 . ol . ts 

11924 

none 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX: Soybean 

End 12774 

Score 38 

11924. .11950, 11958. .12770/ 11959. .12030, 11960 .. 12118 , 
12067. .12771, 12427. .12774 



Seq. No. 18564 

Gene No. 38995 

Start 14487 

Name OJ990626_4 4 . 9919 . CI 6 . ol . tc 

Start 11929 

GI none 
Exons 



Seq. ID OJ990626_44 . 9919.C16 
Strand 

End 15495 

Method TBLASTX : Cres s 

End 12880 

Score 77 

11929. .12030, 11938. . 12117, 11 958 .. 121 10 , 11958 .. 12770, 



19098 



12070. .12771, 12183. .12788, 12184 . ,12777 , 12809. .12880 



Seq. No. 18564 Seq. ID 

Gene No. 38995 Strand 

Start 14487 End 

Name OJ990626_44 . 9919 . CI 6 . olO . tw Method 

Start 12627 End 

GI none Score 

Exons 12627. .12770, 12631.. 12771 



OJ990626~44 . 9919. C16 
15495 

TBLASTX: Wheat 

12771 

117 



Seq. No. 18564 Seq. ID 

Gene No. 38995 Strand 

Start 14487 End 

Name OJ990626_4 4 . 9919 . CI 6 . o3 . gs Method 

Start 14487 End 

GI none Score 

Exons 14487. .14658, 15293.. 15495 



OJ990626_44 . 9919. C16 

15495 
GENSCAN 
15495 
. 68 



Seq. No. 18564 

Gene No. 38996 
Start . 18534 

Name OJ990626_4 4 . 9919 . CI 6 . o2 . tm 

Start 18534 

GI none 

Exons 18534. .19055, 18538 .. 19056, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_44 . 9919. C16 
20125 

TBLASTX: Maize 

19056 

829 



18540. .19046, 18551.. 19054 



Seq. No. 18564 Seq. ID 

Gene No. 38996 Strand 

Start 18534 End 

Name OJ990626_4 4 . 9919 . CI 6 . o2 . ts Method 

Start 18593 End 

GI none Score 
Exons 



18593. .19069, 18600 .. 19079, 18697 .. 19080 , 19198 
19203. .19397, 19920 .. 20120, 19925.. 20119 



OJ990626_44 . 9919. C16 
20125 

TBLASTX: Soybean 

20120 

659 

19404, 



Seq. No. 


18564 






Seq. ID 


OJ990626_44 . 9919 


C16 


Gene No. 


38996 






Strand 






Start 


18534 






End 


20125 




Name 


OJ990626 44.9919.C16. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


18669 






End 


18839 




GI 


none 






Score 


187 




Exons 


18669. 


.18839, 18683.. 


18835 








Seq. No. 


18564 






Seq. ID 


OJ990626_44 . 9919 


C16 


Gene No. 


38996 






Strand 






Start 


18534 






End 


20125 




Name 


OJ990626 44.9919.C16. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18981 






End 


19964 




GI 


none 






Score 


158 




Exons 


18981. 


.19079, 18981.. 


19079, 


18982. .190! 


33, 18983. . 19081, 






18997. 


.19086, 19198.. 


19404, 


19198. .19311, 19206. .194 03, 






19919. 


.19963, 19919.. 


19963, 


19920. . 19964 





Seq. No. 18564 Seq. ID OJ990626_4 4 . 991 9 . CI 6 

Gene No. 38996 Strand 

Start 18534 End 20125 

Name OJ990626 4 4 . 9919 . CI 6 . o7 . tm Method TBLASTX : Maize 



19099 




Start 


19198 


End 


20125 




GI 


none 


Score 


292 




Exons 


19198. .19404, 19203. . 19400, 


19919. .20125, 19920 


.20120 


Seq. No. 


18565 


Seq. ID 


OJ990626_ 


_44.9919.C17 


Gene No. 


38997 


Strand 


+ 




Start 


703 


End 


4758 




Name 


OJ990626 44 . 9919 . C17 . ol . gs 


Method 


GENSCAN 




Start 


703 


End 


4758 




GI 


none 


Score 


.89 




Exons 


703.. 874, 1972.. 2964, 3278.. 


3457, 4047 


..4157, 4654. .4758 


Seq. No. 


18565 


Seq. ID 


OJ990626_ 


_44.9919.C17 


Gene No . 


38997 


Strand 


+ 




Start 


703 


End 


4758 




Name 


OJ990626 44 . 9919 . C17 . ol . np 


Method 


AAT/NAP 




Start 


814 


End 


4494 




GI 


2224931 


Score 


117 




Exons 


814. .841, 2299. .2630, 4419.. 


4494 






GI Descrip. 


(AF004 215) ethylene-insensitive3-like3 


[Arabidopsis thaliana] 




gi|6692737|gb|AAF24843.1|AC012679 14 ( 


AC012679) 






ethylene-insensitive3-like3 


(EIL3) [Arabidopsis 


thaliana] 


Seq. No. 


18566 


Seq. ID 


OJ990626_ 


44 . 9919. C18 


Gene No. 


38998 


Strand 


+ 




Start 


258 


.End 


644 




Name 


OJ990626 44.9919.C18.ol.gs 


Method 


GENSCAN 




Start 


258 


End 


644 




GI 


none 


Score 


. 88 




Exons 


258. .403, 597. .644 








Seq. No. 


18567 


Seq. ID 


OJ990626_ 


_39.9922.C1 


Gene No. 


38999 


Strand 


+ 




Start 


109 


End 


860 




Name 


OJ990626 39.9922.Cl.ol.gs 


Method 


GENSCAN 




Start 


109 


End 


860 




GI 


none 


Score 


. 68 




Exons 


109. .129, 605. .860 








Seq. No. 


18567 


Seq. ID 


OJ990626_ 


_39.9922.C1 


Gene No. 


39000 


Strand 






Start 


1400 


End 


12130 




Name 


OJ990626 39.9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


1400 


End 


4600 




GI 


6539588 


Score 


226 




Exons 


1400. .1441, 3604. .3883, 4574 


. .4600 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


18567 


Seq. ID 


OJ990626_ 


_39.9922.C1 .. 


Gene No. 


39000 


Strand 






Start 


1400 


End 


12130 




Name 


OJ990626 39.9922.Cl.o2.gs 


Method 


GENSCAN 




Start 


2792 


End 


12130 




GI 


none 


Score 


.59 




Exons 


2792.. 2886, 3137.. 3263, 3684 


..3883, 4120. .4299, 


4790. .4867, 



5917. .6103, 7144. .7230, 8634. .10018, 10 156 .. 1034 9, 11055 .. 11157 , 
12124. .12130 



19100 




Seq. No. 


18567 


Seq. ID 


OJ990626_39.9922 


.CI 


Gene No. 


39000 


Strand 






Start 


1400 


End 


12130 




Name 


OJ990626 39 9922 CI o2 nn 


Method 


AAT/NAP 




St rt 


594 3 _ 


End 


8374 




GI 


3687239 


Score 


94 






5943 6046 7144 7252 8341 


. .8374 






T Dp^rri n 


(AC005169) outativp rlathrin 


assembly protein [Arabidopsis 




th^l i Ana 1 








Seq. No. 


18567 


Seq. ID 


OJ990626_39.9922 


.CI 


Gene No. 


39000 


Strand 






St ^ rt 

J Lai L 


14 00 








Name 


OJ990626 39 9922 CI o3 nn 


Mot hoH 


A AT /MA P 






8610 _ 


HilLfJL 


Q1 ft S 

y x 0 ~J 






5852173 


Score 






Cj A. 1 1 O 


8610 9185 








\J X LVCO^-XX^/. 


(AL117265} zhb0003 1 TOrvza 


sa t i va J 






Seq. No. 


18567 . 


Seq. ID 


OJ990626_39.9922 


. CI 


f2p»np Mn 

OCIIC t^t KJ * 


39000 


Strand 






St ^ rt 

u Lai L 


1 4 on 

X *3 \J \J 


End 


12130 




Ma mo 


O.T990626 39 9922 CI n? nn 


Method 


AAT/GAP 




O Lai L 


998 5 _ 

_? .7 O w> 


End 


10329 




VJJ X 


24 4 2632 


Score 


372 




OAUllO 


QQfiS 1001ft iniSfi 1fl^2Q 








Seq. No. 


18568 


Seq. ID 


OJ990626_39.9922 


. \~>£ 


Gene No. 


39001 


Strand 


+ 




Start 


1394 


End 


2429 




Name 


OJ990626 39 9922 C2 ol od 


Method 


AAT/GAP 




Start 


1394 _ 


End 


2429 




GI 


25465 1 R1084 


Score 


841 






1394 _ 1629 2192 2429 








OX L-* ~ O L- J L £j . 


'1420932/ ablU61383l ORU6138 3 


7.0e-21 Oryza rufipogon 






4 — pmiTn a r ^ t p — Pn A 1 i rr^^p rrprip 


intron 1, 


partial sequence 


1 


Seq. No. 


18568 


Seq. ID 


OJ990626_39.9922 


.C2 




39001 


Strand 


+ 




Start 


1394 


End 


2429 




Name 


OJ990626 39 9922 C2 ol as 


Method 


GENSCAN 




Start 


14 97 ~ 


End 


2310 




GI 


none 


Score 


.48 




F von c; 

ill AUl 1 O 


1497 1629 2192 2310 








Seq. No. 


18568 


Seq. ID 


OJ990626_39.9922 


.C2 




39002 


Strand 


+ 




St ^ rt 


15094 


End 


16065 




Name 


n.7QQfjfi?fi QQ22 P2 n4 rr<=; 


Method 


GENSCAN 




Start 


15094 


End 


16065 




GI 


none 


Score 


.65 




Exons 


15094. .15156, 15638. .15777, 


15993.. 16065 




Seq. No. 


18568 


Seq. ID 


OJ990626_39.9922 


,C2 


Gene No. 


39003 


Strand 






Start 


2564 


End 


8026 





19101 




Name 


OJ990626 39. 9922. C2 . 


o2 . gs 




Method 


GENSCAN 




Start 


2564 








End 


8026 




GI 


none 








Score 


.6 




P v o n s 


2564. . 


2710, 3495.. 4172, 5395. 


.5489, 7122. .7601, 7659. .7844 




8020. . 


8026 












Seq. No. 


18568 








Seq. ID 


OJ990626_39.9922 


,C2 


Gene No. 


39004 








Strand 






Start 


8349. 








End 


14263 




Name 


OJ990626 39. 9922. C2. 


o3 . gs 




Method 


GENSCAN 




Start 


8349 








End 


14202 




GI 


none 








Score 


.52 






8349. . 


8526, 9563.. 9612, 12792 


. .12992, 


13760. . 13846, 13909. 


Seq . No . 


18568 








Seq. ID 


OJ990626_39. 9922 


.C2 


Gene No . 


39004 








Strand 






Start 


8349 








End 


14263 




Name 


OJ990626 39. 9922. C2. 


o2.gp 




Method 


AAT/GAP 




Start 


12423 








End 


12825 




GI 


20850 


1.R1084 






Score 


690 






12423. 


".12825 














'3687239 3.0e-18 (AC005169) 


putative clathrin coat assembl 




protein [Arabidopsis 


thaliana 




* 




O C ^ • INU • 


18568 








Seq. ID 


OJ990626_39.9%22 


C2 


Gene No. 


39004 








Strand 






Start 


8349 








End 


14263 




Name 


OJ990626 39. 9922. C2. 


ol . tw 




Method 


TBLASTX: Wheat 






12568 








End 


12995 




GI 


none 








Score 


213 






12568. 


.12609, 12690. 


. 12824, 


12691. .12825, 12694 .. 12825, 






12698. 


.12871, 12924. 


.12995, 


12925. .12993 




Sea Mo 


18568 








Seq. ID 


OJ990626_39.9922 


C2 




39004 








Strand 






Start 


8349 








End 


14263 




Name 


OJ990626 39. 9922. C2. 


ol . tm 




Method 


. TBLASTX: Maize 




Start 


12647 








End 


14235 




GI 


none 








Score 


225 




Pvnn <=; 

J— 1 Ull J 


12647. 


.12778, 12658. 


.12825, 


12 684. .12824, 12924. .12 995, 






12925. 


.12993, 12926. 


.13009, 


13760. .13849, 137 61 .. 13850, 






14062. 


.14235, 14063. 


.14203 










Sea No 


18568 








Seq. ID 


OJ990626_39. 9922 


C2 




39004 








Strand 






Start 


8349 








End 


14263 




Name 


OJ990626 39. 9922. C2 . 


ol.tc 




Method 


TBLASTX: Cress 




Start 


12653 








End 


14209 




GI 


none 








Score .. 


157 




P von ^ 


12653. 


.12778, 12699. 


.12824, 


12703. .12825, 12735. .12869, 






12924. 


.12995, 12925. 


. 12993, 


137 60. .1384 9, 137 61. .13850; 






14062. 


.14202, 14063. 


. 14209 










Seq. No. 


18568 








Seq. ID 


OJ990626_39. 9922 


C2 


Gene No. 


39004 








Strand 






Start 


8349 








End 


14263 




Name 


OJ990626_39.9922.C2. 


ol .ts 




Method 


TBLASTX: Soybean 





19102 



Start 


12687 




End 


13002 


GI 


none 




Score 


117 


R von ^ 


12687 12815, 12690 


. 12821, 


12691. .12822, 12691. .12822, 




12924 13001. 12924 


. 12995, 


12925. . 13002 


Sea No 


18568 




Seq. ID 


OJ990626_39.9922.C2 


Gene No. 


39004 




Strand 




Start 


8349 




End 


14263 


Name 


OJ990626 39. 9922. C2 . 


ol . np 


Method 


AAT/NAP 


Start 


12693 




End 


14202 


GI 


3687239 




Score 


578 


Fvnn c 

i_j ^\ V_/ 1 I o 


12693 12824, 12924 


. 12992, 


13760. .13846, 14062. .14202 


CIT Dpsfri r> 


(AC005169) Dutative 


cl ^thri n 


assembly 


protein [Arabidopsis 




thsl i ana 1 








Sea No 


18568 




Seq. ID 


OJ990626_39.9922.C2 


V^J i i ^ L' v • 


39004 




Strand 




Start 


8349 




End 


14263 


Name 


OJ990626 39. 9922. C2. 


o3.gp 


Method 


AAT/GAP 


Start 


12946 




End 


14263 


GI 


2280898 




Score 


525 


Fvnn s 


12946. . 12992, 13760. 


. 13846, 


14062 . . 14263 


V_J X !_/ ^ X. _1_ * 


3687239 1.0e-13 (AC005169) putative clathrin coat assembly 




protein [Arabidopsis 


thaliana] 




Seq. No. 


18568 




Seq. ID 


OJ990626_39.9922.C2 


Gene No. 


39004 




Strand 




Start 


8349 




End 


14263 . 


Name 


OJ990626 39. 9922. C2. 


o2 . ts 


Method 


TBLASTX : Soybean 


Start 


13760 




End 


14203 


GI 


none 




Score 


115 


Exons 


13760. . 13849, 13761. 


. 13850, 


14062. .14202, 14063. .14203 


Seq. No. 


18569 




Seq. ID 


OJ990626_39.9922.C4 


Gene No . 


39005 




Strand 


+ 


Start 


1409 




End 


3949 


Name 


OJ990626 39. 9922. C4. 


ol . gs 


Method 


GENSCAN 


Start 


1409 




End 


3949- 


GI 


none 




Score 


.67 


Exons 


1409. .1559, 3048. .3511, 3590 


. . 3817, 3828. . 3949 


Seq. No. 


18570 




Seq. ID 


OJ990626_39. 9922.C5 


Gene No. 


39006 




Strand 


+ 


Start 


317 




End 


640 


Name 


OJ990626 39. 9922. C5. 


ol . gs 


Method 


GENSCAN 


Start 


317 




End 


640 


GI 


none 




Score 


.7 


Fvnn *=; 

i_j \y 1 1 o 


317. .440, 585. .640 








Sea No 

UCU . LIU * 


18571 




Seq. ID 


OJ990626_39.9922.C7 


Gene No . 


39007 




Strand 


+ 


Start 


475 




End 


1127 


Name 


OJ990626 39. 9922. C7. 


ol . np 


Method 


AAT/NAP 


Start 


475 




End 


1127 


GI 


2498930 




Score 


743 


Exons 


475 . . 543, 711. . 1127 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT I ON 



19103 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


18571 




Seq. ID 


OJ990626 39. 9922. C7 


Qgj^g JQO . 


39007 




Strand 


+ 


Start 


475 




End 


1127 


Name 


OJ990626 39. 


9922.C7.ol.gs 


Method 


GENSCAN 


Start 


484 




End 


1105 


GI 


none 




Score 


. 99 


Exons 


484. .543, 711. .1105 






Sea No 


18572 




Seq. ID 


OJ99062 6 3 9 9922 C8 


Gpne No 


39008 




Strand 




Start 


85 




End 


467 


Name 


OJ990626 39. 


9922.C8.ol.gs 


Method 


GENSCAN 


Start 


85 




End 


359 


GI 


none 




Score 


. 54 


Exons 


85. .359 








Seq. No. 


18572 




Seq. ID 


OJ990626_39.9922.C8 


Gene No. 


39008 




Strand 




Start 


85 




End 


467 


Name 


OJ990626 39. 


9922.C8.ol.np 


Method 


AAT/NAP 


Start 


88 




End 


467 


GI 


2120937 




Score 


366 


Fvnrm 

J_j *\ w 1 l o 


88. .467 










aut protein 


- Alcaligenes 


eutrophus gi 1555666 (U07639) Aut 




[Alcaligenes 


eutrophus] 






Seq. No. 


18573 




Seq. ID 


OJ990426_24.9924.C1 


Gene No. 


39009 




Strand 


+ 


Start 


3610 




End 


10324 


Name 


OJ990426 24. 


9924 .Cl.o2.np 


Method 


AAT/NAP 


Start 


3610 




End 


10324 


GI 


1166450 




Score 


167 


Exons 


3610. .3699, 


5738. .5831, 8 


081. .8275, 9052. .9198, 10226. .103. 



GI Descrip. (X95262) Tfm5 [Lycopersicon esculentum] 



Seq. No. 18573 Seq. ID 

Gene No. 39009 Strand 

Start 3610 End 

Name OJ990426_24 . 9924 . CI . o2 . gs Method 

Start 7267 End 

GI none Score 

Exons 7267.. 7272, 7982.. 8368 



OJ990426_24 . 9924 .CI 
+ 

10324 
GENSCAN 
8368 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18573 
39009 
3610 

OJ990426_24 

8974 

none 

8974. .9432 



9924 .Cl.o3.gs 



Seq. ID OJ990426_24 . 9924 .CI 

Strand + 

End , 10324 

Method GENSCAN 

End 9432 

Score .61 



Seq. No. 18573 Seq. ID OJ990426_24 . 9924 .CI 

Gene No. 39010 Strand 

Start 1 End 5512 

Name OJ990426_24 . 9924 . CI . ol . np Method AAT/NAP 



19104 



Start 


1 


End 


2069 




GI 


6598811 


Score 


695 




Exons 


1..75, 639. .824, 1573. .1699, 


1795. .1891, 1977. .2069 




GI Descrip. 


(AF024504) putative vacuolar 


sorting-associated protein 






[Arabidopsis thaliana] 








Seq. No. 


18573 


Seq. ID 


OJ990426_24 . 9924 


.CI 


Gene No. 


39010 


Strand 






Start 


1 


End 


5512 




Name 


OJ990426 24 . 9924 .Cl.ol.gs 


Method 


GENSCAN 




Start 


639 


End 


5512 




GI 


none 


Score 


.7 




Exons 


639. .824, 1573. .1699, 1795. .1 


891, 1977 


..2340, 4838. .4989, 




5297 . . 5512 








Seq. No. 


18573 


Seq. ID 


OJ990426_24 . 9924 


.CI 


Gene No. 


39010 


Strand 






Start 


1 


End 


5512 




Name 


OJ990426 24.9924.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1611 


End 


2124 




GI 


426219 


Score 


592 




Exons 


1611. .1699, 1795. .1891, 1977. 


.2124 






GI Descrip. 


2435519 5.0e-34 (AF024504) similar to mouse MEM3 (GB:U47024 and 




S. cerevisiae vacuolar sorting protein 


35 (SW;P34110) 






[Arabidopsis thaliana] 








Seq. No. 


18573 


Seq. ID 


OJ990426_24 . 9924 


.CI 


Gene No . 


39010 


Strand 






Start 


1 


End 


5512 




Name 


OJ990426 24.9924.Cl.o2.gp 


Method 


AAT/GAP 




Start 


4467 


End 


5471 




GI 


62018 1.R1084 


Score 


926 




Exons 


4467. .4637, 4838. .4989, 5297. 


.5471 






GI Descrip. 


'2435519 5.0e-34 (AF024504) similar to 


mouse MEM3 (GB:U47024 and 




S. cerevisiae vacuolar sorting protein 


35 (SW;P34110) 






[Arabidopsis thaliana] ' 








Seq. No. 


18573 


Seq. ID 


OJ990426_24 . 9924 


.CI 


Gene No. 


39011 


Strand 






Start 


10472 


End 


17290 




Name 


OJ990426 24. 9924.Cl.o5.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


821 




GI 


none 


Score 


92 




Exons 


1..75, 3. .74, 635. .814, 638.. 


814, 711. 


.821 




Seq. No. 


18573 


Seq. ID 


OJ990426_24 . 9924 


CI 


Gene No. 


39011 


Strand 






Start 


10472 


End 


17290 




Name 


OJ990426 24. 9924.Cl.o2.ts 


Method 


TBLASTX: Soybean 




Start 


638 


End 


823 




GI 


none 


Score 


38 




Exons 


638. .823, 639. .659, 640. .819, 


711. .821 






Seq. No. 


18573 


Seq. ID 


OJ990426_24 . 9924 


CI 


Gene No. 


39011 


Strand 






Start 


10472 


End 


17290 




Name 


OJ990426 24.9924.Cl.ol.tc 


Method 


TBLASTX: Cress 





19105 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



674 End 2054 

none Score 92 

674. .823, 684. .836, 692. .808, 711. .821, 1557. .1658, 1635. .1697, 
1796. .1900, 1800. .1892, 1977. .2054, 1977. .2054 



18573 
39011 
10472 

OJ990426_24 .9924 .Cl.ol.ts 

1557 

none 

1557. .1658, 
1783. .1899, 



1569. .1643, 1600. 
1796.. 1900, 1975. 



18573 
39011 
10472 

OJ990426_24 . 9924 . CI . o2 . tm 

1572 

none 

1572.. 1697, 1573.. 1698, 1587, 
1804.. 1899, 1975.. 2013, 1977, 
2193. .2222, 2199. .2222 



Seq. ID OJ990426_24.9924.C1 
Strand 

End 17290 

Method TBLASTX : Soybean 

End 2057 

Score 73 

.1674, 1635.. 1697, 1782.. 1892, 
.2007, 1977.. 2057, 1986.. 2057 

Seq. ID OJ990426_24 . 9924 .CI 
Strand 

End 17290 
Method TBLASTX : Mai ze 
End 2222 
Score 184 

.1700, 1796. .1900, 1800. .1892, 
.2075, 1977.. 2078, 2113.. 2205, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



18573 Seq. ID 

39011 Strand 

10472 End 

OJ9904 26_24 . 9924 . CI . o3 . np Method 

10345 End 

6815062 Score 

10345. .10456, 1064 9 .. 107 69, 10824 

12684 .. 12782, 12864 .. 13214 , 13258 

13824. .14211, 14 305. . 14 585, 



OJ990426 24. 9924. CI 



17290 
AAT/NAP 
16660 
6168 
10844, 12267. 
13463, 13556. 



12606, 
13747, 
16660 



14858. . 14930, 15149. 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 18573 
Gene No. 39011 
Start 10472 

Name OJ990426_24 . 9924 . CI . o4 . gs 

Start 10472 
GI none 

Exons 10472. .10619, 10679 . ."10775 , 

12684. .12782, 12864. .12 967, 
13556. .1374 7, 13824 .. 14084, 
14 858. .14 930, 1514 9. .15391, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 24. 9924. CI 



17290 
GENSCAN 
17290 
.43 

11879. .12016, 12267. .12606, 
13060. . 13214, 13258. .13463, 
14147. . 14220, 14315. .14585, 
15729. . 17290 



Seq... No. 18573 
Gene No. 39011 
Start 10472 

Name OJ9904 2 6_24 . 9924 . CI . o3 . tm 

Start 12523 
GI none 

Exons 12523. . 12621, 128 64 .. 12 98 9, 

13290. . 134 57, 13290. . 134 57, 
13821. .13991, 13828. .13992 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_24 .9924 .CI 
17290 

TBLASTX : Maize 

13992 

67 



13019. .13165, 13257. .13283, 
13538 . . 13615, 13688 .. 13759, 



19106 



Seq. No. 


18573 


Seq. ID 


OJ990426 


_24.9924 


.CI 


Gene No. 


39011 


Strand 








Start 


10472 


End 


17290 






Name 


OJ990426 24 9924 . CI . o4 . tm 


Method 


TBLASTX: 


Vlai ze 




Start 


13995 ~~ 


End 


14477 






GI 


none 


Score 


145 






Exons 


13995. .14090, 14100. .14129, 


14124 .. 14207, 14292 


. .14477, 






14299. . 14475 










Seq. No. 


18573 


Seq. ID 


OJ990426 


_24.9924 


.CI 


Gene No. 


39011 


Strand 








Start 


10472 


End 


17290 






Name 


OJ9904 26 24.9924.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


16076 ~~ 


End 


16619 






GI 


none 


Score 


39 








16076 16441, 16096 16119 


16152. .16442, 16460 


16615, 






16494 . . 16619 










Seq. No. 


18574 


Seq. ID 


OJ990426 


24 . 9924 


.C2 


Gene No . 


39012 


Strand 


+ 






Start 


7271 


End 


10586 






Name 


OJ990426 24 9924 C2 o2 an 


Method 


AAT/GAP 






Start 


7270 ~~ 


End 


8773 






GI 


5002875 


Score 


748 






Ry on ^ • 


7270 7348. 8469 8773 










Seq. No. 


18574 


Seq. ID 


OJ990426 


24 . 9924 


.C2 


Gej^e No . 


39012 


Strand 


+ 






Start 


7271 


End 


10586 






Name 


OJ990426 24.9924.C2.o3.gs 


Method 


GENSCAN 






Start 


7271 


End 


10586 






GI 


none 


Score 


.97 






Exons 


7271. .7348, 8469. .10457, 10532. .10586 








Seq. No. 


18574 


Seq. ID 


OJ990426 


_24.9924 


.C2 


Gene No. 


39012 


Strand 


+ 






Start 


7271 


End 


10586 






Name 


OJ990426 24.9924.C2.ol.np 


Method 


AAT/NAP 






Start 


8503 


End 


8603 






GI 


2384719 


Score 


34 






Exons 


8503.. 8603 










GI DescriD. 


(AF015309) nucleolar protein 


[Mus musculus] 






Seq. No. 


18574 


Seq. ID 


OJ990426 


_24 .9924 


.C2 


Gene No . 


39013 


Strand 








Start 


79 


End 


3106 






Name 


OJ990426 24 . 9924 .C2.ol.gs 


Method 


GENSCAN 






Start 


79 


End 


3106 






GI 


none 


Score 


.82 






Exons 


79. .207, 742. .852, 931. .1099, 2518. .2636, 2743. 


.2921, 3021 


Seq. No. 


18574 


Seq. ID 


OJ990426 


_24.9924 


.C2 


Gene No. 


39014 


Strand 








Start 


3843 


End 


6798 






Name 


OJ990426 24 . 9924 .C2.o2.gs 


Method 


GENSCAN 






Start 


3843 


End 


6798 







19107 



GI none Score .44 

Exons 3843. .3846, 4168. .4266, 4595. .4821, 4966. .5008, 5109. .5207, 

5296.-5358, 5591.. 5688, 6405.. 6473, 6739.. 6798 



Seq. No. 18574 

Gene No. 39014 

Start 3843 

Name OJ9904 26_24 . 9924 . C2 . bl . 

Start 4016 

GI none 

Exons 4016. .4266, 4 573. .4 885, 

Seq. No. 18574 

Gene No. 39015 

Start 7291 

Name OJ9904 26_24 . 9924 .C2 .o2. 

Start 7291 

GI none 

Exons 7291. .7347, 7295. .7348, 
8648. .8752, 8649.-8753, 

Seq. No. 18574 

Gene No. 39016 

Start 9294 

Name OJ990426_24 . 9924 .C2 .ol . 

Start 9294 

GI none 

Exons .9294. .94 4 9, 92 95. .94 50, 
9492. .9599, 9511. .9603, 
9973. .10134, 9992. .1004 



Seq. ID OJ990426_24 . 9924 .C2 
Strand 

End 6798 

gp Method AAT/GAP 

End 5327 

Score 1391 
4966. .5033, 5109. .5207, 5296. .5327 

Seq. ID OJ9904 2 6_24 . 9924 .C2 
Strand 

End 8753 

tm Method TBLASTX : Maize 

End 8753 

Score 77 
8420. .8647, 8467. .8637, 8472. .8648, 
8649. .8753 

Seq. ID OJ99042 6_24 . 9924 .C2 
Strand 

End 10134 ' 

tm Method TBLASTX : Maize 

End 10134. 
Score 132 
9296. .94 51, 92 97. .94 52, 948 9. .9575, 
9609. .9926, 9610. .9918, 9617. .9919, 
8, 10045. .10134 



Seq. No. 18575 Seq. ID 

Gene No. 39017 Strand 

Start 197 End 

Name OJ990426_24 . 9924 . C4 . ol . gs Method 

Start 197 End 

GI none Score 

Exons 197 . . 309 



OJ990426_24 . 9924 .C4 
309 

GENSCAN 

309 

.89 



Seq. No. 18576 Seq. ID 

Gene No. 39018 Strand 

Start 1 End 58 

Name OJ990426_24 . 9924 .C5.ol.gp Method AAT/GAP 

Start 1 End 58 

GI 25300_1.R1084 Score 97 
Exons 1 . . 58 

GI Descrip. '2435519 1.0e-123 (AF024504) similar to mouse 

and S . cerevisiae vacuolar sorting protein 35 
[Arabidopsis thaliana] 1 



OJ990426 24. 9924. C5 



MEM3 (GB:U47024 
(SW; P34110) 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



18577 
39019 
29 

OJ990426_24 . 9924 . C6 . ol . gs 
29 

none 



Seq. ID OJ9904 26_24 . 9924 .C6 



Strand 
End 

Method 

End 

Score 



+ 

12787 
GENSCAN 
12787 
.46 



29. .90, 129. .408, 1523. .1574, 1907. .2101, 2222. .2322, 



19108 



2516.. 2638, 3346.. 3418, 3500.. 3620, 4259.. 4378, 4985.. 5055, 
5965.. 6104, 8404.. 8477, 10792 .. 10952, 12696.. 12787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18577 
39019 
29 

OJ990426_24.9924 .C6.ol.np 

1913 

4678948 

1913. .2118, 2242. .2316, 2497. 



Seq. ID OJ990426_24 .9924 .C6 

Strand + 

End 12787 

Method AAT/NAP 

End 5321 

Score 609 

.2638, 2777. .2868, 3150. .3249, 



3346.. 3418, 3500.. 3620, 4259.. 4378, 4985.. 5055, 5130.. 5321 



GI Descrip. (AL049711) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18577 
39020 
15557 

OJ990426_24.9924 

15500 

4715379 

15500. .16009 

4063746 1.0e-36 

thaliana] 



C6.o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_24 
+ 

17674 
AAT/GAP 
16009 
955 



9924 .C6 



AC005851) nodulin-like protein [Arabidopsis 



Seq. No. 18577 Seq. ID 

Gene No. 39020 Strand 

Start 15557 End 

Name OJ990426_24 . 9924 .C6.o2.gs Method 

Start 15557 End 

GI . none Score 

Exons 15557. .17443 



OJ990426_24.9924.C6 
+ 

17674 
GENSCAN 
17443 
1 



Seq. No. 


18577 


Seq. ID 


OJ990426_24 . 9924 ,C6 


Gene No. 


39020 


Strand 


+ 


Start 


15557 


End 


17674 


Name 


OJ990426 24.9924 .C6.o2.np 


Method 


AAT/NAP 


Start 


15601 


End 


17443 


GI 


3402684 


Score 


1678 


Exons 


15601. . 16216, 16256. . 174 4 3 






GI Descrip. 


(AC004697) nodulin-like protein [Arabidopsis thaliana] 


Seq. No. 


18577 


Seq. ID 


OJ990426_24 . 9924 .C6 


Gene No. 


39020 


Strand 


.+ 


Start 


15557 


End 


17674 


Name 


OJ990426 24.9924.C6.o3.gp 


Method 


AAT/GAP 


Start 


17013 


End 


17674 • 


GI 


33713 1.R1084 


Score 


1249 


Exons 


17013. . 17674 






GI Descrip. 


'4063746 1.0e-36 (AC005851) 


nodulin-like protein [Arabidopsis 



thaliana] ' 



Seq. No. 18577 

Gene No. 39021 

Start 19441 

Name OJ990426_24 . 9924 . C6 . o3 . gs 

Start 19441 

GI none 
Exons 



Seq. ID OJ990426_24 .9924 ,C6 



Strand 
End 

Method 

End 

Score 



+ 

24669 
GENSCAN 
24663 
.84 



19441. .19749, 19855 .. 1994 6, 20802 .. 208 98 , 214 26 .. 2 14 97 , 



19109 



21746. .21886, 224 4 4 .. 22539, 22961 23245, 23533.-23692, 
23788. .23930, 24529. .24663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



18577 
39021 
19441 

OJ990426_24 . 9924 . C6 . o3 . np 

19444 

4204304 



Seq. ID OJ990426_24.9924.C6 

Strand + 

End 24669 

Method AAT/NAP 

End 24669 

Score 1245 



19444. .19749, 19855 .. 1 994 6, 20802 208 98 , 2 14 2 6 .. 214 97 , 
21591. .21653, 2174 6 .. 2188 6, 224 4 4 22539, 22961 .. 23245, 
23533. .23692, 23794 .. 23930, 24529.. 24669 

(AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18577 
39021 
19441 

OJ99042 6_2 4 .9924 .C6.o4 . gp 
23148 

20200 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
23148. .23245, 23533 .. 23692, 23788 .. 23930, 24529.. 24669 
1 4204304 4.0e-34 (AC003027) lcl_prt_seq No definition line found 
[Arabidopsis thaliana] 1 



OJ990426_24 . 9924 ,C6 
+ 

24669 
AAT/GAP 
24669 
1009 



Seq. No. 18577 

Gene No. 39022 

Start 5127 

Name OJ990426_24 . 9924 . C6 . o3 . tc 

Start 2243 

GI none 

Exons 2243.. 2317, 2477.. 2656, 2776. 
3148. .3204 



OJ990426_24 . 9924 .C6 
5522 

TBLASTX: Cress 

3204 

83 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2874, 2777. .2863, 3144. .3203, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18577 
39022 
5127 

OJ990426_24 

2542 

none 

2542. .2640, 
2774 . .2866, 
3148. .3279, 
3483. .3626, 



9924.C6.o5.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_24 . 9924 ,C6 
5522 

TBLASTX : Maize 

4298 

129 



2546. .2638, 2551. .2658, 2772. .2849, 2774. .2866, 

2776. .2874, 2776. .2874, 3147. .3251, 3147. .3281, 

3344. .3412, 3345. .3419, 3345. .3419, 3346. .3420, 

3486. .3626, 3499. .3627, 3527. .3631, 4248. .4298 



Seq. No. 18577 

Gene No. 39022 

Start 5127 

Name OJ990426_24 . 9924 . C6 . ol . gp 

Start 5127 

GI uC-osflcypl34f lOal 

Exons 5127.. 5522 

GI Descrip. '4063746 1.0e-36 (AC005851) nodulin-like protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990426_24. 9924 .C6 
Strand 

End 5522 

Method AAT/GAP 

End 5522 

Score 742 



Seq. No. 
Gene No. 



18577 
39023 



Seq. ID OJ990426_24 . 9924 .C6 
Strand 



19110 



Start 


15626 






End 


16210 




Name 


OJ9904 


26 24 . 9924 .C6 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15626 






End 


16099 




GI 


none 






Score 


671 




Exons 


15626. 


.16099, 15643 


. 16092, 


15731 . . 160 


93 




Seq. No. 


18577 






Seq. ID 


OJ990426_24.9924 


.C6 


Gene No. 


39023 






Strand 






Start 


15626 






End 


16210 




Name 


OJ9904 


26 24. 9924*. C6 


o4 . t s 


Method 


TBLASTX : Soybean 




Start 


15644 






End 


15826 




GI 


none 






Score 


233 




Exons 


15644 . 


.15826, 15646 


. 15825 








Seq. No. 


18577 






' Seq. ID 


OJ990426_24 . 9924 


.C6 


Gene No. 


39023 






Strand 






Start 


15626 






End 


16210 




Name 


OJ9904 


26 24. 9924. C6 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


15659 






End 


16123 




GI 


none 






Score 


397 




Exons 


15659. 


.16123, 15772 


. 15828, 


15922 . . 160 


95 




Seq. No. 


18577 






Seq. ID 


OJ990426_24. 9924 


.C6 


Gene No. 


39023 






Strand 






Start 


15626 






End 


16210 




Name 


OJ9904 


26 24. 9924. C6 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


15826 






End 


16210 




GI 


none 






Score 


466 




Exons 


15826. 


.15861, 15827 


. 16210, 


15851. .15904, 15928. .16209 




Seq. No. 


18577 






Seq. ID 


OJ990426_24. 9924 


.C6 


Gene No. 


39024 






Strand 






Start 


16435 






End 


17299 




Name 


OJ9904 


26 24 . 9924 .C6 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16435 






End 


16888 




GI 


none 






Score 


406 




Exons 


16435. 


.16488, 16608 


. 16703, 


16616. .168 


88, 16627. .16881 




Seq. No. 


18577 






Seq. ID 


OJ990426_24 .9924 


.C6 


Gene No. 


39024 






Strand 






Start 


16435 






End 


17299 




Name 


OJ9904 


26 24. 9924. C6 


ol.tc 


Method 


TBLASTX: Cress 




Start 


16639 






End 


17299 




GI 


none 






Score 


146 




Exons 


16639. 


.16782, 16640 


. 16798, 


16793. . 171 


79, 16801. .17067, 






17189. 


. 17299 










Seq. No. 


18577 






Seq. ID 


OJ990426_24.9924 


.C6 


Gene No. 


39024 






Strand 






Start 


16435 






End 


17299 




Name 


OJ9904 


26 24 9924 C6 


ol . t s 


Method 


TBLASTX: Soybean 




Start 


16735 






End 


17125 




GI 


none 






Score 


518 




Exons 


16735. 


.17088, 16739. 


.17125 








Seq. No. 


18577 






Seq. ID 


OJ990426_24 . 9924 


.C6 


Gene No. 


39024 






Strand 







19111 




Start 


16435 






End 17299 




Name 


OJ9904 


26_24.9924.C6 


o2 . tm 


Method TBLASTX : 


Maize 


Start 


16907 






End 17293 




GI 


none 






Score 457 




Exons 


16907. 


.17194, 16909 


. 17196, 


17149. . 17250, 17159 


. .17251, 




17254 . 


.17289, 17255 


. 17293 






Seq. No. 


18577 






Seq. ID OJ990426 


_24 . 9924 


Gene No. 


39025 






Strand 




Start 


21751 






End 23643 




Name 


OJ9904 


26_24.9924.C6, 


o3 . tm 


Method TBLASTX: 


Mai ze 


Start 


21751 






End 23643 




GI 


none 






Score 205 




Exons 


21751. 


.21885, 21752, 


.21886, 


21752. .21886, 21753 


. .21887, 




22441. 


.22554, 22442. 


.22540, 


22958. .23251, 22958 


. .23251, 




22959. 


.23252, 22960. 


.23265, 


23062. .23253, 23513 


. .23641, 




23519. 


.23623, 23530. 


.23643, 


23530. .23643 





Seq. No. 18577 

Gene No. 39025 

Start 21751 

Name OJ990426_24 . 9924 ,C6. 

Start 22958 

GI none 

Exons 22958. .23152, 22958. 



Seq. ID OJ990426_24 . 9924 .C6 
Strand 

End 23643 

o3.ts Method TBLASTX : Soybean 

End 23152 

Score 235 
.23134, 22960.. 23145 



Seq. No. 18577 

Gene No. 39025 

Start 21751 

Name OJ990426_24 . 9924 .C6. 

Start 23083 

GI none 

Exons 23083. .23244, 23084, 



Seq. ID OJ990426_24 . 9924 .C6 
Strand 

End 23643 

ol.tw Method TBLASTX : Wheat 

End 23572 

Score 230 
.23251, 23085. .23252, 23525.. 23572 



Seq. No. 18577 

Gene No. 39026 

Start 23784 

Name OJ990426_24 . 9924 .C6, 

Start 23784 

GI none 

Exons 23784 . .23930, 23787. 



Seq. ID OJ990426_24 . 9924 .C6 
Strand 

End 24661 

o6.tm Method TBLASTX : Maize 

End 24661 

Score 214 
.23930, 23788. .23931, 24563.. 24661 



Seq. No. 18578 Seq. ID OJ9904 2 6_24 . 9924 . C7 

Gene No. 39027 Strand + 

Start 198 End 677 

Name OJ990426_24 . 9924 . C7 . ol . np Method AAT/NAP 

Start 198 End 674 

GI 4204304 Score 657 

Exons 198. .473, 558. .674 

GI Descrip. (AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] * 



Seq. No. 18578 Seq. ID OJ9904 2 6__24 . 9924 . C7 

Gene No. 39027 Strand + 

Start 198 End 677 

Name OJ990426_24 . 9924 . C7 . ol . gs Method GENSCAN 

Start 207 End 677 



19112 




GI 


none 




Score 


1 








Exons 


207 . . 473, 558 . . 677 














Seq. No. 


18578 




Seq. ID 


OJ990426_ 


24 


9924 


,C7 


Gene No. 


39028 




Strand 


+ 








Start 


1745 




End 


2069 








Name 


OJ990426 24. 9924. C7 


. Ol . CTD 


Method 


AAT/GAP 








Start 


1745 ~ 




End 


2069 








GI 


3106703 




Score 


612 








Exons 


1745 . . 2069 














Seq. No. 


18578 




Seq. ID 


OJ990426_ 


24 


9924 


C7 


Gene No. 


39029 




Strand 


+ 








Start 


12192 




End 


12924 








Name 


OJ9904 2 6 24 . 9924 . C7 


o3 . gs 


Method 


GENSCAN 








Start 


12192 ~~ 




End 


12924 








GI 


none 




Score 


. 69 








Exons 


12192 . . 12286, 12519 


. 12924 












Seq. No. 


18578 




Seq. ID 


OJ990426_ 


24 


9924 


C7 


Gene No . 


39030 




Strand 


+ 








Start 


14538 




End 


15867 








Name 


OJ9904 26 24 . 9924 . C7 


o4 . gs 


Method 


GENSCAN 








Start 


14538 ~ 




End 


15867 








GI 


none 




Score 


.41 








Exons 


14538 . .14701, 15060 


. 15225, 


15766. . 15867 








Seq. No. 


18578 




Seq. ID 


OJ990426_ 


24 


9924 


C7 


Gene No. 


39031 




Strand 










Start 


1952 




End 


10638 








Name 


OJ990426 24. 9924. C7 


o2 . gs 


Method 


GENSCAN 








Start 


1952 




End 


10638 








GI 


none 




Score 


.85 








Exons 


1952. .2136, 2407. .2487, 2971 


..3002, 3097. .3191, 


3288. .3361, 



3464. .3599, 3695. .3758, 3838. .3900, 3981. .4120, 4308. .4448, 
5015. .5134, 5401. .5472, 5557. .5664, 5919. .5972, 6792. .6901, 
6992. .7125, 7217. .7366, 7455. .7660, 9844. .9897, 9943. .10638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18578 
39031 
1952 

OJ9904 2 6_24 . 9924 . C7 . o2 . np 
1955 
4510428 

1955.. 2136, 2971.. 3002, 3097 
3695. .3758, 3838. .3932, 4010 
4768. .4815, 4843. .4933, 5015 
5857.. 5972, 6051.. 6189, 6614 
7217. .7366, 7455. .7660, 9943 
GI Descrip. (AC006929) Argonaute (AGOl)- 



Seq. ID OJ990426_24.9924.C7 
Strand 

End 10638 

Method AAT/NAP , 

End 10638 

Score 2081 
..3191, 3288. .3361, 3464. .3599, 
..4120, 4308. .4448, 4568. .4689, 
..5134, 5401. .5472, 5557. .5664, 
..6720, 6792.. 6901, 6992.. 7125, 
.,.10070, 10223. .10638 
like protein [Arabidopsis thaliana] 



Seq. No. 18578 Seq. ID 

Gene No. 39032 Strand 

Start 16189 End 

Name OJ990426_24 . 9924 . C7 . o5 . gs Method 

Start 16189 End 

GI none Score 



OJ990426_24.9924.C7 

17612 
GENSCAN 
17511 
. 97 



19113 




Exons 


16189 . . 17511 








Seq. No. 


18578 




Seq. ID 


OJ990426_24 . 9924 .C7 


Gene No. 


39032 




Strand 




Start 


16189 




End 


17612 


Name 


OJ990426 24. 9924. C7. 


o2 <XD 


Method 


AAT /GAP 


Start 


17078 ~~ 




End 


17612 


GI 


none 




Score 


1026 


Exons 


17078 . . 17612 








Seq. No. 


18578 




Seq. ID 


OJ990426 24 9924 C7 


Gene No. 


39033 




Strand 




Start 


18632 




End 


21057 


Name 


OJ990426 24. 9924. C7. 


o3 . np 


Method 


AAT/NAP 


Start 


* 18632 — 




End 


21057 


GI 


3184280 




Score 


708 


Exons 


18632.. 19046, 20806. 


.21057 






GI Descrip. 


(AC004136) outative 


transport protein 


f A h "i H nn ^ i ^ f~h^l i ana 1 


Seq. No. 


18578 




Seq. ID 


OJ990426_24 . 9924 .C7 


Gene No. 


39034 




Strand 




Start 


21095 




End 


21511 


Name 


OJ990426 24 9924 C7 


o3.gp 


Method 


AAT /GAP 


Start 


21095 ~~ 




End 


21511 


GI 


2428002 




Score 


754 


Exons 


21095 21511 








Seq. No. 


18578 




Seq. ID 


OJ990426_24 . 9924 .C7 


Gene No. 


39035 




Strand 




Start 


21864 




End 


23991 


Name 


OJ990426 24.9924.C7. 


o4 . gp 


Method 


AAT /GAP 


Start 


21864 




End 


23991 


GI 


57441 1.R1084 




Score 


1309 


Exons 


21864 . .22202, 23524. 


.23646, 


23750. .23991 


GI Descrip . 


•2129752/pir | IS58123 


5.0e-2J 


3 thioredoxin - Arabidopsis thaliana 




>gi 992964 emb CAA84612 (Z35475) thioredoxin [Arabidopsis 




thaliana] ' 








Seq. No. 


18578 




Seq. ID 


OJ990426_24 . 9924 ,C7 


Gene No. 


39035 




Strand 




Start 


21864 




End 


23991 


Name 


OJ990426 24. 9924. C7. 


o7 . gs 


Method 


GENSCAN 


Start 


22059 




End 


23887 


GI 


none 




Score 


.87 


Exons 


22059. .22202, 23524. 


.23646, 


23750. .23887 


Seq. No. 


18578 




Seq. ID 


OJ990426_24 . 9924 .C7 


Gene No . 


39035 




Strand 




Start 


21864 




End 


23991 


Name 


OJ990426 24. 9924. CI. 


o4 . np 


Method 


AAT/NAP 


Start 


22074 




End 


23899 


GI 


2129752 




Score 


248 


Exons 


22074. .22202, 23524. 


.23646, 


23750. .23899 



GI Descrip. thioredoxin - Arabidopsis thaliana gi | 992964 | emb | CAA84 612 j 
(Z35475) thioredoxin [Arabidopsis thaliana] 

Seq. No. 18578 Seq. ID OJ990426_24 . 9924 . C7 



19114 




Gene No. 


39036 








Strand 




Start 


24544 








End 


26643 


Name 


OJ990426 24 


.9924. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


200 








End 


656 


GI 


none 








Score 


525 


Exons 


200. .481, 201. .473, 558 


. . 656, 


560. . 634 




Seq. - No. 


18578 








Seq. ID 


OJ990426_24.9924.C7 


Gene No. 


39036 








Strand 




Start 


24544 








End 


26643 


Name 


OJ990426 24 


.9924. 


C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


206 








End 


443 


GI 


none 








Score 


203 


Exons 


206. .397, 209. .44 


2, 210 


. . 443 






Seq. No. 


18578 








Seq. ID 


OJ990426_24 .9924 ,C7 


Gene No. 


39036 








Strand 




Start 


24544 








End 


26643 


Name 


OJ990426 24 


.9924. 


C7 .o7. 


tm 


Method 


TBLASTX: Maize 


Start 


444 








End 


704 


GI 


none 








Score 


60 


Exons 


444. .473, 449. .481, 557 


. . 637, 


558 . .704 


, 559. .681 


Seq. No. 


18578 








Seq. ID 


OJ990426_24 .9924 .C7 


Gene No. 


39036 








Strand 




Start 


24544 . 








End 


26643 


Name 


OJ990426 24 


. 9924 . 


C7 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


1935 








End 


6720 


GI 


none 








Score 


63 


Exons 


1935. .2054, 


1943. 


.2020, 


2081 . 


.2137, 2094. .2138, 3981. .4001, 




3990. .4121, 


4010. 


.4129, 


5395 . 


.5475, 5396.. 5494, 5555.. 5623, 




5560. .5667, 


5845. 


.5886, 


5883. 


.5978, 58 


84. .5973, 6043. .6105, 




6048. .6188, 


6133. 


.6189, 


6610. 


.6720 




Seq. No. 


18578 








Seq. ID 


OJ990426_24 . 9924 .C7. 


Gene No. 


39036 








Strand 




Start 


24544 








End 


26643 


Name 


OJ990426 24 


.9924. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1946 








End 


10069 


GI 


none 








Score 


102 


Exons 


1946. .2008, 


2081. 


.2137, 


2972 . 


.3004, 3094.. 3195, 3096.. 3206, 




* 3288. .3362, 


3288. 


.3362, 


3292 . 


.3363, 3462. .3602, 3513. .3605, 




3523.. 3606, 


3523. 


.3603, 


3693. 


.3764, 3695. .3772, 3702. .3761, 




3837. .3902, 


3838. 


.3900, 


3978. 


.4121, 3989. .4120, 4305. .4400, 




4306. .4443, 


4407. 


.4451, 


4565. 


.4690, 4566. .4670, 4773. .4802, 




4796. .4933, 


5015. 


.5056, 


5057 . 


.5137, 5395. .5472, 5395. .5472, 




5560. .5667, 


5561. 


.5638, 


5881 . 


.5973, 5883.. 5978, 6043.. 6102, 




6048. .6188, 


6130. 


.6198, 


6610 . 


.6720, 6789.. 6911, 6796.. 6903, 




6984. . ; 7124, 


6985. 


.7050, 


7214 . 


.7369, 7222. .7368, 7458. .7574, 




7472. .7660, 


7497. 


.7577, 


9937 . 


.10068, 9938. .10069 


Seq. No. 


18578 








Seq. ID 


OJ990426_24.9924.C7 


Gene No. 


39036 








Strand 




Start 


24544 








End 


26643 


Name 


OJ990426 24 


9924 . 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1946 








End 


4395 


GI 


none 








Score 


45 



19115 



Exons 


1946. 


. 2008, 


1956 


. . 2012, 


2057 . 


.2131, 2058.. 2126, 


2081 . . 2137, 




2972 . 


. 3004, 


3073 


.3195, 


3094 . 


.3192, 3096. .3206, 


3286 3342 




3288 . 


. 3362, 


3289 


. 3363, 


3462. 


.3602, 3465. .3605, 


3523 3603 




3695. 


.3772, 


3696 


.3761, 


3837 . 


.3926, 3981.. 4121, 


4004 4120 




4305. 


. 4394, 


4306 


.4395 










Seq. No. 


18578 










Seq. ID 


OJ990426 


24 . 9924 . C7 


Qejie No. 


39036 










Strand 






Start 


24544 










End 


26643 




Name 


OJ990426 24 


.9924 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2972 










End 


3916 




GI 


none 










Score 


40 




Exons 


2972. 


.3004, 


2973 


. 3005, 


3070 . 


.3195, 3096.. 3206, 


3097 3195. 




3288. 


.3362, 


3288 


. 3362, 


3292 . 


.3363, 3462. .3605, 


3462 3602. 




3463. 


3630, 


3685 


.3753, 


3693 . 


.3752, 3695. .3772, 


3696 3761. 




3834 . 


3893, 


3837 


. 3899, 


3839. 


.3916 






Seq. No. 


18578 










Seq. ID 


OJ990426 


_24 . 9924 .C7 


Gene No. 


39036 










Strand 






Start 


24544 










End 


26643 




Name 


OJ990426 24 


. 9924 


C7 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4305 










End 


4691 




GI 


none 










Score 


88 




Exons 


4305. 


4400, 


4309 


.44 43, 


4407 . 


.4451, 4565. .4690, 


4566 4691 


Sea No 


18578 










Seq. ID 


OJ990426 


24 9924 C7 


Gpnp No 


39036 










Strand 






Start 


24544 










End 


26643 ' 




Name 


OJ990426 24 


.9924 


C7.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4318 










End 


5119 




GI 


none 










Score 


188 




Exons 


4318. 


4449, 


4320 


.4472, 


4320 . 


.4451, 4352. .4459, 


4562 4687 




4565. 


4690, 


4566 


. 4 691, 


4743 . 


.-4808, 4766. .4813, 


4766 4855 




4790. 


4927, 


4818 


. 4928, 


4850 . 


.4930, 5012. .5119, 


5013 . .5117, 




5015. 


5119 














Sea. No. 


18578 










Seq. ID 


OJ990426 


24 9924 C7 


Gene No . 


39036 










Strand 






Start 


24544 










End 


26643 




Name 


OJ990426 24 


.9924 


C7.o5. 


ts ' 


Method 


TBLASTX: 


Soybean 


Start 


4407 










End 


5667 




GI 


none 










Score 


120 




Exons 


, 4407. 


4451, 


4565 


.4690, 


4566. 


.4691, 4772. .4813, 


4865 4933. 




5015. 


5056, 


5057 


. 5137, 


5395. 


.5472, 5396. .5494, 


5560 . . 5667, 




5561. 


5665 














Seq. No. 


18578 










Seq. ID 


OJ990426 


24 9924 C7 


Gene No. 


39036 










Strand 






Start .j 


24544 










End 


26643 




Name 


OJ990426 24 


. 9924 . 


C7 . o4 . 


ts 


Method 


TBLASTX: 


S o vh p fi n 

u \y y **j w a 1 1 


Start 


5856 










End 


7124 




GI 


none 










Score 


81 




Exons 


5856. 


5978, 


5884 . 


.5973, 


6043. 


.6102, 6048. .6188, 


6130. . 6198, 




6610. . 


6720, 


6787 . 


.6903, 


6789. 


. 6911, 6984 . .7124, 


6985. .7050 


Seq. No. 


18578 










Seq. ID 


OJ990426 


_24 . 9924 .C7 


Gene No. 


39036 










Strand 







19116 



Start 


24544 


End 


26643 




Name 


OJ990426 24.9924.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


6813 


End 


10074 




GI 


none 


Score 


75 




Exons 


6813.. 6911, 6981.. 7097, 6984 


..7124, 7214. .7333, 7216. .7368, 




7472. .7570, 7494. .7571, 9937 


. . 10074 






Seq. No. 


18578 


Seq. ID 


^OJ990426_24 . 9924 


.C7 


Gene No. 


39036 


Strand 






Start 


24544 


End 


26643 




Name 


OJ990426 24.9924.C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7214 


End 


7661 




GI 


none 


Score 


87 




Exons 


7214. .7369, 7222. .7368, 7469 


..7660, 7497. .7661 




Seq. No. 


18578 


Seq. ID 


OJ990426_24 . 9924 


.C7 


Gene No. 


39036 


Strand 






Start 


24544 


End 


26643 




Name 


OJ990426 24.9924.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


16956 


End 


23869 




GI 


none 


Score 


82 




Exons 


16956. .17057, 23524. .23601, 


23524. .23655, 23528 .. 2364 7 , 






23747. .23869 








Seq. No. 


18578 


Seq. ID 


OJ990426_24 . 9924 


.C7 


Gene No. 


39036 


Strand 






Start 


24544 


End 


26643 




Name 


. OJ990426 24.9924.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


22060 


End 


23908 




GI 


none 


Score 


159 




Exons 


22060. .22203, 22062 .. 22208 , 


22063. .22203, 23524 .. 2364 3 , 






23524 . .23655, 23528.-23647, 


23727. .23891, 23747.. 23908 





Seq. No. 18578 Seq. ID OJ990426_24 . 9924 . C7 

Gene No. 39036 Strand 

Start 24544 End 26643 

Name OJ99042 6_24 . 9924 . C7 . o5 . gp Method AAT/GAP 

Start 24544 ' End * 26275 

GI 31068_1.R1084 Score 1240 

Exons 24544 . .25069, 26145.. 26275 

GI Descrip. ' 54 53694 /ref | NP_006328 . 1 | pICP22BP | 4.0e-14 cell cycle-regulated 

factor (78 kDa) >giJ3201964 (AF068007) cell cycle-regulated 
factor p78 [Homo sapiens] ' 



Seq. No. 


18578 




Seq. ID 


OJ990426 


Gene No. 


39036 




Strand 




Start 


24544 




End 


26643 


Name 


OJ990426 24. 9924. C7 


. 08 . gs 


Method 


GENSCAN 


Start 


24906 




End 


26643 


GI 


none 




Score 


.52 


Exons 


24906. .25069, 26637 


. .26643 






Seq. No. 


18579 




Seq. ID 


OJ990426 


Gene No. 


39037 




Strand 


+ 


Start 


5440 




End 


8841 


Name 


OJ990426 24. 9924. C8 


. o2 . gs 


Method 


GENSCAN 


Start 


5440 




End 


8841 



19117 



GI 

Exons 



none Score . 9 

5440. .5536, 6435. .6483, 7486. .7531, 7879. .8031, 8453. .8508, 
8748. .8841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990426_24.9924.C8 
+ 

19794 
AAT/GAP 
19794 
320 



18579 Seq. ID 

39038 Strand 
19570 End 
OJ990426_24 . 9924 .C8.o2.gp Method 
19570 End 
43117_2.R1084 Score 
19570. . 19794 

' 5670155/gb| AF161269. 1 IAF161269 3.0e-24 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 

18579 Seq. ID OJ9904 26_24 . 9924 . C8 

39039 Strand 

1245 End 1323 

OJ990426_24 . 9924 . C8 . ol . gp Method AAT/GAP 

1245 End 1323 

90742_1.R1084 Score 95 

1245. . 1323 

'5734616/dbj IAP000391. 1 IAP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 .C8 


Gene No . 


39040 - 




Strand 




Start 


9851 




End 


12819 


Name 


OJ990426 24. 


9924 .C8 .ol.np 


Method 


AAT/NAP 


Start 


9844 




End 


12819 


GI 


6358814 




Score 


819 


Exons 


9844. .10473, 


10501. .10661, 10703. . 11041, 127 66. .12819 


GI Descrip. 


(AC010675) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 .C8 


Gene No. 


39040 




Strand 




Start 


9851 




End 


12819 


Name 


OJ990426 24. 


9924 .C8 .o3.gs 


Method 


GENSCAN 


Start 


9851 




End 


11158 


GI 


none 




Score 


1 


Exons 


9851. . 11158 








Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 .C8 


Gene No. 


39041 




Strand 




Start 


15071 




End 


17966 


Name 


OJ990426 24. 


9924.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


3068 




End 


3403 


GI 


none 




Score 


63 


Exons 


3068. .3154, 


3102. .3155, 3187 


..3393, 316 


8. .3382, 3188. .3403 


Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 .C8 


Gene No. 


39041 




Strand 




Start 


15071 




End 


17966 


Name 


OJ990426 24. 


9924 .C8 .ol.tw 


Method 


TBLASTX: Wheat 


Start 


3707 




End 


3994 


GI 


none 




Score 


144 


Exons 


3707. .3994, 


3716.. 3937, 3729 


. .3989 





19118 




Seq. No. 


18579 




Seq. ID 


OJ990426 24.9924 


.C8 


Gene No. 


39041 




Strand 






Start 


15071 




End 


17966 




Name 


OJ990426 24. 9924. C8 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


9887 




End 


10837 




GI 


none 




Score 


133 




Exons 


9887 . . 9979, 10028. . 


10243, 10029. .10247, 


10291. .10380, 






10292. . 10393, 10298 


. .10396, 


. 10508. .10567, 10512. .10568, 






10583. . 10651, 10733 


. .10837, 


10758. .10835 




Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 


.C8 


Gene No. 


39041 




Strand 






Start 


15071 




End 


17966 




Name 


OJ990426 24. 9924. C8 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


9890 




End 


10837 




GI 


none 




Score 


63 




Exons 


9890. . 9988, 10010. . 


10243, 10295. .10459, 


10508. .10651, 






10521. .10646, 10739 


. . 10837 








Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 


,C8 


Gene No. 


39041 




Strand 






Start 


15071 




End 


17966 




Name 


OJ990426 24. 9924. C8 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


9890 




End 


10247 




GI 


none 




Score 


102 




Exons 


9890. .10006, 10028. 


. 10243, 


10029. .10247 




Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 


.C8 


Gene No. 


39041 




Strand 






Start 


15071 




End 


17966 




Name 


OJ990426 24. 9924. C8 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10103 




End 


10558 




GI 


none 




Score 


68 




Exons 


10103. . 10243, 10158 


. .10244, 


102 62. . 104 50, 10280. . 10378, 






10511. .10558 










Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 


.C8 


Gene No . 


39041 




Strand 






Start 


15071 




End 


17966 




Name 


OJ990426 24. 9924. C8 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


10310 




End 


10837 




GI 


none 




Score 


111 




Exons 


10310. . 10459, 10311 


. .10445, 


104 96. .10654, 104 97. .10655, 






10733. . 10837, 10758 


. .10835 








Seq. No. 


18579 




Seq. ID 


OJ990426_24 . 9924 


.C8 


Gene No. 


39041 




Strand 






Start 


15071 




End 


17966 




Name 


OJ990426 24. 9924. C8 


. o5 . gs 


Method 


GENSCAN 




Start 


15071 




End 


17966 




GI 


none 




Score 


.82 




Exons 


15071. .15093, 15665 


. .15920, 


16341. .17159, 17297. . 17536, 






17952 . . 17966 










Seq. No. 


18579 




Seq. ID 


OJ990426_24.9924 


.C8 


Gene No. 


39041 




Strand 






Start 


15071 




End 


17966 








19119 







Name OJ990426_24 . 9924 . C8 . o2 . np Method AAT/NAP 

Start 15650 End 17090 

GI 5080804 Score 768 

Exons 15650. .15923, 16441 16601, 16629.. 17090 

GI Descrip. (AC007258) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 18579 

Gene No. 39041 . 

Start 15071 

Name OJ990426_24 . 9924 . C8 . ol . ts 

Start 15666 

GI none 
Exons 



Seq. ID OJ990426_24 . 9924 . C8 
Strand 

End 17966 

Method TBLASTX : Soybean 

End 17129 

Score 122 



15666. .1584 8, 15670. .1584 9, 15858. .15926, 15888 .. 15935 , 
16635. .16826, 1 6675 .. 1 6827 , 16836. .17129, 16837. .168 96, 
16948. .17091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18579 
39041 
15071 

OJ990426_24 . 9924 . C8 . o3 . tm 

15666 

none 



Seq. ID OJ990426__24 . 9924 .C8 
Strand 

End 17966 

Method TBLASTX : Mai ze 

End 15899 

Score 250 



15666. .158 99, 15667 .. 1584 9, 15669. .158 99 



Seq. No. 18579 

Gene No. 39041 

Start 15071 

Name OJ990426_24 . 9924 . C8 . o3 . tc 

Start 15669 

GI none 
Exons 



Seq. ID OJ990426_24 . 9924 .C8 
Strand 

End 17966 

Method TBLASTX : Cress 

End 15938 

Score 144 



15669. .15848, 15682 .. 158 4 6, 15888. .15938 



Seq. No. 18579 

Gene No. 39041 

Start 15071 

Name OJ9904 26_24 . 9924 . C8 . ol . tm 

Start 16626 

GI none 
Exons 



Seq. ID OJ990426_24 . 9924 .C8 
Strand 

End 17966 

Method TBLASTX : Mai ze 

End 17100 

Score 207 



16626. .17099, 16627. .168 96, 16930. .17100 



Seq. No. 18579 
Gene No. " 39041 

Start 15071 

Name OJ9904 26_24 . 9924 . C8 . ol . tc 

Start 16656 

GI none 
Exons 



Seq. ID OJ990426_24 . 9924 .C8 
Strand 

End 17966 

Method TBLASTX : Cress 

End 17090 

Score 106 



16656. .16817, 16690. .16818, 16836. .17090 



Seq. No. 18580 

Gene No. 39042 

Start 1365 

Name OJ9904 26^24 . 9924 . C9 . ol . gp 

Start 1276 

GI uC-osf lM2 02052c07bl 

Exons 1276. . 1787 

GI Descrip. '4234848 1.0e-12 (AF082131) gag-pol polyprotein [Zea mays] 1 



Seq. ID OJ990426_24 . 9924 ,C9 

Strand + 

End 4876 

Method AAT/GAP 

End 1787 

Score 1011 



19120 



Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39042 


Strand 


+ 


Start 


1365 


End 


4876 


Name 


OJ990426 24 . 9924.C9.o2.gs 


Method 


GENSCAN 


Start 


1365 


End 


3293 


GI 


none 


Score 


. 58 


Exons 


1365.. 2083, 2127.. 2233, 2911 


. . 3293 




Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39042 


Strand 


+ 


Start 


1365 


End 


4876 


Name 


OJ990426 24.9924.C9.ol.np 


Method 


AAT/NAP 


Start 


1386 


End 


4876 


GI 


4234852 


Score 


2252 


Exons 


1386. .1562, 1596. .4876 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 


Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39042 


Strand 


+ 


Start 


1365 


End 


4876 


Name 


OJ990426 24 . 9924.C9.o2.gp 


Method 


AAT/GAP 


Start 


2019 


End 


2592 


GI 


uC-osflcyp006al0bl 


Score 


858 


Exons 


2019. .2233, 2341. .2592 






GI Descrip. 


'4234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39043 


Strand 


+ 


Start 


5047 


End 


5438 


Name 


OJ990426 24 . 9924.C9.o3.gp 


Method 


AAT/GAP 


Start 


5047 


End 


5438 


GI 


43117 2.R1084 


Score 


628 


Exons 


5047 . .5438 






GI Descrip. 


'5670155/gb! AF1612 69. 1 | AF1 61269 3. 0e-24 


Oryza s 




japonica BAC clone 34K24, complete sequence 1 


Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39044 


Strand 


+ 


Start 


14108 


End 


16584 


Name 


OJ990426 24.9924.C9.o4.gs 


Method 


GENSCAN 


Start 


14108 


End 


16584 


GI 


none 


Score 


.85 


Exons 


14108. .14175, 15183. .1534 6, 


15585. .15720, 15825 




16091. .16584 






Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39045 


Strand 




Start 


81 


End 


204 


Name 


OJ990426 24.9924.C9.ol.gs 


Method 


GENSCAN 


Start 


81 


End 


204 


GI 


none 


Score 


. 99 


Exons 


81. .204 






Seq. No. 


18580 


Seq. ID 


OJ990426 


Gene No. 


39046 


Strand 




Start 


4120 


End 


12744 


Name 


OJ990426 24.9924.C9.o3.gs 


Method 


GENSCAN 



9924.C9 



24. 9924. C9 



16000, 



19121 




Start 


4120 






End 


12744 


GI 


none - 






Score 


-84 


Exons 


4120. .4131, 


4476. 


.4567, 4824 


..5417, 5839. .6019, 6110. .6522, 




6958. .7087, 


7177. 


.7345, 7805 


..7875, 7984. .8197, 8312. .8804, 




9141. .9252, 


9334. 


.9388, 9476 


. .9558, 10705. .1084 4, 10972. .11105, 




11302. .11392, 11488. .11631, 


11711. .11841, 12302. .12337, 




12414. .12474 


, 12499. :i2538, 


12598. . 12744 


Seq. No. 


18580 






Seq. ID 


OJ990426_24 . 9924 .C9 


Gene No . 


39046 






Strand 




Start 


4120 






End 


12744 


Name 


OJ990426 24. 


9924. 


C9.o2.np 


Method 


AAT/NAP 


Start 


5068 






End 


12707 


GI 


4567275 






Score 


1078 


Exons 


5068. .5133, 


5839. 


.5990, 6102 


..6522, 6958. .7099, 7189. .7349, 




7809. .7875, 


7984 . 


.8197, 8312 


..8570, 8607.. 8837, 9096.. 9252, 




9334. .9388, 


9476. 


.9558, 9652 


. .9702, 10705. .1084 4, 10972. .11107, 




11349. .11841 


, 12302. . 12331, 


12407. .12474, 12598. .12707 


GI Descrip. 


(AC006841) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


18580 






Seq. ID 


OJ990426_24 . 9924 ,C9 


Gene No. 


39046 






Strand 




Start 


4120 ■ 






End 


12744 


Name 


OJ990426 24. 


9924. 


C9.o4 . gp 


Method 


AAT/GAP 


Start 


5556 






End 


6321 


GI 


3760772 






Score 


1264 


Exons 


5556. . 6019, 


6110. 


. 6321 






Seq. No. 


18580 






Seq. ID 


OJ990426_24 . 9924 .C9 


Gene No. 


39047 






Strand 




Start 


17300 






End 


19527 


Name 


OJ990426 24. 


9924. 


C9.o2. tm 


Method 


TBLASTX: Maize 


Start 


1479 






End 


2396 


GI 


none 






Score 


479 


Exons 


1479. .2057, 


1601. 


.2047, 1803 


..2081, 2140. .2232, 2337. .2396 


Seq. No. 


18580 






Seq. ID 


OJ99042.6_24.9924.C9 


Gene No. 


39047 






Strand 




Start 


17300 . 






End 


19527 


Name 


OJ990426 24. 


9924 . 


C9.o2. ts 


Method 


TBLASTX: Soybean 


Start 


3364 






End 


3778 


GI 


5509260 






Score 


317 


Exons 


3364. .3717, 


3365. 


.3778 






GI Descrip. 












Seq. No. 


18580 






Seq. ID 


OJ990426__24 . 9924 .C9 


Gene No. 


39047 






Strand 




Start 


17300 






End - 


19527 


Name 


OJ990426 24. 


9924. 


C9.o7 . tm 


-Method 


TBLASTX: Maize 


Start 


3364 






End 


3664 


GI 


none 






Score 


250 


Exons 


3364. .3663, 


3365. 


.3664 






Seq. No. 


18580 






Seq. ID 


OJ990426_24 . 9924 .C9 


Gene No. 


39047 






Strand 




Start ■ 


17300 






End 


19527 


Name 


OJ990426 24. 


9924 . 


C9.o2. tc 


Method 


TBLASTX: Cress 



19122 




Start 


3443 










End 


3703 




none 










Score 


241 


R von ^ 


3443 . . 


3703, 


34 45 


. 3681 










18580 










Seq. ID 


OJ990426 24 9924 C9 


Gene No. 


39047 










Strand 




Start 


17300 










End 


19527 


Name 


OJ9904 


26 24 


. 9924 


C9 . ol . 


tw 


Method 


TBLASTX • Whpat 


St- art 


34 84 










End 


4269 


O -L 


none 










Score 


297 


Hj A. W 1 1 0 


34 84. 


3774 , 


3485 


. 3778, 


3637 . 


.3786, 37 


74 3857 3864 4016 




4062 


4172, 


4171 


. 4269 








Seq. No. 


18580 










Seq. ID 


OJ990426_24 . 9924 .C9 


Gene No. 


39047 










Strand 




Start 


17300 










End 


19527 


Name 


OJ9904 


26 24 


. 9924 


C9 . o2 . 


tw 


Mpfhnd 


TRT.A^TX 'Whp^f 


Start 


4 429 










End 


4825 


GI 


none 










Score 


132 




4 429. 


4 602, 


44 61 


. 4 601, 


4 610. 


.4825, 47 


08 . . 4 824 


Seq . No . 


18580 










Seq. ID 


OJ990426 24 9924 C9 


Gene No. 


39047 










Strand 




Start 


17300 










End ' 


19527 


Name 


OJ9904 


26 24 


. 9924 


C9 ."o9 . 


tm 


Mpfhod 


TBLASTX • Ma i ze 




5771 










End 


6010 


O -L 


n on o 

I iKjl its 










OLUI KZ 


4 ? 




5771 . 


57 94 , 


5816 


. 5887 , 


5821 . 


6009 58 


22 6010 5823 5918 




5824 . 


6006 












Cpn Mo 


1 8 SfiO 

lO JOU 












OJ99D426 94 9924 P9 


npnp Nlo 


39047 














Start 


17300 










End 


19527 


Name 


OJ9904 


26_24 


.9924 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


6951 










End 


8190 


GI 


none 










Score 


170 


F von 


6951 


7076, 


6953 


. 7066, 


6978 . 


7088 70 


61 7096 7174 7344 




7175. 


7 345, 


7175 


.7345, 


7800 . 


.7877 , 78 


04 7878 7805 7894 

W T • • 1 KJ 1 KJ f 1 KJ \J *J . . / U T , 




7983 . . 


8189, 


7984 


. 8187 , 


8071 . 


.8190 




Qori KJo 


18580 










Seq. ID 


OJ9904 2 6 ?4 9924 P9 


Gene No. 


39047 










Strand 




Start 


17300 










End • 


19527 


Name 


OJ9904 


26 24 


. 9924 


C9 . 06 . 


tm 


Method 


TBLASTX: Maize 


Start 


8356 










End 


8805 


GI 


none 










Score 


143 


T* 1 von 


8356 


8523, 


8357 


. 8524 , 


8361 . 


.8528, 83 


63. .8524, 8509. .8532, 




8556 . . 


8765, 


8596 


.8775, 


8597 . 


.8701, 8692. .8805 


Sea No 


18580 










Seq. ID 


OJ990426_24.9924.C9 


Gene No. 


39047 










Strand 




Start 


17300 










End 


19527 


Name 


OJ9904 


26_24 


.9924 


C9.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


9151 










End 


9705 


GI 


none 










Score 


64 


Exons 


9151. . 


9252, 


9152, 


. 9253, 


9319. 


.9381, 9475. .9561, 9652. .9705 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ990426_24 . 9924 . C9 . 08 . tm 

Start 9499 

GI none 
Exons 



Seq. ID OJ990426_24 .9924 ,C9 



Strand 
End 

Method 

End 

Score 



19527 

TBLASTX: Maize 

10848 

68 



9499.-9558, 9502. .9558, 9652. .9705, 9653. .9703, 1067 6 1084 6, 
10699. . 10845, 10704 .. 1084 7 , 10705.. 10848 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18580 
39047 
17300 

OJ990426_24 . 9924 . C9 . o5 . tm 
15659 
none 
15659 
15823 
16081 

16118. .16201, 16119. .16202 



Seq. ID OJ990426_24. 992*4. C9 
Strand 

End 19527 
Method TBLASTX : Maize 
End 16203 
Score 102 

15721, 15661. . 15726, 15661 .. 15720 , 15819 15944 , 
15945, 15945. . 16001, 1594 6 . . 1 6002 , 1594 9 . . 1 6002 , 
16119, 16089. . 16118, 16113 .. 16202 , 16114 .. 16203, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18580 
39047 
17300 

OJ990426_24 . 9924 . C9 . o3 . ts 

16108 

none 

16108. .16344, 16236. .16355 



Seq. ID OJ990426_24 . 9924 .C9 
Strand 

End 19527 

Method TBLASTX : Soybean 

End 16355 

Score 259 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ9904 26_24 . 9924 . C9 . o3 . tm 

Start 16203 

GI none 

Exons 16203. . 16553, 1 6204 .. 16560, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_24 . 9924 ,C9 
19527 

TBLASTX: Maize 

16561 

470 



16205. .16561 



Seq. No. 18580 Seq. ID 

Gene No. 39047 Strand 

Start 17300 End 

Name OJ990426_24 . 9924 . C9 . o3 . tc Method 

Start 16227 End 

GI none Score 

Exons 16227. .16427, 16228.. 16458 



OJ990426_24 . 9924 .C9 
19527 

TBLASTX: Cress 

16458 

217 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ99042 6_24 . 9924 . C9 . o5 . gs 

Start 17300 

GI none 

Exons 17300. .17337, 178 90 .. 1805 9, 
19307. .19375 



Seq. ID OJ990426_24.9924.C9 
Strand 

End 19527 

Method GENSCAN 

End 19375 

Score .82 
18 638. .18741, 19156. .19236, 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ990426 24 . 9924 . C9 . o5 . gp 



Seq. ID OJ990426_24 . 9924 .C9 
Strand 

End 19527 

Method AAT/GAP 



19124 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17407 End 18706 

4175_1.R1084 Score 14 53 

17407. .18059, 18142 18255,. 18638.. 18706 

'2435519 4.0e-37 (AF024504) similar to mouse MEM3 (GB:U47024 and 
S. cerevisiae vacuolar sorting protein 35 (SW/P34110) 
[Arabidopsis thaliana] 1 



18580 
39047 
17300 

OJ990426_24 . 9924 . C9 . ol . tm 
17570 
none 
17570. 
17740. 
18141. 
18844 . 
19154. 
19308. 



17593, 17586. .17633, 

17775, 17844. .18062, 

,18257, 18637. .18741, 

,18969, 18862. .18969, 

19237, 19159. .19239, 
, 19376 



Seq. ID OJ990426_24.9924.C9 
Strand 

End 19527 

Method TBLASTX : Mai ze 

End 19378 

Score 43 
17630. .17734, 17633 .. 17734 , 
17849. .18070, 18 139 .. 18258 , 
18638. .18754, 18638 .. 18742, 
18863. .18970, 19149 19241, 
19306. . 19377, 19307 .. 19378, 



Seq. No. 18580 
Gene No. 39047 
Start 17300 

Name OJ9904 26_24 . 9924 . C9 . ol . tc 

Start 17844 
GI none 
Exons 17844. 

18056. 

18178. 

18862. 



,17897, 17891. .18013, 

,18100, 18124. .18183, 

,18273, 18637. .18741, 

,18969, 19156. .19230, 



Seq. ID OJ990426_24.9924.C9 
Strand 

End 19527 

Method TBLASTX : Cress 

End 19236 

Score 62 
17943. . 18062, 17948 .. 18079, 
18141. .18182, 18171. .18257, 
18638. .18742, 18844 .. 18975, 
19159. .19236 



Seq. No. 18580 
Gene No. 39047 
Start 17300 

Name OJ990426_24 . 9924 . C9 . ol . ts 

Start 17849 
GI none 
Exons 17849 
18141 

18638. .18742, 18844. .18918 



Seq. ID OJ990426_24.9924.C9 
Strand 

End 19527 
_ Method TBLASTX : Soybean 

End 18918 
Score 191 

18070, 17865.". 18062, 18 12 9 .. 18257 , 18 139 .. 18258 , 
18257, 18603. .18737, 18628 .. 18741, 18637 .. 1874 1 !, 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ990426_24 . 9924 . C9 . o3 . np 

Start 17852 

GI 6721117 

Exons 17852. . 18059, 18142 .. 18255, 
19156. . 1924,0, 19299*. .19527 

GI Descrip. (AC007396) T4012.8 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_24 . 9924 .C9 

19527 
AAT/NAP 
19527 
747 



18638. .18741, 18862 .. 18969, 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ9904 2 6_24 . 9924 . C9 . 06 . gp 

Start 18884 

GI 25300 1.R1084 



Seq. ID OJ9904 2 6_24 . 9924 .C9 
Strand 

End 19527 

Method AAT/GAP 

End 19386 

Score 404 



19125 



Exons 18884. .18969, 19156 .. 19236, 19307.. 19386 

GI Descrip. '2435519 1.0e-123 (AF024504) similar to mouse MEM3 (GB:U47024 
and S. cerevisiae vacuolar sorting protein 35 (SW;P34110) 
[Arabidopsis thaliana] 1 » 



Seq. No. 18580 

Gene No. 39047 

Start 17300 

Name OJ990426_24 . 9924 .C9.o4 . ts 

Start 18919 

GI none 

Exons 18919. . 18969, 19151 19207 , 
19156. .19239, 19306. . 19371, 



Seq. ID OJ990426_24 . 9924 .C9 
Strand 

End 19527 

Method TBLASTX : Soybean 

End 19378 

Score 107 
19154 . . 19237, 19156. . 19239, 
19307. .19378, 19308. .19373 



Seq. No. 18581 

Gene No. 39048 

Start . 1 

Name OJ990426_20 . 9924 . CI . ol 

Start 1 

GI 2126090 

Exons 1..721 
GI Descrip. transposase 



,np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



{ insertion 



OJ990426_20. 9924 .CI 
721 

AAT/NAP 

721 

1269 

- Escherichia coli 



sequence IS10) 

gi I 455676 |bbs | 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gil 6634720 | gb|AAF19728. 1 | AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 


18581 


Seq. ID 


OJ990426 


_20 


9924 


.CI 


Gene No . 


39048 


Strand 










Start 


1 


End 


721 








Name 


OJ990426 20. 9924 .Cl.ol.gs 


Method 


GENSCAN 








Start 


176 


End 


721 








GI 


none 


Score 


.52 








Exons 


176. .721 












Seq. No. 


18581 


Seq. ID. 


OJ990426 


_20 


9924 


.CI 


Gene No. 


39049 


Strand 










Start 


681 


End 


831 








Name 


OJ990426 20.9924.Cl.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


681 


End 


831 








GI 


none 


Score 


221 








Exons 


681. .830, 681. .827, 682. .831, 


682. .828 










Seq. No. 


18582 


Seq. ID 


OJ990426 


_20 


9924 


,C2 


Gene No. 


39050 


Strand 


+ 








Start 


4969 


End 


6214 








Name 


OJ990426 20. 9924 .C2.ol.np 


Method 


AAT/NAP 








Start 


.,4969 


End 


6214 








GI 


6721543 


Score 


113 








Exons 


4969.. 5097, 5803.. 5878, 6197. 


. 6214 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








Seq. No. 


18582 


Seq. ID 


OJ990426 


_20. 


9924 


.C2 


Gene No. 


39050 


Strand 


+ 








Start 


4969 


End 


6214 








Name 


OJ990426 20. 9924 .C2.ol.gp 


Method 


AAT/GAP 









19126 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4983 

7406_1.R1084 
4983.. 5282, 5347.. 5436 
' 1122315/emb|CAA63901 | 
[Pennisetum glaucum] ' 



End 
Score 



5436 
556 



7.0e-10 (X94191) heat shock protein 17.0 



18582 
39051 
4780 

OJ990426_20.9924 .C2.o2.gs 

4780 

none 

4780. .5061, 
6669. .6766, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_20.9924 .C2 

10760 
GENSCAN 
10045 
.66 



5656. .5822, 5973. .6175, 6180. .6227, 6291. .6422, 
6793. .6918, 7011. .7269, 7346. .7644, 7735. .8145, 



8230. .8566, 8672.. 8822, 9208.. 10045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18582 Seq. ID OJ99042 6_20 . 9924 . C2 

39051 Strand 

4780 End 10760 

OJ990426_20 . 9924 . C2 . o2 . gp Method AAT/GAP 

5384 End 5837 

LIB3431-045-P1-N1-A10 Score 840 

5384. .5837 

, 5441876/dbj | AP000367 . 1 | AP000367 0 . 0e+00. Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



18582 
39051 
4780 

OJ990426 
5941 
5441880 
5941. . 6175, 
8230. .8566, 
(AP000367) 



OJ990426 20. 9924. C2 



Seq. ID _ 
Strand 

End 10760 
Method AAT/NAP 
End 9642 
Score 2499 

6766, 7011. .7269, 7346. .7644, 
9642 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



20.9924.C2.o2.np 



6291.. 6422, 6669. 
8672. .8823, 9572. 
EST C28952 (C62945) 



18582 
39051 
4780 

OJ99042 6_20. 9924 .C2.o3.gp 
7019 

LIB34 75-007-P1-K1-G8 
7019. .7269, 7346. .7518 
, 5441880/dbj IBAA82378.il 5. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_20.9924 . C2 

10760 
AAT/GAP 
7518 
809 



Oe-75 (AP000367) EST C28952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



18582 Seq. ID 

39051 Strand 

4780 End 

OJ9904 2 6_20 . 9924 . C2 . o3 . np Method 

9605' End 

6721543 Score 
9605.. 9721, 10631.. 10760 

(AP001073) hypothetical protein [Oryza sativa] 



OJ990426_20.9924 .C2 

10760 
AAT/NAP 
10760 
174 



19127 



• 



Seq. No. 18582 

Gene No. 39051 

Start 4780 

Name OJ990426_20 . 9924 . C2 . o4 , 

Start 10502 

GI 7406_1.R1084 

Exons 10502.. 10653 

GI Descrip. ' 1122315/emb | CAA63901 I 
[Pennisetum glaucum] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_20. 9924 .C2 

10760 
AAT/GAP 
10653 
221 



7.0e-10 (X94191) heat shock protein 17.0 



Seq. No. 18582 Seq. ID 

Gene No. .39052 Strand 

Start 12693 End 

Name OJ990426_20 . 9924 . C2 . o3 . gs Method 

Start 12693 End 

GI none Score 

Exons 12693. .13427 



OJ990426_20. 9924 . C2 

15282 
GENSCAN 
13427 
.97 



Seq. No. 


18582 


Seq. ID 


OJ990426_20. 9924 


.C2 


Gene No. 


39052 


Strand 






Start 


12693 


End 


15282 




Name 


OJ990426 20.9924.C2.o4.np 


Method 


AAT/NAP 




Start 


12729 


End 


15146 




GI 


4218008 


Score 


98 




Exons 


12729. .13063, 1334 9. . 13382, 


15114. .15146 




GI Descrip. 


(AC006135) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18582 


Seq. ID 


OJ990426_20. 9924 


.C2 


Gene No . 


39052 


Strand 






Start 


12693 


End 


15282 




Name 


OJ990426 20.9924.C2.o4.gs 


Method 


GENSCAN 




Start 


14798 


End 


15282 




GI 


none 


Score 


.89 




Exons 


14798. .14 910, 15261. .15282 








Seq. No. 


18583 


Seq. ID 


OJ990426_20. 9924 


.C3 


Gene No. 


39053 


Strand 


+ 




Start 


411 


End 


752 




Name 


OJ990426 20. 9924 .C3.ol.gs 


Method 


GENSCAN 




Start 


411 


End 


752 




GI 


none 


Score 


.74 




Exons 


. 411. .450, 655. .752 









Seq. No. 18583 

Gene No. 39054 

Start 2555 

Name OJ99042 6_20 . 9924 .C3.o2.gs 

Start 2555 

GI none 

Exons 2555.. 2809, 2861.. 2972, 2977, 
4267. .4307 



OJ990426_20. 9924 ,C3 

4307 
GENSCAN 
4307 
.51 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3267, 3354.. 3720, 3972.. 4045, 



Seq. No. 18584 

Gene No. 39055 

Start 539 

Name OJ990426 20 . 9924 . C6 . ol . gs 



Seq. ID OJ990426_20. 9924 .C6 

Strand + 

End 832 

Method GENSCAN 



19128 



# • 



Start 


539 


End 


832 






GI 


none 


Score 


. 44 






Exons 


539 . .832 










Seq. No. 


18584 


Seq. ID 


OJ990426_20 


9924 . 


C6 


Gene No. 


39056 


Strand 


+ 






Start 


5709 


End 


9525" 






Name 


OJ990426 20. 9924 .C6.o2.gp 


Method 


AAT /GAP 






Start 


564 6 ~~ 


End 


7933 






GI 


428023 


Score 


560 






Exons 


5646. .5820, 7803. .7933 










Seq. No. 


18584 


Seq. ID 


OJ990426_20 


9924 . 


C6 


Gene No. 


39056 


Strand 


+ 






Start 


5709 


End 


9525 






Name 


OJ990426 20 9924 C6 o3 as 


Method 


GENSCAN 






Start 


5709 ~~ 


End 


9525 






GI 


none 


Score 


. 47 






Exons 


5709.. 5820, 7803 8447, 9350 


. . 9525 








Seq. No. 


18584 


Seq. ID 


OJ990426_20 


9924. 


C6 


Gene No. 


39056 


Strand 


+ 






Start 


5709 


End 


9525 






Name 


OJ990426 20 9924 C6 o3 an 


Mpi-hori 


AAT /GAP 






Start 


824 5 _ 


End 


8819 






GI 


3767722 


Score 


844 






Ex on ^ 


8245 8819 










Spa No 


18584 


Seq. ID • 


OJ990426_20 


9924 . 


C6 


Gene No . 


39057 


Strand 


+ 






Start 


10487 


End 


14789 






Name 


OJ990426 20. 9924 .C6.o2.np 


Method 


AAT/NAP 






Start 


10487 


End 


14263 . 






GI 


6016874 


Score 


217 






Exons 


104 87 . . 10535, 12613. . 12960, 


14213. . 14263 






GI Dp srri d 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative 


AC 9 






transposase. (P03010) [Oryza 


sativa] 








Sea. No. 


18584 


Seq. ID 


OJ990426_20 


9924 . 


C6 


Gene No. 


39057 


Strand 


+ 






Start 


10487 


End 


14789 






Name 


OJ990426 20. 9924 .C6.o5.gp 


Method 


AAT /GAP 






Start 


14041 


End 


14789 






GI 


18632 1.R1084 


Score 


604 






Exons 


14041. .14261, 14643. .14789 










GI Descrip. 


'169818/gb|M11585|RICRGHA 5. 


Oe-38 Rice 


25S ribosomal RNA gene 


Seq. No. 


18584 


Seq. ID 


OJ990426_20 


9924 . 


C6 


Gene No. 


39058 


Strand 


+ 






Start 


14975 


End 


15415 






Name 


OJ990426 20. 9924 .C6.o6.gp 


Method 


AAT /GAP. 






Start 


14975 


End 


15415 






GI 


none 


Score 


714 






Exons 


14975. . 15415 










Seq. No. 


18584 


Seq. ID 


OJ990426_20 


9924 . 


C6 



19129 



Gene No. 


39059 




Strand 


+ 








Start 


16488 




End 


18508 








Name 


OJ990426 20. 9924. C6 


. o3 . np 


Method 


AAT/NAP 








Start 


16488 




End 


18508 








GI 


6498436 




Score 


59 








F, von 


16488. .16531, 18256 


. .18508 












n T Dp qrri n 


(AP000815) hypothetical protein [Oryza 


qafi va 1 








Seq. No. 


18584 




Seq. ID 


OJ990426_ 


20. 


9924 


. C6 


Gene No . 


39060 




Strand 










Start 


2966 




End 


10686 








Name 


OJ990426 20. 9924. C6 


. ol . np 


Method 


AAT/NAP 








Start 


2631 




End 


10686 








GI 


3335378 




Score 


271 








Fvnn<? 


2631.. 2720, 5578.. 5768, 9909 


..10087, 10338. .10686 






V_J J- 1— / ^— : «w> V — J L. k-/ . 


(AC003028) outative 


MYB family transcription factor 


[Arabidopsis 




t h a 1 i ana 1 














Seq. No. 


18584 




Seq. ID 


OJ990426_ 


20. 


9924 


.C6 


Gene No. 


39060 




Strand 










Start 


2966 




End 


10686 








Name 


OJ990426 20 . 9924 .C6 


• u^. • 1^ s 












Start 


2966 ~ 




FnH 


33SS 








GI 


none - 






* o 










2966 3355 














Seq. No. 


18584 




Seq. ID 


OJ990426_ 


20. 


9924 


.C6 


Gene No. 


39060 




Strand 










Start 


2966 




End 


10686 








Name 


OJ990426 20. 9924. C6 


O 1 fTTt 

. u± . yp 


Method 


AAT/GAP 








Start 


3290 ~ 




End . 


3525 . 








GI 


2280901 




Score 


438 








Exons 


3290 3525 














Seq. No. 


18584 




Seq. ID 


OJ990426_ 


20. 


9924 




Gene No. 


39060 




Strand 










Start 


2966 




End 


10686 








Name 


OJ990426 20. 9924. C6 


. o4 . gs 


Method 


GENSCAN 








Start 


9904 




End 


10675 








GI 


none 




Score 


1 








j—i *\ <y no 


9904.. 10087, 10338. 


. 10675 












Seq. No. 


18584 




Seq. ID 


OJ990426_ 


20. 


9924 


.C6 


Gene No. 


39061 




Strand 










Start 


12203 




End 


13829 








Name 


OJ990426 20. 9924. C6 


. o5 . gs 


Method 


GENSCAN 








Start 


12203 




End 


13829 








GI 


none 




Score 


.62 








pvnn 


12203. . 12327, 12484 


. .12714, 


12939. .13106, 13310. 


.13829 






18584 




Seq. ID 


OJ990426_ 


20. 


9924 


.C6 


Gene No. 


39061 




Strand 










Start 


12203 




End 


13829 








Name 


OJ990426 20. 9924. C6 


. o4 . gp 


Method 


AAT/GAP 








Start 


13487 




End 


13795 








GI 


none 




Score 


513 








Exons 


13487. . 13795 















19130 



Seq. No. 18584 

Gene No. 39062 

Start 16403 

Name OJ9904 26_20 . 9924 .C6.o6.gs 

Start 16403 

GI none 

Exons 16403. .16807 



Seq. ID OJ990426_20. 9924 .C6 
Strand 

End ' 16807 

Method GENSCAN 

End 16807 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18584 
39063 
18896 

OJ990426_20. 9924 .C6.ol. tm 

8081 

none 



18584 
39063 
18896 

OJ990426_20. 9924 .C6.ol.ts 

9850 

none 

9850. . 10089-, 9911. .10090 



Seq. ID OJ9-90426_20.9924.C6 
Strand 

End 19051 

Method TBLASTX : Maize 

End 8597 

Score 678 



8081. .8596, 8104. .8595, 8394. .8597 



Seq. ID OJ990426_20. 9924 .C6 
Strand 

End 19051 

Method TBLASTX : Soybean 

End 10090 

Score 165 



Seq. No. 18584 

Gene No. 39063 

Start 18896 

Name OJ990426_20 . 9924 . C.6 . o2 . tm 

Start 9876 

GI none 
Exons 



Seq. ID OJ990426_20. 9924 .C6 
Strand 

19051 

TBLASTX : Maize 
12840 
44 



End 

Method 
End 
Score 

9876. .9899, 9911. .9964, 9911. .9961, 9914. .10054, 9952. .10089, 
9971. .10090, 12641. .12 676, 12656. .12727, 12811. .1284 0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18584 
39063 
18896 

OJ9904 26_20. 9924 .C6.ol.tw 

9911 

none 



Seq. ID OJ990426_20.9924.C6 
Strand 

End 19051 

Method TBLASTX : Wheat 

End 10089 

Score 180 



9911. .10087, 9911. .10051, 9916. .1008 9 



18584 
39063 
18896 

OJ990426_20. 9924 .C6.o7.gs 

18896 

none 

18896. .19051 



Seq. ID OJ990426_20. 9924 .C6 
Strand 

End 19051 

Method GENSCAN 

End 19051 

Score .75 



Seq. No. 18585 

Gene No. 39064 

Start 1710 

Name OJ9904 26_20 . 9924 . C8 . ol . gs 

Start 1710 

GI none 

Exons 1710.. 1795, 2504.. 3260 



Seq. ID OJ990426_20. 9924 .C8 

Strand + 

End 3260 

Method GENSCAN 

End 3260 

Score .48 



19131 



Seq. No. 


18585 




Seq. ID 


OJ990426_ 


20. 


9924 


.C8 


Gene No. 


39064 




Strand 


+ 








Start 


1710 




End 


3260 








Name 


OJ990426 20. 9924. C8 


. ol . np 


Method 


AAT/NAP 








Start 


2583 




End 


3251 








GI 


1619321 




Score 


251 








Exons 


2583. .3251 














GI Descrip. 


(Y07563) hinl [Nicotiana tabacum] 










Seq. No. 


18585 




Seq. ID 


OJ990426_ 


20. 


9924 


.C8 


Gene No. 


39065 




Strand 


+ 








Start 


5760 




End 


6033 








Name 


OJ990426 20. 9924. C8 


.ol.gp 


Method 


AAT/GAP 








Start 


5760 




End 


6033 








GI 


none 




Score 


448 








Exons 


5760. . 6033 














Seq. No. 


18585 




Seq. ID 


OJ990426_ 


20. 


9924 


.C8 


Gene No. 


39066 




Strand 


+ 








Start 


10788 




End 


12644 








Name 


OJ990426 20. 9924. C8 


. o2 . np 


Method 


AAT/NAP 








Start 


10788 




End 


12644 








GI 


5852093 




Score 


83 








Exons 


10788. .10838, 10955 


. . 11065, 


12487 . . 126 


4 4 








GI Descrip. 


(AL117264) zwhl6. 1 


[Oryza sativa] 










Seq. No. 


18585 




Seq. ID 


OJ990426_ 


20. 


9924 


,C8 


Gene No. 


39066 




Strand 


+ 








Start 


10788 




End 


12644 








Name 


OJ990426 20. 9924. C8 


.o2.gp 


Method 


AAT/GAP 








Start 


12263 




End 


12630 








GI 


2311019 




Score 


670 








Exons 


12263. . 12630 














Seq. No. 


18585 




Seq. ID 


OJ990426_ 


20. 


9924 


.C8 


Gene No. 


39067 




Strand 










Start 


5970 




End 


6425 








Name 


OJ990426 20:9924. C8 


. o2 . gs 


Method 


GENSCAN 








Start 


5970 




End 


6425 








GI 


none 




Score 


. 66 








Exons 


5970. .6425 














Seq. No. 


18585 




Seq. ID 


OJ990426_ 


20. 


9924 


.C8 


Gene No. 


39068 




Strand 










Start 


12322 




End 


12571' 








Name 


OJ990426 20. 9924. C8 


. o3 . gs 


Method 


GENSCAN 








Start 


12322 




End 


12571 








GI 


none 




Score 


.88 








Exons 


12322. .12347, 12394 


. .12571 












Seq. No. 


18586 




Seq. ID 


OJ990426_ 


20. 


9924 


C9 


Gene No. 


39069 




Strand 










Start 


706 




End 


1050 








Name 


OJ990426 20. 9924. C9 


. ol . gs 


Method 


GENSCAN 








Start 


706 




End 


1050 








GI 


none 




Score 


.7 









19132 



Exons 



706. .1050 



Seq. No. 18587 Seq. ID 

Gene No. 39070 Strand 

Start 18399 End 

Name OJ990426_20 . 9924 . Cll . o4 . gs Method 

Start 18399 End 

GT none •-* Score 
Exons 



OJ990426_20. 9924. Cll 
+ 

21944 
GENSCAN 
21944 
.7 



18399. .18635, 19060 .. 19963, 20053 .. 204 4 8 , 204 99 .. 20816, 
21139. .21944 



Seq. No. 18587 Seq. ID OJ9904 2 6_20 . 9924 . Cll 

Gene No. 39071 Strand 

Start 1281 End 2024 

Name OJ990426_20 . 9924 . Cll . o2 . gp Method AAT/GAP 

Start 1071 End 2024 

GI 92913_1.R1084 Score 1839 

Exons 1071.. 2024 

GI Descrip. '2801538 4.0e-12 (AF039532) harpin induced gene 1 homolog [Oryza 
sativa] 1 



Seq. No. 18587 . Seq. ID 

Gene No. 39071 Strand 

Start 1281 End 

Name , OJ990426_20 . 9924 . Cll . o2 . gs Method 

Start 1281 End 

GI none Score 

Exons 1281.. 1997 



OJ990426_20. 9924 .Cll 

2024 
GENSCAN 
1997 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18587 Seq. ID OJ990426_20 . 9924 . Cll 

39071 Strand 

1281 End 2024 

OJ990426_20. 9924 .Cll. ol.np Method AAT/NAP 

1284 End 1985 

4510371 Score 258 

1284. .1985 

(AC007017) similar to harpin-induced protein hinl from tobacco 
[Arabidopsis thaliana] 



Seq. No. 18587 
Gene No. 39072 
Start 4852 

Name OJ99042 6_20 . 9924 . Cll . o3 . gs 

Start 4852 
GI none 

Exons 4852.. 5623, 6343.. 7766, 7840 

10976. .11021, 11539. . 11648, 1 1 94 5 . . 11 970 , 12105 
12580. .12839, 13997 .. 14 022 , 15075 .. 15110 , 17379 
17577. .17759, ' 177 61 .. 17 934 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 20. 9924. Cll 



17934 
GENSCAN 
17934 
.72 * 

8487^ 10148. .10197, 10685, 

12455, 
17513, 



,10727, 



Seq. No. 18587 

Gene No. 39072 

Start 4852 

Name OJ990426_20 . 9924 . CI 1 . o3 . np 

Start 6351 

GI 5932553 
Exons 



Seq. ID OJ990426_20. 9924 .Cll 
Strand 

End 17934 

Method AAT/NAP 

End 11624 

Score 792 



6351. .6622, 7274. .7673, 7840. .8015, 8256. .8487, 8579. .8630, 



19133 




8919. .8992, 10148 10197 , 10266 10347 , 10557 .. 10606, 
10685. .10727, 10808. .10888, 1097 6. .11021, 11114.. 11160, 
1124 5. . 11310, 11390. .114 56, 11539. .11624 



GI Descrip. 


(AC0094 65) putative kinase [Arabidopsis thaliana] 


Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924 .Cll 


Gene No . 


39072 


Strand 


— 


Start 


4852' 


End 


17934 


Name 


OJ990426 20.9924.Cll.o3.gp 


Method 


AAT/GAP 


Start 


6753 


End 


7279 


GI 


none 


Score 


915 


Exons 


6753. . 7279 






Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924 .Cll 


Gene No . 


39072 


Strand 


- 


Start 


4852' 


End 


17934 


Name 


OJ990426 20. 9924.Cll.o4 . gp 


Method 


AAT/GAP 


Start 


7303 


End 


7757 


GI 


2443068 


Score 


837 


Exons 


7303. .7757 






Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924 .Cll 


Gene No. 


39072 


Strand 




Start 


4852 


End . 


17934 


Name 


OJ990426 20.9924.Cll.o5.gp 


Method 


AAT/GAP 


Start 


11686 


End 


12390 


GI 


uC-osroM202022b08bl 


Score 


708 


Exons 


1168 6. .117 69, 12105. .12390 






GI Descrip. 


f 4314356/gb|AAD15567| 5.0e-15 


(AC006340) putative 




anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 




thaliana] ' 






Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924. Cll 


Gene No . 


39073 


Strand 




Start 


22596 


End 


30951 


Name 


OJ990426 20. 9924 .Cll.olO. tm 


Method 


TBLASTX: Maize 


Start 


4320 


End 


4481 


GI 


none 


Score 


155 


Exons 


4320. .4412, 4321. .4416, 4333. 


4416, 4394. .4480, 4421. .4480, 




4422. .4481 






Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924. Cll 


Gene No . 


39073 


Strand 




Start 


22596 


End 


30951 


Name 


OJ990426 20.9924.Cll.o4.tm 


Method 


TBLASTX: Maize 


Start 


6111 


End 


6799 


GI 


none 


Score 


82 


Exons 


6111. .6194, 6146. .6193, 6328. 


6699, 6330.. 6737, 6330.. 6737, 




6740. .6799 






Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924 .Cll 


Gene No. 


39073 


Strand 




Start 


22596 


End 


30951 


Name 


OJ990426 20. 9924 .Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


6345 


End 


6566 


GI 


none 


Score 


143 


Exons 


6345. . 6566, 6369. . 6548 







19134 



Seq. No. 


18587 








Seq. ID 


OJ9904 26_20. 9924 .Cll 




39073 








Strand 




Start 


22596 








End 


30951 


Name 


OJ990426 20 


9924 


Cll . o3 


ts 


Method 


TBLASTX: Soybean 


Start 


6345 _ 








End 


6579 


GI 


none 








Score 


118 


i—i \j no 


6345 6575. 


6361 


.6453, 


6425. 


.6559, 6535.. 6579 


Seq . No . 


18587 








Seq. ID 


OJ990426_20. 9924 .Cll 












Strand 




Start 


22596 








End 


30951 


Name 


OJ990426 20. 


9924 


Cll.ol 


tm 


Method 


TBLASTX: Maize 


Start 


7091 








End 


7863 


GI 


none 








Score 


323 


Exons 


7091. .7147, 


7099 


.7155, 


7166. 


.7564, 7170. .7598, 7171. .7566, 




7576. .7743, 


7590 


.7742, 


7728. 


.7766, 7741. .7767, 7840. .7863, 




7841. .7861 













Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ990426_20 . 9924 . Cll . 08 . tm 

Start 7829 

GI none 

Exons 7829.. 7951, 
7975. .8106 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_20. 9924 .Cll 
30951 

TBLASTX: Maize 

8106 

113 



7865. .7987, 7941. .8036, 7952. .8104, 7955. .8101, 



Seq. No. 18587 
Gene No. 39073 
Start 22596 

Name OJ990426_20 . 9924 .Cll.o5.ts 

Start 8458 
GI none 
Exons 8458. .8487, 

10148. .10198, 

10555. . 10608 



8573.. 8629, 8918 
10264. .10356, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_20. 9924 .Cll 
30951 

TBLASTX: Soybean 

10608 

103 



..8992, 8922. .8993, 10 14 3 .. 101 99, 
10273. . 10356, 10554 . . 10607, 



Seq. No. 18587 
Gene No. 39073 
Start 22596 

Name OJ9904 26_20 . 9924 . Cll . o9 . tm 

Start 10151 
GI none 
Exons 10151. 

10265. 

10808. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_20. 9924. Cll 
30951 

TBLASTX: Maize 

11307 

84 



10198, 10260. .10349, 10264 .. 10347, 10264 .. 10356, 
10357, 10265. . 10357, 10554 .. 10604 , 10677 .. 10733, 
10921, 10809. .10877, 11113 .. 11163, 11245. .11307 



Seq. No. 18587 ■ .. Seq. ID 

Gene No. 39073 ' Strand 

Start 22596 t End 

Name OJ990426_20 .. 9924 .Cll.08 .tw Method 

Start 10151 End 

GI none Score 
Exons 



OJ990426_20. 9924. Cll 
30951 

TBLASTX: Wheat 

11148 

79 



10151. .10198, 10264. .10353, 102 64. .10356, 102 65. .10357, 
10554. .10604, 10677. .10733, 10808. .10921, 10809. .10877, 
11113. .11148 



19135 



Seq. No. 


18587 








Seq. ID 


OJ990426 20.9924 


Gene No. 


39073 








Strand 




Start 


22596 








End 


30951 


Name 


OJ9904 


26 20.9924.C11 


..ol. ts 


Method 


TBLASTX : Soybean 


Start 


10695 








End 


11670 


GI 


- none 








Score 


48 


Exons 


10695. 


.10733, 


10808. 


.10879, 


10808. .108 


91, 10958. .11020, 




10974. 


.11024, 


11113. 


.11154, 


11113. .111 


54, 11243. .11311, 




11245. 


.11319, 


11384 . 


.11458, 


11418. .114 


74, 11526. .11639, 




11533. 


.11670 











Seq. No. 


18587 






Seq. ID 


OJ990426_ 


20.9924 


Gene No. 


39073 






Strand 






Start 


22596 






End 


30951 




Name 


OJ9904 


26_20.9924.C11 


. o5 . gs 


Method 


GEN SCAN 




Start 


22596 






End 


30715 




GI 


none 






Score 


.44 




Exons 


22596. 


.22913, 22967. 


.27107, 


27116. .274 


10, 27519. 


.27729, 




27822. 


.28076, 28105. 


.28682, 


28884. .290 


85, 29964. 


.30020, 




30653. 


.30715 










Seq. No. 


18587 






Seq. ID 


OJ990426_ 


20. 9924 


Gene No. 


39073 






Strand 






Start 


22596 






End 


30951 




Name 


OJ9904 


26_20.9924.C11 


. o4 . np 


Method 


■AAT/NAP 




Start 


22599 






End 


26856 




GI 


420630 


6 




Score 


3028 




Exons 


22599. 


.26443, 26773. 


.26856 









GI Descrip. (AF049110) prpol [Zea mays] 



Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ99042 6_20 . 9924 . Cll . o4 

Start 23174 

GI hone 

Exons 23174. .23398, 23181.. 23 

Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ9904 26_20 . 9924 . CI 1 . o5 

Start 23189 

GI none 

Exons 23189. .23551, 23190.. 23 



Seq. ID OJ990426_20. 9924. Cll 
Strand 

End 30951 

. t s Method TBLASTX : Soybean 

End 23533 

Score 62 
420, 23405. .23533, 23406. .23519 

Seq. ID OJ990426_20. 9924. Cll 
Strand 

End 30951 

.tm Method TBLASTX : Maize 

End 23551 

Score 229 



Seq. No. 18587 Seq. ID OJ990426_20 . 9924 . Cll 

Gene No. 390.73 Strand 

Start 22596 End 30951 

Name OJ990426_20 . 9924 . CI 1 . o5 . tw Method TBLASTX : Wheat 

Start 23321 End 23710 

GI none Score 236 

Exons 23321. .23710 



Seq. No. 
Gene No. 



18587 
39073 



Seq. ID 
Strand 



OJ990426 20. 9924. Cll 



19136 



Start 
Name 
Start 
GI 

Exons 



22596 End 

OJ990426_20 . 9924 . Cll . o7 . tm Method 

23552 End 

none Score 
23552. .23818, 23553. .23711 



30951 

TBLASTX: Maize 

23818 

87 



Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ990426_20 . 9924 . CI 1 . o3 . tw 

Start 24020 

GI none 

Exons 24020. .24451, 24021 .. 24 194 , 24237. .24452 



Seq. ID OJ990426_20. 9924. Cll 
Strand 

End 30951 

Method TBLASTX : Wheat 

End 24452 

Score 109 



Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ990426_20 . 9924 . Cll . 06 . ts 

Start 24095 

GI none 

Exons 24095. .24454, 24096. .24443 



Seq. ID OJ990426_20. 9924 .Cll 
Strand 

End 30951 

Method TBLASTX : Soybean 

End 24454 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18587 
39073 
22596 

OJ990426_20. 9924. Cll. o9.tw 
24452 
none 

24452. .24643, 24456 .. 24 638, 24512. .24661 



Seq. ID OJ990426_20. 9924. Cll 
Strand 

30951 

TBLASTX: Wheat 
24 661 
70 



End 

Method 

End 

Score 



18587 
39073 
22596 

OJ990426_20. 9924 .Cll. o2.ts 

24638 

none 

24 638. .25102, 24 94 5. .25052 



Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ9904 26_20 . 9924 . Cll . ol . tw 

Start 24728 

GI none 

Exons 24728. .25147, 24834.. 25091 

Seq. No. 18587 

Gene No. 39073 

Start ... 22596 

Name " OJ990426_20 . 9924 . Cll . o3 . tm 

Start 24821 

GI none 

Exons 24821. .25204, 24 834 .. 25091 , 



Seq. No. 
Gene No. 
Start 



18587 
39073 
22596 



Seq. ID OJ990426_20. 9924. Cll 
Strand 

End 30951 

Method TBLASTX : Soybean 

End 25102 

Score 87 



Seq. ID OJ990426_20. 9924 .Cll 
Strand 

End 30951 

Method TBLASTX : Wheat 

End 25147 

Score 197 



Seq. ID OJ990426_20. 9924. Cll 
Strand 

End 30951 

Method TBLASTX : Mai ze 

End 25204 

Score 183 
24869. .25180 

Seq. ID OJ990426_20. 9924 .Cll 
Strand 

End 30951 



19137 



Name 

Start 

GI 

Exons 



OJ990426_20. 9924 .Cll. o2.tm Method 

25232 End 

none Score 
25232. .25588, 25233.. 25589 



TBLASTX: Maize 

25589 

202 



Seq. No. 18587 
Gene No.. " 1 3907 3 

Start 22596- 

Name OJ990426_20 . 9924 . CI 1 . o2 . tw 

Start 25262 

GI none 
Exons 



Seq. ID OJ990426_20.9924 .Cll 
Strand 
End 

Method 
End 
Score 



30951 

TBLASTX: Wheat 

25717 

211 



25262. .25717, 25263 25505, 25298.. 25693 



Seq. No. 18587 

Gene No. 39073 

Start 22596 

Name OJ990426_20 . 9924 . Cll . 06 . tw 

Start 25922 

GI none 
Exons 



Seq. ID OJ990426_20. 9924 .Cll 
Strand 
End 

Method 
End 
Score 



30951 

TBLASTX: Wheat 

26281 

102 



25922. .26143, 25923 2614 4 , 26150. .26281 



Seq. No. 18587 Seq. ID 

Gene No. 39073 Strand 

Start 22596 End 

Name OJ9904 26_20 . 9924 . Cll . o7 . tw Method 

Start 27127 End 

GI none -■ ' Score 

Exons 27127. .27417 



OJ990426_20. 9924 .Cll 
30951 

TBLASTX: Wheat 

27417 

188 



Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924 , 


.Cll 


Gene No. 


39073 


Strand 






Start 


22596 


End 


30951 




Name 


OJ990426 20.9924 .Cll. o6.gp 


Method 


AAT/GAP 




Start 


29467 


End 


30951 




GI 


13905 1.R1084 


Score 


966 




Exons 


29467. .29568, 29758 .. 30020, 


30653. .307< 


36, 30855.. 30951 




GI Descrip. 


'170031 1.0e-105 (M10594) nodulin 35 [Glycine max] 1 




Seq. No. 


18587 


Seq. ID 


OJ990426_20. 9924 , 


.Cll 


Gene No. 


39073 


Strand 






Start 


22596 


End 


30951 




Name 


OJ990426 20. 9924. Cll. 06. tut 


Method 


TBLASTX :Maize 




Start 


29931 


End 


30950 




GI 


none 


Score 


93 




Exons 


29931. .29963, 29953 .. 30021, 


29959. .30021, 29961 .. 30029, 





30665. .30748, 30666 .. 3074 9, 30671 .. 30754 , 30847 .. 3094 8 , 
30852. .30950, 30853 .. 3094 8 , 30854. .30949 



Seq. No. 18587. 

Gene No. 39073 

Start 22596 

Name OJ9904 26_20 . 9924 . Cll . o4 

Start 29935 

GI ■ none 

Exons 29935. .30021, 29937.. 30 
30848. .30949, 30852. .30 



Seq. ID OJ990426_20. 9924 .Cll 
Strand 

End 30951 
.tw Method TBLASTX : Wheat 

End 30950 

Score 123 
029, 30653. .30748, 30654 3074 9, 
950, 30854.. 30949 



19138 




Sea. No. 


18587 




Seq. ID 


OJ990426_ 


20.9924 


.Cll 


Gene No. 


39073 




Strand 








Start 


22596 




End 


30951 






Name 


OJ990426 20.9924.C11 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


29937 _ 




End 


30950 






GI 


none 




Score 


83 






Rv on 


29937 30023/ 29938 


. 30021, 


30647 307 


48, 30648. 


.30749, 






30852 30950, 30854 


. 30949 










Seq. No. 


18587 




Seq. ID 


OJ990426_ 


20.9924 , 


.Cll 


Gene No. 


39073 




Strand 








Start 


22596 




End 


30951 






Name 


OJ990426 20.9924.C11 


. o7 . np 


Method 


AAT/NAP 






Start 


29940 ~~ 




End 


30951 






GI 


3075395 




Score 


283 






Exons 


29940 30020. 30653 


. 30746, 


30855. .309 


51 






GT DescriD 


(AC004484) putative 


*+t J- -L ^ 


subunit [Arabidopsis 


thaliana] 


Seq. No. 


18588 




Seq. ID 


OJ990426_ 


20.9924, 


.C12 


Qpnp No 


39074 




Strand 


+ 






Start 


13354 




End 


21735 






Name 


OJ990426 20:9924. C12 


. o4 . gs 


Method 


GENSCAN 






Start 


13354 




End 


21735 






GI 


none 




Score 


.73 






R von ^ 


13354 13444. 13470 


. 13681, 


14388. .14564, 15698. 


.15858, 






16167 16406. 16510 

j_ w _i_ v^y f * * x u t u \p/ f j_ \j _i_ vy « 


.16591, 


17030. .17089, 17765. 


.19408, 






19508 19609 20588 


. 20663, 


21375. .21451, 21718. 


.21735 




Sea No 


18588 




Seq. ID 


OJ990426_ 


20.9924, 


.C12 


npnp No 


39074 




Strand 


+ 






Start 


13354 




End 


21735 






Name 


OJ990426 20 9924 C12 


. o3 . np 


Method 


AAT/NAP 






Start 


15755 




End 


21679 






GI 


5306274 




Score 


600 






Exons 


15755. .15849, 16167. 


. 16291, 


16479. .16591, 16904 . 


.16945, 






17030. .17089, 17765. 


. 17843, 


17997. .18350, 18714 . 


.18992, 






19080. .19268, 19296. 


. 19408, 


19508. .196 


16, 20625. 


.20731, 






20822. .20947, 21121. 


.21181, 


21594. .216 


79 






GI Descrip . 


(AC006233) unknown protein 


[Arabidopsi 


s thaliana] 




Seq. No. 


18588 




Seq. ID 


OJ990426_ 


20. 9924 , 


.C12 


Gene No . 


'39074 




Strand 


+ 






Start 


13354 




End 


21735 






Name 


OJ990426 20.9924.C12 


. o3 . gp 


Method 


AAT/GAP 






Start 


20564 




End 


21344 






GI 


uC-osflM202083a09bl 




Score 


961 






Exons 


20564 . .20731, 20822. 


.20947, 


21121. .213 


44 






GI Descrip . 


, 5306274/gb|AAD42006 


. 1IAC006233 17 4.0e-36 (AC00 


6233) unknot 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


18588 




Seq. ID 


OJ990426_ 


20. 9924 . 


,C12 


Gene No. 


39075 




Strand 








Start 


1 




End 


2574 






Name 


OJ990426 20 . 9924 .C12 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2574 






GI 


6175091 




Score 


470 






Exons 


1..20, 199. .372, 692 


. .801, 


2019. .2094, 


2190. .2282, 2362. 


, .25' 



19139 




GI Descrip. URICASE II (URATE OXIDASE) (NODULE SPECIFIC URICASE) gi 12809326 
(U72663) uricase II [Phaseolus vulgaris] 



Seq. No. 


18588 Seq. ID 


OJ990426 20.9924 


.C12 


Gene No . 


39075 Strand 






Start 


1 End 


2574 




Name 


OJ990426 20. 9924 . C12.ol.gp Method 


AAT/GAP 




Start 


274 ~~ End 


2480 




GI 


13905 1.R1084 Score 


873 




Exons 


274.-372, 692.. 801, 2019.. 2093, 2190. 


.2282, 2362.. 2480 




GI Descrip. 


'170031 1.0e-105 (M10594) nodulin 35 


[Glycine max] 1 




Seq. No. 


18588 Seq. ID 


OJ990426 20.9924 


. C12 


Gene No . 


39075 • Strand 






Start 


1 End 


2574 




Name 


OJ990426 20. 9924 .C12.ol.gs Method 


GENSCAN 




Start 


281 ~ End 


2562 




GI" 


none Score 


.84 




Exons 


281. .372, 692. .801, 2019. .2094, 2190. 


.2282, 2362.. 2562 




Sea No 


18588 Seq. ID 


OJ990426_20. 9924 


. C12 


Gene No 


39076 Strand 






Start 


4566 End 


8876 




Name 


OJ990426 20. 9924 .C12.o2.gs Method 


GENSCAN 




Start 


4566 End 


8876 




GI 


none Score 


. 64 




Exons 


4566. .4658, 5975. .6289, 7218. .7324, 8115. .8312, 8546. .8 


876 


Seq. No. 


18588 Seq. ID 


OJ990426_20.9924 


.C12 


Gene No . 


39077 Strand 






Start 


9532 End 


10981 




Name 


OJ990426 20.9924.C12.o2.np Method 


AAT/NAP 




Start 


9532 End 


10949 




GI 


4314356 Score 


832 




Exons 


9532. .10949 






GI Descrip. 


(AC006340) putative anthocyanidin-3-glucoside 






rhamnosyltransf erase [Arabidopsis thaliana] 




Seq. No. 


18588 Seq. ID 


OJ990426_20. 9924 


.C12 


Gene No. 


39077 Strand 






Start 


9532 . End 


10981 




Name 


OJ990426 20. 9924 .C12.o2.gp Method 


AAT/GAP 




Start 


10444 . End 


10981 




GI 


4715255 Score 


956 




Exons 


10444. .10981 






GI Descrip. 


4314356/gb|AAD15567 | 5.0e-15 (AC006340) putative 






anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 




thaliana] 






Seq. No. 


18588 Seq. ID 


OJ990426_20. 9924 


.C12 


Gene No. 


39078 Strand 






Start 


22275 End 


25684 




Name 


OJ990426 20.9924.C12.o5.ts Method 


TBLASTX: Soybean 




Start 


259 End 


2533 




GI 


none Score 


78 




Exons 


259. .378, 280. .375, 692. .802, 696. .803, 2011. .2142, 201 


8. .2i 




2187. .2282, 2200. .2274, 2359. .2478, 2360. .2533 





19140 



Seq. No. 


18588 








Seq. ID 


OJ990426_20.9924 


.C12 


Gene No. 


39078 








Strand 






Start 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


278 








End 


2667 




GI 


none 








Score 


121 






278.. 376, 280.. 375, 280. 


. 378, 


693. .803, 


693. .812, 2011. 


.2106, 




2015. .2095, 


2024 


;.2110, 


2026. 


.2097, 2169. .2282, 2181. .2282, 




2359. .2580, 


2360 


. .2581, 


2629 . 


.2667 






Seq. No. 


18588 








Seq. ID 


OJ990426_20.9924 


.C12 


Gene No. 


39078 








Strand 






Start 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


.C12.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


289 








End 


2536 




GI 


none 








Score 


94 




J—J ^fc. \_>* 1 iu 


289. .378, 692. .802, 696. 


. 803, 


2011. .2103, 2018. .2098, 






2182. .2274, 


2187 


. .2282, 


2359 . 


.2478, 2360. .2464, 2495. .2536 


Seq. No. 


18588 








Seq. ID 


OJ990426_20.9924 


.C12 


(^pnp No 


39078 








Strand 






Start 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


.C12.o6. 


tm" 


Method 


TBLASTX : Maize 




Start 


8023 








End 


8167 




GI 


none 








Score 


36 




LjAUIIO 


8023. .8121, 


8024 


. .8116, 


8098 . 


.8166, 8111. .8167 




Seq. No. 


18588 








Seq. ID 


OJ990426_20.9924 


.C12 


Gene No. 


39078 








Strand 






Start 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9499 








End 


10587 




GI 


none 








Score 


39 




Exons 


9499. .9939, 


9782 


. . 9892, 


9982. 


.10116, 9992.. 10114, 10097 


. .1013 




10165. .10236, 10168. .10317, 10351 .. 104 16, 10462. .10587 




Seq. No. 


18588 








Seq. ID 


OJ990426_20.9924 


.C12 




39078 








Strand 






Start 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


.C12.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


9652 








End 


10128 




GI 


none 








Score 


85 




R von s 


9652. .9939, 


9767 


. .9892, 


9982. 


. 10128 






Seq. No. 


18588 








Seq. ID 


OJ990426_20. 9924 


,C12 


fjpnp No 

VJ 1 1 Li v_/ ■ 


39078 








Strand 






O L Cl -L U 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


C12.o"5. 


tm 


Method 


TBLASTX: Maize 




OLdl L 


9739 








End 


10122 




GI 


none 








Score 


104 




Exons 


9739. .9939, 


9755 


.9892, 


9757. 


.9897, 9982... 10122, 10016. 


. 10117 


Seq. No. 


18588 








Seq. ID 


OJ990426_20. 9924 


.C12 


Gene No. 


39078 








Strand 






Start 


22275 








End 


25684 




Name 


OJ990426 20 


.9924 


C12.-ol. 


tw 


Method 


TBLASTX: Wheat 





19141 



Start 
GI 

Exons 



9883 End 10266 

none Score 78 

9883.-9939, 9991.. 10122, 9992.. 10120, 10144.. 10266 



Seq. No. 18588 

Gene No. 39078 

Start 22275 

Name OJ990426_20 . 9924 . C12 . ol . tm 

Start 10498 

GI none 
Exons 



Seq. ID OJ990426_20.9924 .C12 
Strand 
End 

Method 
End 
Score 



25684 

TBLASTX: Maize 

10893 

76 



104 98. .10893, 104 99. .10600, 10685. .10891, 10690. .10893 



Seq. No. 18588 Seq. ID 

Gene No. 39078 Strand 

Start 22275 End 

Name OJ990426_20 . 9924 . C12 . o4 . ts Method 

Start 10672 End 

GI none * Score 

Exons 10672. .10935, 10685.. 10903 



OJ990426_20.9924.C12 
25684 

TBLASTX : Soybean 

10935 

120 



Seq. No. 18588 
Gene No. 39078 
Start 22275 

Name OJ990426_20 . 9924 . C12 . o2 . ts 

Start . 18866 

GI none 
Exons 18866. . 18973, 

19248. .19370, 
. 19508. . 19609, 

20815. .20946, 

21104 . .21175, 



19085. .19225, 
19250. .19423, 
20588. .20734, 
20819. .20947, 
21115. .21255 



Seq. ID 
Strand 
End 

Method 
. End 

Score 
19117. .19224, 
19505. .19612, 
20641. .20730, 
20820. .20948, 



OJ990426 20. 9924 .C12 



25684 

TBLASTX: Soybean 
21255 - 
52 

19142. . 19408, 
19507. . 19602, 
20810. .20947, 
20821. .20949, 



Seq. No. 18588 
Gene No. 39078 
Start 22275 

Name OJ990426_20 . 9924 . C12 . o3 . tm 

Start 19151 
GI none 
Exons 19151. 

19503. 

20588. 



Seq. ID 
Strand 
End 

Method 
End 
. Score 
19247 



OJ990426 20.9924.C12 



,19243, 19242. .19394 
,19577, 19505. . 19612, 19506 
,20734, 20588. .20740, 20810 



25684 

TBLASTX: Maize 
21270 
64 

19408, 19250. .19408, 
19616, 19507. .19602, 
20947, 20814. .20948, 



20815. .20949, 208 15 .. 2094 6, 21115. .21270 



Seq. No. 18588 Seq. ID 

Gene No. 39078 Strand 

Start 22275 End 

Name OJ990426_20 . 9924 . C12 . o4 . tc Method 

Start 19295 End 

GI none Score 

Exons 19295. . 19405, 19298 .. 19423, 

19508. .19612, 19510. .19602 



OJ990426_20.9924 .C12 
25684 

TBLASTX: Cress 
19612 
161 

19299. .19406, 19300. .19407, 



Seq. No. 18588 Seq. ID 

Gene. No. 39078 Strand 

Start 22275 End 

Name OJ990426_20 . 9924 . C12 . o2 . tc Method 

Start 20636 End 



OJ990426_20.9924.C12 
25684 

TBLASTX: Cress 
21177 



19142 




GI 


none 






Score 


139 




Exons 


20636. 


.20734, 20641. 


. 20736, 


20815. .20946, 20816 20947, 






21115. 


.21177 










Seq. No. 


18588 






Seq. ID 


OJ990426_20. 9924 


.C12 


Gene No. 


39078 






Strand 






Start 


22275 






End 


25684 




Name 


OJ9904 


26 20. 9924 .C12 


. o5 . as 


Method 


GENSCAN 




Start 


22275 






End 


25684 




GI 


none 






Score 


.87 




Exons 


22275. 


.23644, 25666. 


. 25684 








Seq. No. 


18588 






Seq. ID 


OJ990426_20.9924 


.C12 


Gene No. 


39078 






Strand 






Start 


22275 






End 


25684 




Name 


OJ9904 


26 20. 9924 .C12 


. o3 . t s 


Method 


TBLASTX : Soybean 




Start 


22278 






End 


23471 




GI 


none 






Score 


66 




Exons 


22278 . 


. 22382, 22282 . 


.22383, 


22395. .225 


20, 22399. .22461, 






22584 . 


.22958, 23253. 


.23342, 


23260. .233 


43, 23364. .23471 




Seq. No. 


18588 






Seq. ID 


OJ990426_20 . 9924 


.C12 


Gene No. 


39078 






Strand 






Start 


22275 






End 


25684 




Name 


OJ9904 


26_20. 9924 .C12 


. o4 . np 


Method 


AAT/NAP 




Start 


22278 






End 


23486 




GI 


451037 


6 




Score 


790 




Exons 


22278 . 


.23486 










GI Descrip. 


(AC007 


017 ) unknown protein 


[Arabidopsi 


s thaliana] 




Seq. No. 


18588 






Seq. ID 


OJ990426 20.9924 


.C12 


Gene No. 


39078 






Strand 






Start 


22275 






End 


25684 




Name 


OJ9904 


26_20.9924.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


22725 






End 


22997 




GI 


none 






Score 


195 




Exons 


22725. 


.22997, 22773. 


.22997 








Seq. No. 


18588 






Seq. ID 


OJ990426 20. 9924 


.C12 


Gene No. 


39078 






Strand 






Start 


22275 






End 


25684 




Name 


OJ9904 


26_20. 9924 .C12 


. o7 . tm 


Method 


TBLASTX : Maize 




Start 


23103 






End 


23471 




GI 


none 






Score 


127 




Exons 


23103. 


.23303, 23364. 


.23471 








Seq. No. 


18588 






Seq. ID 


OJ990426_20. 9924 


.C12 


Gene No. 


39078 






Strand 






Start 


22275 






End 


256,84 




Name 


OJ9904 


26^20. 9924 .C12 


.o2.tw 


Method 


TBLASTX: Wheat. 




Start 


23253 






End 


23504 




GI 


none 






Score 


65 




Exons 


23253. 


.23303, 23266. 


.23319, 


23316. .233 


42, 23361. .23471, 






23365. 


.23466, 23385. 


.23504 








Seq. No. 


18588 






Seq. ID 


OJ990426_20. 9924 


.C12 


Gene No. 


39078 






Strand 







19143 




Start 


22275 


End 


25684 




Name 


OJ990426 20.9924.C12.o5.tc 


Method 


TBLASTX: Cress 




Start 


23259 ~ 


End 


23471 




GI 


none 


Score 


80 




Exons 


23259. .23336, 23266. .23337, 


23362. .23466, 23364.. 23471 




Seq. No. 


18589 


Seq. ID 


OJ990426_20.9924 


.C13 


Gene No. 


39079 


Strand 


+ 




Start 


1 


End 


97 




Name 


OJ990426 20 . 9924 .C13 . ol .gp 


Method 


AAT/GAP 




Start 


1 ~ 


End 


97 




GI 


none 


Score 


167 




Exons 


1 . . 97 








Seq. No. 


18590 


Seq. ID 


OJ990426_20.9924 


. C14 


Gene No . 


39080 


Strand 


+ 




Start 


1 


End 


538 




Name 


OJ990426 20.9924 .C14 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


538 




GI 


87765 


Score 


361 




Exons 


1. .538 








GI Descrip. 


hypothetical LI protein (third intron 


of gene TS ) - human 




gi I 364964 |prf| | 1510254A LI repetitive 


element ORF [Homo 


sap 


Seq. No. 


18591 


Seq. ID 


OJ990426_20.9924 


.C15 


Gene No. 


39081 


Strand 






Start 


62 


. End 


199 




Name 


OJ990426 20.9924.C15.ol.gs 


Method 


GENSCAN 




Start 


62 


End 


199 




GI 


none 


Score 


. 96 




Exons 


62. . 199 








Seq. No. 


18592 


Seq. ID 


OJ990426_22. 9924 


.CI 


Gene No . 


39082 


Strand 


+ 




Start 


475 


End 


733 




Name 


OJ990426 22. 9924. CI. ol.np 


Method 


AAT/NAP 




Start 


475 


End, 


733 




GI 


2498930 


Score 


67 




Exons 


475. .538, 706. .733 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


18593 


Seq. ID 


OJ990426_22. 9924 


C4 


Gene No. 


39083 


Strand 






Start 


1 


End 


4695 




Name 


OJ990426 22.9924.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


4070 




GI 


342 1.R1084 


Score 


6732 




Exons 


1..600, 678. .699, 844. .4070 








GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Or; 




sativa] ' 








Seq. No. 


18593 


Seq. ID 


OJ990426_22.9924 


C4 


Gene No. 


39083 


Strand 






Start 


1 *' 


End 


4695 




Name 


OJ990426 22.9924.C4.o3.gp 


Method * 


AAT/GAP 




Start 


1 


End 


4080 





19144 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6740 



342_1.R1084 Score 
1..600, 678. .699, 844. .4080 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 
sativa] f 



18593 
39083 ' 
1 

OJ9904 26_22. 9924 .C4.o2.gp 
1 

342_1.R1084 
1..600, 678. .699, 844. .4076 
, 4574406/gb|AAD24042.1| 0.0e+00 
sativa] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



protein [Oryza 
OJ990426 22. 9924. C4 



4695 
AAT/GAP 
4076 
6736 



(AF121139) RIM2 1 protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18593 Seq. ID OJ990426_22 . 9924 . C4 

39083 Strand 

1 End 4695 

OJ990426_22. 9924 .C4 .06. gp Method AAT/GAP 

152 End 4243 

34 2_1.R1084 Score 6667 

152. .600, 678. .699, 844. .4243 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

18593 Seq;'- ID OJ990426_22 . 9924 . C4 

39083 Strand 

1 End 4695 

OJ9904 2 6_22 . 9924 . C4 . o5 . gp Method AAT/GAP 

155 End 4243 

342_1.R1084 Score 6661 

155. .600, 678. .699, 844. .4243 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



18593 Seq. ID OJ990426_22 . 9924 . C4 

39083 Strand - 

1 End 4 695 

OJ9904 2 6_22 . 9924 . C4 . o7 . gp Method AAT/GAP 

156 End 4243 

34 2_1 .R1084 Score 6659 

156. .600, 678. .699, 844. .4243 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

18593 Seq. ID OJ9904 26_22 . 9924 . C4 

39083 Strand 

1 End 4 695 

OJ990426_22. 9924.C4.o4.gp Method AAT/GAP 

161 End 4243 

342JL.R1084 Score 6649 

161.. 600, 6-7.8.. 699., 844.. 4243 

1 4574406/gb|AAD24042. 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



18593 
39083 



Seq. ID OJ990426_ 
Strand 



22. 9924. C4 



19145 



Start 
Name 
Start 
GI 

Exons* 



OJ990426_22 . 9924 . C4 . ol . gs 

915 

none 

915. .4247 



End 

Method 

End 

Score 



4695 * 
GENSCAN 
4247 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18593 Seq. ID 

39083 Strand 

1 End 

OJ9904 26_22 . 9924 . C4 . ol . np Method 

936 End 

4680203 Score 



OJ990426_22.9924.C4 

4695 
AAT/NAP 
4247 
3338 



936. .1913, 2190. .2420, 2574. .4247 

(AF114171) TNP2-like protein [Sorghum bicolor] 



18593 Seq. ID 

39083 Strand 
1 • End 

OJ990426_22.9924.C4.o8.gp Method 
3174 End 
2310235 Score 

3174. .3231, 4108. .4247, 4658. .4695 

5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



OJ990426_22.9924.C4 

4695 
AAT/GAP 
4695 
300 



18593 
39084 
.5067 

OJ9904 26_22.9924 .C4 .ol.tw 

1005 

none 

1005. .1082, 1021. .1056, 1071. 
1165. .1305, 1284. .1343, 1285. 
1389. .2306, 140'4. .1721, 1576. 

18593 

39084 . 
5067 ' 

OJ99042 6_22. 9924 .C4 .ol.tc 

1571 

none 

1571. .1819, 1572. .1721, 1572. 
1841.. 2023 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 22. 9924. C4 



6873 

TBLASTX: Wheat 
2307 
47 

1151, 1088. .1162, 1158. 
1347, 1350.. 1394, 1355. 
2307 



,1304, 
1390, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_22.9924.C4 

6873 . 
TBLASTX: Cress 
2023 
92 



,2015, 1576. .2019, 1582. .2019, 



Seq. No. 18593 Seq. ID 

Gene No. 39084 Strand 

Start 5067 End 

Name OJ990426__22 . 9924 . C4 . o2 . tm Method 

Start 1950 . 4 End 

GI none Score 

Exons 1950.. 2180, 1950.. 2264, 1978.. 2253 

Seq. No. 18593 Seq. ID 

Gene No. 39084 Strand 

Start 5067 , End 

Name OJ99042 6_22 . 9924 . C4 . o3 . tw Method 

Start 2308 End 



OJ990426_22.9924.C4 
6873 

TBLASTX: Maize 

2264 

66 



OJ990426_22.9924.C4 
6873 

TBLASTX: Wheat 
2718 



19146 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2308. .2394, 
2467. .2649, 

18593 
39084 
5067 

OJ990426_22. 

2751 

none 

2751. .2993 



2310.. 2399, 2310. 
2655.. 2717, 2668. 



9924.C4.o2.ts 



Score 81 

.2393, 2426. .2638, 2427. .2645, 
.2718 

Seq. ID OJ990426__22.9924 .C4 
Strand 

End 6873 

Method TBLASTX : Soybean 

End 2993 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18593 
39084 
5067 

OJ990426_22. 

2823 

none 

2823. .3017, 



9924 ,C4 .ol.tm 



3027.. 3281, 3027. 



Seq. ID OJ990426_22 . 9924 .C4 
Strand 

End 6873 

Method TBLASTX : Mai ze 

End 3281 

Score 97 
.3269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18593 
39084 
5067 . 

OJ990426_22. 

2857 

none 

2857. .3063, 
3172. .3261, 



9924..C4 .o2.tw 



2862. .3086, 3066. 
3273. .3326, 3274. 



Seq. ID OJ990426_22.9924.C4 
Strand 

End 6873 

Method TBLASTX : Wheat 

End 3326 

Score 173 

.3164, 3067. .3159, 3168. .3272, 
.3318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18593 
39084 
5067 

OJ990426_22. 

3114 

none 

3114. .3455, 



9924.C4.o2.tc 



3133. .3270, 3310, 



Seq. ID OJ990426_22. 9924 .C4 
Strand 

End 6873 

Method TBLASTX : Cress 

End 3462 

Score 88 
.3462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



18593 
39084 
5067 

OJ990426_22. 

3195 

none 

3195. .3491, 



Seq. ID OJ990426_22.9924.C4 
Strand 

End 6873 

Method TBLASTX : Soybean 

End 3624- 

Score 121 
3213. .3437, 3486. .3548, 3541. .3624, 3549. .3623 



9924.C4.ol.ts 



Seq. No. 
Gene No. 
Start ( 
Name 
Start 
GI 

Exons 



18593 
39084 
5067 

OJ990426_22. 

3540 

none 

3540. .3797, 



9924 ,C4 ,o4 . tw 



3545. .3796, 3555. 



Seq. ID OJ990426_22". 9924 .C4 
Strand 

End 6873 

Method TBLASTX : Wheat 

End 3896 

Score 157 

.3806, 3556.. 3798, 3789.. 3896 



Seq. No. 
Gene No. 
Start 
Name 



18593 
39084 
5067 

OJ990426 22, 



9924 .C4 .o2.gs 



Seq. ID OJ990426_22.9924.C4 
Strand 

End 6873 

Method GENSCAN 



19147 




Of- arf 


•J \J u / 








End 


6873 


V3 X 


none 








Score 


.59 


Pvon q 


5067 5147 
\j \j I . • >j J. m # f 


54 53 


5509, 


594 4 


. .6022, 614 6. .6221, 6416. .664 6, 




6825 6873 












Seq. No. 


18594 








Seq. ID 


OJ990426 22. 9924. C5 


Gene No. 


39085 








Strand 




Start 


169 








End 


6939 


Name 


OJ990426 22 


.9924 


,C5.ol . 


gs 


Method 


GENSCAN 


Start 


169 








End 


4 644 


GI 


none 








Score 


.45 


P von s 


169. .390, 4346.. 


4391, 4490.. 


4644 




O C ^ • LN V^J . 


18594 








Seq. ID 


OJ990426_22.9924.C5 


Gene No. 


39085 








Strand 




Start 


169 








End 


6939 


Name 


OJ990426 22 


. 9924 


.C5.ol. 


np 


Method 


AAT/NAP 


Start 


3980 








End 


6786 " 


GI 


4263522 








Score 


756 


P. von s 


3980. .4007, 


5281 


. .6435, 


6677 


. .6786 




C^T Dp spy "in 


(AC004044) : 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


. 18594 








Seq. ID 


OJ990426_22.9924.C5 


Gene No. 


39085 








Strand 




Start 


169 








End 


6939 


Name 


OJ990426 22 


.9924 


.C5.o2. 


gs 


Method 


GENSCAN 


O l_ Ci -L 1— 


5262 








End 


6939 




none 








Score 


.87 


Pvon s 


5262. . 6112, 


6357 


. .6939 








cpn Mo 

> LN W . 


18594 








Seq. ID 


OJ990426_22.9924.C5 


f!pnp Mo 


39086 








Strand 




Qt-orf 


7929 








End 


8742 


Name 


OJ990426 22 


.9924 


.C5.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


5265 








End 


6553 


GI 


none 








Score 


104 


Pvrinq 


5265. .6107, 


5287 


. .5685, 


5370 


..5840, 5704.. 5982, 5733.. -5822, 




5784 . . 6104, 


5808 


. .6206, 


5809 


..6105, 6054. .6287, 6057. .6284, 




6099. .6305, 


6216 


. .6377, 


6216 


..6377, 6217. .6336, 6357. .6416, 




6375. .6422, 


6506 


. .6553 








Seq. No. 


18594 








Seq. ID 


OJ990426_22.9924.C5 


Gene No. 


39086 








Strand 




Start 


7929 








End 


8742 


Name 


OJ990426 22 


.9924 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5280 








End 


5814 


GI 


none 








Score 


178 


P von *=; 


5280. .5813, 


5302 


. .5814 








Seq. No. 


•18594 








Seq. ID 


OJ990426_22."9924 .C5 


Gene No. 


39086 








Strand 




Start 


7929 








End 


8742 


Name 


OJ990426 22 


.9924 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5280 








End 


5613 


GI 


none 








Score 


36 


Exons 


5280. .5402, 


5280 


. .5612, 


5485 


. .5613 





19148 



Seq. No. 18594 

Gene No. 39086 

Start 7929 

Name OJ9904 26_22 . 9924 .C5.ol.tw 

Start 5598 

GI none 

Exons 5598.. 5669, 5676.. 6137, 5733. 



OJ990426_22.9924.C5 
8742 

TBLASTX: Wheat 
6485 
66 

,5849, 5737. .5880, 6303. .6485 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 18594 
Gene No. 39086 
Start 7929 

Name OJ9904 26_22 . 9924 .C5.ol.tc 

Start 5697 
GI none 

Exons 5697.. 5816, 5737.. 5883, 5820. 

6048. .6107, 6168. .6299, 6201. 
6304. .6474, 6520. .6642, 6520. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6392, 5820 
.6464, 6216 
. 6588 



OJ990426 22. 9924. C5 



8742 

TBLASTX: Cress 
6642 
58 

6101, 5946. 
6398, 6303. 



,6227, 
,6476, 



Seq. No. 18594 

Gene No. 39086 

Start 7929 

Name OJ990426_22 . 9924 . C5 . o2 . ts 

Start 5877 

GI none 

Exons 5877.. 6254, 6025.. 6255, 6214, 



OJ990426_22.9924.C5 
8742 

TBLASTX : Soybean 
6642 
87 

6348, 6216.. 6353, 65.20.. 6642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 18594 - Seq. ID 

Gene No. 39086 Strand 

Start 7929 ' End 

Name OJ990426_22 . 9924 . C5 . ol . gp Method 

Start 7799 End 

GI none Score 

Exons 7799. .8048, 8444. .8499, 8587. .8742 



OJ990426_22.9924.C5 

8742 
AAT/GAP 
8742 
810 



Seq. No. 18594 Seq. ID 

Gene No. 39086 Strand 

Start 7929 End 

Name OJ990426_22 . 9924 . C5 . o3 . gs Method 

Start 7929 End 

GI none Score 

Exons 7929.. 8048, 8444.. 8499 



OJ990426_22.9924.C5 

8742 
GENSCAN 
8499 
.98 



Seq. No. 18595 Seq. ID 

Gene No. 39087 Strand 

Start 420 End 

Name OJ990426_22 . 9924 . C7 . ol . gs Method 

Start 420 End 

GI none Score 

Exons 420.. 494, 525.. 596 



OJ990426_22.9924.C7 
+ 

596 

GENSCAN 
596 . ' 
.47 



Seq. No. 18595 Seq. ID 

Gene No. 39088 Strand 

Start 760 End 

Name OJ990426_22 . 9924 . C7 . o2 . gs Method 

Start 7 60 End 

GI none Score 

Exons 760. .901, 1039. .1248 



OJ990426_22.9924.C7 

1248 
GENSCAN 
1248 
.59 



19149 



Seq. No. 18596 Seq. ID OJ990426_22 . 9924 . C8 

Gene No. 39089 Strand + 

Start 441 End , 580 

Name OJ990426_22 . 9924 . C8 . ol . gp Method AAT/GAP 

Start 441 „ End 580 

GI 21474_1.R1084 Score 189 

Exons 441.. 580 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 18597 Seq. ID 

Gene No. 39090 Strand 

Start 164 End 

Name OJ990426_22 . 9924 . C9 . ol . gs Method 

Start 164 End 

GI none Score 

Exons 164.. 212 



OJ990426_22 . 9924 .C9 
+ 

212 

GENSCAN 

212 

.72 



Sea No 


18598 


Seq. ID 


OJ990426_22. 9924. C10 


Gene No . 


39091 


Strand 


+ 


Start 


331 


End 


4062 


Name 


OJ990426 22.9924.C10.ol.np 


Method 


AAT/NAP 


Start 


331 


End 


4062 


GI ^ 


4680204 


Score 


1064 


Exons 


331. .1767, 1842. .2941, 3051 


.3224, 3321.. 3540, 3891.. 3986, 




4021.. 4062 






-L !_/ X. -I- yj * 


(AF114171) hypothetical protein [Sorgh 


um bicolor] 


Sea No 


18598 


Seq. ID 


OJ990426_22. 9924. C10 


Hpno Ma 


39091 


Strand 


+ 


Start 


331 


End 


4062 


Name 


OJ990426 22.9924.C10.ol.gs 


Method 


GENSCAN 


Start 


346 


End 


4043 


GI 


none 


Score 


.72 


Exons 


'346. .1767, 1842. .2941, 3051 


.3224, 3321.. -3431, 3516.. 3588, 




3861. .4043 






Seq. No. 


18598 


Seq. ID 


OJ9904 26_22. 9924 .C10 


Gene No. 


39092 


Strand 


+ 


Start 


4081 


End 


4331 


Name 


OJ990426 22.9924.C10.o2.np 


Method 


AAT/NAP 


Start 


4081 


End 


4331 


GI 


86234 3 


Score 


109 


Exons 


4081. .4331 






GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 




gil 1092097|prf | I2022314A granule cell 


marker protein [Mus 




musculus] gi | 1092098 Iprf | I2022315A granule cell marker prot 




[Mus musculus.] 






Seq. No. 


18598 


Seq. ID 


OJ990426_22. 9924 .C10 


Gene No. 


39093 


Strand 




Start 


4399 


• End 


4491 


Name 


OJ990426 22.9924.C10.ol.tw 


Method . 


TBLASTX : Wheat 


Start 


976 


End 


1377 


GI 


none 


Score 


213 


Exons 


976. .1212, 976. .1125, 1137.. 


1217, 1207 


..1377, 1282. .1377 



19150 




Seg. No. 


18598 


Seq. ID 


OJ990426_22.9924 


.C10 


Gene No. 


39093 


Strand 






Start 


4399 


End 


4491 




Name 


OJ990426 22. 9924 ,C10.o2. tw 


Method 


TBLASTX: Wheat 




Start 


1378 ~ 


End 


2054 




GI 


none 


Score 


69 




Exons,,- 


1378. .1458, 1699. .1770, 1833 


. .2054, 1835. .1909 




Seq. No. 


18598 


Seq. ID 


OJ990426_22.9924 


.C10 


Gene No. 


39093 


Strand 






Start 


4399 


End 


4491 




Name 


OJ990426 22.9924.C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2868 


End 


3390 




GI 


none 


Score 


61 




Exons 


2868.-2948, 3037.. 3219, 3087 


..3212, 3319. .3390 




Seq. No. 


18598 


Seq. ID 


OJ990426_22.9924, 


.C10 


Gene No. 


39093 


Strand 






Start 


4399 


End 


4491 




Name 


OJ990426 22.9924.C10.ol.gp 


Method ' 


AAT/GAP 




Start 


4399 


End 


4491 




GI 


21474 1.R1084 


Score 


145 




Exons 


4399. . 4491 








.GI Descrip. 


f 3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 1 








Seq. No. 


18599 


Seq. ID 


OJ990426_22.9924, 


.Cll 


Gene No . 


39094 


Strand 


+ 




Start 


947 


End 


2374 




Name 


OJ990426 22.9924.Cll.ol.gs 


Method 


GENSCAN 




Start 


947 ~ 


End 


2374 




GI 


none 


Score 


.4 




Exons 


947. .1075, 1193. .1220, 1340. 


.1455, 2306. .2374 




Seq. No. 


18600 


Seq. ID 


OJ990426_22.9924, 


.C12 


Gene No. 


39095 


Strand 


+ 




Start ' 


152 


End 


1746 




Name 


OJ990426 22.9924.C12.ol.gs 


Method 


GENSCAN 




Start 


152 


End 


1746 




GI 


none 


Score 


.81 




Exons 


152. .233, 932. .984, 1081. .1746 






Seq. No. 


18600 


Seq. ID 


OJ990426_22. 9924, 


.C12 


Gene No. 


39096 


Strand 


+ 




Start 


6097 


End 


6209 




Name 


OJ990426 22.9924.C12.ol.gp 


Method 


AAT/GAP 




Start 


6097 


End 


6209 




GI - 


uC-osflcyp088bl2bl 


Score 


156 




Exons 


6097. .6209 








GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


18600 


Seq. ID 


OJ990426_22.9924, 


.C12 


Gene' No . 


39097 


Strand 






Start 


6723 


End 


7067 




Name 


OJ990426 22.9924.C12.o2.tw 


Method 


TBLASTX: Wheat 





19151 



# # 



Start 


6723 




End 


7067 




GI 


none 




Score 


181 




Exons 


6723. .7067, 6821 


. . 6997 








Seq.. No. 


18600 




Seq. ID 


OJ990426_22.9924 


.-C12 


Gene No. 


39098 




Strand 






Start 


7860 




End 


8219 




Name 


OJ990426 22.9924 


.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7860 ~ 




End 


8219 




GI 


none 




Score 


79 




Exons 


7860.. 7991, 7997 


. .8218, 7998. 


. 8219 






Seq. No. 


18601 




Seq. ID 


OJ990426_22.9924 


.C13 


Gene No. 


39099 




Strand 


+ 




Start 


83 




End 


242 




Name 


OJ990426 22.9924 


. C13 . ol . gs 


Method 


GEN SCAN 




Start 


83 ~ 




End 


242 




GI 


none 




Score 


. 91 




Exons 


83. . 242 










Seq. No. 


18601 




Seq. ID 


OJ990426 22 . 9924 


.C13 


Gene No. 


39100 




Strand 


+ 




Start 


311 




End 


5583 




Name 


OJ990426 22.9924 


.C13.o2.np 


Method 


AAT'/NAP ' 




Start 


311 ~~ .a 




End 


5053 -~ : 




GI 


4206306 




Score 


2451 




Exons 


311 . . 355, 2046. . 


5053 








GI Descrip. 


(AF049110) prpol 


[Zea mays] 


- 






Seq. No. 


18601 




Seq. ID 


OJ990426_22. 9924 


.C13 


Gene No. 


39100 




Strand 


+ 




Start 


311 




End 


5583 




Name 


OJ990426 22.9924 


. C13 . o2 . gs 


Method 


GENSCAN 




Start 


1034 ~~ 




End 


5583 




GI 


none 




Score 


.64 




Exons 


1034 . . 1098, 2012 


. .2990, 3089. 


.4096, 4217. .5000, 5471. .5583 


Seq. No. 


18601 




Seq. ID 


OJ990426_22. 9924 


.C13 


Gene No. 


39101 




Strand 






Start 


1 




End 


9752 




Name 


OJ990426 22.9924 


.C13.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


5944 




GI 


5295955 




Score 


270 




Exons 


1..405, 1088. .1201, 1742. .1862, 5839.. 


5944 




GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 










Seq. No. 


18601 




r Seq. ID 


OJ990426_22. 9924 


.C13 


Gene No. 


39101' 




Strand 






Start 


■ 1 




End 


9752 




Name 


OJ990426 22.9924 


.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2091 




End 


2546 




GI 


none 




Score 


483 




Exons 


2091.. 2546, 2115 


..2510, 2126. 


.2545 






Seq. No. 


18601 




Seq. ID 


OJ990426_22. 9924 


.C13 


Gene No. 


39101 




Strand 







19152 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990426_22.9924.C13.ol.tm 

2219 

none 

2219. .2575, 2220.. 2576 



18601 
39101 
1 

OJ990426_22. 

2604 

none 

2604. .2987, 



End 

Method 

End 

Score 



9752 

TBLASTX: Maize 

2576 

419 



18601 
39101 
1 

OJ990426_22. 

2661 

none 

2661. .3080, 

18601 
39101 " 
1 

OJ990426_22. 

2706 

none 

2706. .3080, 

18601 
39101 
1 

OJ990426_22, 

3220 

none . 

3220. .3651, 

18601 
39101 
1 

OJ990426_22, 

3854 

none 

3854 . .4120, 

18601 
39101 
1 

OJ990426_22. 

3962 

none 

3962. .4351, 

18601 
39101 
1 



9924.C13.o3.tm 
2625.-2732, 2714. 

9924 .C13.o2.tw 
2661. .2978 

9924 .C13.ol.ts 
2759. .2914 

9924 .C13.o3.tw 
3221. .3652 

9924.C13.o4 . tm 
3979. .4119 

9924.C13.o4 .tw 
4006.. 4269 



Seq. ID OJ990426_22. 9924 .C13 
Strand 

9752 

TBLASTX: Maize 
2987 
362 



End " 
Method 
End 
Score 
.2974 



Seq. ID OJ990426_22. 9924 .C13 
Strand 

End 9752 

Method TBLASTX : Wheat 

End 3080 

Score 404 



Seq. ID OJ990426_22.9924.C13 
Strand 

End 9752 

Method TBLASTX: Soybean 

End 3080 

Score 253 



Seq. ID OJ990426_22.9924.C13 
Strand 

End 9752 

Method TBLASTX : Wheat 

End 3652 

Score 307 



Seq. ID OJ990426_22.9924.C13 
Strand 

End 9752 

Method TBLASTX : Mai ze 

End 4120 

Score ' 234 



Seq. ID OJ990426_22.9924.C13 
Strand 

End 9752 

Method TBLASTX : Wheat 

End 4351 

Score 263 



Seq. ID OJ990426_22 . 9924 ,C13 
Strand 

End 9752 



19153 



Name 

Start 

GI 

Exons 



OJ990426_22 . 9924 .C13 . o2 . tm Method 

4121 End 

none Score 
4121. .4474, 4213. .4473 



TBLASTX: Maize 

4474 

368 



Seq. No. 18601 

Gene No. 39101 . 

Start 1 

Name OJ990426_22 . 9924 . C13 . o2 . ts 

Start 4238 

GI none 

Exons 4238.. 4273, 4292.. 4582 

Seq. No. 18601 

Gene No. 39101 

Start 1 

Name OJ99042 6_22 . 9924 . C13 . o5 . tw 

Start 4481 

GI none 

Exons 4481.. 4579, 4595.. 4726, 4919. 

Seq. No. 18601 

Gene No,. 39101 

Start 1 

Name OJ990426_22 . 9924 . C13 . o5 . tm 

Start 4742 

GI none 

Exons 4742.. 5002, 4810.. 4977 

Seq. No. 18601 

Gene No. 39101 

Start 1 

Name OJ9904 26_22 . 9924 . C13 . o3 . gs 

Start 5684 

GI none 
Exons 



Seq. ID OJ990426_22.9924.C13 
Strand 

End 9752 

Method TBLASTX : Soybean 

End 4582 

Score 4 6 



Seq. ID OJ990426_22.9924.C13 
Strand 

End 9752 

Method TBLASTX : Wheat 

End 5044 

Score 84 
.5044 

Seq. ID . OJ990426_22.9924.C13 
Strand 

End ' 9752 

Method TBLASTX : Mai ze 

End 5002 

Score 190 



Seq. ID OJ990426_22 . 9924 .C13 
Strand 

End 9752 

Method GENSCAN 

End 9752 

Score . 57 



5684. .6121, 6404. .6541, 6680. .7228, 7329.. 8100, 8118. .8334, 
8402.. 8477, 8550.. 9287, 9567.. 9752 



Seq. No. 18602- 

Gene No. 39102 

Start 833 

Name OJ990426_22 . 9924 . CI 4 . ol . gp 

Start 833 

GI uC-osf Icyp033a04bl 

Exons 833. . 1213 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990426_22. 9924.C14 

Strand + 

End 1213 

Method AAT/GAP 

End 1213 

Score 650 



Seq. No. 18602 

Gene No. 39103 

Start 20333 

Name OJ990426_22 . 9924 . C14 . o4 . gs 

Start 20333 

GI none 

Exons 20333. .20447, 204 83 .. 20587 , 



Seq } . ID OJ990426_22.9924.C14 

Strand + 

End 22486 

Method GENSCAN 

End 22486 

Score .73 
22368. .22486 



Seq. No. 



18602 



Seq. ID OJ990426 22.9924.C14 



19154 




Gene No. 


39104 


Strand 


+ 






Start 


24492 


End 


27575 






Name 


OJ990426 22 . 9924 .C14 . 06 . as 


Method 


GEN SCAN 






Start 


24492 ~~ 


End 


25374 






GI 


none 


Score 


. 47 






Exons 


24492. .24778, 25239. .25374 










Seq. No. 


18602 


Seq. ID 


OJ990426 22. 


9924 


.C14 


Gene No. 


39104 


Strand 


+ ~~ 






Start 


24492 


End 


27575 






Name 


OJ990426 22. 9924 .C14 .o6.np 


Method 


AAT/NAP 






Start 


25079 


End - 


27575 






GI 


6498434 


Score 


78 






Exons 


25079. .25098, 27499.-27575 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa ] 






Seq. No. 


18602 


Seq. ID 


OJ990426_22. 


9924 


.C14 


Gene No. 


39104 


Strand 


+ 






Start 


24492 


End 


27575 






Name 


OJ990426 22.9924.C14.o7.gs 


Method 


GENSCAN 






Start 


25830 


End 


26331 






GI 


none 


Score 


.89 






Exons 


25830. .25871, 25877 .. 26162, 


26291.. 26331 






Sea No 


18602 


Seq. ID 


OJ990426_22. 


9924 


. C14 


Gene No . 


39105 


Strand 








Start 


1 


End 


6531 






Name 


OJ990426 22.9924.C14.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


5914 






GI 


4544372 


Score 


554 






Exons 


1..47, 1918. .2792, 3094. .3223, 5848. .5914 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


18602 


Seq. ID 


OJ990426_22. 


9924 


.C14 


Gene No. 


39105 


Strand 








Start 


1 


End 


6531 






Name 


OJ990426 22.9924.C14.ol.gs 


Method 


GENSCAN 






Start 


763 


End 


6531 






GI 


none 


Score 


.53 






Exons 


763. .965, 1062. .1115, 1376.. 


1415, 1882 


..2878, 2994. 


.4624, • 




4898.. 5004, 5013.. 5586, 6025 


. . 6531 








Seq. No. 


18602 


Seq. ID 


OJ990426_22. 


9924 


.C14 


Gene No. 


39105 


Strand 








Start 


1 


End 


6531 






Name 


OJ990426 22.9924.C14.ol.np 


Method 


-AAT/NAP 






Start 


766 


End 


1860 






GI 


4680186 .. 


Score 


360 






Exons 


766. . 965, 1805. . 1860 












(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


18602 


Seq. ID 


OJ990426_22. 


9924 


.C14 


Gene No. 


39106 


Strand 








Start 


10691 


End 


15554 






Name 


OJ990426 22.9924.C14.o3.gs 


Method 


GENSCAN * " 






Start 


10691 


End 


14633 







19155 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 85 

10691. .10750, 11020. .13152, 13719. . 14218, 14462. 



14633 



18602 
39106 
10691 

OJ990426_22. 9924 .C14 .o4 . np 

11095 

625973 



Seq. ID OJ990426_22.9924.C14 
Strand 

End 15554 

Method AAT/NAP 

End 15554 

Score 601 



11095. .13152, 13719. .13869, 15511. .15554 

disease resistance protein RPS2 - Arabidopsis thaliana gi 1548086 
(U14158) RPS2 [Arabidopsis thaliana] gi 1549979 (U12860) RPS2 
^[Arabidopsis thaliana] gi | 4538938 | emb | CAB39674 . 1 1 (AL049483) 
disease resistance protein RPS2 [Arabidopsis thaliana] 



Qprr Ma 


18602 








Seq. ID 


OJ990426_22. 9924 


. C14 


Gene No. 


39107 








Strand 






Start 


23003 








End 


23615 




Name 


OJ990426 22 


. 9924 


.C14.o5 


.gs 


Method 


GENSCAN 




Start 


23003 








End 


23615 




GI 


none 








Score 


.83 




Exons 


23003. .23060, 23109 23339, 


23446. .23615 . 




Sea No 


18602 








Seq. ID 


OJ990426_22.9924 


. C14 


npnp No 


39108 








. Strand 






Start 


24002 








End 


29609 




Name 


OJ990426 22 


. 9924 


,C14 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1913 








End 


2193. 




GI 


none 








Score 


135 




Exons 


1913. .2044, 


1918 


: .2193, 


1927 


. .2193 






Seq. No. 


18602 








Seq. ID 


OJ?90426_22.9924 


.C14 




39108 








Strand 






Start 


24002 








End 


29609 




Name 


OJ990426 22 


.9924 


.C14 .o3 


ts 


Method 


TBLASTX: Soybean 




Start 


1913 








End 


2118 




GI 


none 








Score 


82. 




Exons 


1913. .2026, 


1918 


. .2118 










Seq. No. 


18602 








Seq. ID 


OJ990426_22.9924 


.C14 


Gene No. 


39108 








Strand 






Start 


24002 








End 


29609 




Name 


OJ990426 22 


9924 


.C14.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


2062 








End 


2466 




GI 


none 








Score 


'252 




Exons 


2062. .2406, 


2062 


. .2415, 


2105 


..2407, 2310. .2417, 2410. .2466, 




2420. .2461 














Seq. No. 


18602 








Seq. ID 


OJ990426_22.9924 


.C14 


Gene No. 


39108 








Strand 






Start 


24002 








End 


.29609 




Name 


OJ990426 22 


9924 


.C14 .o2 


tm 


Method 


TBLASTX: Maize 




Start 


2194 








End 


2412 




GI 


none 








Score 


209 




Exons 


2194. .2412, 


2195 


. .2407 










Seq. No. 


18602 








Seq. ID 


OJ990426_22.9924 


.C14 



19156 




Gene No. 


39108 




Strand 








Start 


24002 




End 


29609 






Name 


OJ990426 22.9924.C14 


.ol.ts 


Method 


TBLASTX: 


Sovbean 




Start 


2263 




End 


2628 






GI 


none 




Score 


70 






Exons 


2263.. 2397, 2404.. 2628, 2438 


. .2617 








Seq. No. 


18602 




Seq. ID 


OJ990426 


__22.9924 


.C14 


Gene No. 


39108 




Strand 








Start 


24002 




End 


29609 






Name 


OJ990426 22.9924.C14 


,o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


3038 




End 


3376 






GI 


none 




Score 


204 






Exons 


3038. .3376 












Seq. No. 


18602 




Seq. ID 


OJ990426 


22 . 9924 


. C14 


Gene No . 


39108 




Strand 








Start 


24002 




End 


29609 






Name 


OJ990426 22.9924.C14 


.ol . tc 


Method 


TBLASTX: 


Cress 




Start 


11209 




End 


13850 






GI 


none 




Score 


70 






Exons 


11209. . 11337, 11404 . 


. 11559, 


12025. .12213, 12307 


. . 12633, 






12322 . .12462, 12545 . 


. 12634, 


12685. . 12900, 12997 


. . 13116, 






13791.. 13850 












Seq. No. 


18602 




Seq. ID 


OJ990426 


_22.9924 


.C14 


Gene No. 


39108 




Strand 








Start 


24002 




End 


29609 






Name 


OJ990426 22.9924.C14 


. o3. tm 


Method 


TBLASTX: 


Vlai ze 




Start 


12778 




End 


13101 






GI 


none 




Score 


55 






Exons 


12778 . . 12900, 12827 . 


12901, 


12907. .13101, 12998 


. . 13072 




Seq. No. 


18602 




Seq. ID 


OJ990426 


22 . 9924 


.C14 


Gene No . 


39108 




Strand 








Start 


24002 




End 


29609 






Name 


OJ990426 22.9924.C14 


o5 . np 


Method 


AAT/NAP 






Start 


24002 




■ End 


29448 






GI 


5852175 




Score 


108 






Exons 


24002. .24034, 24650. 


24747^ 


25321. .25370, 28019 


. . 28125, 






29396. .29448 












GI Descrip. 


(AL117265) zhbOOO'5. 1 


[Oryza 


sativa] 








Seq. No. 


18602 




Seq. ID 


OJ990426 


22 . 9924 


,C14 


Gene No . 


39108 




Strand 








Start 


24002 




End 


29609 






Name 


OJ990426 22.9924.C14 


08 . gs 


Method 


GENSCAN 






Start 


27185 




End 


29609 






GI 


. none 




Score 


.66 






Exons 


27185. .27285, 27533. 


27682, 


27997. .28110, 28259 


. .28426, 






29396. .29609 












Seq. No. 


18603 




Seq. ID 


OJ990426 


_22.9924 


.C15 


Gene No. 


39109 




Strand 


+ 






Start 


1 




End ■ 


167 






Name 


OJ990426 22.9924.C15 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


167 







19157 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21474_1.R1084 Score 246 
1. .167 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 

18604 Seq. ID OJ990426_22 . 9924 . C16 

39110 Strand + 

1 End 24 64 

OJ990426_22. 9924 .C16.ol.np Method AAT/NAP 

1 End 1928 - - - - 

6671947 Score 190 
1..302, 405. .491, 1890. .1928 

(AC016795) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 


18604 






Seq. ID 


OJ990426 22.9924.C16 


Gene No . 


39110 






Strand 


+ ~~ 


Start 


1 






End 


2464 


Name 


OJ990426 


22 


9924.C16.ol.gp 


Method 


AAT/GAP 


Start 


238 






End 


2464 


GI 


none 






Score 


1287 


Exons 


238. .302, 


405. .491,. 1890. .2464 




Seq. No. 


18604 






Seq. ID 


OJ990426 22.9924.C16 


Gene No . 


39111 






Strand 




Start 


354 






End 


10093 


Name 


OJ990426 


22 


9924 .C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


238 






End 


2371 


GI 


none 






Score 


64 


Exons 


238. .300, 


239. .307, 240. .302, 


392. .490, 


399. . 512, 402 . .491, 




406. .492, 


U 


387. .1934, 2225. .2257, 2230. 


. 2262, 2267 . . 2326, 




2268. .2327, 


2335.. 2367, 2336.. 


2371 




Seq. No. 


18604 






Seq. ID 


OJ990426 22.9924.C16 


Gene No. 


39111 






Strand 




Start 


354 






End 


10093 


Name 


OJ990426 


22 


9924.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


239 






End 


1931 


GI 


none 






Score 


81 


Exons 


239. .298, 


2i 


10. .302, 402. .491, 


404. .484, 


1887. .1931 


Seq. No. 


18604 






Seq. ID 


OJ990426_22.9924.C16 


Gene No. 


39111 






Strand 




Start 


354 






End 


10093 


Name 


OJ990426 


22 


9924 .C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


* 240 






End 


1934^ ' 


GI 


none 






Score 


83 


Exons 


240. .302, 


254. .307, 258. .311, 


259. .303, 


" 401. .478, 402. .491, 




403. .459, 


404. .475, 1887. .1934 






Seq. No. 


18604 






Seq. ID 


OJ990426_22. 9924 ,C16 


Gene No. 


39111 






Strand 




Start 


354 






End 


10093 


Name 


OJ990426 


22 


9924.C16.ol.gs 


Method 


GENSCAN 


Start 


354 






End 


10068 


GI 


none 






Score 


.44 


Exons 


354. .683, 


2111. .2239, 4446.-4552, 4833. 


.4881, 4939. .5041, 



19158 




5203. .5219, 5254. .5346, 5477. .5541, 5691. .5753, 5937. .6033, 





6556. . 6818, 


7252 . . 7348, 


8340. . 


8438, 9827.. 10068 




Seq. No. 


18604 






Seq. ID 


OJ990426_ 


22 . 9924 .C16 


Gene No. 


39111 






Strand 






Start 


354 






End 


10093 




Name 


OJ990426 22 


.9924.C16.o2. 


np 


Method 


AAT/NAP 




Start 


5215 






End 


10093 




GI 


6175166 






Score 


234 




Exons 


5215. . 5346, 


5477. .5541, 


5691. . 


5753,- 5937. .5985, 


6556. .6621, 




9992. . 10093 












GI Descrip. 


(AC011437) 


unknown protein [Arabidopsis thaliana] 


Seq: No. 


18604 






Seq. ID 


OJ990426_ 


22. 9924 .C16 


Gene No. 


39111 






Strand 






Start 


354 






End 


10093 




Name 


OJ990426 22 


.9924.C16.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5260 ~ 






End 


6621 




GI 


none 






Score 


106 




Exons 


5260 . . 5352, 


5261. .5347, 


5474 . . 


5542, 5476.. 5544, 


5478. .5540, 




5479. . 55.41, 


5687. .5755, 


5690. . 


5752, 5692.. 5754, 


5917. .5988, 




5933. . 5986, 


6547. .6621, 


6548. . 


6613 






Seq. No. 


18604 






Seq. ID 


OJ990426_ 


22. 9924 .C16 


Gene No. 


39111 






Strand 






Start 


354 






End 


10093 




Name 


OJ990426 22 


.9924.C16.o2. 


gp 


Method 


AAT/GAP 




Start 


8355 






End 


8907 




GI 


LIB3431-055 


-P1-N1-G3 




Score 


1083 




Exons 


8355. .8907 












GI Descrip. 


'5670155/gb| AF1612 69. 1 | AF161269 1 . Oe- 


76 Oryza sativa subsp. 




japonica BAC clone 34K24 


, complete sequence ' 




Seq. No. 


18605 






Seq. ID 


OJ990426_ 


22.9924.C17 


Gene No. 


39112 






Strand 


+ 




Start 


1 






End 


9321 




Name 


OJ990426 22 


. 9924 .C17.o3. 


np 


Method 


AAT/NAP 




Start 


1 






End 


9321 




GI 


1644232 






Score 


75 




Exons 


1..31, 3869 


..3977, 6839. 


.6908, 


7124. .' 


7331, 9277. 


.9321 


GI Descrip. 


(D67066) N-l 


WASP [Bos taurus] 








Seq. No. 


18605 






Seq. ID 


OJ990426_ 


22. 9924 .C17 


Gene No . 


39112 






Strand 


+ 




Start 


1 






End 


9321 




Name 


OJ990426 22 


. 9924 .C17.ol. 


gs 


Method 


GENSCAN 




Start 


1830 






End 


4671 




GI 


none 






Score 


.85 . 




Exons 


1830. .1877, 


1922. .2086, 


2901. . 


3030, 3153.. 3342, 


3423. .4671 


Seq. No. 


18605 






Seq. ID 


OJ990426_ 


22.9924 .C17 


Gene No. 


39112 






Strand 


+ 




Start 


1 






End 


9321 




Name 


OJ990426 22 


.9924.C17.ol. 


np 


Method 


AAT/NAP 




Start 


,3430 






End 


4674 




GI 


2351097 






Score 


954 




Exons 


3430. .4578, 


'4630. .4674 











19159 



GI Descrip. (AB006810) ATMRK1 [Arabidopsis thaliana] 



Seq. No. 


18605 










Seq. ID 


OJ990426 


_22.9924 .C17 


Gene No. 


39112 










Strand 


+ 




Start 


1 










End 


9321 




Name 


OJ990426 22 


. 9924 . 


C17.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3646 










End 


4659 




GI 


none 










Score 


299 




Exons 


3646. 


.3936, 


3681. 


.3935, 


3934 . 


.4158, 3969. .4157, 


4186. .4371, 




4191. 


.4367, 


4384 . 


.4578, 


4455. 


.4577, 4642. .4659 




Seq. No. 


18605 










Seq. ID 


OJ990426 


_22.9924.C17 


Gene No. 


39112 










Strand 


+ 




Start 


1 










End 


9321 




Name 


OJ990426 22 


.9924 . 


C17.ol. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


3646 










End 


4581 




GI 


none 










Score 


294 




Exons 


3646. 


.3912, 


3663. 


.3908, 


3969. 


.4157, 3973. .4158, 


4146. .4409, 




4183. 


.4371, 


4381. 


.4581, 


4 4 55: 


.4580 






Seq. No. 


18605 










Seq. ID 


OJ990426 


_22.9924.C17 


Gene No. 


39112 










Strand 


+ 




Start 


1 










End 


9321 




Name 


OJ990 


426_22 


. 9924 . 


C17.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3979 










End 


7621 




GI 


none 










Score 


204 




Exons 


3979. 


.4158, 


3985. 


.4155, 


4146. 


.4361, 4186. .4371, 


4189. .4368, 




4384 . 


.4569, 


7394 . 


.7525, 


7565. 


.7621 






Seq. No. 


18605 










Seq. ID 


OJ990426 


_22. 9924 .C17 


Gene No . 


39112 










Strand 


+ 




Start 


1 










End 


9321 




Name 


OJ990426 22 


. 9924 . 


C17 ,ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4048 










End 


4656 




GI 


none. 










Score 


129 




Exons 


4048. 


.4158, 


4062. 


.4157, 


4140. 


.4367, 4186. .4371, 


4381. .4572, 




4461. : 


.4568, 


4642. 


.4656 










Seq. No. 


18605 










Seq. ID 


OJ990426 


22 . 9924 . C17 


Gene No. 


39112 










Strand 


+ 




Start 


1 










End 


9321 




Name 


OJ990426 22 


.9924. 


C17.o2. 


np 


Method 


AAT/NAP 




Start 


6092 










End 


7596 




GI 


6006367 








Score 


65 




Exons 


6092. 


.6222, 


7559. 


.7596 










GI Descrip. 


. (AP000559) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


18606 










Seq. ID 


OJ990426 


_22. 9924 .C18 


Gene No . 


39113 










Strand 


+ 




Start 


144 










End 


710 




Name 


OJ990426 22 


.9924. 


C18.ol. 


gs 


Method 


GENSCAN 




Start 


144 










End 


710 




GI 


none 










Score 


.47 




Exons 


144. .272, 323. .40 


6, 622. 


.710 








Seq. No. 


18606 










Seq. ID 


OJ990426 


_22.9924 .C18 


Gene No. 


39114 










Strand 


+ 





19160 




Start 


3340 








End 


64 68 


Name 


OJ990426 22 


9924 . 


C18 ,o2 . 


as 


Method 


GENSCAN 


Start 


3340 ~~ 








End 


6468 


GI 


none 








Score 


.52 


Exons 


3340 4030. 


4122. 


. 4286, 


4338 . 


.4505, 4734.. 5099, 5181.. 5243, 




5576. . 6036, 


6109. 


. 6304 , 


6461 . 


. 6468 




Seq. No. 


18606 








Seq. ID 


OJ990426_22 . 9924 .C18 


Gene No. 


39115 








Strand 


+ 


Start 


8212 








End 


8530 


Name 


OJ990426 22. 


9924 . 


C18 . ol . 


an 


Method 


AAT/GAP 


Start 


8212 ~~ 








End 


8530 


GI 


none 








Score 


603 


Exons 


8212 8530 












Seq. No. 


18606 








Seq. ID 


OJ990426 22.9924.C18 


Gene No. 


39116 








Strand 


+ 


Start 


12946 








End 


13258 


Name 


OJ990426 22. 


9924. 


C18 . o2 . 


an 


Method 


AAT/GAP 


Start 


12946 








End 


13258 


GI 


none 








Score 


594 


Exons 


12946.. 13258 










Seq. No. 


18606 








Seq. ID 


OJ990426 22.9924.C18 


Gene No. 


39117 








Strand 




Start 


7614 








End 


12899 


Name 


OJ990426 22. 


9924. 


C18 ,o3. 


as 


Method- 


GENSCAN 


Start 


7614 








End 


12890 


GI 


none 








Score 


.45 


Exon *=; 

J—J Vta/i 1 o 


7614. .7764, 


8542. 


. 9956, 


10281 


. .10741, 


11831. .12593, 12606. .12890 


Sea No 


18606 








Seq. ID 


OJ990426_22.9924.C18 


Gene No. 


39117 








Strand 




Start 


7614 








End 


12899 


Name 


OJ990426 22. 


9924. 


C18.ol. 


np 


Method 


AAT/NAP 


Start 


8538 








End 


12899 


GI 


2586082 








Score 


4967 


Exons 


8538. .10223, 


10261. .12899 






GI Descrip. 


(U72725) retrofit 


[Oryza 


i longistaminata] 


Seq. No. 


18606 








Seq. ID 


OJ990426_22.9924.C18 


Gene No. 


39118 








Strand 




Start 


14997 








End 


16495 


Name 


OJ990426 22. 


9924. 


C18.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1700 








End 


4930 


GI 


none 








Score ■ 


70 


Exons 


1700. . 1801, 


4337. 


.4393, 


4403. , 


.4864, 44 


89. .4797, 4871. .4930 


Seq. No. 


18606 








Seq. ID 


OJ990426_22.9924.C18 


Gene No. 


39118 








Strand 




Start 


14997 








End 


16495 


Name 


OJ990426 22. 


9924 . 


CI8.06. 


ts 


Method 


TBLASTX: Soybean 


Start 


4082 








End 


4540 


GI 


none 








Score 


74 


Exons 


4082. .4159, 


4163. 


.4273, 


4262. . 


.4540, 4262. .4540 



Seq. No. 18606 Seq. ID OJ990426_22 . 9924 . C18 

19161 



m • 



Gene No . 


39.118 








Strand 






Start 


"14997 








End 


16495 




Name 


OJ990426 22 


.9924 


.C18 .o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


4541 








■End 


4792 




GI 


4397495 








Score 


240 




Exons 


4541. .4792, 


4543 


. .4788 










GT DpsrriD 


4234955 2.0e-22 


(AF098971) NBS-LRR-like protein cD8 [Phase 




vulgaris ] 














Seq. No. 


18606 








Seq. ID 


OJ990426 22.9924 


.CI 


Gene No. 


39118 








Strand 






Start 


14997 








End 


16495 




Name 


OJ990426 22 


. 9924 


.C18 .06 


. tw 


Method 


TBLASTX: Wheat 




Start 


5719 








End 


6086 




GI 


none 








Score 


191 




Exons 


5719. . 6075, 


5775 


. . 6086 










Seq. No. 


18606 








Seq. ID 


OJ990426_22. 9924 


.CI 


Gene No. 


39118 








Strand 






Start 


14997 








End 


16495 




Name 


OJ990426 22 


. 9924 


.C18 ,ol 


. tm 


Method 


TBLASTX : Maize 




Start 


8538 








End 


9194 




GI 


none 








Score 


43 




Exons 


8538 . . 8759, 


-8695 


. . 8760, 


8796. 


9194, 8848 . . 9180 




Seq. No. 


18606 








Seq. ID 


OJ990426_22. 9924 


.CI 


Gene No. 


39118 








Strand 






Start 


14997 








End 


16495 




Name 


OJ990426 22 


. 9924 


.CI8.0I 


. ts 


Method 


TBLASTX : Soybean 




Start 


8589 








End 


9185 




GI 


none 








Score 


51 




Exons 


8589. . 9185, 


8670 


. . 8759, 


8794 . 


8997, 9058 . . 9183 




Seq. No. 


18606 








Seq. ID 


OJ990426_22. 9924 


.CI 


Gene No. 


39118 








Strand 






Start 


14997 








End 


16495 




Name 


OJ990426 22 


. 9924 


.CI8.0I 


. tw 


Method 


TBLASTX: Wheat 




Start 


8949 








End 


9386 




GI 


none 








Score 


4 6 :: 




Exons 


8949. . 9386, 


8950 


. . 9036, 


9057 . . 


9212, 9064.. 9381 




Seq. No. 


18606 








Seq. ID 


OJ990426_22. 9924 


.CI 


Gene No. 


39118 








Strand 






Start 


14997 








End A 


16495 




Name 


OJ990426 22 


.9924 


.C18.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


9252 








End 


9500 




GI 


none 








Score 


,198 




Exons 


9252. . 9500 














Seq. No. 


18606 








Seq. ID 


OJ990426_22.9924 


.CI 


Gene No. 


39118 








Strand 






Start 


14997 








End 


16495 




Name 


OJ990426 22 


.9924 


.C18.o2 


tm 


Method 


TBLASTX: Maize 




Start 


9327 








End 


97 67 




GI 


none 








Score 


38 




Exons 


9327. .9767, 


9367 


. . 9414, 


9457. . 


9561, 9598. .9747 





19162 




Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 .C18 . o3 

Start 9387 

GI none 

Exons 9387.. 9563, 9555.. 9899, 

Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . C18 . o2 

Start 9564 

GI 5509260 

Exons 9564.. 10082, 9577.. 9741 



GI Descrip. 




Seq. ID OJ990426_22.9924.C18 
Strand 

End 16495 

. tw Method TBLASTX : Wheat 

End 9900 

Score 93 
9595. . 9747, 9781. .9900 

Seq. ID OJ990426_22. 9924 .C18 
Strand 

End 16495 

.ts Method TBLASTX : Soybean 

End 10082 

Score 128 
, 9787. .9942, 9967. .10068 



Seq. No. 18606 Seq. ID 

Gene No. 39118 Strand 

Start 14997 End 

Name OJ9904 26_22 . 9924 . C18 . o2 . tc Method 

Start 9681 End 

GI none Score 

Exons 9681.. 9950, 9682.. 9951 



OJ990426_22.9924 ,C18 
16495 

TBLASTX: Cress 

9951 

152 



Seq. No. 18606 . ' Seq. ID OJ990426_22 . 9924 . C18 

Gene No. 39118 Strand 

Start 14997 End 16495 

Name OJ990426_22 . 9924 . C18 . o7 . tm Method "- TBLASTX : Maize 

Start 9771 End 10040 

GI none Score 91 

Exons 9771.. 10040, 9807.. 9977, 9811.. 10029 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . CI* 

Start 10683 

GI none 

Exons 10683. . 11132 



.ol . tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_22.9924.C18 
16495 

TBLASTX: Cress 

11132 

362 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . C18 . o4 . tw 

Start 10683 

GI , ■ none 

Exons ' 10683. . 11042, 10690 .. 108 99, 10695 .. 1 1009, 10921. .11016 



Seq. ID OJ990426_22. 9924 .C18 
Strand 

End 164 95 

Method TBLASTX: Wheat 

End 11042 

Score 89 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ9904 26_22 . 9924 . Clf 

Start 10701 

GI none 

Exons 10701. . 11120 



,o4.ts 



Seq. ID OJ990426_22. 9924 .C18 
Strand 

End 16495 

Method TBLASTX : Soybean 

End 11120 

Score 264 



19163 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . C18 . o5 . tm 

Start 10704 

GI none 

Exons 10704. .11027, 10708 10896 



Seq. ID OJ990426_22.9924.C18 
Strand 

End 164-95 

Method TBLASTX: Maize 

End 11027 

Score 75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18606 
39118 
14997 

OJ9904 26_22. 9924 .C18.o7.tw 

11043 

none 

11043. .11126, 1114 5. .11333 



18606 
39118 
14997 

OJ990426_22. 9924 .C18, 

11129 

none 

11129. . 11269, .11142. . 
11386. . 11430 



o3 . ts 



Seq. ID OJ990426_22.9924.C18 
Strand 

End 16495 

Method TBLASTX : Wheat 

End 11333 

Score 165 



Seq. ID OJ990426_22. 9924. CIS 
Strand 

End 16495 

Method TBLASTX : Soybean 

End 11552 

Score 68 



11312, 11333. .114 4 6, 11337. .11552, 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 .C18 . o2 ..tw 

Start 11619 

GI none 

Exons 11619. . 11798, .11620 .. 11784 , 



Seq. ID OJ990426_22 . 9924 .C18 
Strand 

End 16495 

Method TBLASTX : Wheat 

End 12011 

Score 99 
11778. .12011, 11826. .11960 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . C18 . 06 . tm 

Start 11829 

GI none ^ 

Exons 11829. .11951, 11829 .. 12074 , 



Seq. ID OJ990426_22 . 9924 .C18 
Strand 

End 16495 

Method TBLASTX: Maize 

End 12389 

Score 95 
12258.. 12389 



Seq. No. 18606 

Gene No. 39118 

Start *14997 

Name OJ990426_22 . 9924 . C18 . o3 . tm 

Start 12390 - 

GI none 

Exons 12390. . 12689, 12393 .. 12674 , 
12721.. 12801 



Seq. ID OJ990426_22.9924.C18 
Strand 

End 16495 

Method TBLASTX : Mai ze 

End 12809 

Score 103 
12412. .12687, 12717. .12809, 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . C18 . o5 . tw 

Start 12504 

GI none 

Exons 12504 .. 12860, 12505.. 12729 



Seq. ID OJ990426_22.9924.C18 
Strand 

End 16495 

Method TBLASTX : Wheat 

End 12860 

Score 92 



.19164 



Seq. No. 18606 

Gene No. 39118 

Start 14997 

Name OJ990426_22 . 9924 . C18 . o4 . gs 

Start • 14997 

GI none 

Exons 14997. . 15214, 1 6172 1 6193, 16310.. 16495 



Seq. ID OJ990426_22.9924.C18 



Strand 
End 

Method 

End 

Score 



16495 
GENSCAN 
16495 
.79 



Seq. No. 


18607 


Seq. ID 


OJ990416_11. 


9923 


.CI 


Gene No. 


39119 


Strand 








Start * 


1 393 


End 


546 






Name 


OJ990416 11 . 9923. CI .ol . gs 


Method 


GENSCAN 






Start 


393 


End 


546 






GI 


none 


Score 


.65 






Exons 


393. .442, 501. .546 










Seq. No. 


18608 


Seq. ID 


OJ990416_11. 


9923 


.C4 


Gene No. 


39120 


Strand 








Start 


1 


End 


706 






Name 


OJ990416 11. 9923.C4 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


706 






GI 


4733937 


Score 


120 






Exons 


1. .321, 683. .706 










GI Descrip. 


(AF080245) sesquiterpene 


synthase [Elaeis oleifera] 






Seq. No. 


18608 


Seq.' ID 


OJ990416_11. 


9923 


.C4 


Gene No. 


39120 


Strand 








Start 


1 


End 


706 






Name 


OJ990416 11. 9923.C4 .ol.gs 


Method 


GENSCAN 






Start 


70 


End 


321 






GI 


none 


Score 


.58 






Exons 


70. .321 










Seq. No. 


18608 


Seq. ID 


OJ990416_11. 


9923 


.C4 


Gene No. 


•39120 


Strand 








Start 


1 - 


End 


706 






Name 


OJ990416 11.9923.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


70 


End 


327 






GI 


none 


Score 


166 






Exons 


70. .318, 74. .313, 82. .327 











Seq. No. 18609 Seq. ID 

Gene No. 39121 ■ Strand 

Start 885 End 

Name OJ9904 1 6_11 . 9923 . C6 . ol . gs Method 

Start 885 End 

GI none Score 

Exons 885. . 1020 



OJ990416_11. 9923.C6 
+ 

1020 
GENSCAN 
1020 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18610 
39122 
433 

OJ990416_ 

433 

none 

433. .710 



ll.9923.C8.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_11.9923.C8 
710 

AAT/GAP 

710 

363 



19165 




Seq. No. 


18611 


Seq. ID 


OJ990416_11.9923. 


C9 


Gene No. 


39123 


Strand 






Start 


392 


End 


572 




Name 


OJ990416 11. 9923.C9.ol.gs 


Method 


GEN SCAN 




Start 


392 


End 


572 




GI 


none 


Score 


.87 




Exons 


392... 572 








Seq.- No. 


18612 


Seq. ID 


OJ990416_11 . 9923. 


C12 


Gene No. 


39124 


Strand 






Start 


47 


End 


180 




Name 


OJ990416 11.9923.C12.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


180 




GI 


none 


Score 


. 82 




Exons 


47 . . 180 








Seq. No. 


18613 


Seq. ID 


OJ990416_11.9923. 


C14 


Gene No. 


39125 


Strand 






Start 


541 


End 


6193 




Name 


OJ990416 11. 9923.C14.o5.tm 


Method 


TBLASTX: Maize 




Start 


538 ~ 


End 


684 




GI 


none 


Score 


127 




Exons 


538. . 684, 539. . 679 








Seq. No. 


18613 


Seq. ID 


OJ990416_11. 9923. 


C14 


Gene No . 


39125 


Strand 






Start 


541 


End 


6193 




Name 


OJ990416 11. 9 92 3. CI 4 .ol.gs 


Method 


GENSCAN 




Start 


541 ~ 


End 


6193 




GI 


none 


Score 


. 5 




Exons 


541. .1434, 1483. .4269, 4333. 


. 6193 






Seq. No. 


18613 


Seq. ID 


OJ990416 11.9923. 


C14 


Gene No. 


39125 


Strand 






Start 


541 


End 


6193 




Name 


OJ990416 11.9923.C14.ol.np 


Method 


AAT/NAP ' 




Start 


54 4 


End 


6190 




GI 


6498441 


Score 


6735 




Exons 


544. .825, 919. .2316, 2488. .2958, .3151.' 


.3403, 3578. .3712, 






3896. .4269, 4333.. 4796, 5127 


. .6190" 






GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene. ; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


18613 








Seq. ID 


OJ990416_11.9923. 


.C14 


Gene No. 


39125 








Strand 






Start . 


541 








End 


6193 




Name 


OJ990416 


11. 992,3. C14 


.o7, 


.tw 


Method 


TBLASTX: Wheat 




Start 


553 








End 


1155 




GI 


none 








Score 


83 




Exons 


553. .678, 


557. .679, 


871, 


. .1155, 


872. .1150 




Seq. No. 


18613 








Seq. ID 


OJ990416_11. 9923, 


.C14 


Gene No. 


39125 








Strand . 






.Start 


541 








End 


6193 




Name 


OJ990416 


11. 9923.C14 


.o4 , 


,tw 


Method 


TBLASTX: Wheat 





19166 



Start 1156 

GI none 

Exons 1156.. 1536, 1187, 

Seq. No. 18613 

Gene No. 39125 

Start 541 

Name OJ990416_11 . 9923 . 

Start 1351 

GI none 

Exons 1351.. 1674, 1364. 



End 
Score 
1435, '1481. .1537 



1537 
165 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 

C14.o3.tm ' Method TBLASTX: Maize 

End . 1674 

Score 201 

.1657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18613 
39125 
541 

OJ990416_11.9923 
1867 
none 

1867.. 2127, 2003.. 2179 

18613 
39125 
541 

OJ990416_11. 9923.C14 .o2.ts 
1927 ■ 
5666795 

1927.. 2127, 2182 
4206306 2.0e-10 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 

.C14.o8.tw Method TBLASTX: Wheat 



End 
Score 



2179 
66 



Score 
..2319, 2395. .2493 
(AF049110) prpol [Zea mays] 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 . 

Method TBLASTX : Soybean 
End 2493 
68 



18613 
39125 
541 

OJ990416_11. 9923 

2182 

none 

2182.. 2331, 2183 
2392.. 2616, 5589 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 

.C14.o5.tw Method TBLASTX: Wheat 

End 5642 

Score 87 
..2320, 2185. .2322, 2378. .2551, 2392.. 2640, 
. .5642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 



18613 
39125 
541 

OJ990416_11.9923.C14 .ol.ts 

3241 

none 

3241.. 3612, 3452.. 3595 



18613 
39125 
541., 

OJ990416_11.9923. 

3266 

none 

3266.. 3685, 3277, 

18613 
39125 
541 



.3690 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 

Method TBLASTX : Soybean 

End 3612 

Score 90 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 

C14.o2.tw Method. TBLASTX : Wheat 

End 3690 

Score 323 



Seq. ID OJ990416_11.9923.C14 
Strand 

End 6193 : 



19167 




Name 


OJ990416 11. 


9923 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3364 








End 


3748 


GT 


none 








Score 


221 


Exons 


3364.. 3747, 


3383 


. . 3748 








Seq. No. 


18613 








Seq. ID 


OJ990416_11. 9923.C14 


Gene No. 


39125 








Strand 




Start 


541 








End 


6193 


. Name 


OJ990416 11. 


9923 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3775 








End 


4131 


GI 


none 








Score 


- 104 


Exons 


3775. .4008, 


3775 


. .4131, 


3785. 


.4096 • 




Seq. No. 


18613 








Seq. ID 


OJ990416_11.9923.C14 


Gene No. 


39125 








Strand 




Start 


541 








End 


6193 


Name 


OJ990416 11. 


9923 


.C14 .ol" 


. tw 


Method 


TBLASTX: Wheat 


Start 


3799 








End 


4262 


GI 


none 








Score 


406 


Exons 


3799. . 4260, 


3800 


. . 4261, 


3819. 


. 4262 




Seq. No. 


18613 








Seq. ID 


OJ990416_11.9923.C14 


Gene No. 


39125 








Strand 




3 Start 


541 








End 


6193 


j Name 


OJ990416 11. 


9923 


.C14 .o3 


. ts 


Method 


TBLASTX : Soybean 


« Start 


3856 








End 


4221 • 


II GI 


none 








Score 


118 


™ Exons 


3856. . 3990, 


3997 


. .4221 








J Seq. No. 


18613 








Seq. ID 


OJ990416_11. 9923.C14 


3 Gene No. 


39125 








Strand 




if Start 


541 








End 


6193 


™ Name 


OJ990416 11. 


9923 


.C14 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


4426 








End 


4912 


3 GI 


none 








Score 


172 


J Exons 


4426. .4911, 


4430 


. . 4717, 


4750. 


.4911, 4775. .4912 


« Seq. No. 


18613 








Seq. ID 


OJ990416_11. 9923.C14 


;;: Gene No. 


39125 








Strand 




=? Start 


541 








End 


6193 


J Name 


OJ990416 11. 


9923 


.C14 .06 


tw 


Method 


TBLASTX: Wheat 


Start 


5650 








End 


6042 


GI 


none 








Score 


89 


Exons 


5650. .5907, 


5684 


. .5923, 


5890. 


.5988, 5E 


i 91 - .5971,' 5995. . 6042 


Seq. No. 


18613 








Seq. ID 


OJ990416_11.9923.C14 


Gene No. 


39125 








Strand 




Start 


541 








End 


6193 


Name - ; 


OJ990416 11. 


9923 


.C14 .o4 


tm 


Method 


TBLASTX: Maize 


Start' 


5752 








End 


6037 


GI 


none 








Score 


103 


Exons 


5752. .6000, 


5753 


. .6037 








Seq. No. 


18614. 








Seq. ID 


OJ990416_11.9923.C15 


Gene No. 


39126 








Strand 


+ 


• Start 


351 








End 


525 


Name 


OJ990416 11. 


9923 


CIS.ol. 


np 


Method 


AAT/NAP 



19168 



Start 
GI - 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



351 End 525 

6063554 Score 138 

351. .525 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



18614 
39127 
360 . 

OJ990416_11. 9923.C15.ol.gs 

360 

none 



Seq. ID OJ990416_11.9923.C15 
Strand 

End 5895 

Method GENSCAN 

End 5895 

Score .58 



360. .632, 1491. .1748, 1978. .2229, 3037. .3196, 3897. .4260, 
4343. .4595, 5755. .5895 



Seq. No. 18614 

Gene No. 39127 

Start 360 

Name OJ9904 16_1 1 . 9923 . C15 . ol . gp 

Start 894 

GI 61605_3.R1084 

Exons 894 . .1147 

GI Descrip. f '1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990416_11. 9923.C15 
Strand 

End 5895 

Method AAT/GAP 

End 1147 

Score 422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



18614 

39127 „ ... 

360 

OJ990416_11. 9923.C15.o2.np 

1458 

3287826 



Seq. ID OJ990416_11. 9923.C15 
Strand 

End 5895 

Method AAT/NAP 

End 5892 

Score 685 



1458. .1748, 1978. .2229, 3061. .3196, 3579. .3797, 3897. .4260, 
4343. .4588, 5754. .5892 

(+) -DELTA-CADINENE SYNTHASE ISOZYME C2 { D-CADINENE SYNTHASE) 
gil 287 9841 | emb | CAA7 6223 . 1 | (Y16432) ( + ) -delta-cadinene synthase 
[Gossypium arboreum] 



18614 
39128 
9473 

OJ990416_11. 9923.C15.o2.tm 

1437 

none 



Seq. ID OJ990416_11. 9923.C15 
Strand 

End 9972 

Method TBLASTX : Mai ze 

End 2116 

Score 99 



1437. .1598, 1438. .1599, 1605. .1751, 1606. .1749, 1634. .1750, 
1978. .2112, 1982. .2116 



18614 
39128 
9473 

OJ990416_11.9923.C15.ol. ts 

3103 

none 



Seq. ID OJ990416_11.9923.C15 
Strand 

End 9972 

Method TBLASTX : Soybean 

End 4075 

Score 100 



3103. .3171, 3584. .3796, 3899. .4075 



18614 
39128 



Seq. ID OJ990416_11.9923.C15 
Strand 



19169 




Start 


9473 




End 


9972 


Name 


OJ990416 11. 9923.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3578 




End 


5832 


GI 


none 




Score 


81 


Exons 


3578. .3691, 3704. .3796, 


3896. 


.4102, 3951. .4079, 4100. .4264, 


•* 


4344. .4406, 4410. .4511, 


5752. 


.5832 




Seq. No. 


18614 


-■- 


Seq. ID 


OJ990416_11..?923.C15 


Gene No. 


39128 




Strand 


- 


Start 


9473 




End 


9972 


Name 


OJ990416 11. 9923.C15.o2 


. gp 


Method 


AAT/GAP 


Start 


9473 




End 


9972 


GI 


none 




Score 


619 


Exons 


9473. .9722, 9855. .9972 








Seq. No. 


18615 




Seq. ID 


OJ990416_11. 9923.C17 


Gene No. 


39129 




Strand 


- 


Start 


81 




End 


1451 


Name 


OJ990416 11. 9923.C17.ol 


. QS 


Method 


GENSCAN 


Start 


81 




End 


738 


GI 


none 




Score 


. 66 


Exons 


81. .374, 487. .738 








Seq. No. 


18615 




Seq. ID 


OJ990416_11. 9923.C17 


Gene No. 


39129 




Strand 




Start 


81 




End 


1451 


Name 


OJ990416 11. 9923.C17.ol 


.np 


Method 


AAT/NAP 


Start 


84 




End 


1451 


GI 


5921217 




Score 


188- 


Exons 


84. .374, 487. .734, 1394 


. .1451 






GI Descrip. 


(AJ24 9561) putative sesquiterpene cyclase [Artemisia annua] 


Seq. No. 


18615 




Seq. ID 


OJ990416_11. 9923.C17 


Gene No. 


39129 




Strand 




Start 


81 




End 


1451 


Name 


OJ990416 11. 9923.C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 






End 


'615 


GI 


none 




Score 


96 


Exons 


93. .218, 94. .228, 226.. 


375, 227. .376, 


234. .377, 487. .615, 




492. .539, 499.-597 








Seq. No. 


18616 




Seq. ID 


OJ990416_11.9923.C18 


Gene No. 


39130 




Strand 


+ 


Start 


4344 




End 


4424 


Name 


OJ990416 11. 9923.C18.ol 


.gp 


Method 


AAT/GAP 


Start 


4344 




End 


4424 


GI 


38012 1.R1084 




Score 


101 


Exons 


4344. .4424 








GI Descrip: 


'4097947/gb'|U72255.|OSU72255 2 


. 0e-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


18616 




Seq. ID. 


OJ990416_11.9923.C18 


Gene No. 


39131 




Strand 


+ 


Start 


5488 




End 


8702 


Name 


OJ990416 11. 9923.C18.o3 


• np 


Method 


AAT/NAP 


Start 


5488 




End 


8702 


GI 


6498436 




Score 


65 



19170 




Exons 


5488.. 5534, 7318.. 7511, 8666 


. .8702 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


18616 


Seq. ID 


OJ990416_ 


11. 


9923 


.C18 


Gene No. 


39132 


Strand 


+ 








Start 


16074 


End 


19300 








Name 


OJ990416 11:9923. ci8.o5.np 


Method 


AAT/NAP 








Start 


16074 


End 


19300 








GI 


5852093 


Score 


,105 








Exons 


16074. .16169,. 17454 .. 17560, 


19274. .19300 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq.- No. 


18616 


Seq. ID 


OJ990416_ 


11. 


9923 


.C18 


Gene No. 


39133 


Strand 










Start 


1 


End 


3798 








Name 


OJ990416 11.9923.C18.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3798 








GI 


5802576 


Score 


503 








Exons 


1..49, 1887. .2100, 2191. .2554, 3028. .3280, 3667. 


.3798 




GI Descrip. 


(AF174294) (+ ) -delta-cadinene sythase 


[Gossypium arboreum] 


Seq. No. 


18616 


Seq. ID 


OJ990416_ 


11. 


9923 


.C18 


Gene No. 


39133 


Strand 










Start 


1 


End 


3798 








Name 


OJ990416 11.9923.C18.ol.gs 


Method 


GENSCAN 








Start 


501 


End 


3783 








GI 


none 


Score 


.77 ' 








Exons 


501. .636, 1882. .2100, 2191.. 


2554, 3028 


..3280, 3661. 


.378 


3 


Seq. No. 


18616 


Seq. ID 


OJ990416_ 


11. 


9923 


.C18 


Gene No. 


39134 


Strand 










Start 


6210 


End 


15556 ■' 








Name 


OJ990416 11.9923.C18.o2.np 


Method 


AAT/NAP 








Start 


4516 


End 


7010 








GI 


6498423 


Score 


242 








Exons 


4516.. 4623, 6169.. 6290, 6339 


..6437, 6618. .7010 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


18616 


Seq. ID 


OJ990416_ 


11. 


9923 


.C18 


Gene No. 


39134 


Strand 










Start 


6210 


End 


15556 








Name 


OJ990416 11.9923.C18.o2.gs 


Method 


GENSCAN 








Start 


6210 


End 


15545 








GI 


none 


Score 


.67 








Exons 


6210. .7035, 7810. .8002, 1074 5 .. 1094 6, 


11052. .11303, 








11873. .12008, 13307. .13525, 


13616. .13979, 14525. 


.14777, 






15381. .15545 












Seq. No. 


18616 . 


Seq. ID 


OJ990416_ 


11. 


9923 


.C18 


Gene No. 


39134 


Strand 










Start 


6210 


End 


15556 








Name 


OJ990416 11.9923.C18.o4.np 


Method 


AAT/NAP 








Start 


10653 


End 


15556 








GI 


5802576 


Score 


656 








Exons 


10653. . 10939, 1104 8. . 11305, 


13308. . 13525, 13616. 


.13979, 





14525. .14800; 15447.. 15556 
GI Descrip. (AF174294) -(+) -delta-cadinene sythase [Gossypium arboreum] 



19171 



Seq. No. 18616 Seq. ID 

Gene No. 39135 Strand 

Start 18992 End 

Name OJ9904 16_11 . 9923 . C18 . ol . ts Method 

Start 1876 End 

GI none Score 
Exons 



1876.. 2058, 1887.. 2099, 2190.. 2369, 13301 
13618. . 13794 



OJ990416_11. 9923.C18 
19442 

TBLASTX: Soybean 

13794 

88 

..13525, 13312. .13524, 



Seq. No. 18616 
Gene No. 39135 
Start 18992 

Name OJ9904 16_11 . 9923 . C18 . ol . tm 

Start 1887 
GI none 
Exons 1887 

2161 

3655 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 11.9923.C18 



19442 

TBLASTX: Maize 
14693 
72 

2099, 2142.. 2375, 2160. 
2558, 3017.. 3091, 3095. 



1994, 1995.. 2126, 1995 
2403, 2365.. 2556, 2394 

3795, 13312. .13419, 13420 .. 13524 , 13420 .. 13524 , 
13618. .13797, 13618 13827 , 13790 .. 13993, 13819 .. 13989, 
14526. .14588, 14592. .14693 



2402, 
3196, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18616 
39135 
18992 

OJ990416_11. 9923.C18.o2.tm 
10651 



End 

Method 
End 

none Score 
10651. .10755, 10662. . 10784, 10662 .. 10787 , 10802 .. 10909, 
10803. .10910, 10806. .10946, 11052 11 180 , 11053 .. 11184 , 
11056. .11190 



Seq. ID OJ990416_11.9923.C18 
Strand 

19442 

TBLASTX: Maize 
11190 
96 



Seq. No. 18616 Seq. ID 

Gene No. 39135 Strand 

Start 18992 End 

Name OJ9904 16_11 . 9923 . C18 . o3 . gs Method 

Start 18992 End 

GI none Score 

Exons 18992. .19060, 19369.. 19442 



OJ990416_11.9923.C18 

19442 
GENSCAN 

19442 - 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18617 Seq. ID OJ9904 16_11 . 9923 . C19 

39136 Strand + 

8730 End 16569 

OJ990416_11.9923.C19.o2.np Method AAT/NAP 

8635 End 12873 

6957728 Score 279 

8635. .9014, 12628. .12873 

(AC021640) hypothetical protein [Arabidopsis thaliana] 



18617 : 

39136 

8730 

OJ990416_11. 9923.C19.o3.gs 

8730 

none 

8730. .9004, 9487. .9505 



Seq. ID OJ990416_11. 9923.C19 

Strand + 

End 16569 

Method GENSCAN 

End 9505 

Score .92 



19172 




Seq. No. 


18617 


Seq. ID 


OJ990416_11. 


9923 


C19 


Gene No. 


39136 


Strand 


+ 






Start 


8730 


End 


16569 






Name 


OJ990416 11.9923.C19.o4.gs 


Method 


GENSCAN 






Start 


10296 


End 


11341 






GI 


none 


Score 


.92 






Exons 


10296. .10346, 11258.. 11341 










Seq. No. 


18617 


Seq. ID 


OJ990416_11. 


9923 


C19 


Gene No. 


39136 


Strand 


+ 






Start 


8730 


End 


16569 






Name 


OJ990416 11. 9923.C19.o3.np 


Method 


AAT/NAP 






Start 


12618 


End 


16569 






GI 


6957728 


Score 


509 






Exons 


12618. .13033, 13099. .13875, 


16440. .16569 






GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18617 


Seq. ID 


OJ990416_11. 


9923 


C19 


Gene No. 


39137 


Strand 








Start 


4283 


End 


5927 






Name 


OJ990416 11. 9923.C19.o2.gs 


Method 


GENSCAN 






Start 


4283 


End 


5927 






GI 


none 


Score 


.83 






Exons 


4283. .4489, 4597. .4805, 4894. .5160, 5717. .5927 






Seq. No. 


18617 


Seq. ID 


OJ990416_11. 


9923 


C19 


Gene No. 


39137 


Strand 








Start 


4283 


End 


5927 






Name 


OJ990416 11. 9923.C19.ol.np 


Method 


AAT/NAP 






Start 


4298 


End 


5927 






GI 


3738303 


Score 


621 






Exons 


4298. .4489, 4597. .4795, 487 


8. .5028, 5717. .5927 






GI Descrip. 


(AC005309) unknown protein 


[Arabidopsis thaliana] 







Seq. No. 18617 

Gene No. 39138 

Start - 17242 

Name OJ9904 16_11 . 9923 . C19 . ol . tc 

Start 4307 

GI none 
Exons 



Seq. ID OJ990416_11.9923.C19 
Strand 
End 

Method 
End 
.Score 



17320 

TBLASTX: Cress 

4674 

112 



4307. .4492, 4359. .4490, 4615. .4674, 4616. .4672 



Seq. No. 18617 Seq. ID 

Gene No. 39138 Strand 

Start 17242 End 

Name OJ9904 16_11 . 9923 . C19 . ol . tm Method 

Start 4349 End 

GI none Score 
Exons 



OJ990416_11. 9923.C19 
17320 

TBLASTX: Maize 

5823 

159 



4349. .4492, 4353. .4490, 4522. .4806, 4594. .4791, 4599. .4808, 
4883. .5029, 4890. .4997, 4892. .5029, 5718. .5822, 5728. .5823 



Seq. No. 18617- Seq. ID 

Gene No. 39138 Strand 

Start 17242 End 

Name OJ9904 16_11 . 9923 . C19 . 06 . gs Method 

Start 17242 End 

GI none Score 



OJ990416_11. 9923.C19 

17320 
GENSCAN 
17320 
.53 



19173 




Exons 


17242. .17320 








Seq. No. 


18618 


Seq. ID 


OJ990416_11.9923, 


.C20 


Gene No. 


39139 


Strand 


+ 




Start 


772 


End 


2646 




Name 


OJ990416 11.9923.C20.ol.gs 


Method 


GENSCAN 




Start 


772 


End 


2646 




GI 


none 


Score 


.62 




Exons 


772. .929, 999. .1407, 2602.. 


2646 






Seq. No. 


18618 


Seq. ID 


OJ990416_11.9923. 


.C20 


Gene No. 


39140 


Strand 






Start - 


1 


End 


2241 




Name 


OJ990416 11.9923.C20.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2241 




GI 


6721547 


Score 


88 




Exons 


1. .35, 976. .1055, 2157. .2241 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


18618 


Seq. ID 


OJ990416_11.9923, 


.C20 


Gene No. 


39140 


Strand 






Start 


1 


End 


2241 




Name 


OJ990416 11.9923.C20.ol.np 


Method 


AAT/NAP 




Start 


894 


End 


1184 




GI 


6553904 


Score 


73 




Exons 


894. .1184 








GI Descrip. 


(AC012563) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


18618 


Seq. ID 


OJ990416_11. 9923, 


.C20 


Gene No. 


39141 


Strand 






Start 


4661 


End 


5287 




Name . 


OJ990416 11.9923.C20.ol.gp 


Method 


AAT/GAP 




Start 


4256 


End 


4824 




GI 


none 


Score 


997 




Exons 


. 4256. .4824 








Seq. No. . 


18618 


Seq. ID 


OJ990416JL1. 9923. 


.C20 


Gene No. 


39141 


Strand 






Start 


4661 


End 


5287 




Name 


OJ990416 11. 9923.C20.o3.np 


Method 


AAT/NAP. 




Start 


4655 


End 


5287 




GI 


4972067 - 


Score 


506 




Exons 


4655.-5287 








GI Descrip. 


(AL078467) putative prdtei' 


[Arabidopsis thaliana] 




Seq. No. 


18618 ' 


Seq. ID 


OJ990416_11.9923, 


,C20 


Gene No. 


39141 


Strand 






Start 


4661 


End 


5287 




Name 


OJ990416 11. 9923.C20.o2.gs 


Method 


GENSCAN 




Start 


4661 


End 


5234' 




GI 


none 


Score 


.67 




Exons 


4661. .4987, 4998. .5234 








Seq. No. 


18618 


Seq. ID 


OJ990416_11. 9923. 


C20 


Gene No. 


39141 


Strand 






Start 


4661 


End 


5287 




Name 


OJ990416 11.9923.C20.ol.tc 


Method 


TBLASTX: Cress 





19174 



Start 
GI 

Exons 



4664 
none 

4664. .4807, 4838.-4993, 4851. 
5125.. 5286, 5203.. 5286 



End 5286 
Score 112 

.4991, 4992.. 5120, 5124.. 5285, 



Seq. No. 18618 

Gene No. 39141 ■ 

Start 4661 . . 

Name _ OJ990416_11 . 9923 . C20 . ol . tm 

Start 4670 

GI none 

Exons 4670.. 4741, 4844.. 4993, 4896. 



Seq. ID OJ990416_11.9923.C20 
Strand 

End 5287 

Method TBLASTX: Maize 

End 5286 

Score 69 

.4985, 4992. .5285, 5122.. 5286 



Seq. No. 18618 

Gene No. 39141 

Start ■ 4661 

Name OJ990416__11 . 9923 . C20 . ol . ts 

Start 4670 

GI none 

Exons 4670.. 4780, 4844.. 4993, 4992. 



Seq. ID OJ990416_11.9923.C20 
Strand 

End 5287 

Method TBLASTX: Soybean 

End 5285 

Score 202 

5027, 5100.. 5285 



Seq.. No. 18618 

Gene No. 39141 

Start 4661 

Name OJ9904 16_11 . 9923 . C20 . ol . tw 
Start • 5079 

GI none 

Exons 5079.. 5285, 5110.. 5286 



Seq. ID OJ990416_11.9923.C20 
Strand 

End 5287 

Method TBLASTX : Wheat 

End 5286 

Score 217 



Seq. No. 18619 

Gene No. 39142 

Start 51 

Name OJ990416_11 . 9923 .C21 . ol . gs 

Start 51 

GI none 

Exons 51.. 548 



Seq. ID OJ990416_11.9923.C21 

Strand + 

End 548 

Method GENSCAN 

End 548 

Score . 9 



Seq. No. 18620 

Gene No. 39143 

Start 367 

Name OJ9904 16_11 . 9923.. C22 . ol . gs 

Start 367 

GI none 

Exons 367. .494, 530. .629 

Seq. No. 18620 

Gene No. 39144 

Start 317 

Name OJ9904 16_11 . 9923 . C22 . ol . gp 

Start 317 

GI none 

Exons 317 . . 638 



Seq. ID OJ990416_11.9923.C22 

Strand + 

End 62 9 

Method GENSCAN 

End 629 

Score . 68 



Seq. ID OJ990416_11.9923.C22 
Strand 

End 638 

Method AAT/GAP 

End 638 

Score 618 



Seq. No. 18621 

Gene No. 39145 

Start 1107 

Name OJ9904 1 6_11 . 9923 . C23 . ol . gs 



Seq. ID OJ990416_11.9923.C23 
Strand 

End 1328 

Method GENSCAN 



19175 



Start 
GI 

Exons 



1107 
none 

1107. . 1328 



End 
Score 



1328 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18622 
39146 
1111 

OJ990416_11. 9.923. C24 .ol.gs 

1111 

none 

1111. .1203, 1213. .1353 

18623 
39147 
83 

OJ990416_11. 9923. C25. ol.gs 
83 

none 



Seq. ID OJ990416_11. 9923.C24 
Strand 

End 1353 

Method GENSCAN ... 

End 1353 

Score .58~ 



Seq. ID OJ990416_11.9923.C25 
Strand 

End 1353 

Method GENSCAN 

End 1343 

Score . 9 



83. .184, 246. .389, 605. .797, 877. .945, 1240. .1343 



18623 
39147 
83 

OJ990416_11. 9923.C25.ol.np. 
90 

6630556 



Seq. ID OJ990416_11.9923.C25 
Strand 

End 1353 

Method AAT/NAP 

End 1350 

Score 336 



90. .389, 605. .797, 889. .945, 1240. .1350 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



18623 
39147 
83 

OJ990416_11. 9923.C25.ol.tm 

234 

none 



Seq. ID OJ990416_11.9923.C25 
Strand 

End 1353 
Method TBLASTX : Mai ze 
End 1346 
Score 124 

234. .392, 238. .387, 600.'. 797, 602. .799, 603. .800, 604. .801, 
882. .944, 883. .948, 884. .949, 891. .944, 1240. .1335, 1242. .1346 



18623 
39147 
83 

OJ990416_11. 9923.C25.ol.ts 

234 

none 



Seq. ID OJ990416_11.9923.C25 
Strand 

End 1353 

Method TBLASTX: Soybean 

End 1353 

Score 98 



234. .311, 333. .392, 629. .796, 633. .800, 705. .803, 883. .948, 
891. .944, 1240. .1335, 1242. .1346, 1255. .1353 



18623 
39147 
83 

OJ990416_11 . 9923.C25.ol. tw 

602 

none 



Seq. ID OJ990416_11.9923.C25 
Strand 

End 1353 

Method TBLASTX: Wheat 

End 951 

Score 221 



602. .799, 606. .800, 606. .803, 610. .801, 882. .950, 886. .936, 
891. .944, 895. . 951 



19176 



Seq. No. 


18624 






Seq. ID 


OJ990416 


Gene No. 


39148 






Strand 




Start 


13 






End 


128 


Name 


OJ990416 11.9923.C26 


.ol 


. gs 


Method 


GENSCAN 


Start 


13 






End 


128 


GI 


none 






Score 


.68 


Exons 


13. .128 










Seq. No. 


18625 






Seq. ID 


OJ990416 


Gene No. 


39149 






Strand 


+ 


Start 


187 






End 


330 


Name 


OJ990416 11.9923.C27 


.ol 


. gs 


Method 


GENSCAN 


Start 


187 






End 


330 


GI 


none 






Score 


.51 


Exons 


187. .330 










Seq. No. 


18626 






Seq. ID 


OJ990416 


Gene No. 


39150 






Strand 




Start 


303 






End 


648 


Name 


OJ990416 11. 9.923. C28 


.ol 


. gs 


Method 


GENSCAN 


Start 


303 






End 


648 


GI 


none 






Score 


.95 


Exons 


303. .383, 631. .648 










Seq. No. 


18627 






Seq. ID 


OJ990416 


Gene No. 


39151 






Strand 




Start 


1-. 






End 


740 


Name 


OJ990416 11.9923.C29 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


740 


GI 


5042454 






Score 


12'05 


Exons 


1. .740 










GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 


Seq. No. 


18627 






Seq. ID 


OJ990416 


Gene No. 


39151 






Strand 




Start 


1 






End 


740 


Name 


OJ990416 11.9923.C29 


.ol 


.gs 


Method 


GENSCAN 


Start 


16 






End 


722 


GI 


none 






Score 


.92 


Exons 


16. .722 










Seq. No. 


18628 






Seq. ID 


OJ990416 


Gene No. 


39152 






Strand - 


+ 


Start 


1 






End 


253 


Name 


OJ990416 11.9923.C32 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


253 


GI 


6721516 






Score 


100 


Exons 


1..253 










GI Descrip. 


(AP00107?) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


18629 






Seq. ID 


OJ990416 


Gene No. 


39153 






Strand 




Start 


1 






End 


233 


Name 


OJ990416 11.9923.C33 


.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


233 


GI 


LIB34 34-035-P1-K1-A7 






Score 


404 


Exons 


1. .233 











9923. C26 



.9923. C27 



,9923.C28 



.9923.C29 



.9923. C29 



,9923. C32 



.9923. C33 



19177 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5441876/dbj | AP000367.il AP000367 1.0e-114 Oryza sativa genomic 
DNA/ chromosome 2, clone : P0437H03 (contig b) 1 



Seq. ID OJ990416_11.9923.C34 

Strand + 

End 504 

Method AAT/NAP 

End 504 

Score 114 



18630 
39154 
316 

OJ990416_11. 9923.C34 .ol.np 
316 

5107819 
316. .385, 461. .504 

(AF149413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. ID OJ990416_11. 9923.C35 

Strand + 

End 7 96 

Method AAT/GAP 

'End 796 

Score 1072 . 



18631 
39155 
1 

OJ990416_11.9923.C35.ol.gp 
1 

14187JL.R1084 
1..218, 302. .445, 558. .796 

'5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



Seq. ID OJ990416_11.9923.C35. 

Strand + 

End 796 

Method AAT/NAP 

End 713 

Score 292 



18631 
39155 
1 

OJ990416_11. 9923. C35. ol.np 
1 

6630556 
1..221, 305. .445, 558. .713 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



18631 
39155 
1 

OJ990416_il.9923.C35.ol.tw 
11 

none 

11. .187, 23. .229, 27. .230 

18631 
39155 
1 

.OJ990416_ll.9923.C35.ol.ts 
20 

none 



Seq. ID OJ990416_11.9923.C35 

Strand + 

End . '7 96 

Method TBLASTX: Wheat 

End .230 

Score 175 



Seq. ID OJ990416_11. 9923.C35 

Strand + 

End 796 

Method TBLASTX : Soybean 

End 400 

Score 193 



20. .202, 24. .200, 70. .201, 296. .400, 307. .399 



18631 
39155 
1 

OJ990416_11. 9923.C35.ol.tm 
23 

none 



Seq. ID OJ990416_11.9923.C35 

Strand + 

End 796 ' 

Method TBLASTX: Maize 

End 680 

Score 318 



23. .229, 27. .230, 27. .251, 252. .446, 295. .447, 296. .451, 
500. .679, 549..680 



19178 



Seq. No. 


18631 


Seq. ID 


OJ990416 


Gene No. 


39155 


Strand 


+ 


Start 


1 


End 


796 


Name 


OJ990416 11.9923.C35.ol.tc 


Method 


TBLASTX : i 


Start 


24 f ..; 


End 


662 


GI 


none 


Score 


142 


Exons 


24.. 173, 261. 121, 153.. 239, 


296. .406, 


367. .438, 




530. .643, 549. .662 






Seq. No. 


18631 


Seq. ID 


•OJ990416 


Gene No. 


39155 


Strand 


+ 


Start 


1 


End 


796 


Name 


OJ990416 11. 9923.C35.ol .gs 


Method 


GENSCAN 


Start 


302 


End 


680 


GI 


none 


Score 


. 6 


Exons 


302. .445, 558. .680 






Seq. No. 


18632 


Seq. ID 


OJ990416 


Gene No. 


39156 


Strand 


+ 


Start 


66 


End 


325 


Name 


OJ990416 11.9923.C36.ol.np 


Method 


AAT/NAP 


Start 


66 


End 


325 


GI 


227787 • 


Score 


79 


Exons 


66. .325 






GI Descrip. 


CF1 ATPase:SUBUNIT=epsilon 


[Sorghum sp 


. ] 


Seq. No. 


18633 


Seq. ID 


OJ990416 


Gene No. 


39157 


Strand 




Start . 


1 ' 


End 


544 


Name 


OJ990416 11.9923.C38.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


544 


GI 


5042454 


Score 


162 


Exons 


1..134, 483. .544 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


18633 


Seq. ID 


OJ990416 


Gene. No. 


39157 


Strand 




Start 


1 


End 


544 


Name 


OJ990416 11.9923.C38.ol.gs 


Method 


GENSCAN 


Start 


24 


End 


153 


GI 


none 


Score 


.87 


Exons 


24. .153 






Seq. No. 


18634 


Seq. ID 


OJ990416 


Gene No. 


39158 


Strand 


+ 


Start 


374 


End 


643 


Name 


OJ990416 11.9923.C42.ol.gs 


Method 


GENSCAN 


Start 


374 - 


.End 


643 


GI 


none 


Score 


. 53 


Exons 


374. .643 






Seq. No. 


18635 


Seq. ID 


OJ990416 


Gene No. 


39159 


Strand 


+ 


Start 


154 


End 


577 


Name . 


OJ990416 11.9923.C43.ol.tm 


Method 


TBLASTX : I 


Start 


148 


End 


372 



19179 



GI none 

Exons 148.. 372, 150.. 371, 166.. 372 

Seq. No. 18635 

Gene No. 39159 

Start 154 

Name OJ990416_11 . 9923 . C43 . ol . gs 

Start 154 

GI none 

Exons 154.. 387, 500.. 577 



Score 



306 



Seq. ID OJ990416_11.9923.C43 

Strand + 

End 577 

Method GEN SCAN 

End 577. 

Score .42 



Seq. No. 18636 

Gene No. 39160 

Start 647 

Name OJ990416_11 . 9923 . C45 . ol . gs 

Start 647 

GI none 

Exons 647.. 721 



Seq. ID OJ990416_11.9923.C45 
Strand 

End 721 

Method GEN SCAN 

End 721 

Score .66 



Seq. No. 18637 

Gene No. 39161 

Start 1 

Name OJ9904 16_11 . 9923 . C4 6 . ol . gp. 

Start 1 

. GI none 

Exons 1 . . 330^ ■ 



Seq. ID OJ990416_11.9923.C46 
Strand 

End 330 

Method AAT/GAP 

End 330. 

Score 636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



18638 
39162 
536 

OJ990416_11. 9923.C4 7.ol.gs 

536 

none 



Seq. ID OJ990416_11.9923.C47 
Strand 

End 1729 

Method GENSCAN 

End 1729 

Score .42 



536. .648, 789. .821, 1167. .1338, 1625. .1729 



18638 
39163 
1943 

OJ990416_11. 9923.C47 .ol. tw 

1943 

none 



Seq. ID OJ990416_11.9923-.C47 
Strand 

End 2304 

Method TBLASTX : Wheat 

End 2304 

Score 57 



1943. .2047, 1944. .2042, 2043. .2186, 2056. .2187, 2194. .2304 



18639 
39164 
1 

OJ990416_11. 9923.C50.ol.np 
1 

5852179 
1..306 

(AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID r OJ990416_11. 9923. C50 
Strand 

306 

AAT/NAP 
306 
169 



End 

Method 
End 
Score 



18639 
39164 
1 * 

OJ990416_11 . 9923.C50.ol.gs 
86 



Seq. ID OJ990416_11.9923.C50 

Strand - 

End 306 

Method GENSCAN 

End 181 



19180 



GI 

Exons 



none 
86. .181 



Score 



.65 



Seq. No. 18640 Seq. ID 

Gene No. 39165 ■ Strand 

Start 1 End 

Name OJ9904 16_11 . 9923.C51.ol.np Method 

Start 1 End 

GI 6498441 Score 

Exons 1 . . 603 

GI Descrip. (AP.000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



OJ990416_11.9923.C51 
+ 

603 

AAT/NAP 

603 

963 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


18640 




Seq. ID 


OJ990416JL1.9923 


.C51 


Gene No. 


39165 




Strand 


+ 




Start 


1 




End 


603 




Name 


OJ990416 11. 9923.C51.ol 


.gs 


Method 


GENSCAN 




Start 


44 




End 


562 




GI 


none 




Score 


. 61 




Exons 


4 4.. 562 










Seq. No. 


18640 




Seq. ID 


OJ990416JL1.9923 


.C51 


Gene No. 


39165 




Strand 


+ 




Start 


1 




End 


603 




Name 


OJ990416 11 . 9923 . C51 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


52 




End 


373 




GI 


none 




Score 


192 




Exons 


CO O "7 1 1 O no 

52 . . 237 , 11 J . .3/3 










Seq. No. 


18 641 




Seq. ID 


OJ990416_11.9923 


.C52 


Gene No. 


39166 




Strand 


_ 




Start 


coo 




End 


2062 




Name 


OJ990416 11 . 9923 . C52 . o2 


.gs 


Method 


GENSCAN 




Start 


583 




End 


2005 




GI 


none 




Score 






Exons 


CO*!) O A r\ c 

583 . . 2005 










Seq. No. 


18641 




Seq. ID 


OJ990416_11.9923 


.C52 


Gene No. 


39166 




Strand 






Start 


583 




End 


2062 




Name 


OJ990416 11.9923.C52.ol 


.np 


Method 


AAT/NAP 




Start 


586 




' End 


2062 




GI 


6907089 




Score 


1837 




Exons 


586: .2062 










GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] , 




Seq. No. 


18642 




Seq. ID 


OJ990416JL1. 9923 


.C53 


Gene No. 


39167 




Strand 


+ 




Start 


2750 




■ End 


3700 




Name 


OJ990416 11. 9923.C53.o2 


.gs 


Method 


GENSCAN 




Start 


2750 




End 


3700 




GI 


none 




Score 


.51 




Exons 


2750.. 2827, 3575.. 3700 










Seq. No. 


18642 




Seq. ID 


OJ990416_11.9923 


.C53 


Gene No. 


39168 




Strand 







19181 



Start 
Name 
Start 
GI 

Exons 

GI Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990416_11. 9923.C53.ol.np 
1 

5803259 
1..231, 325. .1586 

(AP000399) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



6587 
AAT/NAP 
1586 
2249 



Seq. ID OJ990416_11.9923.C53 
Strand 

End 6587 

Method GENSCAN 

End 1586 

Score . 95 



Seq. ID OJ990416_11.9923.C53 
Strand 

End 6587 

Method AAT/NAP 

End 3283 

Score " 294 
.2810, 3203.. 3283 



18642 
39168 
1 

OJ990416_11.9923.C53.ol.gs 
78 

none 

78. .231, 325. .1586 

*% 

18642 
39168 
1 

OJ990416_11 . 9923.C53.o2.np 
798 

5922623 

798.-845, 2421. .2496, 2663. 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6016856 | dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



18642 
39168 
1 

OJ990416_11 . 9923.C53.o3.np 
2292 
6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 11.9923.C53 



6587 
AAT/NAP 
6587 
248 

2292. .2312, 3644. .3671, 3998.^4216, 4334. .4627, 6464. .6587 
(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



18643 
39169 
387 

OJ990416_11,9923.C54 .ol.gs 

387 

none 

387. .496, 1034. .1112 

18644 
39170 ' 
5012 

OJ9904 16_11 . 9923 . C55 . o2 . gs 

5012 

none 

5012. .5545 



Seq. . ID OJ990416_11.9923.C54- 
Strand 

End • 1112 

Method GENSCAN 

End 1112 

Score .98 



-Seq. ID OJ990416_11. 9923.C55 

Strand + 

End 5545 

Method GENSCAN 

End 5545 

Score .97 



Seq.. No. 18644 • Seq. ■ ID 

Gene No. 39171 Strand' 

Start 7621 ' End 

Name OJ9904 16_1 1.9923. C55 . o3 . gs Method 



OJ990416_11.9923.C55 
+ 

10976 
GENSCAN 



19182 



Start 


'7621 




End 


10976 


GI 


none 




Score 


.43 


Exons 


7621.. 7719, 8900 


..9029, 10039.. 10976 




Seq. No. 


18644 




Seq. ID 


OJ990416_11.9923.C55 


Gene No. 


39172 




Strand 


+ 


Start .. . 


14571 




End 


18167 


Name 


OJ990416 11.9923 


.C55.ol.np 


Method 


AAT/NAP 1 - 


Start - 


14571 




End 


18167 


GI 


5922631 




Score 


2490 


Exons 


14 571. .14 695, 14 954. .15199, 


15458. .15664, 15710. .16274, 




16317. . 16770, 17377. . 18167 






GI Descrip. 


(AP000492) ESTs 


C26347 (C12145) , AU078074 (C12145) correspond to a 




region of the predicted gene 


. ; similar to prpol; Zea mays 




retrotransposon 


Cinful-1. (AF049110) 


[Oryza sativa] 




gi| 6016864 | db j |BAA85207.1| (AP000570) 


ESTs 




C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 




predicted gene.; 


Similar to 


prpol; Zea mays retrotransposon 




Cinful-1. (AF049110) [Oryza * 


s'ativ 




Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923.C55 


Gene No. 


39172 




Strand 


+ 


Start 


14571 




End 


18167 


Name 


OJ990416 11.9923 


. C55 . o5 . gs 


Method 


GENSCAN 


Start 


14571 




End 


17393 


GI 


none 




Score 


.51 


Exons 


14 571. . 15237, 154 42. . 16033, 


16061. . 167 62, 16859. .17132, 


* 


17229. . 17393 








Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923.C55 


Gene No. 


39173 




Strand 




Start 


17585 




End 


18102 


Name 


OJ990416 11.9923 


.C55.ol.tm 


Method 


TBLASTX: Maize 


Start 


2268 




End 


5466 


GI 


none 




Score 


292 


Exons 


2268. .2396, 2269 


..2580, 2542 


. .2583, 2619. .274 4, 2 620. .2742, - 




5009. .5323, 5011 


..5145, 5261 


..5323, 5324. .5464, 5347. .5466 


Seq". No. 


18644 




• Seq. ID 


OJ990416_11. 9923.C55 


Gene No. 


39173 




Strand 




Start 


17585 




End 


18102 


Name 


OJ990416 11.9923 


.C55.ol. tc 


Method 


TBLASTX: Cress 


O -(- — , -w- 4- 

btart 


2275 




End 


10828 


GI 


none 




Score 


134 


Exons 


2275.. 2397, 2280 


. .2396, 2620 


..2790, 4987. .5007, 5018. .5140, 




5023. .5145, 5192 


..5323, 5342 


. .5506/ 10038. .1007 9, 10073. .10225., 




10074. .102 98, 10340. .10525, 


1034 7. .1052.6, 10542. .10817, 




10601. . 10828 








Seq. No. 


18644 




Seq. ID 


OJ990416_11.9923.C55 


Gene No. 


39173 




Strand 




Start 


17585 




End 


18102 


Name 


OJ990416 11.9923 


.C55.ol.ts 


Method 


TBLASTX : Soybean' 


Start 


2275 




End 


10819 


GI 


none 




Score 


143 


Exons 


2275. .2397, 2277 


..2393, 2620 


..2790, 5018. .5140, 5020. .5136, 




5192.. 5239, 5342 


..5506, 10038. .10079, 


10080. .10298, 



19183 




10340. .10525, 1034 7. .10535, 10350. .10529, 10542. .10817, 
10601. .10819 



Seq. No. 


18644 




Seq. ID 


OJ990416_11.9923. 


C55 


Gene No. 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


> OJ990416 11. 9923.C55 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10374 




End 


10819 




GI 


none 




- Score 


173 




Exons 


10374. .10547, 10406. 


.10525, 


1054 2. .10817, 10604. .10819 




Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923. 


C55 


Gene No. 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10380 




End 


10780 




GI 


none 




Score 


143 




Exons 


10380. .10526, 10383. 


.10514, 


10385. .10525, 10557. .10778, 






iob9o . . 10/80 










Seq. No. 


18644 




Seq. ID 


OJ990416_11.9923. 


C55 


Gene No. 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15878 




End 


16280 




GI 


none 




Score 


274 




Exons 


15878 .. 16186, 15879. 


. 16280 








Seq. No. 


18644 




Seq. ID 


OJ990416 11.9923. 


C55 


Gene No. 


39173 




Strand 


- 




Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16787 




End 


17243 




GI 


none 




Score 


486 




Exons 


lb /o / . . 1 /242 , lb7tio. 


. 1724.3 








Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923. 


C55 


Gene No. 


39173 




Strand 






Start 


17585 ' 




• End 


18102 




Name 


OJ990416 11.9923.C55 


. o3 . ts 


Method ' 


TBLASTX : Soybean 




Start 


16827 




End 


17192 




GI 


none 




Score 


135 




Exons 


lboz / . . 1 7051 , 17061. 


. 17192 








Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923. 


C55 


Gene No. 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


OJ990416 11. 9923.C55 


. o3 . tm 


Method 


TBLASTX:Maize 




Start 


16917 




End 


17273 




GI 


none 




Score 


365 




Exons 


16917. .17273,. 16958. 


. 17263 








Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923. 


C55 


Gene No . 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


17358 




End 


17782 





19184 




GI 


none 




Score 


414 




Exons 


17358. .17777, 17402. 


.17782 








Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923 


.C55 


Gene No. 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


17406 




End 


17837 




GI 


none 




Score 


283 




Exons 


17406. .17837, 17453. 


.17596 








Seq. No. 


18644 




Seq. ID 


OJ990416_11.9923 


.C55 


Gene No. 


39173 




Strand 






Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17504 




End 


17952 




GI 


none 




Score 


248 




Exons 


17504. .17758, 17505. 


.17759, 


17505. .177 62, 17780. .17 911, 






17781. .17924, 17920. 


.17952 








Seq. No. 


18644 




Seq. ID 


OJ990416_11. 9923 


.C55 


Gene No. 


39173 




Strand 






Start 


17585 • 




. End 


18102 




Name 


OJ990416 11.9923.C55 


. 06 .gs 


Method 


GENSCAN 




Start 


17585. 




End 


18054 




GI 


none 




Score 


.95 




Exons 


17585. .17698, 17995. 


. 18054 








Seq. No. 


18644 




Seq. ID 


OJ990416JL1.9923 


.C55 


Gene No. 


39173 




Strand 1 






Start 


17585 




End 


18102 




Name 


OJ990416 11.9923.C55 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17787 




End 


18102 




GI 


none 




Score 


145 




Exons 


1-7787. .17930, 17796. 


.17894, 


17917. .18102, 17 980. .18087 




Seq. No. 


18645 ■ 




* Seq. ID 


OJ990416_11. 9923 


.C56 


Gene No. 


39174 




"* Strand . 


. + 




Start 


1 .. 




End 


847 




Name 


OJ990416 11.9923.C56 


.'61 .np 


Method 


AAT/NAP 




Start 


1 




End 


847 




GI 


5902445 




Score 


1331 




Exons 


1. .847 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


18645 




Seq. ID 


OJ990416_11. 9923 


.C56 


Gene No. 


39174 




Strand 


'+ 




Start 


1 




End 


847 




Name 


OJ990416 11.9923.C56 


.o2.tw 


Method;. 


TBLASTX: Wheat 




Start 


6 




End 


261 




GI 


none 




Score 


104 




Exons 


6. .116, 6. .80, 103. .258, 166 


. .261 






Seq. No. 


18645 




Seq. ID 


OJ990416_11. 9923 


.C56 


Gene No. 


39174 




Strand 


+ 




Start 


1 




End 


847 




Name 


OJ990416 11.9923.C56. 


. ol . gs 


Method 


GENSCAN 





19185 




Start 


168 








End 


735 




GI 


none 








Score 


.61 




Exons 


168. .735 














Seq. No. 


18645 








Seq. ID 


OJ990416_11.9923 


.C56 


Gene No. 


39174 








Strand 


+ 




Start 


1 








End 


847 




Name 


OJ990416 


11.9923.C56 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


253 








End 


641 




GI 


none-- 








Score 


87 




Exons 


253. .357, 


261. .347, 


393 


.641, 


397. .639 






Seq. No. 


18645 








Seq. ID 


OJ990416_11.9923 


>C56 


Gene No. 


39174 








Strand 


+ 




Start 


1 








End 


847 




Name 


OJ990416 


11.9923.C56 


.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


262 • 








End 


684 




GI 


none 








Score 


409 • 




Exons 


262. .684, 


267. .608 












Seq. No. 


18645 








Seq. ID 


OJ990416_11.9923 


C56 


Gene No. 


39174 








Strand 


+ 




Start 


1 








End 


847 




Name 


OJ990416 


11.9923.C56 


.ol 


tm 


Method 


TBLASTX : Maize 




Start 


316 








End 


588 




GI 


none 








Score 


122 




Exons 


316. .486, 


4 90. .588 












Seq. No. 


18646 








Seq. ID 


OJ990416_11.9923 


C58 


Gene No. 


39175 








Strand 






Start 


164 








End 


411 




Name 


OJ990416 


11.9923.C58 


.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


409 




GI 


none 








Score 


59 




Exons 


1..54, 3. 


.53, 158. .409, 


194. . 


400, 228. 


.407 




Seq. No. 


18646 








Seq. ID 


OJ990416_11.9923 


C58 


Gene No. 


39175 








Strand 






Start 


164 








End 


411 




Name 


OJ990416 


11.9923.C58 


.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


3 








End 


322 




GI 


none 








Score 


66 




Exons 


3. .53, 16 


1..322, 164 


..304, 22 


8. .317 






Seq. No. 


18646 








Seq. ID 


OJ990416_11.9923 


C58 


Gene No. 


39175 








Strand 






Start 


164 








End 


411 




Name 


OJ990416 


11.9923.C58 


.ol. 


gs 


Method 


GENSCAN 




Start 


164 








End 


411 




GI 


none 








Score 


.54 




Exons ' 


164 . .411 














Seq. No. 


18646 








Seq. ID 


OJ990416_11.9923. 


C58 


Gene No. 


39175 








Strand 






Start 


- 164 








End 


411 




Name 


OJ990416 


11.9923.C58 


.ol. 


gp 


Method 


AAT/GAP 




Start 


306 








End 


411 





19186 



GI 


none 




Score 


183 




Exons 


306. .411 










Seq. No. 


18647 




Seq. ID 


OJ990416_11.9923. 


C61 


Gene No. 


39176 




Strand 


+ 




Start 


100 




End 


539 




Name 


OJ990416 ll.9923.C61.ol. 


gp 


Method 


AAT/GAP 




Start 


100 




End 


539 




GI 


none 




Score 


389 




Exons 


, 100. .280, 440. .539 










Seq. No. 


18647 




Seq. ID 


OJ990416_11.9923. 


C61 


Gene No. 


39176 




Strand . 


+ 




Start 


100 




End 


539 




Name 


OJ990416 11. 9923.C61.ol. 


gs 


Method 


GENSCAN 




Start 


- 166 




End 


519 




GI 


none 




Score 


.79 




Exons 


166. .280, 440. .519 










Seq. No. 


18648 




Seq. 'ID 


OJ990416_11.9923. 


C62 


Gene No. 


39177 




Strand 


+ 




Start 


334 




End 


671. 




Name 


OJ990416 ll.9923.C62.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


326 




End 


630 




GI 


none 




Score 


164 




Exons 


326. .487, 348. .452, 589. 


.630, 


590. .625 


• 




Seq. No. 


18648 




Seq. ID 


OJ990416_11.9923. 


C62 


Gene No. 


39177 




Strand 


+ 




Start 


334 




End 


671 




Name 


OJ990416 11 . 9923 . C62 . ol . 


gp 


Method 


AAT/GAP 




Start 


334 




End 


671 




GI 


9263 1.R1084 




Score 


380 




Exons 


334. .487, 589. .671 










GI Descrip. 


' 5817065/emb | CABS 3 6 65 . 1 1 


6.0e 


-11 (AL110160) hypothetical 


protein 




, [Homo sapiens] 1 










Seq. No. 


18648 




Seq. ID 


OJ990416_11.9923. 


C62 


Gene .No. 


39177 




Strand - 


+ 




Start 


334 




End 


671 




Name 


OJ990416 11.9923.C62.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


342 




End 


664 




GI 


none 




Score 


136 




Exons 


342.. 452, 353.-484, 586. 


.663, 


590. .664 






Seq. No. 


18649 . 




Seq. • ID 


OJ990416. 11.9923. 


C63 


Gene No. 


39178 




Strand 


+ 




Start 


1 




End 


398 




Name 


OJ990416 ll.9923.C63.ol. 


gp 


Method . 


AAT/GAP 




Start 


1 




End 


398 




GI 


none 




Score 


699 




Exons 


1..398 










Seq. No. 


18649 




Seq. ID 


OJ990416_ 1 11. 9923. 


C63 


Gene No. 


39179 




Strand 






Start 


86 




End 


348 




Name 


OJ990416 ll.9923.C63.ol. 


gs 


Method 


GENSCAN 





19187 



Start 86 

GI none 

Exons 86.. 185, 221.. 348 

Seq. No. 18650 

Gene No. 39180 

Start 411 

Name OJ9904 16_11 . 9923 . C64 . ol . gs 

Start 411 

GI none 

Exons 411.. 549 



End 34 8 

Score .66 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_11.9923.C64 
549 

GENSCAN 

549 

.77 



Seq. No. 18651 Seq. ID 

Gene No. 39181 Strand 

Start 80 . End 

Name OJ9904 16_11 . 9923 . C65 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 152 



OJ990416_11.9923.C65 
152 

GENSCAN 

152 

.55 



Seq. No. 18652 Seq. ID 

Gene No. 39182 Strand 

Start 287 End 

Name OJ9904 16_11 . 9923 . C66 . ol . gs Method 

Start 287 End 

GI none Score 

Exons 287.. 363 



OJ990416_11.9923.C66 
363 

GENSCAN 
'363 * 
.58 



Seq. No. 18653 Seq. ID 

Gene No. 39183 Strand 

Start 41 End 

Name OJ9904 16_11 . 9923 . C68 . ol . gs Method 

Start 41 End 

GI none Score 

Exons 41.. 217 



OJ990416_11.9923.C68 
+ 

217 

GENSCAN 

217 

.91 



Seq. No. 18 654 Seq. ID 

Gene -No. 39184 Strand 

Start 278 End 

Name OJ9904 16_11 . 9923 . C69 . ol . gs Method 

Start 278 End 

GI none Score 
Exons 



OJ990416_11. 
+ 

1982 
GENSCAN 
1982 
.4 



9923. C69 



278. .297, 444..S85, 696. .823, 999. .1219, 1501. .1763, 1947. .1982 



Seq. No. 

Gene No. 

Start 

Name 

-Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



18655 Seq. ID OJ9904 16_11 . 9923 . C7 1 

39185 Strand 

1 End 824 

OJ990416_11.9923.C71.ol.np Method AAT/NAP 

1 .. End 824 

6630696 Score 1337 

1..824 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 ( E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



18655 
39185 



Seq. ID 
Strand 



OJ990416 11.9923.C71 



19188 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990416_11.9923.C71.ol.tm 
1 

none 

1..42, 71. .343, 72. .344, 73- 



End 

Method 
End 
Score 
,318 



824 

TBLASTX: Maize 

344 

352 



18655 
39185 

-1 

OJ9904 1 6_1 1 . 9923 . C7 1 . ol . gp 
286 

101595_1.R1084 
286. .361, 477. .824 

! 3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. ID OJ990416_11.9923.C71 
Strand 

End 824 

Method AAT/GAP 

End 824 

Score 730 



18656 
39186 
204 

OJ9904 16_11 . 9923 . C72 . ol . gs 

204 

none 

204 . .386 



Seq. ID OJ990416_11.9923.C72 
Strand 

End 386 

Method GENSCAN 

End 386 

Score .51 



Seq. No. 18657 

Gene No. 39187 

Start 134 ' 

Name OJ9904 16_11 . 9923 .'C73 . ol . gs 

Start 134 

GI none 

Exons 134 . . 194 



Seq. ID OJ990416_11.9923.C73 

Strand 

End 194 

Method GENSCAN 

End 194 

Score .71 



Seq. No. 18658 

Gene No. 39188 

Start 133 

Name OJ9904 16_11 . 9923 . C75 . ol . gp 

Start 133 

GI 9263_1.R1084 

Exons 133.. 215, 291.. 396 

GI Descrip. 1 5817065/emb | CAB53665 . 1 | 6.0e-ll (AL110160) hypothetical protein 
[Homo sapiens] 1 



Seq. ID OJ990416_11.9923.C75 

Strand 

End 396 

Method AAT/GAP 

End 396 

Score 280 



Seq. No. 18659 

Gene No. 39189 

Start 757 

Name OJ9904 16_11 . 9923 . C76 . ol . gs 

Start 757 

GI none 

Exons 757.. 845, 1086.. 1227 



Seq. ID OJ990416_11.9923.C76 
Strand 

End 1227 

Method GENSCAN 

End 1227 

Score . 62 



Seq. No. 18660 

Gene No. 39190 

Start 971 

Name OJ9904 16_11 . 9923 . C77 . ol . gs 

Start 971 

GI none 

Exons 971.. 1062 



Seq. ID OJ990416_11.9923.C77 
Strand 

End 1062 

Method GENSCAN 

End 1062 

Score .79 



19189 



Seq. No. 


18661 






Seq. ID 


OJ990416 


Gene No . 


jyiy l 






Strand 




Start 


383 






End 


64 2 


Name 


OJ990416 11 


.9923.C78.ol 


. np 


Method 


AAT/NAP 


Start 


383 






End 


642 


GI 


6721516 






Score 


253 


Exons 


383. .642 










GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


18 662 






Seq. ID 


r\ TO AH yl 1 tC 

OJ9904 16 


Gene No. 


39192 






Strand 


+ 


Start 


535 






End 


630 


Name 


OJ990416 11 


. 9923.C81.ol 


.gs 


r Method 


GENSCAN 


Start 


535 






End* 


630 


GI 


none 






Score 


.57 


Exons 


535. . 630 










Seq. No. 


18663 






Seq. ID 


OJ990416 


Gene No. 


39193 






Strand 


+ 


Start 


1 






End*" 


791 


Name 


OJ990416 11 


.9923.C83.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


791 


GI 


• 6630556 






Score 


376 


Exons 


216 


..361, 477.. 


522, 


602. .658, 


751. .791 



GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 18663 

Gene No. 39193 

Start 1 

Name OJ9904 16_11 . 9923 . C83 . ol . trn 

Start 39 

GI none 
Exons 



Seq. ID OJ990416_11.9923.C83 

Strand + 

End 7 91 

Method TBLASTX : Mai ze 

End 665 

Score 128 



39. .125, 41. .112, 214. .357, 215. .400, 474. .524, 474. .524, 
475. .525, 476.-529, 598. .654, 600. .665 



Seq. No. 18663 

Gene No. 39193 

Start 1 

Name OJ9904 16_11 . 9923 . C83 . ol . ts 

Start 39 

GI none 
Exons 



Seq. ID OJ990416_11.9923.C83 

Strand + 

End 791 

Method TBLASTX : Soybean 

End 665 

Score 105 



39. .125, 41. .112, 214. .357, 215. .418, 474. .524, 474. .524, 
598. .654, 600. .665 



Seq. No. 18663 

Gene No. 39193 

Start 1 

Name OJ9904 16JL1 . 9923 . C83 . ol . gs 

Start * -61 

GI none 

Exons 61.. 361, 562.. 654 



Seq. ID OJ990416_11.9923.C83 

Strand + 

End ^ 791 

Method GENSCAN 

End 654 

Score . 94 



Seq. No. 
Gene No. 
Start 



18664 
39194 
1 



Seq. ID OJ990416_11.9923.C84 
Strand + 
End 1127 



19190 



Name OJ9904 16_11 . 9923 . C84 . ol . np Method AAT/NAP 

Start 1 End 1127 

GI 6630556 Score 286 

Exons 1..63, 349.. 497, 604.. 675, 1030.. 1127 

GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18664 
39194 
1 

OJ990416_11. 9923.C84 .ol.tc 

357 

none 



Seq. ID OJ990416_11.9923.C84 

Strand + 

End 1127 

Method TBLASTX : Cress 

End 1082 

Score 195 



357. .521, 371. .481, 604. .675, 1027. .1077, 1029. .1082 



18664 
39194 
1 

OJ990416_11. 9923.C84 .ol.tm 

357 

none 



Seq. ID OJ990416_11.9923.C84 

Strand + 

End 1127 

Method TBLASTX : Mai ze 

End 1127 

Score 229 



357. .500, 372. .497, 377. .499, 562. .663, 603. .674, 604. .675, 
605. .676, 606. .677, 1027. .1125, 1028. .1126, 1029. .1127, 
1029.. 1127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18664 
39194 
1 

OJ990416_11. 9923.C84 .ol.ts 

357 

none 



Seq. ID OJ990416_11.9923.C84 

Strand + 

End 1127 

Method TBLASTX : Soybean 

End 1127 

Score 210 

357. .500, 377. .490, 600. .671, 604. .675, 1028. .1123, 1029. .1127, 
1029. .1127 



Seq. No. 18664 

Gene No. 39194 

Start 1 

Name OJ9904 16_11 . 9923 . C84 . ol . tw 

Start 357 

GI none 

Exons 357.. 500, 377.. 499, 379.. 504 



Seq. ID OJ990416_11.9923.C84 

Strand + 

End 1127 

Method TBLASTX : Wheat 

End 504 

Score 220 



Seq. No. 18664 

Gene No. 39194 

Start 1 

Name OJ990416_11 . 9923 . C8.4 . ol . gp 

Start 374 

GI 14187_1.R1084 

Exons " 374. .497, 604.. 675, 1030.. 1127 

GI Descrip. 1 51078 19/gb | AAD40132 . 1 1 AF14 94 13_13 ' 1 . 0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



Seq. ID OJ990416_11.9923.C84 
Strand + 

1127 
AAT/GAP 
1127 
486 



End 

Method 

End 

Score 



Seq. No. 18664 

Gene No. 39194 

Start 1 

Name OJ9904 16_11 . 9923 . C84 . ol . gs 

Start 604 



Seq. ID OJ990416_11.9923.C84 

Strand + 

End 1127 

Method GENSCAN 

End 1069 



19191 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

604.. 675, 1030.. 1069 



Score 



97 



18665 Seq. ID OJ9904 16_11 . 9923 . C86 

39195 Strand + 

1 End 758 

OJ990416_11.9923.C86.ol.np Method AAT/NAP 

1 End 758 * 

3287834 Score 145 

1..263, 696.-758 

(+) -DELTA-CADINENE SYNTHASE ISOZYME XC14 (D-CADINENE SYNTHASE) 
gi I 2147016 | pir | | S68366 (+) -delta-cadinene synthase isozyme XC14 
- Gossypium arboreum gi 11045314 (U23205) (+) -delta-cadinene 
synthase isozyme XC14 [Gossypium arboreum] 



18665 
39195 
1 

OJ990416_ 
45 

none 
45. .278, 



11.9923.C86.ol.tm 



46. .258 



18665 
39195 
1 

OJ990416_11. 9923.C86.ol.ts 
46 

none 

46. .258, 87. .269 

18666 
39196 
142 

OJ9904 16_11 . 9923 . C87 . ol . gs 
14 2 
none 
142. .298 



Seq. ID OJ990416_11.9923.C86 

Stcand + 

End 758 

Method TBLASTX : Mai ze 

End 278 

Score 193 



Seq. ID OJ990416_11.9923.C86 

Strand + 

End ' 758 

Method TBLASTX : Soybean 

End 269 

Score 180 



Seq. ID OJ990416_11.9923.C87 

Strand + 

End 298 

Method GENSCAN 

End 298 

Score .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Sta : xt 

Name 

Start 

GI 

Exons 

GI Descrip. 



18667 Seq. ID 

39197 Strand 

1200 End 
OJ9904 16_11 . 9923 . C88 . o2 . gs Method 

1200 End 

none Score . 

1200. . 1318, 1324 . . 1399 



OJ990416_11.9923.C88 

1399 
GENSCAN 
1399 
.88 



18668 Seq. ID 

39198 Strand 
1 * End 

OJ9904 16_11 . 9923 . C90 . ol . np Method 
1 End 
4972067 Score 
1. .352 

(AL078467) putative protei [Arabidopsis thaliana] 



OJ990416_11. 9923.C90 
+ 

352 

AAT/NAP 
352. 
249 



Seq. No. 



18668 



Seq. ID OJ990416 11.9923.C90 



19192 



Gene No. 39198 Strand 

Start 1 End 

Name 0 J9904 1 6_1 1 . 9923 . C90 . ol . gs Method 

Start 32 End 

GI none Score 

Exons 32.. 306 



+ 

352 

GENSCAN 

306 

.46 



Seq. No. 18668 

Gene No. 39198 

Start 1 

Name OJ9904 16_11 . 9923 . C90 . ol . ts 

Start 103 

GI none 

Exons 103.. 201, 104.. 202, 245.. 340 



Seq. ID OJ990416_11.9923.C90 

Strand + 

End 352 

Method TBLASTX : Soybean 

End 34 0 

Score 111 



Seq. No. 18669 

Gene No. 39199 

Start 109 

Name OJ990416_11 . 9923 . C94 . ol . gs 

Start 109 
GI - none 

Exons 109. .269 



Seq. ID OJ990416_11.9923.C94 
Strand 

End 269 

Method GENSCAN 

End 269 

Score .93 



Seq. No. 18670 

Gene No. 39200 

Start 208 

Name OJ9904 1 6_11 . 992-3 . C95 . ol . gs 

Start 208 

GI none 

Exons 208.. 225, 381.. 440 



Seq. ID Oj9904I6_ll.9923.C95 
Strand 

End 44 0 

Method GENSCAN 

End 44 0 

Score .79 



Seq. No. 18671 

Gene No. 39201 

Start 1 

Name OJ9904 16_11.. 9923 . C96 . ol . np 

Start 1 

GI 6630556 

Exons 1. .298 

GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. ID OJ990416_11. 9923.C96 
Strand 

End 298 

Method AAT/NAP 

End 298 

Score 181 



Seq. No. 18671 

Gene No. 39201 

Start 1 

Name OJ9904 1 6_1 1 . 9923 . C96 . ol . gs 

Start 137 

GI none 

Exons 137.. 227 



Seq. ID OJ990416_11.9923.C96 
Strand 

End 298 

Method GENSCAN 

End 227 

Score .84 



Seq. No. 18671 

Gene No. 39201 

Start 1 

Name OJ9904 16_1 1 . 9923 . C96 . ol . tm 

Start 137 

GI none 

Exons 137.. 298, 138.. 296 



Seq. ID OJ990416_11.9923.C96 
Strand 

End 298 

Method TBLASTX: Maize 

End 298 

Score 194 



19193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18671 Seq. ID 

39201 - " Strand 

1 End 
OJ990416_11 . 9923 .C96.ol . ts Method 

137 End 

none Score 

137. .184, 138. .185, 188. .298, 188. .298 



OJ990416_11. 9923.C96 
298 

TBLASTX : Soybean 

298 

67 



Seq. No. . 18672 Seq. ID 

Gene No. 39202 Strand 

Start - 119 End 

Name OJ9904 16_1 1.9923. C98 . ol . gs Method 

Start 119 End 

GI none Score 

Exons 119.. 272 



OJ990416_11.9923, 
+ 

272 

GENSCAN 

272 

.73 



C98 



Seq. No. 18672 

Gene No. 39203 

Start 11 

Name OJ9904 16_11 . 9923 . C98 . ol . tc 

Start 1 

GI none 

Exons 1..84, 3. .203, 3. .80, 8. .304, 



Seq. ID OJ990416_11.9923, 
Strand 

End 307 

Method TBLASTX : Cress 

End 304 

Score 69 

131.. 217, 190.. 291 



C98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18672 ■ 

39203 

11 

OJ990416 ll.9923.C98.ol.tm 



none 

8.-295, 9. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_11.9923-.C98 

307 

TBLASTX: Maize 

295 

95 



, 170 



Seq. No. 18672 Seq. ID 

Gene No. 39203 Strand 

Start 11 End 

Name OJ9904 16_11 . 9923 . C'98 . ol . ts Method 

Start 8 End 

GI none Score 

Exons 8.. 295, 9.. 203, 11.. 256 



OJ990416_11.9923.C98 
307 

TBLASTX : Soybean 

295 

118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990416 11.9923.C98 



18672 Seq. ID 

39203 Strand 

11 End 307 

OJ9904 16_11 . 9923 . C98 . ol . np Method AAT/NAP 

11 End 307 

4468804 Score 318 . 
11. .307 

(AL035601) putative protein [Arabidopsis thaliana] 



18673 
39204 
145 

OJ990426_10.9922.Cl.ol.gs 

145 

none 

145. .186, 422. .553 



Seq. ID OJ990426_10.9922, 

Strand + 

End 553 ■ 

Method GENSCAN 

End 553 

Score .48 



CI 



19194 




Seq. No. 


18674 


Seq. ID 


OJ990426_10 


9922 


.C4 


Gene No. 


39205 


Strand 


+ 






Start 


190 


End 


348 






Name 


OJ990426 10.9922.C4.ol.gs 


Method 


GENSCAN 






Start 


190 


End 


348 






GI 


none 


Score 


.5 






Exons 


190. .348 










Seq. No. 


18675 


Seq. ID 


OJ990426_10 


9922 


.CI 


Gene No . 




Strand 


+ 






Start 


130 


End 


305 






Name 


OJ990426 10.9922.C7.ol.gs 


Method 


GENSCAN 






Start 


130 


End 


305 






GI 


none 


Score 


.81 






Exons 


130.il82, 284. .305 










Seq. No. 


18676 


Seq. ID 


OJ990426_10 


9922 


C8 


Gene No. 


iyzO / 


Strand 


+ 






Start 


85 


End 


1836 






Name 


OJ990426 10.9922.C8.ol.gs 


Method 


GENSCAN 






Start 


85 


End 


1836 






-GI 


none 


Score 


.83 






Exons 


85.-256, 296. .1836 










Seq.' No. 


18677 


Seq. ID 


OJ990426_10 


9922' 


C10 


Gene. No. 


39208 


Strand 


+ 






Start 


88'5~- 


End 


1391 






Name 


OJ990426 10. 9922.C10.ol.gs 


Method 


GENSCAN 






Start 


885 


End 


1391 






GI 


none 


Score 


.58 






Exons 


885. .1031, 1287. .1391 










Seq. No. 


18677 


Seq. ID 


OJ990426_10 


9922 


C10 


Gene No . 




Strand 


+ 






Start 


3375 


End 


4032 






Name 


OJ990426 10.9922.C10.o2.gs 


Method 


GENSCAN 






Start 


3375 


End 


4032 






GI 


none 


Score 


.51 






Exons 


3375. .3383, 3934. .4032 










Seq. No. 


18677 


Seq. ID 


OJ990426_10. 


9922 


C10 


Gene No. 


39210 


Strand 


+ 






Start 


7024 


End 


14000 






Name 


OJ990426 10.9922.C10.o4.gs 


Method 


GENSCAN 






Start 


7024 


End 


14000 






GI 


none 


Score 


.54 






Exons 


7024. .7152, 10769. .10923, 


11114. .11217 


, 11296. .11552, 






13066. .13106, 13700.. 14000 










Seq. No. 


18677 


Seq. ID 


OJ990426_10. 


9922 


C10 


Gene No. 


39211 


Strand 


+ 






Start 


15427 


End 


16771 






Name 


OJ990426 10.9922.C10.o3.np 


Method 


AAT/NAP 






Start 


15427 


End 


16771 • 






GI. 


6630699 


Score 


104 






Exons 


15427. .15537, 16685. .16771 











GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



19195 



gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



,9922. CIO 



Seq. No. 


18677 


Seq. ID 


OJ990426 


Gene No. 


39212 


Strand 


+ 


Start 


19420 


End 


19526 


Name 


OJ990426 10. 9922.C10.o5.np 


Method 


AAT/NAP 


Start 


19420 


End 


19526 


GI 


6630699 


Score 


90 


Exons 


19420. .19526 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 | db j IBAA89566.1 | 


(AP001073) 


hypotheti 




[Oryza sativa] 






Seq. No. 


18677 


Seq. ID 


OJ990426 


Gene No. 


39213 


Strand 


+ 


Start 


19662 


End 


21638 


Name 


OJ990426 10. 9922.C10.o6.np 


Method 


AAT/NAP 


Start 


19662 


End 


21638 


GI 


6539570 


Score 


171 


Exons 


19662. .19855, 20028 .. 20101 , 


21619.. 21638 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


18677 


Seq. ID 


OJ990426 


Gene No. 


39214 


Strand 




Start 


4464 


End 


6142 


Name 


OJ990426 10.9922.C10.o3.gs 


Method 


GENSCAN 


Start 


4464 


End 


6139 


GI 


none 


Score 


.79 


Exons 


4464. .4566, 4749. .5734, 5951. .6139 




Seq. No. 


18677 


Seq. ID 


OJ990426^ 


Gene No . 


39214 


Strand 




Start 


4464 


End 


6142 


Name 


OJ990426 10. 9922.C10.ol.np 


Method 


AAT/NAP 


Start 


5485 


End 


6142 


GI 


1666236 


Score 


243 


Exons 


5485. .6142 






GI Descrip. 


(U7 6261) unknown [Hordeum vulgare] 




Seq. No. 


18677 . 


Seq. ID 


OJ990426 


Gene No. 


39215 


Strand 




Start 


12872 


End 


13976 


Name 


OJ990426 10. 9922.C10.ol.gp 


Method 


AAT/GAP 


Start 


12872 


End 


13976 


GI 


none 


Score 


1012 


Exons 


12872. .13193, 13735. .13976 






Seq. No. 


18677 


-Seq. ID 


OJ990426_ 


Gene No. 


39216 


Strand 




Start 


14173 


End 


14580 


Name 


OJ990426 10.9922.C10.o5.gs 


Method 


GENSCAN 


Start 


14173 


End 


14580 


GI 


none " 


Score 


.81 


Exons 


14173. . 14444, 14535. .14580 






Seq. No. 


18677 


Seq. ID 


OJ990426_ 



protein 
.9922. C10 



,9922. C10 



.9922. C10 



,9922. CIO 



.9922.. CIO 



.9922. CIO 
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Gene No. 39217 Strand 

Start 16910 End 

Name OJ990426_10 . 9922 . CIO . o4 . tw Method 

Start 5618 End 

GI none Score 

Exons 5618.. 5971, 5700.. 5915 



21421 

TBLASTX: Wheat 

5971 

58 



Seq. No. 18677 Seq. ID 

Gene No. 39217 Strand 

Start 16910 End 

Name OJ990426_10 . 9922 . CIO . ol . tw Method 

Start 8275 End 

GI none Score 

Exons 8275.. 8640, 8275.. 8643 



OJ990426_10. 9922. C10 
21421 

TBLASTX: Wheat 

8643 

84 



Seq. No. 18677 

Gene No. 39217 

Start 16910 

Name OJ990426_10 . 9922 . C10 . o2 . tm 

Start 8368 

GI none 

Exons 8368..8454, 
8651. .8839 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_10. 9922. C10 
21421 

TBLASTX: Maize 

8839 

79 



8372. .8449, 8467. .8838, 8471. .8506, 8580. .8789, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18677 
39217 
16910 

OJ990426_10. 9922. CIO. ol.tm 

9223 

none 



Seq. ID OJ990426 10. 9922. C10 



Strand 
End 

Method 
End 
• Score 



21421 

TBLASTX: Maize 

9930 

113 



9223. .9930, 9386. .9523, 9598 .. 9864, 9674 .. 9892 



18677 
39217 
16910 

' OJ990426_10. 9922. C10. o3.tw 
9298 
none 



Seq. ID OJ990426_10. 9922. C10 
Strand 
End 

Method 
End 

Score * 



21421 

TBLASTX: Wheat 

9678 

54 



9298.. 9378, 9370.. 9522, 9386.. 9505, 9532.. 9678, 9533.. 9676 



Seq. No. 18677 Seq. ID 

Gene No. 39217 Strand 

Start 16910 End 

Name OJ990426_10 . 9922 . C10 . o2 . tw Method 

Start 9679 End 

GI none Score 

Exons 9679.. 9891, 9683.-9928 



OJ990426_10. 9922. C10 
21421 

TBLASTX: Wheat 

9928 

170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18677 ' Seq. ID 

39217 Strand 

16910 End 

OJ990426JL0. 9922. C10. o4 .np Method 

16910 End 

5922620 Score 



OJ990426_10. 9922. C10 

21421 
AAT/NAP 
19388 
369 



16910. .17108, 18189. . 18502, 19157 .. 19309, 19350. .19388 
(AP000492) EST D15357 (C0514) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



19197 



gil 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


18677 


Seq. ID 


OJ990426_10. 9922. C10 


Gene No. 


39217 


Strand 




Start 


16910 


End 


21421 


Name 


OJ990426 10.9922.C10.o7.gs 


Method 


GENSCAN 


Start 


18655 


End 


21421 


GI 


none 


Score 


.96 


Exons 


18 655 . . 18812, 19129. . 19153, 


19199. .19325, 1 9437 .. 19520, 




19796. . 19974, 21359. .21421 






Seq. No. 


18678 


Seq. ID 


OJ99042 6_10. 9922. CI 1 


Gene No. 


39218 


Strand 


+ 


Start 


1488 


End 


6112 


Name 


OJ990426 10. 9922.Cll.ol.gs 


Method 


GENSCAN 


Start 


1488 


End 


6112 


GI 


none 


Score 


.49 


Exons 


1488.. 1564, 3094. .3256, 4737 


..5011, 532 


8. .5383, 5622. .6112 


Seq. No. 


18678 


Seq. ID 


OJ9904 26_10. 9922. CI 1 


Gene No. 


39219 


Strand 


+ 


Start 


7755 


End 


7926 


Name 


OJ990426 10.9922.Cli.S2.gs-" 


Method 


GENSCAN 


Start 


7755 


End 


7926 


GI 


none 


Score 


.87 


Exons 


7755. .7926 






Seq. No. 


18678 


Seq. ID 


OJ9904 26_iO. 9922. Cli 


Gene No. 


39220 


Strand 




Start 


1392 


End 


7956 


Name 


OJ990426 10. 9922.Cll.ol.np 


Method 


AAT/NAP 


Start 


1392 


End 


7956 


GI 


.4581166 


Score 


48 


Exons 


1392. .1484, 5233. .5418, 7885 


. .7956 




GI Descrip". 


(AC006220) unknown protein [Arabidopsis 


t ha liana] 


Seq. No. 


18679 


Seq. ID 


OJ990426 10.9922.C12 


Gene No. 


39221 


Strand 


+ 


Start 


1 


End 


760 


Name 


OJ990426 10. 9922.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


760 


GI 


480314 


Score 


678 


Exons 


1. .760 






GI Descrip. 


UDP rhamnose--anthocyanidin- 


3-glucoside 


rhamnosyltransf erase - 




garden petunia (fragment) gi 


I 397567 |emb|CAA81057 | (Z25802) UDP 




rhamnose : anthocyanidin-3-glucoside rhamnosyl transferase 




[Petunia x hybrida] 






Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No. 


39221 


Strand 


+ 


Start 


1 


End 


760 


Name 


OJ990426 10. 9922.C12.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


751 


GI 


none 


Score 


.97 


Exons 


38. .751 







19198 



Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No . 


39222 


Strand 


+ 


Start 


1072 


End 


6126 


Name 


OJ990426 10.9922.C12.o2.gs 


Method 


GENSCAN 


Start 


1072 ~ 


End 


6126 


GI 


none 


Score 


.59 


Exons 


1072.. 1123, 1578.. 1730, 3465. 


.3586, 5686. .6126 


Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No. 


39223 


Strand 


+ 


Start 


10926 


End 


12086 


Name 


OJ990426 10.9922-.C12.o2.np 


Method 


AAT/NAP 


Start 


10926 


End 


12086 


GI 


2146800 


Score 


71 


Exons 


10926. .11121, 11967. .1208 6 






GI Descrip. 


anthocyanin 3 glucoside: rhamnosyltransf erase - garden petunia 




gi | 454245 | emb | CAA5037 6 | (X71059) anthocyanin 3 glucoside: 




rhamnosyltransf erase [Petunia 


x hybrida] gi | 4 54253 | emb | CAA50377 




(X71060) anthocyanin: rhamnosyltransf erase [Petunia x hybrida] 


Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No. 


39223 


Strand 


+ 


Start 


10926 


End 


12086 


Name 


OJ990426 10. 9922.C12.o3.np 


Method 


AAT/NAP 


Start 


11312 *. 


End 


12086 


GI 


6907087 


Score 


452 


Exons 


11312. .1168,0, 11726. .1208 6 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No. 


39224 


Strand 




Start 


6632 


End 


6868 


Name 


OJ990426 10.9922.C12.o3.gs 


Method 


GENSCAN 


Start 


6632 


End 


6868 


GI 


none 


Score 


.53 


Exons 


6632. . 6868 






Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No. 


39225 


Strand 




Start 


10902 


End 


12044 


Name 


OJ990426 10.9922.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


265 


End 


607 


GI 


none 


Score 


342 


Exons 


265.. 588, 266.. 607 






Seq. No.. j 


18679 


Seq. ID 


OJ990426_10.9922.C12 


Gene No. 


39225 


Strand 




Start 


10902 


End 


12044- 


Name 


OJ990426 10.9922.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


296 


End 


568 


GI 


none 


Score 


193 


Exons 


296. .568 






Seq. No. 


18679 


Seq. ID 


OJ990426_10.9922.C12 



19199 




Gene No. 


39225 






Strand 






Start 


10902 






End 


12044 




Name 


OJ990426 10. 


9922.C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


308 






End 


571 




GI 


none 






Score 


63 




Exons 


308. .373, 383. .571 










Seq. No. 


18679 






Seq. ID 


OJ990426_10.9922 


.C12 


Gene No. 


39225 






Strand 






Start 


10902 






End 


12044 




Name . 


OJ990426 10. 


9922.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3677 






End 


4174 




GI 


none 






Score 


143 




Exons 


3677 . . 3976, 


3706 . . 4095, 


3706 


..3960, 3720. .3983, 3971. .4021, 




3973 . . 4104 , 


A f\ A A 1 1 r 1 

4044 . .4151, 


4074 


..4172, 4076. .4174 




Seq. No. 


18679 






Seq. ID 


OJ990426_10. 9922 


.C12 


Gene No. 


39225 






Strand 






Start 


10902 






End 


12044 




Name 


OJ990426_10. 


9922.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


" 5806 . 






End 


6033 




GI 


none 






Score 


182 




Exons 


5806 . . 6033, 


5901. .6032 










Seq. No. 


18679 






Seq. ID 


OJ990426_10. 9922 


.C12 


Gene No. 


39225 






Strand 






Start 


10902 






End . 


12044 




Name 


OJ990426_10. 


9922.C12.o4. 


gs 


Method 


GENSCAN 




Start 


10902 






End 


12044 




GI 


none 






Score 


.65 




Exons • 


10902 . . 11147 


, 11185. .11218, 


11797. .12044 




Seq. No. 


18680 






Seq. ID 


OJ990426_10.9922 


.C13 


Gene No. 


39226 






Strand 


+ 




Start 


254 






End 


431 




Name 


OJ990426_10. 


9922.C13.ol. 


gs 


Method 


GENSCAN 




Start 


254 






End 


431 




GI 


none 






Score 


.4 




Exons 


254 . . 431 












Seq. No. 


1 O f~ O 1 






Seq. ID 


OJ990426_10.9922 


.C14 


Gene No. . 


"» r\ f\ o "~i 

39227 






Strand 


+ 




Start 


723 






End 


965 




Name 


OJ990426 10. 


9922.C14.ol. 


gs . 


Method 


GENSCAN 




Start 


723 






End 


965 




GI 


none 






Score 


.44 




Exons 


723. . 965 












Seq. No. 


18682 






Seq. ID 


OJ990426_10.9922 


.C15 


Gene No. 


39228 






Strand 






Start 


547 






End 


769 




Name 


OJ990426 10. 


9922.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


547 






End 


769 




GI 


none 






Score 


214 




Exons 


547. .768, 584. .769 











Seq. No. 18682 Seq. ID OJ990426_10 . 9922 . C15 



19200 



Gene No. 


39228 , 


Strand 




Start 


547 


End 


769 


Name 


OJ990426 10.9922.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


571 


End 


769 


GI 


none 


Score 


243 


Exons 


571. .768, 584. .769 






Seq. No. 


18683 : 


Seq. ID 


OJ9904 26_10. 9922.C16 


Gene No. 


39229 


Strand 




Start 


198 


End 


410 


Name 


OJ990426 10.9922.C16.ol.gs 


Method 


GENSCAN 


Start 


198 


End 


410 


GI 


none 


Score 


.6 


Exons 


198. .410 






Seq. No. 


18684 


Seq. ID 


OJ990426_10.9922.C18 


Gene No. 


39230 


Strand 


+ 


Start 


450 


End 


' 532 


Name 


OJ990426 10.9922.C18.ol.gs 


Method 


GENSCAN 


Start 


450 


End 


532 


GI 


none 


Score 


.66 


Exons 


450. .532 






Seq. No. 


18685 


Seq. ID 


OJ990426 10.9922.C21 


Gene No. 


39231 . 


Strand 


+ 


Start ■ 


328 


- End 


.405 


Name 


OJ990426 10.9922.C21.o2.np 


Method 


AAT/NAP 


Start 


328 


End 


405 


GI 


6630699 


Score 


92 


Exons 


328. .405 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 | db j | BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


18685 


Seq. ID 


OJ990426_10.9922.C21 


Gene No. 


39232 


. Strand 




Start 


1 


' End 


399 


Name 


OJ990426' 10.9922.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


267 


GI 


5922620 


Score 


136 


Exons 


1..188, 229. .267 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6016853 | db j |BAA85196.1 | 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region of 


the predicted gene . ; hypothetica 




protein [Oryza sativa] 






Seq. No. 


18685 


Seq. ID 


OJ990426_10.9922.C21 


Gene No. 


39232 


Strand 




Start 


1 


End 


399 


Name 


OJ990426 10. 9922.C21.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


399 


GI 


none 


Score 


.73 


Exons 


8. .32, 78. .204, 316. .399 






Seq. No. 


18686 


Seq. ID 


OJ990426_10.9922.C22 


Gene No. 


39233 


Strand 





19201 




Start 


40 






End 


511 


Name 


"OJ990426 


10.9922.C22.ol. 


gs 


Method 


GENS CAN 


Start 


40 




End 


511 


GI 


none 






Score 


.94 


Exons 


40. .511 










Seq. No. 


18687 






Seq. ID 


OJ990426 


Gene No. 


39234 






Strand 


+ 


Start 


205 






End 


1107 


Name 


OJ990426 


10.9922.C23.ol. 


gs 


Method 


GENSCAN 


Start 


205 




End 


1107 


GI 


none 






Score 


. 92 


Exons 


205. .238, 


606.. 707, 926. 


.1107 







Seq. No. 


18688 






Seq. ID 


OJ990426_ 


10. 


, 9922 


.C25 


Gene No. 


39235 






Strand 


_ 








Start 


7664 






End 


7821 








Name 


UJyyU4^b 10.9922.C25 


. o2 


. gs 


Method 


GENSCAN 








Start 


7664- 




End 


7821 








GI 


none 






Score 


.45 








Exons 


7664. .7821 
















Seq. No. 


18 689 






Seq. ID 


OJ990426_ 


JL0. 


9922 


.C26 


Gene No.' 


39236 






Strand 


_ 








Start 


927 






End 


1088 








Name 


OJ990426 10.9922.C26. 


.ol 


.gs 


Method . 


GENSCAN 








Start 


927 




End 


1088 








GI 


none 






Score 


.6 








Exons 


927. .1088 
















Seq. No. 


18690 






Seq. ID 


OJ990426_ 


10. 


9922 


.C27 


Gene No. 


39237 ' 






Strand 


+ 








Start 


387 






End 


536 








Name 


OJ990426 10.9922.C27. 


,ol, 


.gs 


Method 


GENSCAN 








Start 


387 




End 


536 








GI 


none 






Score 


.92 








Exons 


387. .536 
















Seq. No. 


V 18691 






Seq. ID 


OJ990426_ 


10. 


9922. 


.C30 


Gene No. 


39238 






Strand 


+ 








Start 


309 






End 


811 








Name 


OJ990426 10.9922.C30. 


ol. 


gs 


Method 


GENSCAN 








Start. 


309 




End • 


811 








GI 


none 






Score 


.88 








Exons 


309. .342, 710. .811 

















■ gp 



Seq. No. 18692 
Gene No. 39239 
Start 261 

Name OJ990426_10 . 9922 . C31 . ol 

Start 261 

GI 533_1.R1084 

Exons 261.. 314, 337.. 426 

GI Descrip. ' 113172/sp | P15543 | ACP3_HORVU 9 
PRECURSOR (ACP III) >gi_100561 
3 - barley >gi_166971 (M58754)' 
vulgare] 1 - 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ9.90426_10 . 9922. C31 
426 

AAT/GAP 

426 

167 



Oe-52 ACYL CARRIER PROTEIN III 

_pir S17928 acyl carrier protein 

acyl carrier protein III [Hordeum 



19202 



Seq. No. * 18693 Seq. ID 

Gene No. 39240 Strand 

Start 1 End 

Name OJ990426_10 . 9922 . C33 . ol . np Method 

Start 1 End 

GI 6907087 Score 

Exons 1. .53, 594. .695 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E22 15 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ9904 26_10. 9922.C33 
+ 

695 

AAT/NAP 

695 

183 



Seq. No. 18693 Seq. ID 

Gene No. 39241 Strand 

Start 1249 End 

Name OJ990426_10 . 9922 . C33 . ol . gs Method 

Start 1249 End 

GI - none Score 

Exons 1249.. 1360, 2042.. 2070 



OJ9904 26_10. 9922.C33 
+ 

2070 
GENSCAN 
2070 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18693 * Seq. ID 

39242 Strand 

1076 End 

OJ990426_10.9922.C33.o2 . np Method 

1076 End 

4680186 Score 
1076. .1295, 2214. .2299 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990426_10. 9922.C33 

2299 
AAT/NAP 
2299 
175 



18694 
39243 
1 



OJ990426_10.9922.C34 .ol.np 
1 

6691191 

1..31, 207. .561, 3951. .4195, 4239. .4518, 14202 
(AC007534) F7F22.15 [Arabidopsis . thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ99042 6_10. 9922.C34 

-f- 

.14230 
AAT/NAP 
14230 
705 



14230 



18694 
39243 
1 

OJ990426_10. 9922.C34 .o2.np 
7039 
421948 
7039. .7869, 9440.. 9460 

UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase 
garden petunia 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 26_10. 9922.C34 
+ 

14230 
AAT/NAP 
9460 
520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18694 » Seq. ID 

39243 Strand 

1 . End 

OJ990426_10. 9922. C34 .o4 . np Method 

8101 End 

5852180 Score 



OJ990426_10. 9922. C3< 
+ 

14230 
AAT/NAP 
13109 
62 



8101. .8196, 11647 .. 11741, 12910. .13109 
(AL117265) zhbOOOlO.l [Oryza sativa] 



19203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq". No. 
Gene No. 



18694 
39243 
1 

OJ990426_10. 9922.C34 .o4 .gs 

8627 

none 



Seq. ID OJ990426_10.9922.C34 

Strand + 

End 14230 

Method GENSCAN 

End 11158 

Score .73 



8627. .8696, 9307. .9566, 9654. .9736, 9874. .10207, 11015. .11158 



18694 
39243 
1 

OJ990426_10. 9922.C34.o3.np 
8886 
6539555 
8886.. 9566, 9654.. 9964 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi I 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. ID OJ990426_10.9922.C34 

Strand + 

End 14230 

Method AAT/NAP ■ 

End 9964 

Score 924 



18694 
39243 
1 

OJ990426_10. 9922.C34 .o5.gs 

11838 

none 

11838. .11988, 12419. .12567 



Seq. ID OJ990426_10.9922.C34 

Strand + 

End 14230 

Method GENSCAN 

End 12567 

Score .96 



18694 
39244 
14663 

OJ990426_10 . 9922 .C34 . ol . gp 
14663 

LIB3477-003-P1-K1-E9 
14663.. 14739 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990426_10.9922.C34 

Strand + 

End 14739 

Method AAT/GAP 

End 14739 

Score 119 



18694 
39245 
1 

OJ990426_10. 9922.C34 /o5.np 
1 

5852175 



Seq. ID OJ990426_10.9922.C34 
Strand 

End 12563 

Method AAT/NAP 

End 12563 

Score 134 



1..23, 3419. .3511, 1 1800 .. 11983, 12515. .12563 
(AL117265) zhbOOOS.l [Oryza sativa] 



18694 
39245 
1 

OJ990426_10. 9922.C34 .o2.gs 

5149 

none 

5149. .5430, 5521. .5715 

18694 
39245 



Seq. ID OJ990426_10.9922.C34 

Strand - 

End 12563 

Method GENSCAN 

End 5715 

Score . 92 



Seq. ID OJ990426_10.9922.C34 
Strand 



19204 




Start 


1 








FnH 1 Ot^C"! 

dud IdJOj 




Name 








. gs 


lyietnoa <j_Nbc/\N 




Start 


7003 ~ 








Cjua 0 oil 




GI 


none 








OLUI C .Of 




Exons 


7003 7211. 


7220 . 


7889 


7962 

f z* \j £. 


R07R ft 94 ^ fl^ll 

■ ■ O U / O , O^fiJ. . O Jll 




Seq. No. 


18694 








Seq. ID OJ990426 10.9922. 


C34 


Gene No. 


39246 








Strand 




Start 


12925 








FnH 1 "}QQft 
H1U 1 j J ?o 




Name 


OJ990426 10 


. ■ 




. L.W 


Mo +- V-i TUT ACTV • IaTK^ -s +- 

weLnoa iDLAbiA! wneat 




Start 


91 ~~ 








FnH SI 1 

CjIivJ. Oil 




GI 


none 












Exons 


91 165. 92 


166, 


218 


51 1 


99 6 417 9ft7 4 on 




Seq. No. 


18694 








Seq. ID OJ990426 10.9922. 


C34 


Gene No. 


39246 








Strand 




Start 


12925 








FnH 1 ^QQft 




Name 


OJ990426 10, 


.9922. 


C34.ol 


. LS 


irieLnoa 1 dlao 1 a : boyoean 




Start 


166 








FnH 




GI 


none 








Cpnro 9 4 £ 




Exons 


166. .423, 209. .496, 251 


* . *3 Zf \J 






Seq. No. 


18694 








Can Tn n TQQn/i 9^ in qqoo 
ot;q . 1 u \jo yzjyj *± zo 1U . yy^i , 


Co4 


Gene No. 


39246 








Strand - ~ 




Start 


12925 








End ■ 13998 




Name 


OJ990426 10, 


.9922. 


C34 .ol 


• L. W 


rifczLilUU. ICJjHol A . WflSaL 




Start 


3987 








TT'r'iH A A A K 




GI 


none 












Exons 


3987. .4019, 


3990. 


.4193, 


4UOO 


4 1 QPl /OQC a ini A O A C\ AS 
« . *i 1 , 4i JO. . ^ OU / , 4Z4U..4J 


41, 




4317. .4445, 


4334 . 


.4435 








Seq. No. 


18694 








Seq. ID OJ990426 10.9922. 


C34 


Gene No. 


39246 








Strand 




Start 


12925 








FnH 1 "3QQff 




Name 


OJ990426 10. 


9922. 


C34 .o2 


• Lb 


L v Jeunoa 1 tsij/ib ix : boyoean 




Start 


7059 








FnH mOR 




GI 


none 








Cr-nro 1 At: 
JtUI c 1U J 




Exons 


7059. .7109, 


7060. 


.7143, 


714 4 

/ J. *± *i 


7 1 Q7 79 66 • 7 Sfl R 




Seq. No. 


18694 








Sea ID' OJ99049fi ID 9Q9? 




Gene No. 


39246 








Strand - ■ ~ 




Start 


12925 








End 13998 




Name 


OJ990426 10. 


9922. 


C34 .o3, 


. tw 


Method TBLASTX : Wheat 




Start 


9741 








End 10027 




GI 


none 








Score 87 




Exons 


9741. . 9887, 


9883. 


.9960, 


9884, 


..10027, 9936.. 9995 





Seq. No. ■ 18694 Seq. ID 

Gene No. 3924 6 Strand 

Start 12925 End 

Name OJ99042 6_10 . 9922 . C34 . 06 . gs Method 

Start 12925 End 

GI none Score 

Exons 12925. . 13072, 13925.. 13998 



OJ990426_10. 9922.C34 

13998 
GENS CAN 
13998 
.64 



Seq. No. 
Gene No. 



18695 
39247 



Seq. ID. OJ990426_10.9922.C36 
Strand + 



19205 



Start 
Name 
Start 
GI 

Exons 



96 End 311 

OJ990426_10 . 9922 . C36 . ol . gs Method GENSCAN 

96 End 311 

none Score .73 
96. .311 



Seq. No. 18695 Seq. ID 

Gene No. . 39248 Strand 

Start 4536 End 

Name OJ99042 6_10 . 9922 . C36 . o2 . gp Method 

Start 4536 End 

GI 2431225 Score 

Exons 4536.. 4801 



OJ990426_10. 9922.C36 
+ 

4801 
AAT/GAP 
4801 
512 



Seq. No. 


18695 




Seq. ID 


OJ990426_10.9922.C36 


Gene No. 


39249 




Strand 




Start 


2840 




End 


5510 


Name 


OJ990426 10.9922 


C36.ol.gp 


Method 


AAT/GAP 


Start 


2596 




End 


3013 


GI 


80900 1.R1084 




Score 


774 


Exons 


2596. .3013 








GI Descrip. 


'3068809 1.0e-ll 


(AF059295) 


Skpl homolog [Arabidopsis thaliana] 1 


Seq. No. 


18695 




Seq. ID 


OJ990426_10. 9922.C36 


Gene No. 


39249 




Strand 




Start 


2840 




End 


5510 


Name 


OJ990426 10.9922 


C36.ol.tm 


Method 


TBLASTX: Maize 


Start 


2721 




End 


537=3 - 


GI 


none 




Score 


139 


Exons 


2721. .2780, 2840 


.3007, 2840 


..3013, 2841. .3014, 5014. .5097, 




5031. .5096, • 5167 


.5373, 5178 


. .5372 





Seq. No. 


18695 










Seq. ID 


OJ990426_10.9922.C36 


Gene No. 


39249 










Strand 




Start 


2840 










End 


5510 


Name 


OJ990426 10 


.9922 


.C36.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2772 










End 


2975 


GI 


none 










Score 


100 


Exons 


2772. 


2975, 


2840 


. .2974, 


2841. 


.2975 




Seq. No. 


18695 










Seq. ID 


OJ990426JL0. 9922. C36 


Gene No. 


39249 










Strand 




Start 


2840 










End 


5510 


Name 


OJ990426 10 


.9922 


.C36.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2837 










End 


5348 


GI 


none 










Score 


205 


Exons 


2837. . 


3013, 


2841 


. .3014, 


5023. 


.5091, 5031. .5096, 5086. .5343, 




5181.'. 


5348 












Seq. No. 


18695 










Seq. ID 


OJ990426_10.9922.C36 


Gene No. 


39249 










Strand 




Start 


2840 










End 


5510 


Name 


OJ990426 10 


.9922 


.C36.o2. 


gs 


Method 


GENSCAN 


Start 


2840 ■ 










' End 


5288 


GI 


none 










Score 


.98 


Exons 


2840. . 


3013, 


5022 


. .5288 









' 19206 




Seq. No. 


18695 




Seq. ID 


OJ990426 10.9922.C36 


Gene No. 


39249 




Strand 




Start 


2840 




End 


5510 


Name 


OJ990426 10.9922. 


C36 . ol . np 


Method 


AAT/NAP 


Start 


2843 




End 


5360 


GI 


3068809 




Score 


' 622 


Exons 


2843.. 3013, 5022. 


.5360 . 






GI Descrip. 


(AF059295) Skpl homolog [Arabidopsis • 


thaliana] 


Seq. No. 


18695 




Seq. ID 


OJ990426_10.9922.C36 


Gene No. 


39249 




Strand 




Start 


2840 




End 


5510 


Name 


OJ990426_10.9922. 


C36.ol . ts 


Method 


TBLASTX : Soybean 


Start 


2921 




End 


5373 


GI 


none 




Score 


118 


Exons 


2921. .3013, 2922. 


.3014, 2934 


..3014, 5014. .5097, 5031. .5096, 




5167 . .5373, 5178 . 


. 5372 






Seq. No. 


18695 




Seq. ID 


OJ990426_10.9922.C36 


Gene No. 


39249 




Strand 




Start 


2840 




End 


5510 


Name 


OJ990426 10.9922. 


C36. o3 .gp 


Method 


AAT/GAP 


Start 


5022 




End 


5510 


GI 


4908_1 .R1084 




Score 


851 


Exons 


5022 . . 5510 








GI Descrip. 


'3068809 1.0e-40 


(AF059295) 


Skpl homolog [Arabidopsis thali. 


Seq. No. 


18696 




Seq. ID 


OJ990426_10. 9922.C37 


Gene No. 


39250 




Strand 


+ 


Start 


1591 




• End 


1766 


Name 


OJ990426_10. 9922. 


C37 . ol . gp 


Method 


AAT/GAP 


Start 


1591 




End 


1766 


GI 


none 




Score 


348 


Exons 


1591 . .1766 








Seq. No. 


18696 




Seq. ID 


OJ990426_10. 9922. C37 


Gene No. 


39251 




Strand 




Start 


905 




End 


1766 


Name 


OJ990426_10. 9922. 


C37.ol.mp 


Method 


AAT/NAP 


Start 


905 




End 


1766 


GI 


81286 




Score 


41 


Exons 


905. .1233, 1688. . 


1766 






GI Descrip. 


extensin - Volvox 


: carteri (fragment) gi | 21 992 | emb | CAA4 6283 | 




(X65165) extensin 


i [Volvox carteri] 




Seq. No. 


18696 




Seq. ID 


OJ990426_10.9922.C37 


Gene No. 


39251 




Strand 




Start 


905 




End 


1766 


Name 


OJ990426 10.9922. 


C37.ol.gs 


Method 


GENSCAN 


Start 


912 


End 


" 1124 


GI 


none 




Score 


.56 


Exons 


912. .1124 








Seq. No. 


18697 




. Seq. ID 


OJ990426_10.9922.C38 


Gene No. 


39252 




Strand 


+ 


Start 


193 




End 


2064 


Name 


OJ990426 10.9922. 


C38.ol.gp 


Method 


AAT/GAP 



19207 




Start 


193 . 


End 


507 








GI 


none 


Score 


607 








Rv on ^ 


193 507 












Seq. No. 


18697 


Seq. ID 


OJ990426_ 


10. 


9922 


.C38 


Gene No. 


39252 


Strand 


+ 






• 


Start 


■193 


End 


2064 








Name 


OJ990426 10 . 9922 .C38 . ol . gs 


Method 


GENSCAN 








Start 


333 ~ 


End 


2064 








GI 


none 


Score 


-.98 








Exons 


333. .518, 1678. .2064 












Seq. No. 


18697 


Seq. ID 


OJ990426_ 


10. 


9922 


.C38 


Gene No. 


39253 


Strand 


-f 








Start 


5171 


End 


7871 








Name 


OJ990426 10.9922.C38.o2.gs 


Method 


GENSCAN 








Start 


5171 


End 


7838 








GI 


none 


Score 


. 62 








Exons 


5171. .5275, 6044. .6318, 7052. .7838 










Seq. No. 


18697 


Seq. ID 


OJ990426_ 


10 . 


9922 


. C38 


Gene No . 


39253 


Strand 


+ 








Start 


5171 


End 


7871 








Name 


OJ990426 10.9922.C38.ol.np 


Method 


AAT/NAP 








Start 


5480 


End 


7871 








GI 


6041833 


Score 


554 








p. von ^ 

i_J £\ w 1 1 


5480. .5560, 6044. .6318, 7052. .7440, 7490. .7871 








Ql Op qrri n 

\J J. J-^ O \— ' J- k-/ » 


(AC009853) unknown protein 


[Arabidopsis thaliana 


] 








gi| 6642634 | gb | AAF20215 . 1 | AC012395 2 -(AC012395) unknown 


Drot 




[Arabidopsis thaliana] 












Sea No 


18697 


Seq. ID 


OJ990426_ 


10. 


9922 


. C38 


Gene No . 


39254 


Strand 


+ 








Start 


7800 


End 


8035 








Name 


OJ990426 10.9922.C38.o3.gp 


Method 


AAT/GAP 








Start 


7800 


End 


8035 








GI 


5004456 


Score 


' 435 








Exons 


7800. .8035" 












GI Descrip. 


2352023/gb|U93713| 6.0e-12 


Cloning vector pRS400 


with kanMX 




marker,' complete sequence 












Seq. No. 


18697 


Seq. ID 


OJ990426_ 


10. 


9922 


.C38 


Gene No. 


39255 


Strand 


+ 








Start 


8381 


End 


11272 








Name 


OJ990426 10. 9922.C38.o2.np 


Method 


AAT/NAP 








Start 


8381 . 


End 


9777 








GI 


6056412 


Score 


134 








Exons 


8381.. 8403, 9639.. 9777 












GT De srri d 


(AC009525) Unknown protein 


[Arabidopsis thaliana] 








18697 


Seq. ID 


OJ990426_ 


10. 


9922 


.C38 


Gene No. 


39255 


. Strand 


+ 








Start 


8381 


End 


11272 








Name 


OJ990426 10.9922.C38.o4.gp 


Method 


AAT/GAP 








Start 


9331 


End 


10301 








GI 


31424 1.R1084 


Score 


1903 








Exons 


9331.. 10301 













19208 



GI Descrip. • 6016877/dbj | BAA85220 . 1 | 5.0e-ll (AP000570) ESTs 

AU077642 (E30706) , AU077641 (E30706) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 1 



Seq. No. 


18697 


Seq. ID 


OJ990426 


10 


. 9922 


.C38 


Gene No. 


39255 


Strand 


+ 








Start 


8381 


End 


11272 








Name 


OJ990426 10.9922.C38.63.gs 


Method 


GENSCAN 








Start 


9475 


End 


11272 








GI 


none 


Score 


.82 








Exons 


9475.-9767, 10834 .. 10902 , 11050.. 11272 










Seq. No. 


18697 


Seq. ID 


OJ990426 


10 


. 9922 


.C38 


Gene No. 


39256 


Strand 


+ 








Start 


12954 


End 


13617 








Name 


OJ990426 10.9922.C38.o4.gs 


Method 


GENSCAN 








Start 


12954 


End 


13617 - 








GI 


none 


Score 


.52 








Exons 


12954. .13011, 13250. .13617 












Seq. No. 


18697 


Seq. ID 


OJ990426 


10 


. 9922 


.C38 


Gene No. 


39256 


Strand 


+ 








Start 


12954 


End 


13617 








Name 


OJ990426 10. 9922.C38.o3.np 


Method 


AAT/NAP 








Start 


13223 


End 


13513 








GI 


6539588 


Score 


189 








Exons 


13223. .13513 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. ■ No. 


18697' 


Seq. ID 


OJ990426_ 


10 


.9922 


.C38 


Gene No. 


39257 


Strand 










Start 


2390 


End 


2554 








Name 


OJ990426 10.9922.C38.o2.gp 


Method 


AAT/GAP 








Start 


2390 


End 


2554 ' 








GI 


533 1.R1084 


Score 


170 








Exons 


2390. .2443, 2466.-2554 












GI Descrip." 


. ' 113172/sp| P15543 | ACP3 HORVU 


9.0e-52 ACYL CARRIER : 


PROTEIN III 



PRECURSOR (ACP III) >gi_1005 61_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. No. 18697 Seq. ID 

Gene No. 39258 Strand 

Start 15568 End 

Name OJ99042 6_I0 . 9922 . C38 . o4 . tm Method 

Start ' 6040 End 

GI none Score 

Exons 6040.. 6225, 6041.. 6223 



OJ990426_10. 9922.C38 
18452 

TBLASTX: Maize 

6225 

197 



Seq. No. 18697 Seq. ID 

Gene No. 39258 . Strand 

Start 15568 End 

Name OJ99042 6_10 . 9922 . C38 . o3 . tc Method 

Start 6044 End 

GI none Score 

Exons 6044.. 6349, 7041.. 7268 



OJ990426_10.9922.C38 
18452 

TBLASTX: Cress ' 

7268 

129 



19209 




Seq. No. 


18697 






Gene No. 


39258 






Start 


15568 






Name 


OJ990426 10 


. 9922 


C38 o2 


Start 


7005 ~~ 






GI 


none 






Exons 


1Q05. .7265, 


7013 


. .7279, 


Seq. No. 


18697 






Gene No. 


39258 






Start 


15568 






Name 


OJ990426 10 


9922 


.C38.o5 


Start 


7350 






GI 


none 






Exons 


7350. .7430, 


7568 


. .7675, 




Seq. ID OJ990426_10.9922.C38 
Strand 

End 18452 

.ts Method TBLASTX : Soybean 

End 7418 

Score 238 
7050. .7277, 7317. .7418 

Seq. ID OJ990426_10.9922.C38 
Strand 

End 18452 

.tc Method TBLASTX : Cress 

End 7856 

Score 91 
7575. .7700, 7707. .7856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18697 
39258 
15568 

OJ990426_10.9922.C38.o3.tm 

7484 

none 



Seq. ID OJ990426_10.9922.C38 



Strand 
End 

Method 

End 

Score 



18452 

TBLASTX: Maize 

7747 

108 



7484. .7627, 7484. .7624, 7593. .7745, 7625. .7747, 7628. .7747 



Seq. No. 


18697 


Seq. ID 


OJ990426_10. 


9922 


.C38 


Gene No. 


39258 


Strand 








Start 


15568 


End 


18452 






Name 


OJ990426 10.9922.C38.o2.tm 


Method 


TBLASTX: Maize 




Start 


9574 


End 


9788 






GI 


none 


Score 


244 






Exons 


9574. .9618, 9625. .9774, 9660. .9788, 9672. .9785 






Seq. No. 


18697 


Seq. ID 


OJ990426_10. 


9922 


.C38 


Gene No. 


39258 


Strand 








Start 


15568 


End 


18452 






Name 


OJ990426 10.9922.C38.o5.gp 


* Method 


AAT/GAP 






Start 


15255 


End 


16640 - 






GI- 


82 3.R1084 


Score 


1984 






Exons 


15255. .15812, 1 6080 .. 1618 1, 


16275. .16* 


540 






GI Descrip. 


'2244749/emb|CAB10172.1 | 5. 


0e-61 (Z97335) 







hydroxymethyltransf erase [Arabidopsis thaliana] 1 



Seq. No. 18697 
Gene No. 39258 
Start 15568 

Name OJ990426_10 . 9922 . C38 . o2 . tc 

Start 15562 
GI none 

Exons 15562.-. 15813, 15572 .. 15814 , 

•16078. .16194, 16078. . 16182, 
16263. .16343, 162 64 .. 1634 4 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15704. .15814, 
16088. .16183, 



OJ990426 10.9922.C38 



18452 

TBLASTX: Cress 
16348 
239 

16076 
16251 



16273. .16347, 16274 



16183, 
16328, 
16348 



Seq. No. 18697 Seq. ID 

Gene No. 39258 Strand 

Start 15568 End 

Name OJ9904 26_10 . 9922 . C38 . ol . tm Method 

Start 15568 End 



OJ990426_10.9922.C38 
18452 

TBLASTX: Maize 
18393 



19210 




GI 


none 






Score 


370 




Exons 


15568 


15813, 15569 


. 15826, 


15626. .15826, 16076. .16183, 






16078 . . 


16182, 16081 


. 16194 , 


16266. .16433, 16272 .. 16667, 






16273. . 


16665, 16572. 


. 16667, 


17713. .18105, 17716. .18393, 






18002. . 


18298 










Seq. No. 


18697 






Seq. ID 


OJ990426_10.9922. 


C38 


Gene No. 


39258 




- • 


Strand 






Start 


15568. 






End 


18452 




Name 


OJ990426 10.9922.C38 


. o5 . gs 


Method 


GENSCAN 




Start 


15568 






End 


18393 




GI 


none 






Score 


.94 




Exons 


15568. . 


15812, .16080. 


. 16181, 


16275. . 16665, 17716. .17913, 






18094. . 


18393 










Seq. No. 


18697 






Seq. ID 


OJ990426_10.9922. 


C38 


Gene No . 


39258 






Strand 






Start 


15568 






End 


18452 




Name 


OJ990426 10.9922.C38, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15568 






End 


18393 




GI 


none 






Score 


275 




Exons 


15568. . 


15813, 15572., 


. 15826, 


1607 6. .16183, 16077. .16175, 






' 16078. . 


16182, 16266., 


. 16433, 


16273. .16665, 16274. .16543, 






16276. . 


16668, 17708., 


. 17758, 


17713. .17859, 177 16 .. 18393, 






17828. . 


17959, 17902., 


. 18105, 


18002. .18109, 18170. .18298 




Seq. No. 


18697 






" Seq. ID 


OJ990426JL0.9922. 


C38 


Gene No. 


39258 






Strand 






Start 


15568 






End 


18452 




Name 


OJ990426 10.9922.C38, 


. o4 . np 


Method 


AAT/NAP 




Start 


15571 






End 


18393 




GI 


2244749 




Score 


1996 




Exons 


15571. . 


15812, 16080., 


.16181, 


16275. .16665, 17716. .18393 




GI Descrip. 


(Z 97 335 ) hydroxymethyl transferase [Arabidopsis thaliana] 




Seq. No. 


18697 






Seq. ID 


OJ990426_10.9922. 


C38 


Gene No. 


39258 






Strand 






Start* " 


15568 






. End 


18452 




Name 


OJ990426 10.9922.C38, 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


16099 






End 


16527 




GI 


none* 






Score 


60 




Exons 


16099. . 


16194, 16273.. 


.16527, 


16274. .16342, 16418. .16516 




Seq. No. 


18697 






Seq. ID 


OJ990426_10.9922. 


C38 


Gene No. 


39258 






Strand 






Start 


15568 






End 


18452 




Name 


OJ990426 10.9922.C38. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16348 






End 


18228 




GI 


none 






Score 


50 




Exons 


16348. . 


16419, 16348.. 


.16422, 


16429. .16665, 16431 16670, 






17713. . 


18105, 17716.. 


.18228, 


18086. .18223 




Seq. No. 


18697 






Seq. ID 


OJ990426JL0.9922. 


C38 


Gene No. 


39258 






Strand 






Start 


15568 






End 


18452 




Name 


OJ990426 10.9922.C38. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


17860 






End 


18298 





19211 



GI 

Exons 



none Score 7 3 

17860. .18297, 17911. .18033, 18002. .18298 



Seq. No. 18697 Seq. ID 

Gene No. 39258 Strand 

Start 15568 End 18452 

Name OJ990426_10 . 9922 . C38 . o7 . gp Method ■ AAT/GAP 

Start 17918 End 18452 

GI 25688_1 .R1084 Score 884 

Exons 17918. .18043, 18081.. 18452 

GI Descrip. 1 224 474 9/emb | CAB10172 . 1 1 1.0e-62 (Z97335) 

hydroxymethyltransf erase [Arabidopsis thaliana] 1 



OJ990426 10.9922.C38 



Sea No 


18697 




Seq. ID 


OJ990426_10 


9922 


. C38 




39258 




^t ra nH 








Start 


15568 




End 


18452 






Name 


OJ990426 10.9922.C38.o4 


tc 


Mpt hod 


TBLASTX: Cress 




Start 


18229 




End 


18393 






GI 


none 




Score 


90 






Exons 


18229. . 18393, 18233.. 18298 










Seq. No. 


18698 




Seq. ID 


OJ990426 10 


9922 


.C39 




39259 




Strand 


+ 






Start 


3026 




End 


6213 






Name 


OJ990426 10.9922.C39.ol 


gs 


Method 


GENSCAN 






Start 


3026 




End 


6213 






GI 


none 




Score 


.78 






Exons 


3026. .3073, 5648. .5714, 


5951. 


. 6213 








Seq. No. 


18698 




Seq. ID 


OJ990426_10 


9922 


C39 


Gene No. 


39259 




Strand 


+ 






Start 


3026 




End 


6213 






Name 


OJ990426 10.9922.C39.ol 


np 


Method 


AAT/NAP 






Start 


5074 




End 


5151 






GI 


6630699 




Score 


75 






Exons 


5074.. 5151 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi I 6721536 | dbj | BAA89566 


1| (AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


18698 




Seq. ID 


OJ990426_10. 


9922 


C39 


Gene No. 


39260 




Strand 


+ 






Start 


7533 




End 


11356 






Name 


OJ990426 10. 9922.C39.o2 


gs 


Method 


GENSCAN 






Start 


7533 




End 


11356 






GI 


none 




Score 


.5 






Exons 


7533.. 7620, 9715.. 9838, 


11179 


. . 11356 









Seq. No. 18698 Seq. ID OJ9904 26_10 . 9922 . C39 

Gene No. 39261 Strand 

Start 5290 End -5396 

Name OJ990426_10 . 9922 . C39 . o2 . np Method AAT/NAP 

Start 5290 End 5396 

GI ■ 5922620 Score 101 

Exons 5290. .5396 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



19212 



gi I 6016853 I dbj i BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza. sativa] 



Seq. No. 18699 . Seq. ID 

Gene No. 39262 Strand 

Start' 1 End 

Name OJ990426_10 . 9922 . C40 . ol . gp Method. 

Start 1 End 

GI 2131_1.R1084 Score 

Exons 1..276, 1138.. 1674, 1767.. 1903 

GI Descrip. ' 4 17745/sp | P32112 | SAHH_WHEAT 0.0e+00 ADENOSYLHOMOCYSTEINASE 
(S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) (ADOHCYASE) >gi_170773 
(L11872) S-adenosyl-L-homocysteine hydrolase [Triticum 
aestivum] 1 



OJ990426_10. 9922.C40 
+ 

1903 
AAT/GAP 
1903 
1805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-18699 
39262 
1 

OJ990426_10. 9922.C40.ol.np 
1 

417745 



Seq. ID OJ990426_10. 9922.C40 

Strand + 

End 1903 

Method AAT/NAP 

End 1903 

Score 1476 



1..276, 1138. .1674, 1767. .1903 

ADENOSYLHOMOCYSTEINASE (S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) 
(ADOHCYASE) gi 1170773 (L11872)- S-adenosyl-L-homocysteine 
hydrolase [Triticum aestivum] 



18699 
39262 
1 

OJ990426_10. 9922.C40.ol.tc 
1 

none 



Seq. ID OJ990426_10.9'922.C40 

Strand + 

End 1903 

Method . TBLASTX: Cress 

End 1884 

Score 384 



1..276, 9. .275, 1086. .1196, 1123. .1677, 1135. .1677, 1348. .1449, 
1764. .1883, 1766. .1882, 1824. .1883, 1825. .1884 



Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 



18699 
39262 
1 

OJ990426_10.9922.C4 0.ol.ts 
1 

none 



Seq. ID, OJ990426_10. 9922.C40 

Strand + 

End 1903 

Method TBLASTX : Soybean 

End 1890 

Score 402 



1..276, 3. .275, 1116. .1196, 1123. .1677, 1135. .1674, 1272. .1676, 
1764. .1883, 1766. .1882, 1828.,. 1890 



Seq. No. 18699 

Gene No. 39262 

Start 1 

Name OJ990426_10 . 9922 . C40 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990426_10. 9922.C40 

Strand + 

End 1903 

Method TBLASTX : Mai ze 

End 1883 

Score 439 

1..276, 3. .275, 1116. .1196, 1123. .1677, 1135. .1674, 1266. .1676, 
1764. .1883, 1766. .1882 



Seq. No. 
Gene No. 
Start 



18699 
39262 
1 



Seq. ID OJ990426_10. 9922.C40 
Strand + 
End 1903 



19213 



Name 

Start 

GI 

Exons 



OJ990426_10.9922.C40-.ol.gs 
67 



Method GEN SCAN 

End 1856 

none Score .81 

67. .276, 1138. .1674, 1767. .1856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18699 
39262 
1 

OJ990426_10.9922.C40.o2.tw 
81 

none 



Seq. ID OJ990426_10.9922.C40 

Strand + 

End 1903 

Method TBLASTX : Wheat 

End 1298 

Score 291 



81. .275, 82. .276, 1116. .1196, 1123. .1296, 1136. .1288, 1269. .1298 



Seq. No. 18699 

Gene No. 39262 

Start 1 

Name OJ990426_10 . 9922 . C40 . ol . tw 

Start 1303 

GI none 

Exons 1303.. 1677, 1305.. 1676, 1764, 



Seq. ID OJ990426_10.9922.C40 

Strand + 

End 1903 

Method TBLASTX : Wheat 

End 1883 

Score 580 
.1883, 1766. .1882 



Seq. No. 18700 Seq. ID 

Gene No. 39263 Strand 

•Start 48 End 

Name OJ990426_10 . 9922 /C4 1 . ol . gs Method 

Start* 48 End 

GI none Score 

Exons 48.. 102, 478.. 608 



OJ990426_10. 9922.C41 
+ 

608 

GENSCAN 

608 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18701 Seq. ID 

39264 Strand 
279 End 
OJ990426_10. 9922.C4 2.ol.gp Method 
279 End 
533JL.R1084 Score 
279.. 370, 393.. 446 

, 113172/sp|P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



OJ990426_10. 9922.C42 
+ 

446 

AAT/GAP 
'446 
164 



18702 Seq. ID 

39265 Strand 

414 End 

OJ990416_12. 9923.Cl.ol.gs Method 

414 End 

none Score 
414. .443 



OJ990416_12. 9923. CI 
+ 

443 

GENSCAN 

443 

.91 



Seq. No. 18703 Seq.. ID 

Gene No. 39266 Strand. 

Start' 248 End 

Name OJ9904 16_12 . 9923 . C2 . ol . gs Method 

Start 248 End 

GI none Score 

Exons 248.. 382 



OJ990416_12.9923.C2 
+ 

382 

GENSCAN 

382 

.87 



19214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18704 Seq. ID 

39267 Strand 

1 End 

OJ990416_12 . 9923 . C4 . ol . np Method 

1 End 

6634727 Score 
1. .275 

(AC012463) T2E6.12 [Arabidopsis thaliana] 



OJ990416_12.9923.C4 
275 

AAT/NAP 
275 
78 



18704 Seq. ID 

39267 Strand 

1 End 

OJ990416_12 . 9923 . C4 . ol . gs Method 

67 End 

none Score 
67. .258 



OJ990416_12.9923.C4 
275 

GENSCAN 

258 

.76 



Seq. No. 18705 Seq. ID 

Gene No. 39268 Strand 

Start 1 End 

Name OJ9904 16_12 . 9923 . C5 . ol . np Method 

Start 1 End 

GI 3372230 Score 

Exons' 1..134, 328.. 485, 1016.. 1094 

GI Descrip. (AF017074) RNA polymerase I, II and III 16.5 kDa subunit 

[Arabidopsis thaliana] gi I 4585968 I gb I AAD25604 . 1 1 AC005287_6 

(AC005287) RNA polymerase I, II and III 16.5 kDa subunit 
[Arabidopsis thaliana] 



OJ990416_12.9923.C5 

3589 
AAT/NAP 
1094 
262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18705 Seq. ID 

39268 Strand 

1 End 

OJ9904 1 6_12 . 9923 . C5 . ol . gp Method 

87 End 

58148 1.R1084 Score 



OJ990416_12. 9923.C5 

3589 
AAT/GAP 
1361 
592 



87. .134, 328. .485, 1016. .1103, 1294. .1361 

'3372230 3.0e-39 (AF017074) RNA polymerase I, II and III- 16.5. 
kDa subunit [Arabidopsis thaliana] 

>gi_4585968_gb_AAD25604.1_AC005287_6 (AC005287) RNA polymerase 
I, II and III 16.5 kDa subunit [Arabidopsis thaliana] 1 



18705 
39268 
1 

OJ9904 16_12 . 9923 .C5.ol.gs 

286 

none 



Seq. ID OJ990416_12.9923.C5 
Strand 

End 3589 

Method GENSCAN 

End 3589 

Score .45 



286. .485, 1016. .1103, 3044. .3142, 3494. .3589 



Seq. No. 18705 Seq. ID 

Gene No. 39268 Strand 

Start 1 End 

Name OJ9904 1 6_12 . 9923 . C5 . o2 . np Method 

Start 2100 End 

GI 6223640 Score 

Exons 2100.. 2210 

GI Descrip. (AC011698) unknown protein [Arabidopsis thaliana] 



OJ990416_12.9923.C5 

3589 
AAT/NAP 
2210 
54 



19215 



Seq. No. 18705 

Gene No. 39269 

Start 3599 

Name OJ9904 16_12 . 9923 . C5 . ol . tm 

Start 87 

GI none 
Exons 



Seq. ID OJ990416_12.9923.C5 
Strand 

End 3835 

Method TBLASTX : Mai ze 

End 1101 

Score 63 



87. .137; 87. .137, 88. .138, 91. .141, 328. .486, 343. .486, 
344. .490, 351. .491, 1016. .1084, 1017. .1094, 1018. .1101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18705 
39269 
3599 

OJ9904 1 6_12 . 9923 . C5 . o2 . gp 

3599 

2427783 

3599.. 3747, 3787'. .3835 



Seq. ID OJ990416_12.9923.C5 
Strand 

End 3835 

Method AAT/GAP 

End 3835 

Score 255 



18706 
39270 
82 

OJ9904 16_12 . 9923 . C6 . ol . gp 
82 

5886_1.R1084 
82.. 268 

, 11957/emb|X15901|CHOSXX 0.0e+00 Rice complete chloroplast 
genome 1 



Seq. ID OJ990416_12.9923.C6 

Strand 

End 307 

Method AAT/GAP 

End 268 

Score 293 



18706 . 

39270 

82 

OJ990416_12. 9923.C6.ol.gs 

162 

none 

162. .307 



Seq. ID OJ990416_12.9923.C6 

Strand 

End 307 

Method GENSCAN 

End 307 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990416_12.9923.C6 

Strand. ; . - 

End " 333 

Method AAT/GAP 

End .333 

Score 82 



18706 
39271 
272 

OJ990416_12. 9923.C6.o2.gp 
272 

2409_1.R1084 
272. .333 

1 128690/sp| P12126|NU3C_ORYSA 2.0e-56 NADH - PLAS TOQU I NONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_22661'0_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 - f 



18707 
• 39272 
102 

OJ990416_12. 9923.C8.ol.gs 

102 

none 

102.. 232 



Seq. ID OJ990416_12.9923.C8 

Strand + 

End 232 

Method GENSCAN 

End 232 

Score . 5 



19216 



Seq. No. 18708 

Gene No. 39273 

Start 187 

Name OJ9904 16_12 . 9923 . C9 . ol . gs 

Start 187 

GI none 

Exons 187.. 233 



Seq. ID OJ990416_12.9923.C9 

Strand + 

End 233 

Method GENSCAN 

End 233 

Score .78 



Seq. No. 18709 Seq. ID OJ9904 16_12 . 9923 . Cll 

Gene No. 39274 Strand 

Start 1 End 724 

Name OJ9904 16_12 . 9923 . Cll . ol . np Method AAT/NAP 

Start 1 End 724 

GI 1170949 Score 130 

Exons 1..63, 288. .455, 637. .724 

GI Descrip. SERINE /THREONINE- PROTEIN KINASE MHK gi | 4 81207 | pir | | S38327 

protein kinase - Arabidopsis thaliana gi 1166811 (L07249) protein 
kinase [Arabidopsis thaliana] 



Seq. No. 


18709 










Seq. ID 


OJ990416 


12 , 


. 9923, 


. Cll 


Gene No . 


39274 










Strand 










Start 


1 










End 


724 








Name 


OJ990416 


12.9923. 


Cll. 


ol 


. as 


Method 


GENSCAN 








Start 


194 










End 


417 








GI 


none 










Score 


. 9 








Exons 


194 . .228, 


313. .417 
















Seq. No. 


18710 










Seq. ID 


OJ990416 


12 . 


. 9923 , 


,C13 


Gene No . 


39275 










Strand 










Start 


243 










End 


606 








Name 


OJ990416 


12.9923. 


C13. 


ol 


.gs 


Method 


GENSCAN 








Start 


243 










End 


606 








GI 


none 










Score 


.71 








Exons 


" 243. .606 




















Seq. No. 


18711 










Seq. ID 


:OJ990416_ 


12. 


.9923, 


.G15 


Gene No. 


39276 • 










Strand 










Start 


85 










End 


237 








Name 


OJ990416 


12. 9923. 


C15. 


ol 


. gs 


Method 


GENSCAN 








Start 


85 










End 


237 








GI 


none 










Score 


.97 








Exons 


85. .237 




















Seq. No. 


18712 










Seq. ID 


OJ990416_ 


12. 


,9923. 


.C18 


Gene No. 


39277 










. Strand 










Start 


142 










End 


231 








Name 


. OJ990416 


12. 9923. 


C18 . 


ol 


.gs 


Method 


GENSCAN 








Start 


142 










End 


231 








GI 


none 










Score 


. 95 








Exons 


142. .231 




















Seq. No. 


18713 










Seq. ID 


OJ990416_ 


12. 


9923. 


,C20 


Gene No. 


39278 










Strand 


+ 








Start 


255 










End 


454 








Name 


OJ990416 


12. 9923. 


C20. 


ol 


.gs 


Method 


GENSCAN 








Start 


255 










End 


454 









19217 



GI none 

Exons 255.. 330, 336.. 454 

Seq. No. 18713 

Gene No. 39279 

Start 1 

Name OJ9904 16_12 . 9923 . C20 . ol . gp 

Start 1 

GI none 

Exons 1..98 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.85 



OJ990416 12.9923.C20 



98 

AAT/GAP 

98 

170 



Seq. No. 18713 

Gene No. 39280 

Start 1441 

Name OJ9904 16_12 . 9923 . C20 . o2 . gs 

Start 1441 

GI none 

Exons 1441.. 1531, 1592.. 1666 

Seq. No. 18714 

Gene No. 39281 

Start 293 

Name OJ9904 16_12 . 9923 . C21 . ol . gs 

Start 293 

GI none 

Exons 293. .419 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_12.9923.C20 

1666 
GENSCAN 
1666 
.91 



OJ990416_12. 9923.C21 
419 

GENSCAN 
419 
. 61 



Seq. No. 18715 Seq. ID 

Gene No. 39282 Strand 

Start 511 End 

Name OJ9904 16_12 . 9923 . C22 . ol . gs Method 

Start 511 End 

GI none Score 

Exons 511 . .568 



OJ990416_12.9923.C22 
568 

GENSCAN 

568 

.63 



Seq. No. 18716 - Seq. ID 

Gene No. 39283 Strand 

Start" 155 ' End 

Name OJ9904 16_JL2 . 9923 .C23 . ol . gs Method 

Start 155 End 

GI none Score 

Exons 155. .402 



OJ990416_12. 9923.C23 
+ 

402 

GENSCAN 

402 

.77 



Seq. No. 18716 Seq. . ID 

Gene No. 39284 Strand 

Start 120 End 

Name OJ990416_12 . 9923 . C23 . ol . gp Method 

Start 120 End 

GI 2427783 Score 

Exons 120. .435 



OJ990416_12. 9923.C23 
435 

AAT/GAP 

435 

558 



Seq. No. 18716 Seq. ID 

Gene No. 39285 . Strand 

Start 624 End 

Name OJ9904 16_12 . 9923 . C23 . o2 . gs Method 

Start 624 - End 

GI none Score 



OJ990416_12.9923.C23 
791 

GENSCAN 

791 

.98 



19218 



# 



Exons 



624. .791 



Seq. No. 18717 Seq. ID 

Gene No. 39286 Strand 

Start 1674 End 

Name OJ990416_12 . 9923 . C24 . ol . gs Method 

Start 1674 End 

GI none Score 

Exons 1674.. 1840, 1897.. 2065 



OJ9S0416_12.9923.C24 

2065 
GENSCAN 
2065 
,9& 



Seq. No. 18718 Seq. ID 

Gene No. 39287 Strand 

Start 1 End 

Name OJ9904 1 6_12 . 9923 . C25 . ol . np Method 

Start 1 End 

GI 6505722 Score 

Exons 1..257 

GI Descrip. (AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 651384 9 | dbj | BAA8787 6 . 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



OJ990416_12.9923.C25 
+ 

257 

AAT/NAP 

257 

251 



Seq. No. 


18718 








Seq. ID 


OJ990416_12.9923, 


.C25 


Gene No. 


39288 








Strand 






Start 


1583 








End- 


6872 




Name 


OJ990416 -12 


.9923, 


.C25.o2, 


.gs 


Method 


GENSCAN 




Start 


1583 








• End 


4747 




GI 


none 








Score 


.67 




Exons 


1583 . . 1955, 


2052, 


. .2425, 


2622 


..2807, 4058. .4747 




Seq. No. 


18718 








Seq. ID 


. OJ990416JL2.9923, 


.C25 


Gene No. 


39288 








Strand 






Start 


1583 








End 


6872 




Name 


OJ990416 12 


.9923, 


.C25.ol. 


■ gp 


Method 


AAT/GAP 




Start 


2273 








End 


2962 




GI 


3548950 








Score 


802 




Exons 


2273. .2425, 


2524. 


. .2739, 


2846 


. .2962 






Seq. No. 


18718 








Seq. ID 


OJ990416_12.9923, 


.C25 


Gene No. 


39288 








Strand 






Start 


1583 








End 


6872 




Name 


OJ990416 12 


.9923, 


,C25.o2, 


.np 


Method 


AAT/NAP 




Start 


3797 








End 


6872 




GI 


4538896 








Score 


1051 




Exons 


3797. .4838, 


4899. 


. .5416, 


6852 


. .6872 






GI Descrip. 


(AL049482) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


18718 








Seq. ID 


OJ990416_12.9923. 


.C25 


Gene No. 


39289 








Strand 






Start 


■9002, 








End' 


9067' ' 




Name 


OJ990416 12 


.9923. 


,C25.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


3740 








End 


4123 




GI 


none 








Score 


125 




Exons 


3740. .3844, 


3744. 


. .3884, 


3777 


..3887, 3808. .3924, 3894. .4112, 




3894. .4112, 


38'96. 


. .4123, 


3899 


. .4123 






Seq. No. 


18718 








Seq. ID 


OJ990416_12.9923. 


.C25 


Gene No. 


39289 








Strand 







19219 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9002 End 

OJ9904 1 6_12 . 9923 . C25 . ol . tm Method 

4859 End 

none Score 
4859. .5128, 4860. .5129, 4860. .5129 

18718 Seq. ID 

39289 Strand ■ 

9002 End 

OJ990416_12. 9923.C25.o4 .gs Method 

9002 End 

none Score 
9002.. 9067 



9067 

TBLASTX: Maize 

5129 

261 



OJ990416_12.. 9923.C25 

9067 
GENSCAN 
9067 
.58 



Seq. No. 18719 Seq. ID 

Gene No. 39290 Strand 

Start 1110 End 

Name OJ9904 1 6_12 . 9923 . C26 . ol . gs Method 

Start 1110 End 

GI none Score 

Exons 1110.. 1183 



OJ990416__12. 9923.C26 
+ 

1183 
GENSCAN 
1183 
.89 



Seq. No. 18719 

Gene No. 39291 

Start 1737 

Name ' OJ990416_12 . 9923.C26.o2 .gs 

Start 1737 

GI none 

Exons 1737.. 1799, 1892.. 2090, 2199. 
5032. .5176 



Seq. ID OJ990416_12. 9923.C26 
Strand 

End- 5176 

Method GENSCAN 

End 5176 

Score .84 

.2691, 3179. .3316, 3711. .3818, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18720 
39292 
1677 

OJ990416_12.9923.C27.ol.gp 

1677 

none 



Seq. ID OJ990416_12.9923.C27 

Strand + 

End 14379 

Method AAT/GAP 

End 3894 

Score 820 



1677..1893, 3471. .3594, 3676. .3777, 3869. .3894 



18720 Seq. ID 

39292 Strand 
1677 End 14379 

OJ9904 16_12 . 9923 . C27 . o2 . gs Method GENSCAN 
2489 End 14379 

none Score .73 

2489.-2499, 3828. .3999, 4083. .4352, 4524. .4702, 

6024. .6113, 6201. .6317, 6447. .6532, 6612. .6884, 



OJ990416_12. 9923.C27 
+ 



5802. 
6982. 



5845, 
7115, 



74 41. .754 5, 12200. . 12355, 12413. . 12533, 12538. . 12 623, 
13020. . 13157, 13567. .13732, 14164.. 14379 



Seq. No. 18720 

Gene No. 39292 

Start 1677 

Name OJ9904 1 6_12 . 9923 . C27 . ol . np 

Start 2945 

GI 5803253 
Exons 



Seq. ID OJ990416 12.9923.C27 



Strand 
End 

Method 

End 

Score 



+ 

14379 
AAT/NAP 
7627 
541 



2945. .3028, 3868. .3999, 4083. .4352, 6023. .6113, 6201. .6317, 



19220 



6435. .6536, 6619. .6884, 6982. .7115, 7441. .7627 
GI Descrip. (AP000399) ESTs AU068856 (C50756) , AU077979 (C61370 ) correspond to 





a region of the predicted gene; similar to serine protease 




(AF097709) [Oryza sativa] 






Seq. No. 


18720 


Seq. ID 


OJ990416_12.9923.C27 


Gene No. 


39292 


Strand 


+ 


Start 


1677 


End 


14379 


Name 


OJ990416 12.9923.C27.o2.gp 


Method 


AAT/GAP 


Start 


7039 


End 


7724 


GI 


none 


Score 


834 


Exons 


7039.. 7115, 7247.. 7333, 7441 


. .7724 




Seq. No. 


lo 1 Zkj 


Seq. ID 


OJ990416 12.9923.C27 


Gene No . 


39293 


Strand 


+ 


Start 


15362 


End 


15626 


Name 


OJ990416 12.9923.C27.o5.gp 


Method 


AAT/GAP 


Start 


15362 


End 


15626 


GI 


5607533 


Score 


144 


Exons 


15362. .15386, 15524. .15626 






GI Descrip. 


11957/emb|X15901 ICHOSXX 1 . Oe 


-145 Rice 


complete chloroplast 




genome 






Seq. No. 


18720 


Seq. ID 


OJ990416_12. 9923.C27 


Gene No. 


39294 


Strand 


+ 


Start 


27698 


End 


30186 


Name 


OJ990416 12.9923.C27.o5.np 


Method 


AAT/NAP 


Start 


27698 


End 


30186 


GI 


6006359 


Score 


68 


Exons 


27698. .27721, 294 87 .. 29587 , 


30159. .30186 


GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


18720 


Seq. ID 


OJ990416_12.9923.C27 


Gene No . 


39295 


Strand 




Start 


14542 


End 


14758 


Name 


OJ990416 12.9923.C27.o3.gp 


Method 


AAT/GAP 


Start 


14542 


End 


14758 ' 


GI 


5886 1.R1084 


Score 


303 


Exons 


14542. .14758 






GI Descrip. 


, 11957/emb 1X15901 ICHOSXX 0.0e+00 Rice 


complete chloroplast 




genome * 






Seq. No. 


18720 


Seq. ID 


OJ990416_12.9923.C27 


Gene No. 


39296 


Strand 




Start 


15673 


End 


16949 


Name 


OJ990416 12. 9923.C27.o3.np 


. Method 


AAT/NAP 


Start 


14669 


End 


16552 


GI 


128732 


Score 


187 


Exons 


14 669. .14 738, 16392. .16552 







GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 4, CHLOROPLAST 

gi I 66181 1 pir | | DERZN4 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - rice chloroplast gi | 12050 | emb | CAA33953 | 
(X15901) NADH dehydrogenase ND4 [Oryza sativa] 

gi | 226670 Iprf | | 1603356CX NADH dehydrogenase ND4 [Oryza sativa] 



Seq. No. 
Gene No. 



18720 
39296 



Seq. ID 
Strand 



OJ990416 12.9923.C27 



19221 



Start 
Name 
Start 
GI 

Exons 

GI, Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15673 End 16949 

OJ990416_12 . 9923.C27 .o4 .gp Method AAT/GAP 
14731 End 14790 

2409_1.R1084 Score 77 

14731. .14790 

■ 128690/sp| P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH " 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 

18720 Seq. ID OJ9904 16_12 . 9923 . C27 

39296 Strand 

15673 End 16949 

OJ990416_12. 9923.C27 .o4 . np Method AAT/NAP 

15248 End 16897 

116528 Score 106 

15248. .1527 6, 16638. .168 97 

PROBABLE CLPP-LIKE PROTEASE ( ENDOPEPTIDASE CLP) (ORF 216) 

gi I 82633 | pir | | S12408 probable proteinase, ATP-dependent, chain 

cplP - wheat chloroplast gi | 12336 | emb | CAA38354 | (X54484) 

proteolytic subunit of ATP-dependent protease [Triticum 

aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18720 
39296 
15673., .. 

OJ990416_12.9923.C27.o3.gs 
15673 
none 

15673. . 15792, 16598 .. 16666, 16890.. 16949 



Seq. ID OJ990416_12.9923.C27 



Strand 
End 

Method 

End 

Score 



16949 
GENSCAN 
16949 
. 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18720 Seq. ID OJ9904 16_12 . 9923 . C27 

39296 Strand 

15673 End 16949 

OJ990416_12.9923.C27.o2.np Method AAT/NAP - 

15679 End 15846 

82532 Score 254 

15679.. 15846 

hypothetical 6K protein (rpsl5-trnL intergenic region) - rice 
chloroplast gi | 1204 6 | emb | CAA3394 9 | (X15901) ORF56; 5' portion of 
ORF393 [Oryza sativa] gi | 226666 | prf | | 1603356CT ORF 393 N term 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



18720 
39297 
18815 

OJ990416_12.9923.C27.o7.gp 
18428 

uC-osflcyp032bllbl 
18428. . 18828 

•4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] ' 

18720 
39297 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_12. 9923.C27 

25956 
AAT/GAP 
18828 
794 



(AB008097) cytochrome P450 



Seq. ID OJ990416_12.9923.C27 
Strand 



19222 



Start 


18815 


End 


25956 




Name 


OJ990416 12. 9923.C27 .o4 .gs 


Method 


GENSCAN 




Start 


18815 


End 


25956 




GI 


none 


Score 


.45 




Exons 


18815. .19265, 19394. .194 99, 


19662. . 19747, 20901 


. .20991, 




22595. .22719, 22780 .. 22883, 


23178. .23603, 24081 


. .24233, 




25398. .25656, 25742 .. 25873, 


25895.-25956 




Seq. No. 


18720 


beq. id 


uj y y U4 1 d 


_12. 9923.C27 


Gene No. 


39298 


Strand 






Start 


26805 


End 


28433 




Name 


OJ990416 12.9923.C27.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


3850 


End 


4295 




GI 


none 


Score 


86 




Exons 


3850.. 3966, 3927.. 3965, 4075 


..4215, 41 


076. .4201, 


4083. .4295 


Seq. No. 


18720 


Seq. ID 


OJ990416 


_12.9923.C27 


Gene No. 


39298 


Strand 






Start 


26805 


End 


28433 




Name 


OJ990416_12.9923.C27.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


6071 


End 


7126 




GI 


none 


Score 


42 




Exons 


6071.. 6115, 6200.. 6256, 6281 


..6319, 6289. .6318, 


6400. .6531, 




6407.. 6535, 6419.. 6535, 6604 


..6699, 6605. .6703, 


6611. .6700, 




6642.. 6704, 6695. .6892, 6756 


. .6899,. 6759. .6884, 


6939. .7061, 




6967.. 7095, 6979.. 7062, 6980 


..7126, 7013. .7063 




Seq. No. 


18720 


Seq. ID 


OJ990416 


_12.9923.C27 


Gene No. 


39298 


Strand 






Start 


26805 


End 


28433 




Name 


OJ990416 12.9923.C27.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


12955 


End 


13296 




GI 


none 


Score 


.73 




Exons 


12955. .13059, 12981 .. 13061, 


13005. . 13064, 13063 


. .13221, 




13063. .13221, 13161. .13226, 


13163. . 13225, 13225 


. .13296 


Seq. No. 


18720 


Seq. ID 


OJ990416 


_12. 9923. C27 


Gene No. 


39298 


Strand 






Start 


26805 


End 


28433 




Name 


OJ990416 12.9923.C27.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


15659 


End 


15852 




GI 


none 


Score 


208 




Exons 


15659. .15832, 15688. .15852 








Seq. No. 


18720 


Seq. ID 


OJ990416 


_12.9923.C27 


Gene No. 


39298 


Strand 






Start 


26805 


End 


28433 




Name 


OJ990416 12.9923.C27.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


16408 


End 


16547 


GI 


none 


Score 


172 




Exons 


164 08 . . 16542, 16413. . 165.4 4, 


16414. .16545, 16415 


. .16546, 




16416. .16547 








Seq. No. 


18720 


Seq. ID 


OJ990416 


_12. 9923.C27 


Gene No. 


39298 


Strand 






Start 


26805 


End 


28433 




Name 


OJ990416 12.9923.C27.ol.tc 


Method 


TBLASTX:' 


Cress 



19223 




Start 


16413 


End 


16547 






GI 


none 


Score 


167 






Exons 


16413. .16547, 16414. .16545 










Seq. No. 


18720 


Seq. ID 


OJ990416_ 


12. 9923 


C27 


Gene No. 


39298 


Strand 








Start 


26805 


End 


28433 






Name 


OJ990416 12.9923.C27.o5.gs 


Method 


GENSCAN 






Start 


26805 


End 


28433 






GI 


none 


Score 


.58 






Exons 


26805. .27243, 278 17 27914 , 


28332. .28433 






Seq. No. 


18721 


Seq. ID 


OJ990416_ 


12. 9923 


C28 


Gene No. 


39299 


Strand 


+ 






Start 


6529 


End 


11937 






Name 


OJ990416 12.9923.C28.o2.np 


Method 


AAT/NAP 






Start 


6529 


End 


11104 






GI 


2832676 


Score 


425 






Exons 


6529. .6688, 7712. .7866, 7974 


..8067, 8192. .8307, 


8542. .8624, 




9005. .9030, 9132. .9200, 11049. .11104 








GI Descrip. 


(AL021712) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


18721 


Seq. ID 


OJ990416_ 


12. 9923 


C28 


Gene No. 


39299 "... 


Strand 


+ 






Start 


6529 


End 


11937 






Name 


OJ990416 12.9923.C28.o3.gp 


Method 


AAT/GAP 






Start 


7556 


End 


8030 






GI 


uC-osrocyp014el2bl 


Score 


543 






Exons 


7556. .7866, 7974 . .8030 










GI Descrip. 


, 3929647/emb|CAA06190| 4.0e- 


11 (AJ0048 


31) Immutans protein 




[Arabidopsis thaliana] ' 










Seq. No. 


18721 


Seq. ID 


OJ990416_ 


12. 9923 


C28 


Gene No. 


39299 


Strand 


+ 






Start 


6529 


End 


11937 






Name 


OJ990416 12.9923.C28.o4.gs 


Method ■ 


GENSCAN 






Start 


8993 


End 


11937 






GI ■ 


none 


Score 


.86 






Exons 


8993. .9030, 1 1513 .. 11666, 11740. .11937 








Seq. No. 


18721 


Seq. ID 


OJ990416_ 


12.9923 


C28 


Gene No. 


39300 


Strand 


+ 






Start 


15210 


End 


21337 






Name 


OJ990416 12.9923.C28.o4.gp 


Method 


AAT/GAP 






Start 


15210 


End 


17157 






GI 


28521 1.R1084 


Score 


1483 






Exons 


15210. .15304, 15694. .16051, 


16132. .16210, 16468. 


.16536, 






16619. .16708, 17053. .17157 










GI Descrip. 


, 5123943/emb ICAB45501.il 2.0e-37 (AL079349) 








serine/threonine-specif ic protein kinase MHK [Arabidopsis 




thaliana] ' 










Seq. No. 


18721 


Seq. ID 


OJ990416_ 


12.9923 


C28 


Gene No. 


39300 


Strand 


+ 






Start 


15210 


End 


21337 ' 






Name 


OJ990416 12.9923.C28.o3.np 


Method 


AAT/NAP 






Start 


16100 


End 


20997 







19224 



GI 

Exons 



GI Descrip. 



5123943 Score 815 

16100. .16210, 164 68. .16536, 16619. .16708, 17053. .17191, 
17277. .17379, 174 64. .17516, 17662. .17728, 18241. .1834 9, 
18428. .18493, 18806 18893, 19075 .. 19275, 20958. .20997 
(AL07934 9) serine/threonine-specif ic protein kinase MHK 
[Arabidopsis thaliana] 



Seq. No. • 7 18721 Seq. ID 

Gene No. 39300 Strand 

Start 15210 End 

Name OJ9904 1 6_12 . 9923 . C28 . 06 . gs Method 

Start 16483 End 

GI none Score 
Exons 



OJ990416_12.9923.C2E 
+ 

21337 
GENSCAN 
21337 
.75 



16483. .16536, 17053 17191, 17277 .. 17379, 1824 1 .. 1834 9, 

18428. .18493, 18955 19012, 19113 .. 19217, 19302 19336, 

19425. .19470, 19622 . . 19706, 19797 .. 1 9902 , 20362 .. 20427, 
21230. .21337 



Seq. No. 18721 Seq. ID 

Gene No. 39301 Strand 

Start 127 End 

Name OJ9904 1 6_12 . 9923 . C28 . ol . gs Method 

Start 127 End 

GI none Score 

*»£xons 127.. 216, 1290.. 1460, 1489.. 15.3.3 



OJ990416_12.9923.C28 

5791 
GENSCAN 
1533 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18721 
39301 
127 

OJ990416_12. 9923.C28 .ol.np 
996 

6016874 

996. .1016, 2861. .3114, 3623. 
5196.. 5428, 5493.. 5630, 5713 



OJ990416 12.9923.C28 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3962, 4074, 
.5791 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



5791 
AAT/NAP 
5791 
2157 

,4253, 4647. .4806, 



18721 Seq. ID 

39301 Strand 
127 End 
OJ990416_12. 9923.C28.o2.gs Method 
2867 End 
none Score 

2867. .3122, 3623. .4019, 4074. .4253, 

5493.. 5620, 5643.. 5791 



OJ990416_12.9923.C28 

5791 
GENSCAN 
5791 
.52 

4647. .4806, 5196. .5428, 



OJ990416 12.9923.C28 



18721' Seq. ID 

39301 .* Strand - .. 

127 End 5791 

OJ990416_12. 9923.C28.o2.gp Method AAT/GAP 
4596 End 5103 

uC-osflcypll0c07bl Score 961 

4596.. 5103 

' 4680178/gb| AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



19225 



Seq. No. 18721 

Gene No. 39302 

Start 13340 

Name OJ9904 16_12 . 9923 . C28 . o4 , 

Start 3685 

GI ■" none 

Exons 3685.. 3918, 3770.. 3928 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_12. 9923. C28 
15839 

TBLASTX: Maize 

3928 

97 



Seq. No. 18721 Seq. ID 

Gene No. 39302 Strand 

Start 13340 End 

Name OJ990416_12 . 9923 .C28 . 06 . tm Method 

Start 4004 End 

GI none Score 

Exons 4004.. 4375, 4105.. 4386 



OJ990416_12.9923.C28 
15839 

TBLASTX: Maize 

4386 

141 



Seq. No. 18721 Seq. ID 

Gene No. 39302 Strand 

Start 13340 End 

Name OJ990416_12 . 9923 . C28 . o5 . tm Method 

Start 4591 End 

GI none Score 
Exons 



OJ990416_12. 9923.C28 
15839 

TBLASTX: Maize 

4905 

108 



4591. .4 818, 4592. .4 810, 4831. .4 905 



Seq. No. 18721 

Gene No. 39302 

Start 13340 

Name OJ990416_12 . 9923 . C28 . o3 . tm 

Start 4998 

GI none 

Exons 4998.. 5036, 5031.. 5087, 5124, 



Seq. ID OJ990416_12.9923.C28 
Strand 

End 15839 

Method TBLASTX: Maize 

End 5444 

Score 110 

,5372, 5164. .5373, 5358. .5444 



Seq. No. 18721 

Gene No. 39302 

Start 13340 

Name OJ990416_12 . 9923 . C28 . o2 . tm 

Start 7692 

GI none 

Exons 7692.. 7832, 7693.. 7794, 7810. 

8190. .8273, 8191. .8274, 8200, 



Seq. ID OJ990416_12.9923.C28 
Strand 

End 15839 

Method TBLASTX: Maize 

End 8274 

Score 98 

.7866, 7949. .8083, 7956. .8087, 
.8274 



Seq. No. 18721 
Gene No. 39302 
Start 13340 

Name OJ990416__12 . 9923 . C28 . ol . tc 

Start 7810 
GI none 
Exons' 7810. 

8190. 

9130. 



.7866, 7833. .7880, 
.8309, 8191. .8307, 
.9192, 9131. .9190 



7.973. 
8191. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 12.9923.C28 



15839 

TBLASTX: Cress 
9192 
72 

,8086, 7974 . .8087; 8077.. 8190, 
,8310, 8192.. 8308, 8192.. 8338, 



Seq. No. 18721 Seq. ID 

Gene No. 39302 Strand 

Start 13340 End 

Name OJ9904 16_12 . 9923 . C28 . o2 . ts Method 

Start 7810 End 



OJ990416_12. 9923.C28 
15839 

TBLASTX: Soybean 
8311 



19226 



GI 

Exons 



none Score 59 

7810. .7866, 7833. .7868, 7973. .8065, 7974. .8102, 7987. .8067, 
8190. .8309, 8191. .8307, 8203. .8310, 8210. .8311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18721 Seq. ID 

39302 Strand 

13340 End 

OJ990416_12.9923.C28.o5.gs Method 

13340 End 

none Score 



OJ990416_12.9923.C28 

15839 
GENSCAN 
15839 
.72 



13340. .13398, 13829. 
15740. .15839 



,13937, 14847. .14965, 15061 .. 154 92 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18721 

39303 

15948 

OJ9904 

15948 

none 

15948. 

16130. 

16474 . 

17052. 

17303. 

17464 . 

17665. 

18430. 

18805. 



16 12. 9923.C28.ol.tm 



16052, 
16210, 
16536, 
17189, 
17380, 
17514, 
17727, 
18489, 
18846 



15950, 
16458. 
16585. 
17056. 
17323. 
17465. 
18225. 
18431. 



,16051, 
16535, 
16710, 
17202, 
17385, 
17515, 
18344, 
18493, 



Seq. I 
Strand 
End 

Method 

End 
' Score 
16125. .1 
16470. 
16613. 
17277. 
17340. 
17660. 
18230. 
18434. 



D OJ990416 12.9923.C28 



19688 

TBLASTX : Ma 
18847 
82 

6211, 16130.. 
6538, 16471.. 
6708, 17032.. 
7336, 17279.. 
7450, 17340.. 
7728, 17661.. 
8349, 18239.. 
8493, 18803.. 



lze 



16216, 
16542, 
17190, 
17335, 
17381, 
17723, 
18349, 
18847, 



Seq. No. 18721 
Gene No. 39303 
Start 15948 

Name OJ9904 1 6_12 . 9923 . C28 . o2 . tc 

Start 16124 
GI none 

Exons 16124. .16216, 16129 .. 16212, 

16613. .16708, 16630. .16710, 
17059. .17202, 17275 .. 17373, 
17287. .17409, 174 64 .. 17511 , 
17661. .17723, 18238 .. 18339, 
18448. .18489, 18806 .. 18877 , 



Seq. ID OJ990416_12. 9923.C28 
Strand 

End 19688 

Method TBLASTX: Cress 

End 19258 

Score 107 
16467. .16532, 1 64 68 . . 1 6542 , 
17032. .17190, 17058. .17189, 
17276. .17380, 17279 .. 17380, 
174 65. .17515, 17 660. .17728, 
18239. .18340, 18425 .. 184 90, 
19120. .19209, 19121.. 19258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



18721 
39303 

15948 " ' 

OJ990416_12. 9923.C28.ol.tw 
16488 
none 

16488. .16532, 
16634. .16708, 
17275. . 17373, 
17661. . 17720 



16489. .16551, 
17032. .17190, 
17276. .17380, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16613. .16708, 
17052. . 17189, 
17464. .17487, 



OJ990416 12.9923.C28 



19688 

TBLASTX: Wheat 
17720 
75 

16627. .16710, 
17113. .17190, 
17465. .17515, 



Seq. No. 18721 Seq. ID 

Gene No. 39303 Strand 

Start 15948 End 

Name OJ990416 12 . 9923 . C28 . ol . ts Method 



OJ990416_12.9923.C28 
19688 

TBLASTX: Soybean 



19227 




Start 


17032 


End 


17515 






GI 


none 


Score 


176 






Exons 


17032. . 17190, 17052. .17189, 


17059. .17190, 17275 


. .17406, 






17276. .17380, 17308 .. 17406, 


17465. .17515 






Seq. No. 


18721 


Seq. ID^ 


OJ990416 


_12.9923 


.C28 


Gene No. 


39303 


Strand 








Start 


15948 


End 


19688 






Name 


OJ9904 16 12 . 9923 . C28 . o7 . tm 


Method 


TBLASTX: 


Vlaize 




Start 


18961 


End 


19688 






GI 


none 


Score 


50 






Exons 


18961. . 18993, 19121 .. 19216, 


19121. .19216, 19122 


. . 19217, 






19299. . 19337, 19310 . .19345, 


19415. .19510, 19422 


. . 19472, 






19570. . 19683, 19620.. 19688 










Seq. No. 


18722 


Seq. ID 


OJ990416 


J.2.9923 


.C29 


Gene No. 


39304 


Strand 


+ 






Start 


31 


End 


1041 






Name 


OJ990416 12.9923.C29.ol.np 


Method 


AAT/NAP 






Start 


31 


End 


1041 






GI 


6721543 


Score 


116 






Exons 


31. .159, 607. .682, 1001. .10,41 








GI ' Descrip . 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


18722 


Seq. ID 


OJ990416_ 


JL2.9923 


.C29 


Gene No. 


39304 


Strand 


+ 






Start 


31 


End 


1041 






Name 


OJ990416 12. 9923.C29.ol.gp 


Method 


AAT/GAP 






Start 


45 


End 


453 






GI 


7406 1.R1084 


Score 


677 






Exons 


45. .453 










GI Descrip. 


' 1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 










Seq. No. 


18722 


Seq. ID 


OJ990416_ 


_12. 9923 


.C29 


Gene No. 


39305 


Strand 


+ 






Start 


4991 


End 


5154 






Name 


OJ990416 12.9923.C29.o4.gp 


Method 


AAT/GAP 






Start 


4991 


End 


5154 






GI 


7406 1.R1084 


Score 


217 






Exons 


4991. .5154 










GI Descrip. 


, 1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 










Seq. No. 


18722 


Seq. ID 


OJ990416_ 


_12.9923 


.C29 


Gene No. 


39306 


Strand 








Start 


484 


End 


5167 






Name 


OJ990416 12.9923.C29.ol.gs 


Method 


GENSCAN 






Start 


484 


End 


4552 






GI 


none 


Score 


.53 






Exons 


484. .626, 777. .979, 984. .1031, 1095. .1226, 1317 


. . 1354, 






1420. .1602, 1695. .2220, 2422 


. .2559, 2679. .4552 . 






Seq. No. 


18722 


Seq. ID 


OJ990416_ 


_12.9923 


.C29 


Gene No. 


39306 


Strand 








Start 


484 


End 


5167 






Name 


OJ990416 12. 9923.C29.o2.np 


Method 


AAT/NAP 







19228 



4099 
2726 

..1450, 1695.. 2360, 



Start 745 End 

GI 5441880 Score 

Exons 74S..979, 1095.. 1226, 1317.. 1340, 1377. 

2618. .2649, 3094. .4099 
GI Descrip. (AP000367) EST C28952 {C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 18722 Seq. ID OJ9904 16_12 . 9923 . C29 

Gene No. 39306 Strand 

Start 484 End 5167 

Name OJ9904 16_12 . 9923 . C29 . o2 . gp Method AAT/GAP 

Start 1703 End 1939 

GI LIB3475-007-P1-K1-G8 Score 431 

Exons 1703.. 1939 

GI Descrip. ■ 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


18722 










Seq. ID 


OJ990416_12.9923.C29 


Gene No. 


39306 










Strand 




Start 


484 










End 


5167 


Name 


OJ990' 


I16_12. 


9923 


.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2864 










End 


3244 


GI 


none 










Score 


77 


Exons 


2864. 


3040, 


2894 


. .3040, 


2925. 


.3044, 3038. .3235, 3050. .3244 


Seq. No. 


18722 










Seq. ID 


OJ990416__12. 9923.C29 


Gene No. 


39306 










Strand 




Start 


484 










End 


5167 


Name 


OJ990416 12. 


9923 


.C29.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2942 










End 


3538 


GI 


none 










Score 


151 


Exons 


2942. 


3013, 


3077 


. .3376, 


3138. 


.3359, 3410.. 3538, 3432.. 3530 


Seq. No. 


18722 










Seq. ID 


OJ9904l6_12. 9923.C29 


Gene No. 


39306 










Strand 




Start 


484 










End 


5167 


Name 


OJ990416 12. 


9923 


.C29.o3 


• gp 


Method 


AAT/GAP 


Start 


3064 










End 


3495 


GI 


5701669 








Score 


841 


Exons 


3064 . 


3495 












GI Descrip. 


54418£ 


$0/dbj IBAA82378.il 


5.0e- 


75 (AP000367) EST C28952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



18722 
39306 
484 

OJ990416_12.9923.C29.o3.np 
4112 
6721543 
4112. .4228, ^5042. .5167 

(AP001073) hypothetical protein [Oryza sativa] 



Seq.' ID 

Strand 

End 

Method 

End 

Score 



OJ990416 12.9923.C29 



5167 
AAT/NAP 
5167 
192 



18723 
39307 



Seq. ID OJ990416_JL2. 9923. C30 
Strand + 



19229 



Start 
Name 
Start 
GI 

Exons 



285 End 

OJ990416_12. 9923.C30.ol.gs Method 

285 End 

none Score 



7375 
GENSCAN 
7375 
.71 



285. .415, 1416. .1497, 2278. .2454, 2517. .2687, 2780. .2835, 
5339. .6770, 6885. .7375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18723 
39307 
285 

OJ990416_12. 9923.C30.ol.np 

2749 

6642637 



Seq. ID OJ990416 12.9923.C30 



Strand 
End 

Method 

End 

Score 



+ 

7375 
AAT/NAP 
7372 
414 



2749. .2811, 5324. .5782, 6338. .6770, 6885. .7372 
(AC012395) unknown protein [Arabidopsis thaliana] 



18723 
39307 
285 

OJ9904 16_12 . 9923 . C30 . ol . tm 

5693 

none 



Seq. ID OJ990416_12. 9923.C30 

Strand + 

End 7375 

Method T BLAST X : Maize 

End 6383 

Score 195 



5693. .5914, 5696. .5836, 5697. .5888, 5779. .5913, 5933. 
5961. .6029, 5963. .6142, "6076. .6375, 6118.. 6258, 6146, 



6152.. 6376, 6153. 
6291. .6383 



6383, 6274.. 6375, 6275.. 6376, 6287. 



6142, 
6376, 
6376, 



Seq. No. 18723 Seq. ID OJ990416_ 

Gene No. 39307 Strand + 

Start 285 End 7375 

Name OJ9904 16_12 . 9923 . C30 . ol . gp Method AAT/GAP 

Start 5876 End 6525 

GI 3763684 Score 1241 

Exons 5876.. 6525 



12.9923.C30 



Seq. No. 18723 
Gene No. 39307 
Start 285 

Name OJ9904 1 6_12 . 9923 . C30 . o2 . tm 

Start 6416 
GI none 

Exons 6416.. 6463, 6423.. 6479, 6495. 

6598. .6648, 6647. .6763, 6722. 
6900. .7034, 7039. .7071, 7100. 
7265. .7333 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416_12. 9923.C30 
+ 



7375 

TBLASTX: Maize 
7333 
70 

6542, 6522. .6542, 6591. .6647, 
6772, 6899. .7015, 6900. .7082, 
7279, 7118. .7255, 7264. .7332, 



Seq. No. 18724 
Gene No. 39308 
Start .,1 

Name OJ990416_12 . 9923 . C31 . ol . np 

Start 1 , 

GI 6630556 
Exons 1..100, 205.. 345 

GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. ID OJ990416_12. 9923.C31 
Strand 

End 34 5 

Method AAT/NAP 

End 34 5 

Score 224 



Seq. No. 



18724 



Seq. ID OJ990416_12. 9923.C31 



19230 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39308 Strand 

1 End 

OJ9904 1 6_12 . 9923 . C31 . ol . tm Method 

1 End 

none Score 



345 

TBLASTX: Maize 

277 

176 



1..102, 1..99, 2. .109, 3. .101, 191. .277, 204. .275 



18724 
39308 
1 

OJ990416_12.9923.C31.ol.ts 
1 

none 



-Seq. ID OJ990416_12.9923.C31 
Strand 

End 345 

Method TBLASTX : Soybean 

End 277 

Score 171 



1..102, 1..78, 3. .101, 191. .277, 204. .275 



18724 
39308 
1 

OJ990416_12.9923.C31.ol .tc 
10 

none 

10. .102, 12. .101, 206. .277 



Seq. ID OJ990416_12.9923.C31 
Strand 

End 345 

Method TBLASTX : Cress 

End 277 

Score 81 



Seq. ID OJ990416_12. 9923.C31 
Strand 

345 

AAT/GAP 
276 
110 



18724 
39308 
1 

OJ990416_12. 9923.C31.ol.gp 
178 

31091_1.R1084 
178. .276 

, 5107819/gb|AAD40132.1|AF149413_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



18725 
39309 
71 

OJ990416_12. 9923.C34 .ol.gs 
71 

none 
71. .190 



Seq. ID OJ990416_12.9923.C34 

Strand + 

End 190 

Method GENSCAN 

End 190 

Score .4 



Seq. No. 18726 

Gene No. 39310 

Start 154 

Name OJ9904 16_12 . 9923 . C35 . ol . gs 

Start 154 

GI none 

Exons 154.. 399 



Seq. ID OJ990416_12. 9923.C35 

Strand + 

End 399 

Method GENSCAN 

End 399 

Score .42 



Seq. No. 18726 

Gene No. 39311 

Start 355 

Name OJ9904 16_12 . 9923 . C35 . ol . tm 

Start 181 ' 

GI none 
Exons 



Seq. ID OJ990416_12.9923.C35 

Strand + 

End 558 

Method TBLASTX : Mai ze 

End 554 

Score 99 



181. .318, 201. .305, 375. .554, 413. .553 



19231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



18726 



Seq. ID OJ990416 12.9923.C35 



39311 Strand + 

355 End 558 

OJ990416_12. 9923.C35.ol.np Method AAT/NAP 
355 End 558 

6069646 Score 125 

355.. 558 - 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 18727 Seq. ID 

Gene No. 39312 Strand 

Start 27 End 

Name OJ990416_12 . 9923 .C38 .ol .gs Method 

Start 27 End 

GI none Score 

Exons 27.. 250 



OJ990416_12.9923.C38 
250 

GENSCAN 
250 
. 69 



Seq. No. 18728 

Gene No. 39313 

Start 1 

Name - OJ9904 16_12 . 9923 . C39 . ol . np 

Start 1 

GI 4538896 

Exons 1..295 

GI Descrip. (AL049482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990416_12.9923.C39 
Strand 

End 2 95 

Method AAT/NAP 

End 2 95 

Score 171 



Seq. No. 18729 
Gene No. 39314 
Start 834 

Name OJ9904 16_12 . 9923 . C4 0 . ol . gp 

Start 834 
GI 28521_1.R1084 
Exons 834.. 928 

GI Descrip. 1 512394 3/embJ CAB45501 . 1 | 2.0e-37 (AL079349) 

serine/threonine-specif ic protein kinase MHK [Arabidopsis 
thaliana] 1 



Seq. ID OJ990416_12. 9923.C40 

Strand + 

End 928 

Method AAT/GAP 

End 928 

Score 173 



Seq. No. 18729 

Gene No. 39315 

Start 590 

Name OJ9904 16_12 . 9923 . C40 . ol . gs 

Start 590 

GI none 

Exons 590.. 1116 



Seq. ID OJ990416_12.9923.C40 
Strand 

End 1116 

Method GENSCAN 

End 1116 

Score .57 



Seq. No. 18730 

Gene No. 39316 

Start 58 

Name OJ9904 16_12 . 9923 . C4 1 . ol . gp 

Start 58 

GI uC-osflcyp032bllbl 

Exons 58.. 176 

GI Descrip. ' 4 176420/db j | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 



Seq. ID OJ990416_12.9923.C41 

Strand + 

End 17 6 

Method AAT/GAP 

End 17 6 

Score 212 



19232 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Arabidopsis thaliana] ' 

18730 
39317 
163 

OJ990416_12.9923.C41.ol.gs 

163 

none 

163. .366, 415. .478 



Seq. ID OJ990416_12.9923.C41 

Strand 

End 478 

Method GENSCAN 

End 478 

Score .71 



18731 
39318 
1 

OJ990416_12.9923.C45.ol.np 
1 

6630556 
1. .53, 169. .360, 743. .844 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. ID OJ990416_12.9923.C45 

Strand + 

End 844 

Method AAT/NAP 

End 844 

Score 261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18731 
39318 
1 

OJ990416_12. 9923.C45.ol.tm 

.165 
none 



Seq. ID OJ990416_12.9923.C45 

Strand + 

End .844 

Method TBLASTX : Mai ze 

End 844 

Score 171 



165. .359, 192. .359, 193. .360, 742. .843, 743. .844 



18731 
39318 
1 

OJ990416_12.9923.C4 5.ol.gs 

170 

none 

170. .360 



Seq. ID OJ990416_12.9923.C45 

Strand + 

End 844 

Method GENSCAN 

End 360 

Score .57 



Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18731 
39318 
1 

OJ990416_12. 9923.C45.ol.ts 

193 

none 



Seq. ID OJ990416_12.9923.C45 

Strand + 

End 844 

Method TBLASTX: Soybean 

End 844 

Score 153 



193. .309, 193. .309, 312. .359, 313. .360, 743. .844 



Seq. ID OJ990416_12'.9923.C46 

Strand + 

End 511 

Method AAT/NAP 

End 511 

Score 142 



18732 
39319 
1 

OJ990416_12. 9923. C4 6. ol.np 
1 

5107819 
1..136, 439. .511 

(AF149413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



18732 
39319 
1 



Seq. ID OJ990416_12.9923.C46 
Strand + 
End 511 



,19233 



Name OJ990416_12 . 9923 . C4 6 . ol . tw 

Start 1 

GI none 

Exons 1..108, 3.. 107 

Seq. No. 18732 

Gene No. 39319 

Start 1 

Name OJ9904 1 6_12 . 9923 . C4 6 . ol . gs 

Start 52 

GI none 

Exons 52.. 133 



Method 

End 

Score 



TBLASTX: Wheat 

108 

174 



Seq. ID OJ990416_12.9923.C46 

Strand + 

End 511 

Method GENSCAN 

End 133 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18733 
39320 
249 

OJ990416_12.9923.C47.ol.np 
249 

6721547 
249. .334 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990416_12. 9923.C47 
Strand 

End 334 

Method AAT/NAP 

End 334 

Score 81 



18734 
39321 
1 

OJ990416_12.9923.C48.ol.np 
1 

1170949 



Seq. ID OJ990416_12. 9923.C48 

Strand + 

End 595 

Method AAT/NAP 

End 595 

Score 300 



1..41, 127. .229, 314. .366, 512. .595 

SERINE /THREONINE- PROTEIN KINASE MHK gi | 4 8 1207 | pir | | S38 327 
protein kinase - Arabidopsis thaliana gi 1166811 (L07249) protein 
kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18734 
39321 
1 

OJ990416_l'2.9923.C4 8.ol.ts 
1 

none 



Seq. ID OJ990416_12. 9923.C48 

Strand + 

End 595 

Method TBLASTX : Soybean 

End 57 8 

Score 67 



1..39, 2. .40, 125. .232, 126. .230, 158. .235, 314. .343, 315. .365, 
510. .578, 511. .573 



Seq. No. 18734 

Gene No. 39321 

Start 1 

Name OJ990416_12 . 9923 . C4 8 . ol . tc 

Start 1 
GI ■ none 
Exons 



Seq. ID OJ990416_12.9923.C48 

Strand + 

End 595 

Method TBLASTX : Cress 

End 578 

Score . 73 



1..39, 2. .40, 2. .52, 125. .223, 126. .230, 127. .231, 129. .230, 
137. .259, 299. .361, 314. .361, 315. .365, 510. .578, 511. .573 



Seq. No. 18734 

Gene No. 39321 

Start 1 

Name OJ990416_12.9923.C4 8 .ol. tm 

Start 1 

GI none 



Seq. ID OJ990416_12. 9923.C48 

Strand + 

End 595 

Method TBLASTX : Mai ze 

End 578 

Score 7 9 



19234 



Exons 



1..39, 2. .40, 127. .186, 129. .185, 153. .230, 173. .235, 189. .230, 
190. .300, 190. .231, 314. .364, 315. .365, 510. .578, 511. .573, 
515.. 577 



Seq. No. 18734 

Gene No. 39321 

■Start 1 - End 

Name OJ9904 16- 12 . 9923 . C4 8 . ol . tw Method TBLASTX : Wheat 

Start 2 End 588 

GI none Score 67 

Exons 2. .40, 2. .40, 125. .223, 126. .230, 314. .337, 315. .365, 510. .569, 
511. .570, 532. .588, 558. .587 



Seq. ID OJ990416_12.9923.C48 
Strand + 

595 



Seq. No. 


18734 








Seq. ID 


OJ990416_12.9923 


.C48 


Gene No . 


39321 








Strand 


+ 




Start 


1 








End 


595 




Name 


OJ990416 


12. 9923. C48 


.ol. 


gs 


Method 


GENSCAN 




Start 


127 








End 


229 




GI 


none 








Score 


.96 




Exons 


127. .229 














Seq. No. 


18735 








Seq. ID 


OJ990416_12.9923 


.C49 


Gene No . 


39322 








Strand 


+ 




Start 


56 








End 


560 




Name 


OJ990416 


12. 9923.C49 


.ol. 


tm 


Method 


TBLASTX :Maize 




Start 


1 








End 


558 




GI 


none 








Score 


56 




Exons 


1..60, 2. 


.94, 3. .68, 


113. .322, 


141. .209, 143. .322, 220. 


. 306 




256. .555, 


298. .438, 


326. 


.556, 


332. .556, 


426. .554, 454.. 


555, 




455. .556, 


467. .556, 


484. 


.558, 


484 . .558 






Seq. No. 


18735 








Seq. ID 


OJ990416_12. 9923 


.C49 


Gene No. 


39322 








Strand 


+ 




Start 


56 








End 


560 




Name 


OJ990416 


12. 9923.C49 


.ol. 


gp 


Method 


AAT/GAP 




Start 


56 








End 


560 




GI 


3763684 








Score 


963 




Exons 


56. . 560 














Seq. No. 


18736 








Seq. ID 


OJ990416_12. 9923 


.C50 


Gene No. 


39323 








Strand 






Start 


221 








End 


379 




Name 


OJ990416 


12. 9923.C50 


.ol. 


gs 


Method 


GENSCAN 




Start 


221 








End 


379 




GI 


none 








Score 


.76 




Exons 


221. .379 














Seq. No. 


18737 








Seq. ID 


OJ990416_12. 9923 


.C51 


Gene No. 


39324 








Strand 






Start 


96 








End 


443 




Name 


OJ990416 


12.9923.C51 


.ol. 


gs 


Method 


GENSCAN 




Start 


96 








End 


443 




GI 


none 








Score 


.86 




Exons 


96. .443 














Seq. No. 


18738 








Seq. ID 


OJ990416_12.9923 


.C53 


Gene No. 


39325 








Strand 







19235 



Start 
Name 
Start 
GI 

Exons 



165 End 

OJ990416_12. 9923.C53.ol.gs Method 

165 End 

none Score 
165. .284 



284 

GENSCAN 
284 
. 67 



Seq. No. 18739 Seq. ID 

Gene No. 39326 Strand 

Start 62 End 

Name OJ9904 1 6_12 . 9923 . C54 . ol . np Method 

Start 62 End 

GI 1170949 Score 

Exons 62.. 149, 331.. 523, 643.. 718 

GI Descrip. SERINE/THREONINE- PROTEIN KINASE MHK gi | 481207 | pir | | S38327 

protein kinase - Arabidopsis thaliana gi 1166811 (L07249) protein 
kinase [Arabidopsis thaliana] 



OJ990416_12.9923.C54 
+ 

718 

AAT/NAP 

718 

97 



Seq. No. 


18739 






Seq. ID 


OJ990416 


_12. 


9923. 


C54 


Gene No. 


3932 6 






Strand 


+ 








Start 


62 






End 


718 








Name 


OJ990416 


12.9923.C54.ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


70 






End 


601 








GI 


none 






Score 


112 








Exons 


70. .138, 


71. .133, 205.. 


228, 


211. .249,. 


376. .471, 


377 


. .472 




, •- 


377. .472, 


378. .473, 545 


. . 601 












Seq. No. 


18739 






Seq. ID 


OJ990416 


_12. 


9923. 


C54 


Gene No. 


39326 






Strand 


+ ' 








Start 


62 






End 


718 








Name 


OJ990416 


12/9923. C54 .ol 


.gs 


Method 


GENSCAN 








Start 


369 






End 


592 








GI 


none 






Score 


.84 








Exons 


369. .473, 


558. .592 














Seq. No. 


18740 






Seq. ID 


OJ990416 


_12. 


9923. 


C56 


Gene No. 


39327 






Strand 










Start 


131 






End 


13? 








Name 


OJ990416 


12. 9923.C56.ol 


.gs 


Method 


GENSCAN 








Start 


131 






End 


139 








GI 


none 






Score 


.75 








Exons 


131. .139 
















Seq. No. 


18741, 






Seq. ID 


OJ990416 


_12. 


9923. 


C57 


Gene No. 


39328 






Strand 










Start 


41 






End 


442 








Name 


OJ990416 


12.9923.C57.ol 


.gs 


Method 


GENSCAN 








Start 


41 






End 


442 








GI 


none 






Score 


.97 








Exons 


41. .442 
















Seq. No. 


18742 






Seq. ID 


OJ990416 


_12. 


9923. 


C59 


Gene No. 


39329 






Strand 










Start 


368 






End 


653 








Name 


OJ990416 


12.9923.C59.ol 


.gp 


Method 


AAT/GAP 








Start 


368 






End 


653 








GI 


77434 1.R1084 




Score 


95 








Exons 


368. .421, 


632. . 653 















19236 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 2827528/emb I CAA16536 . 1 | 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



18743 
39330 
130 

OJ990416_12 . 9923.C62 .ol .gs 

130 

none 

130. .273 



Seq. ID OJ990416_12.9923.C62 

Strand + 

End 273 

Method GENSCAN 

End 273 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18744 
39331 
2321 

OJ990716_10. 9922.C2.ol.gp 

2321 

none 



Seq. ID OJ990716_10. 9922.C2 

Strand + 

End 4211 

Method AAT/GAP 

End 4211 

Score 1342 



2321. .2351, 2440. .2483, 2561. .2615, 3427. .3730, 3903. .4211 



18744 
39331 
2321 

OJ990716_10 . 9922 . C2 . ol . gs 

2561 

none 

2561.. 2616, 3429. . '3587, 3903. 



Seq. ID OJ990716_10. 9922.C2 
Strand + 

4211 
GENSCAN 
4004 
.66 



End 

Method 
End 
Score 
.4004 



18744 
39332 
4338 

OJ99071 6_10 . 9922 . C2 . o2 . gp 
4338 

uC-osroM202017a05al 
4338. .4621 

, 6041846/gb|AAF02155.1|AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] T 



Seq. ID OJ990716_10.9922.C2 
Strand 

End 4621 

Method AAT/GAP 

End 4621 

Score 568 



Seq. No. 


18744 








Seq. ID 


OJ990716_ 


10. 9922. C2 


Gene No. 


39333 








Strand 






Start 


4723 








End 


4842 




Name 


OJ990716 10. 


9922 


.C2.o2. 


gs 


Method 


GENSCAN 




Starf 


4723 








End 


4842 




GI 


none 








Score 


.74 




Exons 


4723. .4842 














Seq. No. 


18745 








Seq. ID 


OJ990716_ 


10. 9922. C3 


Gene No. 


39334 








Strand 


+ 




Start 


1846 








End 


4448 




Name 


OJ990716 10. 


9922 


C3.ol. 


gs 


Method , 


GENSCAN 




Start 


1846 








End 


4253 




GI 


none 








Score 


.59 




Exons 


1846. . 1916, 


2443 


.2645, 


2773. 


.3043, 40C 


9. .4091, 


4123. .4253 


Seq. No. 


18745 








Seq. ID 


OJ990716_ 


10. 9922. C3 


Gene No. 


39334 








Strand 


+ 




Start 


1846 








End 


4448 




Name 


OJ990716 10. 


9922 


C3.ol. 


gp 


Method 


AAT/GAP 





19237 




Start 


2422 


End 


2966 






GI 


none 


Score 


876 






Exons 


2422. .2767, 2841. .2966 










Seq. No. 


18745 


Seq. ID 


OJ990716_ 


10.9922 


,C3 


Gene No. 


39334 


Strand 


+ 






Start 


1846 


End, 


4448 






Name . 


OJ990716 10.9922.C3.o2.gp 


Method 


AAT/GAP * 






Start 


2974 


End 


4448 






GI 


none 


Score 


832 






Exons 


2974. .3043, 3236. .3301, 4123. .4448 








Seq. No. 


18745 


Seq. ID 


OJ990716 


10.9922 


.C3 


Gene No. 


39335 


Strand 


+ 






Start 


5128 


End 


57 61 






Name 


OJ990716 10.9922.C3.ol.np 


Method 


AAT/NAP 






Start 


5128 


End 


5761 






GI 


4234854 


Score 


718 






Exons 


5128. .5761 










GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 








Seq. No. 


18745 


Seq. ID 


OJ990716 


10.9922 


C3 


Gene No. 


39336 


Strand 


+ 






Start 


19313 


End 


19448 






Name 


OJ990716 10.9922.C3.o7.gp 


Method 


AAT/GAP 






Start 


19313 


End 


19448 






GI 


4715818 


Score 


243 






Exons 


19313. .19448 










GI Descrip. 


4 521194 /dbj |AB013613.1|AB013613 7 . Oe- 


13 Oryza sativa DNA, 




centromere sequence RCB11 










Seq. No. 


18745 


Seq. ID 


OJ990716_ 


10.9922 


C3 


Gene No. 


39337 


Strand 


+ 






Start 


24389 


End 


24755 






Name 


OJ990716 10. 9922.C3.o8.gp 


Method 


AAT/GAP 






Start 


24389 


End 


24755 






GI 


■ 3760085 


Score 


672 






Exons 


24389.. 24755 










Seq. No. 


18745 


Seq. ID 


OJ990716_ 


10.9922 


C3' 


Gene No. 


39338 


Strand 


+ 






Start 


30963 


End 


42662 






Name 


OJ990716 10.9922.C3.o4.np 


Method 


AAT/NAP 






Start 


29632 


End 


29724 






GI 


5852084 


Score 


84 






Exons 


29632. .29724 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


18745 


Seq. ID 


OJ990716_ 


10.9922. 


C3 


Gene No. 


39338 


Strand 


+ 






Start 


30963 


End 


42662 






Name 


OJ990716 10.9922.C3.o5.gs 


Method 


GENS CAN 






Start 


30963 


End 


34135 






GI 


none 


Score 


.42 






Exons 


30963. .31127, 31414 . .31590, 


32254 . .32281, 32981. 


.33195, 





33932. .34135 



19238 



Seq. No. 18745 

Gene No. 39338 

Start 30963 

Name OJ9907 1 6_10 . 9922 . C3 . o9 . gp 

Start 31331 

GI 30241JL.R1084 

Exons 31331. .31558, 32214 32281 , 

GI Descrip. • 4176420/dbj | BAA37167 | 2.0e-ll 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
33932. .34120, 
(AB008097) 



OJ990716_10.9922.C3 
+ 

42662 
AAT/GAP 
38373 
1328 

38133. .38373 
cytochrome P4 50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



18745 
39338 
30963 

OJ990716_10.9922.C3.o7.gs 

37295 

none 



Seq. ID OJ990716_10. 9922.C3 

Strand + 

End 42662 

Method GENSCAN 

End 42662 

Score .99 



37295. .37385, 38133 .. 39092, 39831 .. 4 0304 , 42505.. 42662 



18745 
39338 
30963 

OJ990716_10.9922.C3.ol0.gp 
38535 

20435_1.R1084 

38535. .39092, 39831 .. 40304 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 
40391.. 40876 

■4512237/dbj IBAA75235.il 2.0e-89 (AB014746) polyprotein [Hordeum 
vulgare] 1 



OJ990716_10.9922.C3 
+ 

42662 
AAT/GAP 
40876 
2805 



Seq. No. 18745 

Gene No. 39339 

Start 45236 

Name OJ990716_10 . 9922 . C3 . 08 . gs 

Start 45236 

GI none 
Exons 



Seq. ID OJ990716_10. 9922.C3 

Strand + 

End 46453 

Method GENSCAN 

End 46453 

Score .48 



45236. .45415, 45618 .. 4 5690, 46164. .46453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18745 Seq. ID 

39340 Strand 

6027 End 

OJ990716_10. 9922.C3.o2.np Method 

6027 End 

6862938 Score 



OJ990716_10.9922.C3 

8709 
AAT/NAP 
8709 
86 



6027. .6116, 6482. .6662, 6752. .6987, 8677. .8709 

(AC019018) putative non-phototropic hypocotyl [Arabidopsis 

thaliana] 



Seq. No. 18745 Seq. ID 

Gene No. 39340 Strand 

Start 6027 . End 

Name OJ990716_10 . 9922 . C3 . o3 . gp Method 

Start 6406 End 

GI none Score 

Exons 6406.. 6459 



OJ990716_10. 9922.C3 

8709 
AAT/GAP 
6459 
63 



Seq. No. 
Gene No. 
Start 



18745 
39341 
8866 



Seq. ID 

Strand 

End 



OJ990716 10. 9922. C3 



9662 



19239 



Name OJ990716_10. 9922 .C3.o5 .gp Method AAT/GAP 

Start 8866 End 9662- 

GI uC-osflcyp091g05al Score 808 

Exons 8866.. 9134, 9518.. 9662 

GI. Descrip. 1 4521194 /dbj | AB013613 . 1 1 AB013613 7.0e-13 Oryza sativa DNA, 
centromere sequence RCB11' 



Seq. No. 18745 Seq. ID OJ990716_10 . 9922 . C3 

Gene No. 39342 Strand 

Start 10238 End 10364 

Name OJ990716_10. 9922.C3.o6.gp Method AAT/GAP 

Start 10238 End 10364 

GI uC-osflcyp091g05bl Score 222 

Exons 10238.. 10364 

GI Descrip. ' 4521194/dbj | AB013613 . 1 | AB013613 7.0e-13 Oryza sativa DNA, 
centromere sequence RCB11' 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



18745 
39343 
15916 

OJ990716_10. 9922.C3.o3.np 

15916 

82640 



OJ990716 10. 9922. C3 



Seq. ID 
Strand 

End 22512 
Method AAT/NAP 
End 18454 
Score 643 
15916. .16467, 16635 .. 1671 6, 18427. .18454 

maturase-related protein (nadl intron) - wheat mitochondrion 
gil 1334611 | emb | CAA4 1033 | (X57965) initiation unknown [Triticum 
aestivum] 



Seq. No. 


18745 








Seq. ID 


OJ990716_10.9922 


.C3 


Gene No. 


39343 








Strand 






Start 


15916 








End 


22512 




Name 


OJ990716 10. 


9922, 


.C3.o3. 


gs 


Method 


GENSCAN 




Start 


17490 








End 


22512 




GI 


none 








Score 


.62 




Exons 


17490. .17674 


, 17742. .17814, 


18507. .18591, 20416. .20848, 






22452. .22512 














Seq. No. 


18745 








Seq. ID 


OJ990716_10.9922 


.C3 


Gene No. 


39344 








Strand 






Start 


25442 








End 


46504 




Name 


OJ990716 10. 


9922. 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5142 








End 


5707 




GI 


none 








Score 


68 




Exons 


5142. .5216, 


5219. 


. .5323, 


5336 


. .5515, 5525. .5707 




Seq. No. 


18745 








Seq. ID 


OJ990716_10.9922 


.C3 


Gene No. 


39344 








Strand 






Start 


25442 








End 


46504 




Name 


Oj:990716 10. 


9922. 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5142 








End 


5722 




GI 


none 








Score 


44 




Exons 


5142. .5198, 


5219. 


. .5323, 


5306 


. .5482, 5525. .5722 




Seq. No. 


18745 








Seq. ID 


OJ990716_10.9922 


.C3 


Gene No. 


39344 








Strand 






Start 


25442 








End 


46504 




Name 


OJ990716 10. 


9922, 


,C3.ol. 


tw 


Method 


TBLASTX: Wheat 





19240 



Start 
GI 

Exons 



5311 End 
none Score 
5311. .5544, 5315. .5710, 5348. .5554 



5710 
262 



Seq. No. 18745 
Gene No. 39344 
Start 25442 

Name . OJ990716_10 . 9922 .C3 . ol . tm 

Start 8665 
GI none 

Exons 8665.-8769, 8850.. 8873, 8854. 

8994.. 9068, 9125.. 9223, 9126. 
9338.. 9394, 9434.. 9577, 9439. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 10. 9922. C3 



46504 

TBLASTX: Maize 
9603 
73 

8874, 8947.. 9069, 8950. 
9224, 9174.. 9224, 9301. 
9603, 9440.. 9577 



.8994, 
.9393, 



Seq. No. 18745 Seq. ID 

Gene No. 39344 Strand 

Start 25442 End 

Name OJ9907 16_10 . 9922 . C3 . o5 . np Method 

Start 25442 End 

GI 479178 Score 

Exons 25442. .25470, 32831 . . 32921 , 41176. 
GI Descrip. pol polyprotein - Volvox carteri f 



OJ990716 10. 9922. C3 



46504 
AAT/NAP 
46504 
26 

41336, 46275. 
nagariensis 



.46504 

retrotransposon 



Osser gi|288597|emb|CAA49283| (X69552) 

gag, protease, endonuclease, reverse transcriptase, RNaseH [Volvox 
carteri] . 



Seq. No. 18745 Seq. ID 

Gene No. 39344 Strand 

'Start 25442 End 46504 

Name OJ99071 6_10 . 9922 . C3 . 06 . gs Method GENSCAN 

Start 35197 End 36429 

GI none Score . 68 

Exons 35197. .35322, 35350 .. 35754 , 35774 .. 35854 , 36233 
36409. .36429 



OJ990716 10. 9922. C3 



.36325, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



18745 Seq. ID OJ990716JL0 . 9922 . C3 

39344 Strand 

254f2 - End 4 6504 

OJ990716_10. 9922. C3. oil. gp Method AAT/GAP 

45848 End 45951 

69953_1.R1084 Score 123 

45848. .45951 

•5295936/dbj IAB026295.2 IAB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10, complete sequence 1 

Seq. ID OJ990716JL0. 9922. C4 



18746 
39345 
1 

OJ990716_10.9922.C4 .ol.np 
1 

4097940 
1..32, 138. .843, 1228. .1322 

(U72251) beta-1, 3-glucanase precursor [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

1325 
AAT/NAP 
1322 
903 



18746 
39345 
1 



Seq. ID OJ990716_10.9922.C4 
Strand + 
End 1325 



19241 



Name OJ990716_10 . 9922 . C4 . ol . gp Method AAT/GAP 

Start 139 End 843 

GI 124_1.R1084 Score 1009 

Exons 139. .843 

GI Descrip. 1 4884 526/dbj | BAA77783 . 1 | 1.0e-169 (AB027428) beta 1 , 3-glucanase 
[Oryza sativa] ' 



Seq. No. 18746 Seq. ID 

Gene No. 39345 Strand 

Start 1 End 

Name OJ990716_10 . 9922 . C4 . ol . gs Method 

Start 165 End 

GI none Score 

Exons 165.. 857 



OJ990716_10.9922.C4 
+ 

1325 
GENSCAN 
857 
1 



Seq. No. 18746 Seq. ID 

Gene No. 39345 . Strand 

Start 1 . End 

Name OJ9907 1 6_10 . 9922 . C4 . o2 . gs Method 

Start 1170 End 

GI none Score 

Exons 1170.. 1325 



OJ990716_10.9922.C4 
+ 

1325 
GENSCAN 
1325 
.99 



Seq. No. 18746 

Gene No. 39346 

Start 19974 

Name OJ990716_10 . 9922 . C4 . 08 . gs 

Start 19974 

GI none 

Exons 19974 . .20517, 21566.. 21636 

Seq. No. 18746 

Gene No. 39347 

Start 29342 

Name OJ9907 16_10 . 9922 . C4 . o7 . gp 

Start 29342 

GI none 

Exons 29342. .29695 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_10.9922.C4 
+ 

21636 
GENSCAN 
21636 
.62 



OJ990716_10.9922.C4 
+ 

29695 
AAT/GAP 
29695 
696 



Seq. No. 18746 Seq. ID OJ9907 1 6_10 . 9922 . C4 

Gene No. 39348 Strand + 

Start 31461 End 31871 

Name OJ990716_10 . 9922 . C4 . 08 . gp Method AAT/GAP 

Start 31461 End 31871 

GI LIB3431-022-P1-N1-F9 Score 806 

Exons 31461. .31871 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB02 6295 1.0e-174 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



Seq. No. 18746 Seq. ID 

Gene No. 39349 Strand 

Start 34761 End 

Name OJ99071 6_10 . 9922 . C4 . o21 . np Method 

Start " 34761 End 

GI 5777617 Score 

Exons 34761. .34798, 35971.. 36069 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990716_10.9922.C 
+ 

37569 
AAT/NAP 
36069 
73 



19242 



Seq. No. 


18746 


Seq. ID 


OJ990716_10.9922.C4 


Gene No. 


39349 


Strand 


+ 


Start 


34761 


End 


37569 


Name 


OJ990716 10.9922.C4.o22.np 


Method 


AAT/NAP 


Start 


35010 


End 


37553 • 


GI 


6714289 


Score 


115 


Exbns 


35010. .3505*9, 37010 37079, 


37179. .37250, 37494.. 37553 


GI Descrip. 


(AC013354) F15H18.13 [Arabidopsis thaliana] 


Seq. No. 


18746 


Seq. ID 


OJ990716_10.9922.C4 


Gene No. 


39349 


Strand 


+ 


Start 


34761 


End 


37569 


Name 


OJ990716 10. 9922.C4 .olO.gp 


Method 


AAT/GAP 


Start 


37154 


End 


37569 


GI 


2428226 


Score 


260 


Exons 


37154. .37250,. 37494. .37569 






GI Descrip. 


2801536 3.0e-22 (AF039531) 


lysophospholipase homolog [Oryz 




sativa] 






Seq. No. 


18746 


Seq. ID 


OJ990716_10. 9922.C4 


Gene No. 


39350 


Strand 




Start 


1713 


End 


5829 


Name 


OJ990716 10.9922.C4.o3.gs 


Method 


GENSCAN 


Start 


1713 


End 


5829 


GI 


none 


Score 


.56 



Exons 



1713. .1831, 1936. .2230, 2357. .2634, 2905. .3118, 3159. .3283, 
3367.. 3830, 4555 .. 4 635, 5261 .. 5490, 5716.. 5829 



Seq. No. 18746 
Gene No. 39350 
Start 1713 

Name OJ990716_10 . 9922 . C4 . o2 . np 

Start 1934 
GI 6721561 
Exons 1934.. 2696, 

GI Descrip. (AP001073) EST 

predicted gene 

gi| 6815086|dbj 

corresponds to 

protein [Oryza 



2778.. 2836, 2905. 



Seq. ID OJ990716_10. 9922.C4 
Strand 

End 5829 

Method AAT/NAP 

End 3657 

Score 985 
.3087, 3591.. 3657 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


18746 




Seq. ID 


OJ990716_10.9922 


C4 


Gene No. 


39351 




Strand 






Start 


7818 




End 


10058 




Name 


OJ990716 10.9922 


.C4 .o2.gp 


Method 


AAT/GAP 




Start 


7818 




End 


8928 




GI 


807 1.R1084 




Score 


1875 




Exons 


7818. .8928 










GI Descrip. 


'2623783 0.0e+00 


(AF030166) 


glucanase 


[Oryza sativa] 1 




Seq. No. 


18746 




Seq. ID 


OJ990716_10. 9922 


C4 


Gene No. 


39351 




Strand 






Start 


7818 




End 


10058 




Name 


OJ990716 10.9922 


C4 . o4 . gs 


Method 


GENSCAN 




Start 


8000 




End 


10002 




GI 


none 




Score 


.99 





19243 



Exons 8000.. 8928, 9927.. 10002 



Seq. No. 


lo / 4b 


Seq. ID 


ojyyo /lb lu.yyzz 


. C4 


Gene No. 


39351 


Strand 






Start 


7818 


End 


10058 




Name 


OJ990716 10.9922.C4 .o3.np 


Method 


AAT/NAP 




Start 


8003 


End 


10002 




GI 


4097938 


Score 


1552 




Exons 


8003. .8928, 9927. .10002 








GI Descrip. 


(U72250) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


18746 


Seq. ID 


OJ990716_10.9922 


.C4 


Gene No. 


39351 


Strand 






Start 


7818 


End 


10058 




Name 


OJ990716 10.9922.C4.o3.gp 


Method 


AAT/GAP 




Start 


8308 


End 


8681 




GI 


LIB34 33-014-Q6-K1-G9 


Score 


608 




Exons 


8308. .8681 








GI Descrip. 


'4097938 2.0e-49 (U72250) beta-1 , 3-glucanase precursor 


[Ory 




sativa] 1 









Seq. No. 


18746 


Seq. ID 


OJ990716_10. 


9922 


Gene No. 


39351 


Strand 






Start 


7818 


End 


10058 




Name 


OJ990716 10.9922.C4.o5.gp 


Method 


AAT/GAP 




Start 


8760 


End 


10058 




GI 


807 1.R1084 


Score 


509 




Exons 


8760. .8928, 9927. .10058 








GI Descrip. 


'2623783 0.0e+00 (AF030166) 


glucanase 


[Oryza sativa 


] ' 


Seq. No. 


18746 


Seq. ID 


OJ990716_10. 


9922 


Gene No. 


39351 


Strand 






Start 


7818 


End 


10058 




Name 


OJ990716 10.9922.C4.o4.gp 


Method 


AAT/GAP 




Start 


8929 


End 


9136 




GI 


2796754 


Score 


408 




Exons 


8929. . 9136 








GI Descrip. 


4097937/gb|U72250|OSU72250 4 


.Oe-95 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns4) gene, complete 


cds 


Seq. No. 


18746 


Seq. ID 


OJ990716_10. 


9922 


Gene No. 


39352 


Strand 






Start 


11419 


End 


12762 




Name 


OJ990716 10.9922.C4.o5.gs 


Method 


GENSCAN 




Start 


11419 


End 


12762 




GI 


none 


Score 


.68 




Exons 


11419. .12353, 12684.. 12762 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990716_10. 9922.C4 



18746 
39352 
11419 

OJ990716_10.9922.C4.o4.np 
11422 
4097936 
11422. .12353, 12684. .127 62 

(U72249) beta-1, 3-glucanase precursor [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



12762 
AAT/NAP 
12762 
1632 



19244 



Seq. No. 18746 Seq. ID 

Gene No. 39353 Strand 

Start 14303 End 

Name OJ9907 16_10 . 9922 . C4 . 06 . gs Method 

Start 14303 End 

GI none Score 

Exons 14303. . 15334 



OJ990716_10. 9922.C4 

15941 
GENSCAN 
15334 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18746 
39353 
14303 

OJ9907 16_10 . 9922 . C4 . o5 . np 
14392 
4097934 
14392. .15335, 15841. .15941 

(U72248) beta-1, 3-glucanase precursor [Oryza sativa] 



Seq. ID OJ990716_10. 9922.C4 
Strand 

End 15941 

Method AAT/NAP 

End 15941 

Score 1632 



Seq. No. 18746 Seq. ID OJ990716_10 . 9922 . C4 

Gene No. 39353 Strand 

Start 14303 End 15941 

Name OJ990716_10 . 9922 . C4 . 06 . gp Method AAT/GAP 

Start 14928 End 15366 

GI LIB3432-005-P1-K1-D1 Score 823 

Exons 14928. . 15366 

GI. Descrip. '4097934 3.0e-61 (U72248) beta-1 , 3-glucanase precursor [Oryza 
sativa] 1 



OJ990716 10. 9922. C4 



Seq. No. 18746 Seq. ID 

Gene No. 39354 Strand 

Start 16370 End 19933 

Name OJ990716_10 . 9922 . C4 . o7 . gs Method GENSCAN 

Start 16370 End 18274 

GI none Score .8 

Exons 16370. .16506, 16945 17122, 17267 17401, 17906 .. 18093, 
18193. .18274 



Seq. No. 


18746 




Seq. ID 


OJ990716_ 


10. 9922 


.C4 


Gene No. 


39354 




Strand 








Start 


16370 




End 


19933 






Name 


OJ990716 10. 9922. C4. 


06 . np 


Method 


AAT/NAP 






Start 


16841 




End 


19933 






GI 


6143863 




Score 


723 






Exons 


16841. .17117, 17262. 


. 17401, 


17510. . 17656, 17924 . 


.18093, 






18193. .18280, 19081. 


. 19282, 


19784. .19933 






GI Descrip. 


(AC010927) putative 


RecA protein [Arabidopsis thaliana] 




Seq. No. 


18746 




Seq. ID 


OJ990716_ 


10. 9922 


.C4 


Gene No. 


39355 




Strand 








Start 


23566 




End 


28967 






Name 


OJ990716 10. 9922. C4. 


o9.gs 


Method 


GENSCAN 






Start 


23566 




End 


28955 






GI 


none 




Score 


.85 






Exons 


23566. .23922, 24013. 


.24142, 


24235. .24524, 24617. 


.24798, 






24879. .25098, 25208. 


.25226, 


25313. .25573, 25693. 


.25823, 






26554 . .26847, 26877. 


.27054, 


27177. .274< 


56, 27574. 


.27755, 






27876. .28095, 28213. 


.28231, 


28486.-28746, 28867. 


.28955 





19245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18746 
39355 
23566 

OJ990716_10. 9922.C4 .olO.np 
23575 
2444271 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 10. 9922. C4 



28967 
AAT/NAP 
25788 
1503 

23575. .23922, 24013 .. 24 142, -24235 .. 24 524 , 24617 .. 24798, 
24879. .25113, 25309 .. 25573, 25693.. 25788 

(AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18746 Seq. ID 

39355 Strand 

23566 End 

OJ990716_10. 9922.C4 ,ol3.np Method 

26499 End 

2444271 Score 



OJ990716_10.9922.C4 

28967 
AAT/NAP 
28967 
1499 



26499. .26847, 2694 6 27075, 27177 274 66, 27574 27755 , 
27876. .28110, 28482 2874 6, 28867.. 28967 

(AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 
39356 
29597 
OJ99071 
138 
none 
138 
572 
8342. 
11497 
11765 
14423 
15047 



OJ990716 10. 9922. C4 



6 10.9922.C4.o2.tc 



56069 

TBLASTX: Cress 

15325 

70 



.25 
.82 
. .8 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1, 251. .292, 255. .365, 372. .545, 419. .541, 567. .824, 
0, 1245. .1322, 8003. .8338, 8075. .8113, 8121. .8309, 
482, 8477. .8557, 8564. .8746, 8756. .8917, 114 1 6 . . 11508 , 
11538, 11542. .11760, 11543 11662, 117 64 .. 11901 , 
11890, 11899. .11979, 11986 .. 12342 , 12062 .. 1234 0 , 
14611, 14735. .14800, 14 804 .. 14 884 , 14894 .. 14986, 
15127, 15164. .15325 



Seq. No. 18746 

Gene No. 39356 

Start 29597 

Name * OJ990716_10 . 9922 . C4 . o2 . tw 

Start 138 

GI none 

Exons 138.. 293, 140.. 292, 294.. 395, 
8537.. 8635, 8636.. 8680, 8637. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 10. 9922. C4 



56069 

TBLASTX: Wheat 
15298 
147 

294. .392, 299. .394, 8537. .8632, 
.8660, 8747. .8890, 8747. .8890, 



11959. .12054, 11960. . 12055, 12062 .. 12088 , 12062 .. 12118 , 
12109. .12309, 12113. .12310, 12208. .12315, 12234. .12314, 
14 952. .15038, 14 972. .15037, 15035. .15082, 15152. .15298 



Seq. No. 18746 Seq. ID 

Gene No. 39356 Strand 

Start 29597 End 

Name OJ990716_10 . 9922 . C4 . o4 . tm Method 

Start 249 End 

GI none Score 
Exons 



OJ990716_10. 9-922. C4 
56069 

TBLASTX: Maize 

15355 

139 

8660, 8750.. 8932, 



249.-425, 282. .392, 8504. .8755, 8514 
8750. .8926, 11926. .12210, 11927. .12157, 12175. .12351, 
12218. .12352, 12228. .12359, 12270. .12356, 14 969. .15034, 



19246 



14975. .15034, 1504 1 .. 15163, 15042 .. 15164 , 15095 15355, 
15252. .15329 



Seq. No. 18746 

Gene No. 39356 

Start 29597 

Name OJ9907 1 6_10 . 9922 . C4 

Start 258 

GI none 

Exons 258.. 308, 312.. 365, 

1229. .1303, 1230. .1 
8190. .8309, 8360. .8 
8625. .8660, 8627. .8 
11545. .11754, 11546 
11905. .11979, 12058 
12233. .12355, 14423 
14792. .14884, 14888 
15164. .15331, 15255 



Seq. I 
Strand 
End 

ol.ts Method 
End 
Score 
372. .545, 419. .5 
322, 8003.. 8122, 
482, 8403. .8456, 
935, 11407.. 11544 
11662, 11782.. 1 
12150, 12059.. 1 
14512, 14513. .1 
15043, 15047.. 1 
15329 



D OJ990716_10. 9922.C4 
56069 

TBLASTX: Soybean 
15331 
58 

44, 624. .815, 626. .736, 
8016. .8123, 8123. .8332, 
8487. .8564, 8489. .8563, 
, 11408. .11545, 
1910, 11783. .11899, 
2151, 12157. .12354, 
4611, 14787. .14879, 
5136, 15051. .15137, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 
39356 
29597 

OJ990716_10.9922.C4 .ol.tm 

624 
none 



OJ990716 10. 9922. C4 



Seq. ID 
Strand 
End 

Method 
End " 
• Score 

624. .842, 624.;707, 635. .832, 754. .843, 1230. .1322, 8000. .8194, 
8003. .8395, 8004. .8393, 8304. .8396, 8308. .8394, 114 13 .. 118 17 , 
11422. . 11523, 11432. . 11563, 11600 .. 11809, 14393 .. 14 611, 
14411. . 14587, 14436. . 14609, 14 663 .. 14722, 14672. .14749 



56069 

TBLASTX: Maize 

14749 

167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 
39356 
29597 

OJ990716_10.9922.C4 .ol.tw 

660 

none 



OJ990716 10. 9922. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

660. .842,, 665. .841, 755. .844, 757. .843, 780. .866, 1229. .1333, 
1230.M334, 7993. .8139, 7994. .8188, 7994. .8284, 8022. .8*279, 
11425. .11706, 11426. .11662, 14398 14 550, 14423 14 611, 
14424. .14612 



56069 

TBLASTX: Wheat 

14612 

142 



Seq. No. 18746 

Gene No. 39356 

Start 29597 

Name OJ990716_10 . 9922 . C4 . 08 . 

Start 16967 

GI none 

Exons 16967. . 17062, 16967.. 17 
17057. .17125, 17061. .17 

Seq. No. 18746 

Gene No. 39356 

Start 29597 

Name OJ990716_10 . 9922 . C4 . o7 . 

Start 17327 

GI none 

Exons 17327. .17383, 17507.. 17 



Seq. ID OJ990716_10.9922.C4 
Strand 

End 56069 
tm Method TBLASTX : Maize 

End 17326 

Score 76 
062, 16968. .17063, 16992 .. 17078, 
123, 17273. .17326 .. 

Seq. ID OJ990716_10.9922.C4 
Strand 

End 56069 

tm Method TBLASTX : Maize 

End 18110 

Score 175 
656, 17507. .17656, 17922 .. 18110, 



19247 



17952. .18038, 17960. .18109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 
39356 
29597 

OJ990716_10. 9922. C4 .o4 .ts 

17960 

none 



Seq. ID OJ990716_10.9922.C4 
Strand 
End 

Method 
End 
Score 



56069 

TBLASTX: Soybean 

18269 

52 



17960. .18094, 17961 .. 18095, 18176 .. 18268, 18192.. 18269 



18746 
39356 
29597 

OJ990716_10.9922.C4 .o3.tm 

23578 

none 

23578. .23691, 23579. .23695, 

24 004. .24144, 24016. .24144, 

26508. .26561, 26561. .26620, 

26623. .26847, 26946. .27077, 

2717 6. .27265, 27177. .27269, 

29808. .29954, 29914 . .29955, 

30045. .30176, 30048. .30188, 

30283. .30360, 38523. .38669, 

38751. .38894, 38925. .39191, 

45211. .45366, 45219. .45560, 

45458. .45589, 4 5556 .. 4 587 6, 
48249. .48308 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23693 

24234 

26566 

26949 

29618 

30044 

30076 

38547 

38980 

45417 

45641 



OJ990716 10. 9922. C4 



56069 
TBLASTX 
48308 
80 

23950, 23698 
24323, 24235 
26616, 26614 
27077, 26953 
29953, 29619 
30184, 30044 
30183, 30272 
38696, 38548 
39192, 39079 
45479, 45424 
45877, 45764 



Maize- 



. .23922, 
. .24324, 
. .26847, 
. .27081, 
. .29954, 
. .30172, 
. .30361, 
. .38895, 
.,39201, 
. .45561, 
. .45886, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 
39356 



Seq. ID OJ990716_ 
Strand 



10. 992.2. C4 



29597 








End 


56069 




OJ990716 10. 


9922. C4 


ol.tc 


Method TBLASTX : Cress 


23581 








End 


47716 




none 








Score 68 






23581. 


.23688 


, 23591 


.23689, 


23698. 


23922, 


23702. 


.23923, 


24013'. 


.24144 


, 24014 


.24145, 


24234. 


24521, 


24235. 


.24522, 


24617. 


.24.799 


, 24618 


.24800, 


24877. 


"25131, 


24886. 


.25131, 


25307. 


.25435 


, 25309 


.25566, 


25313. 


25567, 


25484 . 


.25573, 


25692. 


.25757 


, 25693. 


.25728, 


26508. . 


26552, 


26566. 


.26613, 


26623. 


.26649 


, 26627. 


.26848, 


26701. . 


26847, 


26946. 


.27077, 


26947. 


.27081 


, 27176, 


.27484, 


27177. . 


27464, 


27562. 


.27762, 


27566. 


.27757 


, 27874. 


.28092, 


27883. . 


28113, 


28213. 


.28242, 


28481. 


.28591 


, 28482. 


.28739, 


28485. . 


28736, 


28486. 


.28743, 


28854 . 


.28928 


, 28868. 


.28903, 


29616. . 


29954, 


29618. 


.29953, 


29916. 


.29954 


, 30041. 


.30172, 


30042. , 


30173, 


30044 . 


.30184, 


30048. 


.30173 


, 30097. 


.30183, 


30272. . 


30367, 


30283. 


.30573, 


30428. 


.30562 


, 30653. 


.30841, 


30660. . 


30842, 


30928. 


.31149, 


30937. 


.31014 


, 31066. 


.31152, 


33144. . 


33344, 


33184. 


.33456, 


33195. 


.33458 


, 33557. 


.33619, 


33558. . 


33605, 


38544 . 


.38696, 


38545. 


.38895 


, 38751. 


.38894, 


38901. . 


39389, 


38938. 


.39393, 


39472. 


.39660 


, 39485. 


.39673, 


39486. . 


39665, 


39494 . 


.39676, 


39495. 


.39677 


, 39775. 


.39924, 


39789. . 


40019, 


39804. 


.40019, 


40566. 


.40721 


, 40568. 


.40846, 


40785. . 


40823, 


40934 . 


.40981, 


40935. 


.40961 


, 45222. 


.45365, 


45226. . 


45561, 


45417. 


.45584, 


45641. 


.46078 


, 45658. 


.46074, 


46174. . 


46356, 


46175. 


.46357, 


46446. 


.46685 


, 46461. 


.46688, 


47274. . 


47429, 


47274 . 


.47399, 



.19248 



47276. .47542, 47493 .. 47531, 47654. .47716 



Seq. No. 18746 
Gene No. 39356 
Start 29597 

Name - OJ990716_10 . 9922 . C4 . o2 . ts 

Start 24369 
GI none 

Exons 24369. .24521, 24 617 24 673, 

27562. .27630, 27581 .. 27 625, 
30653. .30715, 39078 .. 39245, 
39238..39393, 394 94 .. 39550, 
45764. .45931, 45922 .. 4 607 4 , 
46178. .46225 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 10. 9922. C4 



56069 

TBLASTX : Soybean 
46225 
63 

27311. .27484, 27312 27485, 
30406. .30567, 30434 30568, 
39079. .39246, 39237 .. 39389, 
39498. .39545, 45763. . 45930, 
45923. .46078, 4 6174 .. 4 6221, 



Seq. No. 18746 Seq. ID 

Gene No. 39356 Strand 

Start 29597 End 

Name OJ9907 16_10 . 9922 . C4 . o5 . tm Method 

Start 24770 End 

GI none Score 
Exons 



OJ990716_10.9922.C4 
56069 

TBLASTX: Maize 

46686 

192 



24770. .24799, 24 877 .. 25101 , 24878 .. 25102 , 27727 .. 27756, 

27868. .28092, 27883 .. 28098 , 30806 .. 30835 , 30928 3114 9, 

30929. .31150, 30937 .. 31152 , 39775 .. 40017 , 39795 4 0019, 

39801. .40019, 46452. .'46676, 46453 .. 4 6674 , 4 6458 4 667 6, 
46462.-46686 



Seq. No. 18746 
Gene No. 39356 
Start 29597 

Name OJ9907 16_10 . 9922 . C4 . 06 . tm 

Start 25301 
GI none 
Exons 25301. 

28485. 

33208. 

47289. 



.25564, 25312. .25557, 

.28730, 28498. .28752, 

.33447, 40568. .40717, 
.47447 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 10. 9922. C4 



56069 

TBLASTX: Maize 
47539 
126 

28422. .28439, 28484 .. 28 615, 
33195. .33344, 33195 .. 33458, 
40568. .40831, 4727 6 .. 4 7539, 



Seq. No. 18746 
Gene No. 39356 
Start 29597 

Name OJ990716_10 . 9922 . C4 . o3 . ts 

Start 25334 
GI none 
Exons 25334. 

28507. 

28866. 

33286. 

40592. 

47300. 



,25396, 25339. 

,28569, 28512. 

,28913, 33216. 

,33444, 33393. 

,40651, 40655. 



.25395, 
.28568, 
.33278, 
.33443, 
.40738, 



47359, 47363.-47446, 



Seq. ID OJ990716_10.9922.C4 
Strand 

End 56069 

Method TBLASTX : Soybean 

End 47447 

Score 60 
25399. .25518, 25403 25561, 
28572. .28751, 2857 6.-287 34, 
33217. .33279, 33282 .. 334 01, 
33536. .33604, 4 0590 .. 40652, 
40659. .40739, 47298 .. 47360, 
47367. .47447 



Seq. No. 18746 Seq. ID 

Gene No. 39356 Strand 

Start 29597 End 

Name OJ990716_10 . 9922 . C4 . olO . gs Method 

Start 29597 End 

GI none Score 



OJ990716_10.9922.C4 

56069 
GENSCAN 
42929 
.51 



19249 



Exons 



29597. .29953, 3004 1 .. 3014 9, 30272 .. 30561 , 30653 .. 30834 , 

30930. .31149, 31608 .. 317 97 , 32752 .. 32916, 33196 .. 33456, 

33558.-33763, 34 163 .. 34222 , 34470 .. 34 64 4 , 34728 34884 , 

35440. .35591, 364 90 .. 367 19, 37549. . 37776, 37877 .. 37925, 

38551. .39392, 394 94 .. 39591 , 39797 .. 40016, 40444 .. 40462, 

40569. .40829, 40935 41119, 41645. . 41798, 4 1853 .. 4 1975, 
42877. .42929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 Seq. ID 

39356 Strand 

29597 End 

OJ990716_10. 9922.C4 ,ol9.np Method 

29609 End 

4262224 Score 



OJ990716_10.9922.C4 

56069 
AAT/NAP 
34459 
1583 



29609. .29953, 3004 1 30170, 30272 .. 30561, 30653 .. 30834 , 
30930. .31149, 33174 334 56, 33558 .. 33616, 34417. .34459 



GI Descrip. (AC006200) putative amino acid permease [Arabidopsis thaliana] 



Seq. No. 18746 

Gene No. 39356 

Start 29597 

Name OJ990716_10 . 9922 . C4 . o9 . gp 

Start 31897 

GI 9531JL.R1084 

Exons 31897. .32448 

GI Descrip. 1 5295954/dbj I BAA81855 . 1 | 7, 
[Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_10.9922.C4 

56069 
AAT/GAP 
32448 
1056 



Oe-37 (AB02 6295) hypothetical protein 



Seq. No. 


18746 


Seq. ID 


OJ990716 


Gene No. 


39356 


Strand 




Start 


29597 


End 


56069 


Name 


OJ990716 10.9922.C4.o20.np 


Method 


AAT/NAP 


Start 


35767 


End 


37075 


GI 


5777617 


Score 


64 


Exons 


35767. .35880, 36989.. 37075 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


18746 


Seq. ID 


OJ990716 


Gene No. 


39356 


Strand 




Start 


29597 


End 


56069 


Name 


OJ990716 10-9922. C4. oil. gp 


Method 


AAT/GAP 


Start 


38433 


End 


38895 


GI 


60111 1.R1084 


Score 


879 


Exons 


38433. .38895 






GI Descrip. 


1 2801536 3.0e-22 (AF039531) lysophospholipase h 




sativa] 1 







10. 9922. C4 



[Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716 10. 9922. C4 



Seq. No. 18746 

Gene No. - 39356 

Start 29597 

Name OJ9907 16_10 . 9922 . C4 . o23 . np 

Start 38550 

GI 4262224 

Exons 38550. .38894, 38973 39392 , 
47277. .47537, 47655.. 47755 

GI Descrip. (AC006200) putative amino acid permease [Arabidopsis thaliana] 



56069 
AAT/NAP 
47755 
1587 



39494 . .39675, 4 64 54 .. 4 6695 , 



19250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18746 Seq. ID 

39356 Strand 

29597 End 

OJ990716_10. 9922.C4 ,ol2.gp Method 

39230 End 

uC-osflM202062f04bl Score 



OJ990716_10.9922.C4 

56069 
AAT/GAP 
39852 
742 



39230. .39392, 39494 .. 39675, 39797.. 39852 

'4262224/gb|AAD14517| 2.0e-39 (AC006200) putative amino acid or 
GABA permease [Arabidopsis thaliana] ' 



Seq. No. 18746 
Gene No. 39356 
Start 29597 

Name OJ990716_10 . 9922 . C4 . oil . gs 

Start 45201 
GI none 

Exons 45201. .45560, 4 5658.-4 6325, 

47277. .47537, 4 7655 .. 47791, 

49409. .49548, 4 9638 4 9779, 

50752. .50797, 50898 5098 6, 

51909. .51998, 53089 .. 53350, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

46454 

48982 

49916 

51088 



OJ990716 10. 9922. C4 



56069 
GENSCAN 
56069 
.71 

46673, 47158. 
49110, 49233. 
49992, 50225. 
51153, 51452. 



54732. .54903, 56006. 



47176, 
49337, 
50279, 
,51517, 
56069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18746 Seq. ID 

39356 Strand 

29597 End 

OJ990716_10. 9922.C4 .ol4 ,gp Method 

48426 End 

45840 1.R1084 Score 



OJ990716_10.9922.C4 

56069 
AAT/GAP 
49339- 
1152 



48426. .48802, 48982 .. 49110, 49233.. 49339 

•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



18746 

39356 

29597 

OJ9907 

48639 

none 

48639. 

48982. 

49063. 

49231. 

49408. 

49513. 

49638. 

49916. 

50227. 

50884. 

51044. 

51447. 

51909. 



16 10.9922.C4.o2.tm 



,48689, 
,49071, 
,49137, 
,49341, 
,49512, 
,49545, 
49748, 
50002, 
50283, 
50997, 
51154, 
51521, 
51998, 



48641. 
48982. 
49063. 
49388. 
49408. 
49632. 
49639! 
49916. 
50750. 
50897. 
51076. 
51453. 
52092. 



.48691, 
.49074, 
.49134, 
.49510, 
.49527, 
.49745, 
.49758, 
.49993, 
.50800, 
.50986, 
.51156, 
.51518, 
.52130, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_10.9922.C4 
56069 

TBLASTX: Maize 

52131 

54 



48715. .48771, 4 8736 . . 4 877 1 , 

48996. .49073, 4 9062 .. 4 9130, 

49224. .49340, 4 9230 .. 4 9352 , 

49398. .49511, 4 9407 4 9511 , 

49409. .49507, 4 9495.-49548, 

49636. .49749, 4 9637 .. 4 9735, 

49735. .49782, 4 9905 .. 4 9994 , 

50196. .50282, 50224 .. 50280, 

50751. .50804, 50752 .. 508 14 , 

50898. .51008, 508 99 .. 50988 , 

51083. .51154, 51088. .51156, 

51904. .51999, 51908 .. 52003, 
52093. .52131 



Seq. No. 18746 Seq. ID 

Gene No. 39356 Strand 

Start 29597 End 

Name OJ990716_10 . 9922 . C4 . o24 . np Method 

Start 48970 End 



OJ990716_10.9922.C4 

56069 

AAT/NAP 

52016 



19251 



GI 


4006877 


Score 


666 




Exons 


48970. .49110, 49215 49337, 


49409. .49542, 4 9638 .. 4 9784 , 






49887. .49991, 50898 .. 50986, 


51452. .51517, 51909. .52016 




GI Descrip. 


(Z99707) RNA-binding like protein [Arabidopsis thaliana 


] 


Seq. No. 


18746 


Seq. ID 


OJ990716_10. 9922 


.C4 


Gene No. 


39356 


Strand 






Start 


29597 


End ■ 


- 56069 




Name 


OJ990716 10.9922.C4.ol5.gp 


Method 


AAT/GAP 




Start 


49451 


End 


50801 




GI 


LIB34 33-037-P1-K1-G2 


Score 


733 




Exons 


49451. .49548, 49638.-49779, 


49916. .49992, 50225 50279, 






50752. .50801 








GI Descrip. 


, 4006877/emb|CAB16795.1| 5. 


Oe-26 (Z99707) RNA-binding like 




protein [Arabidopsis thaliana] 1 






Seq. No. 


18746 


Seq. ID 


OJ990716_10. 9922 


.C4 


Gene No. 


39356 


Strand 






Start 


29597 


End 


56069 




Name 


OJ990716 10.9922.C4.ol6.gp 


Method 


AAT/GAP 




Start 


50949 


End 


53270 




GI 


42828 1.R1084 


Score 


1047 




Exons 


50949. .50986, 51088 .. 51153, 


51452. .51517, 51909 .. 51998, 






52101. .52232, 53084.. 53270 








GI Descrip. 


' 4006877 /emb|CAB167 95. 1 1 6. 


Oe-19 (Z99707) RNA-binding like 




protein [Arabidopsis thaliana] ' 






Seq. No. 


18747 


Seq. ID 


OJ990716_10.9922 


.C5 


Gene No. 


39357 


Strand 


+ 




Start 


1 


End 


1249 




Name 


OJ990716 1-0. 9922. C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1228 




GI 


4678922 


Score 


1010 




Exons 


1. . 1228 








GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


18747 


Seq. - ID 


OJ990716_10. 9922 


.C5 


Gene No. 


39357 


Strand 


+ 




Start 


1 


End 


1249 




Name 


OJ990716 10.9922.C5.ol.gs 


Method 


GENSCAN * 




Start 


135 


End 


1249 




GI 


none 


Score 


.75 




Exons 


135. .379, 436. .1249 








Seq. No. 


18747 


Seq. ID 


OJ990716_10.9922 


.C5 


Gene No. 


39358 


Strand 


+ 




Start 


2029 


End 


4647 




Name 


OJ990716 10. 9922.C5.ol.tm 


' Method 


TBLASTX: Maize 




Start 


187 


End 


800 




GI 


none 


Score 


38 




Exons 


187. .225, 288. .359, 407. .547, 407. .547 


, 547. .663, 548.. 


661, 



777 . . 800 



Seq. No. 18747 

Gene No. 39358 

Start 2029 

Name OJ990716_10 . 9922 .C5.ol.gp 



Seq. ID OJ990716_10. 9922.C5 

Strand + 

End 4 64 7 

Method AAT/GAP 



19252 




Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1929 End 2405 

LIB3432-025-P1-K1-C4 Score 898 

1929. .2405 

'5231209/gbiAF159061.1|AF159061 2.0e-68 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A) gene, complete cds 1 



18747 . Seq. ID 

39358 Strand 

2029 End 

OJ990716_10. 9922.C5.o2.gs Method 

2029 End 

none Score 
2029. .2643 



OJ990716_10.9922.C5 
+ 

4647 
GENSCAN 
2643 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip"-; 



18747 Seq. ID 

39358 Strand 

2029 End 

OJ990716_10 . 9922 . C5 . o2 . np Method 

2255 End 

3935185 Score 



OJ990716_10. 9922.C5 
+ 

4 647 
AAT/NAP 
4647 
503 



2255.. 2324, 3533.. 3688, 3750.. 4647 
(AC004557) F17L21.28 [Arabidopsis thaliana] 



Seq. N9. 18747 Seq. ID 

Gene ]fo. * s 39358 Strand 

Start 2029 End 

Name OJ990716_10 . 9922 . C5 . o3 . gs Method 

Start 34 69 End 

GI 1 none Score 

Exons 3469.. 3674, 3742.. 4627 



OJ990716_10. 9922.C5 
+ 

4647 
GENSCAN 
4627 
.87 



Seq. No. 


18747 




Seq. ID 


OJ990716 


_10.9922 


.C5 


Gene No. 


39358 




Strand 


+ 






Start 


2029 




End 


4647 






Name 


OJ990716 10.9922.C5.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3544 




End 


3973 






GI 


none 




Score 


117 






Exons 


3544.. 3687, 3573.. 3686, 


3806-. 


.3973 








Seq. No. 


18748 




Seq. ID 


OJ990716 


_10.9922 


C6 


Gene No. 


39359 




Strand 








Start 


422 




End 


2255 






Name 


OJ990716 10.9922.C6.ol. 


np 


Method 


AAT/NAP 






Start 


422 




End 


2255 






GI 


6907086 




Score 


1413 






Exons 


422. .569, 626. .800, 924 


..971, 


1186. .1436, 1494. 


.2255 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 







Seq. No. 18748 

Gene No. 39360 

Start 2340 

Name OJ990716_10 . 9922 . C6 . ol . gp 

Start 2340 

GI 5667165 

Exons 2340.. 2530 

GI Descrip. 5670155/gb | AF1612 69 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 



Seq. ID OJ990716_10.9922.C6 
Strand 

End 2530 

Method AAT/GAP 

End 2530 

Score 351 



19253 



japonica BAC clone 34K24, complete sequence 



Seq. No. 


18749 


Seq. ID 


OJ990716_ 


10 


.9922 


.C8 


Gene No. 


39361 


Strand 


+ 








Start 


107 


End 


413 








Name 


OJ990716 10.9922.C8.ol.gs 


Method 


GENSCAN 








Start 


107 


End 


413 








GI 


none 


Score 


.93 








Exons 


107. .161, 229. .413 












Seq. No. 


18750 


Seq. ID 


OJ990616_ 


11 


.9922 


.CI 


Gene No. 


39362 


Strand 


+ 








Start 


79 


End 


344 








Name 


OJ990616 11.9922.Cl.ol.gs 


Method 


GENSCAN 








Start 


79 


End 


344 








GI 


none 


Score 


.98 








Exons 


79. .344 












Seq. No. 


18751 


Seq. ID 


OJ990616_ 


11 


9922 


.C2 


Gene No. 


39363 


Strand 


+ 








Start 


6011 


End 


6203 








Name 


OJ990616 11.9922.C2.ol.gp 


Method 


AAT/GAP 








Start 


5987 


End 


6203 








GI 


569598 


Score 


415 








Exons 


5987. .6203 












Seq. No. 


18751 


Seq. ID 


OJ990616_ 


11 


9922 


.C2 


Gene No. 


39363 


Strand 


+ 








Start 


6011 


End 


6203 








Name 


OJ990616 11. 9922.C2.o2.gs 


Method 


GENSCAN 








Start 


6011 


End 


6177 








GI 


none 


Score 


.92 








Exons 


6011. .6177 












beq. no. 


18751 


Seq. ID 


ojy yu bi b 


1 1 


y yzz 


. cz 


Gene No . 


39364 


Strand 










Start 


1 


End 


1884 








Name 


OJ990616 11.9922.C2.oi.np 


Method 


AAT/NAP 








Start 


1 


End 


1884 








GI 


6069659 


Score 


74 








Exons 


1..64, 231. .342, 1433. .1585, 


1852. . 188< 


\ 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








beq . no . 


18751 


Seq. ID 


ojy yuoi d 


1 1 . 


n n o o 

y 3zz 


. cz 


Gene No. 


39364 


Strand 










Start 


1 


End 


1884 








Name 


OJ990616 11. 9922.C2.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


1035 








GI 


6907088 


Score 


332 








Exons 


1..82, 557.. 723, 898.. 1035 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


18751 


Seq. ID 


OJ990616__ 


11. 


9922 


.02 


Gene No. 


39364 


Strand 










Start 


1 


End 


1884 








Name 


OJ990616 11.9922.C2.ol.gs 


Method 


GENSCAN 








Start 


227 


End 


1670 









19254 




GI 


none 




Score 


.6 






Exons 


227. .313, 517. .784, 


898. .999, 


1456. .1670 






Seq. No. 


18752 




beq. id 


riTOQACI C 11 

uj yyubio i i . 


9922. 


C3 


Gene No. 


39365 




Strand 


+ 






Start 


2 




bna 


1 O "3 C 






Name 


OJ990616 11. 9922. C3 


. ol . gs 


Method 


(jbNbLAJN 






Start ' 


2 




bna 


lOJD 






GI 


none 




Score 


. oy 






Exons 


2. .385, 397. .1836 












Seq. No. 


18752 




beq. iu 




9922. 


C3 


Gene No. 


39366 




btrana 


+ 






Start 


4241 




bna 


A O A Q 

h o 4 y 






Name 


OJ990616 11. 9922. C3 


. o2 . gs 


Metnoa 


/** IT XT C* 7\ M 






Start 


4241 




bna 


A O A Q 






GI 


none 




Score 


C 1 






Exons 


4241. .4849 












Seq. No. 


18752 




Seq. ID 


OJ990616_11. 


9922. 


C3 


Gene No. 


39367 




Strand 








Start 


1 




End 


7137 






Name 


OJ990616 11. 9922. C3 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


7091 






GI 


5777623 




Score 


225 






Exons 


1..46, 6505. .6603, 


6703. .6771 


, 6838. .7091 






GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 






Seq. No. 


18752 




Seq. ID 


OJ990616_11. 


9922. 


C3 


Gene No. 


39367 




Strand 








Start 


1 




End 


7137 






Name 


OJ990616 11. 9922. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


338 




End 


6984 






GI 


none 




Score 


88 






Exons 


338. .436, 355. .438, 


472. .567, 


513. .566 


, 6760. .6984, 


6785 


. .6910 


Seq. No. 


18752 




Seq. ID 


OJ990616_11. 


9922. 


C3 


Gene No . 


39367 




Strand . 








Start 


1 




End 


7137 






Name 


OJ990616 11. 9922. C3 


. o3 . gs 


Method 


GENSCAN 






Start 


5578 




End 


7137 






GI 


none 




Score 


.73 






Exons 


5578. .7137 












Seq. No. 


18753 




Seq. ID 


OJ990616_11. 


9922. 


C4 


Gene No. 


39368 




Strand 


+ 






Start 


82 




End 


383 






Name 


OJ990616 11. 9922. C4 


. ol . gs 


Method 


GENSCAN 






Start 


82 




End 


383 






GI 


none 




Score 


.53 






Exons 


82. .217, 268. .383 












Seq. No. 


18754 




Seq. ID 


OJ990616_11. 


9922. 


C6 


Gene No. 


39369 




Strand 


+ 






Start 


1 




End 


546 






Name 


OJ990616 11. 9922. C6 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


546 







19255 



GI 6907106 Score 408 

Exons 1..293, 367.. 546 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


18754 


Seq. ID 


OJ990616 


11.9922 


.C6 


Gene No. 


39370 


Strand 


+ 






Start 


6035 


End 


8271 






Name 


OJ990616 11.9922.C6.o2.gs 


Method 


GENSCAN 






Start 


6035 


End 


8271 






GI 


none 


Score 


.63 






Exons 


6035.. 6127, 6209.. 6431, 6633 


..6782, 8045. .8271 






Seq. No. 


18754 


Seq. ID 


OJ990616_ 


11. 9922 


.C6 


Gene No. 


39371 


Strand 


+ 






Start 


18666 


End 


20514 






Name 


OJ990616 11.9922.C6.o4.np 


Method 


AAT/NAP 






Start 


18666 


End. 


20514 






GI 


5902444 


Score 


187 






Exons 


18666. .18862, 20344.. 20514 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


18754 


Seq. ID 


OJ990616_ 


11.9922 


.C6 


Gene No. 


39371 


Strand 


+ 






Start 


18 666 


End 


20514 






Name 


OJ990616 11.9922.C6.o6.np 


Method 


AAT/NAP 






Start 


18666 


End 


20514 






GI 


4680183 


Score 


174 






Exons 


18666. .18868, 20350.. 20514 










GI Descrip. 


(AF1 11709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


18754 


Seq. ID 


OJ990616_ 


11.9922 


.C6 


Gene No. 


39372 


Strand 








Start 


123 


End 


5187 






Name 


OJ990616 11. 9922.C6.ol.gs 


Method 


GENSCAN 






Start 


123 


End . 


5187 






GI , 


none 


Score 


.45 






Exons 


123. .305, 575. .724, 1034. .1346, 2080.. 


2177, 2209 


. .2374, 






2889.. 2935, 3832.. 4193, 5163 


. .5187 








Seq. No. 


18754 


Seq. ID 


OJ990616_ 


11. 9922 


.C6 


Gene No. 


39373 


Strand 








Start 


11735 


End 


15614 






Name 


OJ990616 11.9922.C6.o3.gs 


Method 


GENSCAN 






Start 


11735 


End 


15552 






GI 


none 


Score 


.82 






Exons 


11735. . 12331, 12423. .12554, 


13050. .14039, 14146. 


.14435, 






15408. .15552 










Seq. No. 


18754 


Seq. ID 


OJ990616_ 


11. 9922 


.C6 


Gene No. 


39373 


Strand 








Start 


11735 


End 


15614 






Name 


OJ990616 11.9922.C6.o2.gp 


Method 


AAT/GAP 






Start 


12626 


End 


13187 






GI 


84285 1.R1084 


Score 


1000 






Exons 


12626. . 13187 










GI Descrip. 


1 3402817 /emb|CAA07704 | 1 . Oe- 


27 (AJ007829) lacZ 1 1 


[Cloning 



19256 



pGreen] 1 



Seq. No. 18754 

Gene No. 39373 

Start 11735 

Name OJ990616_11 . 9922 . C6 . o3 . np 

Start " 12996 

GI 2541876 

Exons . 12996.. 13979 

GI Descrip. (D26015) CND41, chloroplast nucleoid DNA binding protein 

.-■ .... [Nicotiana tabacum] 



Seq. ID OJ990616_11.9922.C6 
Strand 

End 15614 

Method AAT/NAP 

End 13979 

Score 564 



Seq. No. 18754 Seq. ID 

Gene No. 39373 Strand 

Start 11735 End 

Name OJ990616_11 . 9922 . C6 . o3 . gp Method 

Start ■ 13557 End 

GI none Score 

Exons 13557 . . 13847 



OJ990616_11.9922.C6 

15614 
AAT/GAP 
13847 
578 



Seq. No. 18754 

Gene No. 39373 

Start 11735 

Name OJ990616_11 . 9922 . C6 . o4 . gp 

Start 14377 

GI 699913 

Exons 14377. .14435, 15408.. 15614 



Seq. ID OJ990616_11. 9922.C6 
Strand 

End 15614 

Method AAT/GAP 

End 15614 

Score 484 



Seq. No. 18754 

Gene No. 39374 

Start 19078 

Name OJ990616__11 . 9922 . C6 . o4 . tm 

Start 93 

GI none 
Exons 



Seq. ID OJ990616_11.9922.C6 
Strand 

End 20514 

Method TBLASTX : Maize 

End 44 9 

Score 114 



93. .200, 111. .299, 115. .309, 127. .255, 173. .199, 205. .300, 
241. .327, 265. .291, 310. .378, 329. .448, 400. .447, 402. .449 



Seq. No. 18754 Seq. ID 

Gene No. 39374 Strand 

Start 19078 End 

Name OJ990616_11 . 9922 . C6 . o5 . tm Method 

Start 5672 End 

GI none Score 

Exons 5672.. 5713, 5740.. 6000, 5783.. 6001 



OJ990616_11.9922.C6 
20514 

TBLASTX: Maize 

6001 

62 



Seq. No. 18754 Seq. ID 

Gene No. 39374 Strand 

Start 19078 End 

Name OJ990616_11 . 9922 . C6 . o3 . tw Method 

Start 7135 End 

GI none Score 
Exons 



OJ990616_11.9922.C6 
20514 

TBLASTX: Wheat 

7490 

93 



7135. .7260,- 7200. .7259, 7261. .7485, 7305. .7490 



Seq. No. 18754 

Gene No. 39374 

Start 19078 

Name OJ990616 11 . 9922 . C6 . 06 . tm 



Seq. ID OJ990616_11. 9922.C6 
Strand 

End 20514 

Method TBLASTX : Maize 



19257 




Start 


7486 








End 


8232 




GI 


none 








Score 


46 




Exons 


7486. .7524, 


7543 


. .8037, 


8011. 


.8202, 8179.. 8232 




Seq. No. 


18754 








Seq. ID 


OJ990616_11 . 9922 


.C6 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922 


.C6.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


7705 








End 


8118 




GI 


none 








Score 


368 




Exons 


7705. .8118, 


7707, 


. .8117 










Seq. No. 


18754 








Seq. ID 


OJ990616_11.9922 


■ C6 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922, 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8392 








End 


9354 




GI 


none 








Score 


789 




Exons 


8392. .9354, 


8415, 


. .8909, 


8875. 


.9021, 9082.. 9234 




Seq. No. 


18754 








Seq. ID 


OJ990616_11. 9922 


.06 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922, 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8446 








End 


9420 




GI 


none 








Score 


325 




Exons 


8446. .8754, 


8461. 


. .8664, 


8466. 


.8717, 9280.. 9420 




Seq. No. 


18754 








Seq. ID 


OJ990616_11.9922 


.C6 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922, 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8755 








End 


9102 




GI 


none 








Score 


96 




Exons 


8755. .8862, 


8757. 


. .8873, 


8878. 


.9030, 8982.. 9014, 9022.. 9102 


Seq. No. 


18754 








Seq. ID 


OJ990616_11.9922, 


.C6 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922. 


.C6.o2. 


ts 


Method 


TBLASTX: Soybean " 




Start. 


8959 








End 


9486 




GI 


none 








Score 


227 




Exons 


8959. .9312, 


9301. 


. .9486 










Seq. No. 


18754 








Seq. ID 


OJ990616_11.9922, 


.C6 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922. 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9558 








End- j 


10029 




GI 


none 








Score 


299 




Exons 


9558. .9776, 


9559. 


, .9930, 


9948. 


.10025, 9997. .10029 




Seq. No. 


18754 








Seq. ID 


OJ990616JL1. 9922, 


,C6 


Gene No. 


39374 








Strand 






Start 


19078 








End 


20514 




Name 


OJ990616 11 


.9922, 


,C6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9754 








End 


10124 





19258 




GI 


none 




Score 


132 






Exons 


9754.. 9945, 9903.. 10124, 9997.. 10122 








Seq. No. 


18754 




Seq. ID 


OJ990616 


JL1.9922 


.C6 


Gene No. 


39374 




Strand 








Start 


19078 




End 


20514 






Name 


OJ990616_11 . 9922. C6 


o7 . tm 


Method . 


-TBLASTX : 


Maize 




Start 


10201 




End 


10494-. 






GI 


none 




Score 


199 






Exons 


10201 . . 10383, 10236 


. 10373, 


10245. .10388, 10393 


. . 10494 




Seq. No. 


18754 




Seq. ID 


OJ990616 


11. 9922 


,C6 


Gene No. 


39374 




Strand 








Start 


19078 




End 


20514 






Name 


OJ990616_11. 9922.C6 


o2. tm 


Method 


TBLASTX : 


Maize 




Start 


11732 




End 


13400 






GI 


none 




Score 


79 






Exons 


11732 . . 11986, 11732 


. 11989, 


11775. .11990, 11990 


. . 12139, 






11991 . . 12122, 12996 


. 13250, 


13003. .13251, 13251 


. . 13400, 






13252 . .13392 












Seq. No. 


18754 




Seq. ID 


OJ990616 


11 . 9922 


C6 


Gene No. 


39374 




Strand 








Start 


19078 




End 


20514 






Name ' 


OJ99(D616_ll . 9922 .C6 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


11738" 




End 


13373 






GI 


none 




Score 


70 






Exons 


11738 . .11869, 11769 


. 11864, 


11876. . 12067, 11877 


. . 12092, 






12999. . 13124, 13137 


. 13373 










Seq. No. 


18754 




Seq. ID 


OJ990616 


11. 9922 


C6 


Gene No. 


39374 




Strand 








Start 


19078 




End 


20514 






Name 


OJ990616_11. 9922.C6 


ol. ts 


Method 


TBLASTX: 


Soybean ■ 




Start 


11738 




End 


14000 






GI 


none 




Score 


61 






Exons 


11738-. . 11869, 11754 


. 11864, 


11873. .12067, 11877 


. . 12092, 






12122 . . 12175, 12254 


. 12379, 


12401. . 12460, 12447 


. . 12533, 






12999. . 13124, 13036 


. 13125, 


13134. .13367, 13138 


. . 13353, 






13512 . . 13589, 13513 


. 13605, 


13659. . 137 


37, 13824 


. . 13913, 






13926. . 14000 












Seq. No. 


18754 




Seq. ID 


OJ990616 


11 . 9922 


C6 


Gene No. 


39374 




Strand 








Start 


19078 




End 


20514 






Name 


OJ990616_11. 9922.C6 


o8.tm 


Method 


TBLASTX: 


Slaize 




Start 


12341 




End 


13976 






GI 


none 




Score 


45 






Exons 


12341. . 12379, 12459, 


. 1,2548, 


13659. .13802, 13824 


. . 13925, 






13834. .13905, 13923. 


.13976, 


13926. .13976 






Seq. No. 


18754 




Seq. ID 


OJ990616 


_11. 9922 


C6 


Gene No. 


39374 




Strand 








Start 


19078 




End 


20514 






Name 


OJ990616 11. 9922. C6. 


o5 . np 


Method 


AAT/NAP 






Start 


19078 




End 


20514 






GI 


6721512 




Score 


109 







19259 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19078. .19116, 19159. .19281, 19308 .. 19471, 20468. .20514 
(AP001072) hypothetical protein [Oryza sativa] 



18755 Seq. ID 

39375 Strand 
1 End 
OJ990616_11.9922.C7.o2.np . Method 
1 End 
4378066 Score 
1..53, 2046. .2748, 6504. .6560 
(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ990616_11.9922.C7 
+ 

6560 
AAT/NAP 
6560 
334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18755 Seq. ID 

39375 Strand 

1 End 

OJ990616_11. 9922.C7.ol.gs Method 

1180 End 

none Score 

1180. .1254, 2123. .2359, 2474. .2740 



OJ990616_11.9922.C7 
+ 

6560 
GENSCAN 
2740 
.52 



Seq. No. 18755 Seq. ID 

Gene No. 39376 Strand 

Start. 6959 End 

Name OJ990616_11 . 9922 . C7 . o3 . gs Method 

Start 6959 End 

GI none Score 

Exons 6959.. 7615 



OJ990616_11.9922.C7 
+ 

7615 
GENSCAN 
7 615 
.59 



Seq. No. 


18755 


Seq. ID 


OJ990616^ 


_11.9922 


.C7 


Gene No. 


39377 


Strand 


+ 






Start 


7926 


End 


11182 






Name 


OJ990616 11.9922.C7.o3.np 


Method 


AAT/NAP 






Start 


7926 


End 


11182 






GI 


6539588 


Score 


189 






Exons 


7926.. 7952, 8653.. 8926, 11102.. 11182 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


18755 


Seq. ID 


OJ990616 


_11.9922 


.C7 


Gene No. 


39378 


Strand 








Start 


1028 


End 


5078 






Name 


OJ990616 11. 9922.C7.ol.np 


Method 


AAT/NAP 






Start 


1028 


End 


5078 






GI 


4680183 


Score 


133 






Exons 


1028. .1198, 5016. .5078 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


18755 


' • Seq. ID 


OJ990616 


JL1.9922 


C7 


Gene No. 


39378 


Strand 








Start 


1028 


End 


5078 






Name 


OJ990616 11.9922.C7.ol.gp 


Method 


AAT/GAP 






Start 


1746 


End 


1857 






GI 


uC-osflcyp088bl2bl 


Score 


138 






Exons 


1746. .1857 










GI Descrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 3 . 0e- 


36 Oryza 


sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



19260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18755 Seq. ID 

39378 Strand 

1028 End 

OJ990616_11. 9922.C7 .o2.gp Method 

3363 End 

LIB3477-0.03-P1-K1-E9 Score 



OJ990616_11.9922.C7 

5078 
AAT/GAP 
5065 
104 



3363. .3401, 3786..3827, 5041. .5065 

f 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


18755 








Seq. ID 


OJ990616_11.9922 


.C7 


Gene No. 


39379 








Strand 


- 




Start 


5313 








End 


5969 




Name 


OJ990616 11 


9922 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2054 








End 


2398 




GI 


none 








Score 


240 




Exons 


2054. .2398, 


2056 


. .2241, 


2066. 


.2275 






Seq. No. 


18755 








Seq. ID 


OJ990616_11.9922 


C7 


Gene No. 


39379 








Strand 


- 




Start 


5313 








End 


5969 




Name 


OJ990616 11 


9922 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2447 








End 


2736 




GI 


none 








Score 


o n T 

293 




Exons 


2447. .2731, 


2470 


. .2736 










Seq. No. 


18755 








Seq. ID 


OJ990616_11.9922 


C7 


Gene No. 


39379 








Strand 


- 




Start 


5313 








End 


5969 




Name 


OJ990616 11 


9922 


,C7.o3. 


gp 


Method 


AAT/GAP 




Start 


5048 








End 


5486 




GI 










Score 


c n o 

692 




Exons 


5048. .5486 














Seq. No. 


' 18755 








Seq. ID 


OJ990616_11.9922 


C7 


Gene No. 


39379 








Strand 


- 




Start 


5313 








End 


5969 




Name 


OJ990616 11 


9922 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


5313 








End 


5969 




GI 


none 








Score 


1 




Exons 


5313. .5969 














Seq. No. 


18755 








Seq. ID 


OJ990616_11.9922 


C7 


Gene No. 


39379 








Strand 






Start 


5313 








End 


5969 




Name 


OJ990616. 11 


9922 


.C7.o4. 


gp 


Method 


AAT/GAP 




Start 


5491 








End 


5897 




GI 


3763455 








Score 


750 




Exons 


5491. .5897 














Seq. No. 


18756 








Seq. ID 


OJ990616_11.9922 


C8* 


Gene No. 


39380 








Strand 






Start 


5223 








End 


5751 




Name 


OJ990616 11 


9922 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


5223 








End 


5751 





19261 



# • 



GI 


none 




Score 


.98 




Exons 


5223.. 5644, 5658.. 5751 










Seq. No. 


18757 




Seq. ID 


OJ990616_11. 9922 


.C9 


Gene No. 


39381 




Strand 


+ 




Start 


81 




End 


731 




Name 


OJ990616 ll.9922.C9.ol. 


gs 


Method 


GENSCAN 




Start 


81 




End 


709 




GI . . 


none 




Score 


.79 




Exons 


81. .709 










Seq. No. 


18757' 




Seq. ID 


OJ990616_11.9922 


.C9 


Gene No. 


39381 




Strand 


+ 




Start 


ol 




End 


731 




Name 


OJ990616 11. 9922.C9.ol. 


np 


Method 


AAT/NAP 




Start 


187 




End 


731 




GI 


5777623 




Score 


121 




Exons 


187. .316, 445. .566, 633 


. .731 








GI Descrip. 


(AJ245900) CAA303711.1 


protein [Oryza 


sativa] 




Seq. No. 


18757 




Seq. ID 


OJ990616_11.9922 


.C9 


Gene No. 


39381 




Strand 


+ 




Start 


81 




End 


731 




Name 


OJ990616 11.9922.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


437 




End 


638 




GI" 


none 




Score 


230 




Exons 


437. .616, 444. .638 










Seq. No. 


18758 




Seq. ID 


OJ990616_11. 9922 


.CIO 


Gene No. 


39382 




Strand 


+ 




Start 


361 




End 


538 




Name 


OJ990616 11. 9922. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


361 




End 


538 




GI 


none 




Score 


.92 




Exons 


361. .538 










Seq. No. 


18759 




Seq. ID 


OJ990616_11.9922 


-CI 4 


Gene No. 


39383 




Strand 


+ 




Start 


1 




End 


1207 




Name 


OJ990616 11. 9922.C14 .ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1207 




GI 


4996367 




Score 


419 




Exons 


1..25, 622. .1207 










GI Descrip. 


(AB021266) polyprotein 


[Arabidopsis thaliana] 




Seq. No. 


18759 




Seq. ID 


OJ990616_11. 9922 


.C14 


Gene No. 


39383 




Strand 


+ 




Start 


1 




End 


1207 




IjJame 


OJ990616 ll.9922.C14.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


620 




End 


1126 




GI 


none 




Score 


319 




Exons 


620. .1126, 721. .1053 










Seq. No. 


18759 




Seq. ID 


OJ990616_11. 9922 


.C14 


Gene No. 


39383 




Strand 


+ 




Start 


1 




End 


1207 




Name 


" OJ990616 11.9922.C14.ol 


. tm 


Method 


TBLASTX: Maize 





19262 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



781 End 1149 

none Score 63 

781. .885, 785. .1129, 817. .1002, 848 1144 / 1015 1149 



18759 Seq. ID 

39383 Strand 

1 End 
OJ990616_11.9922.C14 .ol. tw Method 

988 End 

none Score 

988. .1161, 992. .1195 



OJ990616_11.9922.C14 
+ 

1207 

TBLASTX: Wheat 

1195 

197 



Seq. No. 18760 

Gene No. 39384 

Start 268 

Name OJ990616_11 . 9922 . C15 . ol . gs . 

Start . 268 

GI none 

Exons 268.. 322, 390.. 421, 530.. 637 



Seq. ID OJ990616_11.9922.C15 

Strand + 

End 637 

Method GENSCAN 

End 637 

Score .4 



Seq. No. 18761 Seq. ID 

Gene No. 39385 Strand 

Start 839 End 

Name OJ990616_11 . 9922 . C16 . ol . gs Method 

Start 839 End 

GI none Score 

Exons 839. . 1504 



OJ990616_11.9922.C16 

1633 
GENSCAN 
1504 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18761 
39385 
839 

OJ990616_11.9922.C16.o2.gp 
1150 

uC-osflcyp033al0bl 
1150. .1633 

1 6069643/dbj IAP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990616_11.9922.C16 
Strand 

End 1633 

Method AAT/GAP 

End 1633 

Score 940 



18762 Seq. ID 

39386 Strand 

384 End 
OJ990616_11 . 9922 .C18.ol.gs Method 

384 End 

none Score 
384. .505 



OJ990616_11. 9922.C18 
505 

GENSCAN 

505 

.46 



Seq. No. 18763 

Gene No. 39387 

Start 18 

Name OJ990616_11 . 9922 . CI 9 . ol . gs 

Start 18 

GI none 

Exons 18.. 122, 173.. 355 

Seq. No. 18764 

Gene No. 39388 

Start 88 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990616_11. 9922.C19 
355 

GENSCAN 

355 

.51 



OJ990616_11. 9922.C22 
1464 



19263 



Name 


OJ990616 ll.9922.C22.ol 


.np Method 


AAT/NAP 


Start 


88 


End 


1464 


GI 


6907086 


Score 


359 


Exons 


88. . 1464 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


18765 


Seq. ID 


OJ990616_11.9922.C23 


Gene No. 


o9Jo9 


Strand 


+ 


Start 


435 


End 


3867 


Name 


OJ990616 ll.9922.C23.ol 


.gs Method 


GENSCAN 


Start 


435 


End 


3867 


GI 


none 


Score 


.72 


Exons 


435.. 534, 646.. 680, 685 


..839, 2165. .2697, 3046. .3271, 3733. 


Seq. No. 


18765 


Seq. ID 


OJ990616_11. 9922.C23 


Gene No. 


39389 


Strand 


+ 


Start 


435 


End 


3867 


Name 


OJ990616 11.9922.C23.o2 


. np Method 


AAT/NAP 


Start 


472 


End 


2963 


GI 


114559 


Score 


1039 


Exons 


472. .534, 2213. .2963 






GI Descrip. 


ATP SYNTHASE BETA CHAIN 


gi|67836|pir| | 


PWRZB H+-transporting 




synthase (EC 3.6.1.34) 


beta chain - rice chloroplast 




gi| 11991 |emb|CAA34003| 


(X15901) atpB; 


ATPase beta subunit [( 



sativa] gi | 344014 | dbj | BAA00334 | (D00432) ATP synthetase beta 
subunit [Oryza sativa] gi | 2266i"21 prf | 1 1603356AJ ATPase beta 
[Oryza sativa] .. 



OJ990616_11.9922.C23 
+ 

3867 
AAT/NAP 
3373 
696 



Seq. No. 18765 Seq. ID 

Gene No. 39389 Strand 

Start 435 End 

Name OJ990616_11 . 9922 . C23 . o3 . np Method 

Start 2963 End 

GI 114601 Score 

Exons 2963.-3373 

GI Descrip. ATP SYNTHASE EPSIL0N CHAIN gi | 67868 | pir || PWRZE H+-t ransporting 
ATP synthase (EC 3.6.1.34) epsilon chain - rice chloroplast 
gi|11990|emb|CAA34002| (X15901) atpE; ATPase epsilon subunit 
[Oryza sativa] gi 1343204 (M31464) atpE gene product [Oryza 
sativa] gi | 22 6611 | prf | | 1603356AH ATPase epsilon [Oryza sativa] 



Seq. No. 


18765 




Seq. ID 


OJ990616_11. 9922.C23 


Gene ' No . 


39390 




Strand 




Start 


1170 




End 


3456 


Name 


OJ990616 11 


.9922.C23.ol.np 


Method 


AAT/NAP 


Start 


. 1170 




End 


3421 


GI 


4680186 




Score 


208 


Exons 


1170. . 1301, 


1876. .2037,. 3355. 


.3421 




GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


18765 




Seq. ID 


OJ990616_11. 9922.C23 


Gene No. 


39390 




Strand 




Start 


1170 




End 


3456 


Name 


OJ990616 11 


. 9922.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


2218 




End 


3456 


GI 


none 




Score 


827 


Exons 


2218. .2778, 


2243. .2776, 2808. 


.3119, 28 


15.. 2913, 2819.. 3151, 



19264 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



2819. .3130, 
3286. .3456 

18765 
39390 
1170 

OJ990616_11. 

2218 

none 

2218. .2778, 
2819. .3271, 

18765 
39390 
1170 

OJ990616_11. 

2228 
none 

2228. .2527, 

18765 
39390 
1170 

OJ990616_11. 

2228 

none 

2228. .2431, 

18765 
39390 
1170 

OJ990616_11. 

2525 
none 

2525. .2776, 

18765 
39390 
1170 

OJ990616_11. 

3039 

none 

3039. .3086, 
3093. .3383, 

18766 
39391 
25 

OJ990616_11. 
*25 
none 
25. .576 

18767 
39392 
1 

OJ990616 11. 



3118.. 3201, 3122. .3361, 3128. .3289, 3132.. 3296, 



Seq. ID OJ990616_11.9922.C23 
Strand 

End 3456 

Method TBLASTX : Soybean 

End 3361 

Score 830 

.2778, 2808.. 2930, 2819.. 3361, 



9922.C23.ol.ts 



2243.. 2776, 2245. 
3286. .3360 



9922.C23.ol.tm 
2243. .2776, 2248, 

9922.C23.o2.tw 
2243.. 2437, 2248. 

9922.C23.ol.tw 
2548. .2751 

9922.C23.o2.tm 



3039.. 3086, 3040. 
3286. .3423 



9922.C27.ol.gs 



Seq. ID OJ990616_11.9922.C23 
Strand 

End 3456 

Method TBLASTX : Mai ze 

End 2930 

Score 693 
.2763, 2820.. 2930 

Seq. ID OJ990616_11.9922.C23 
Strand 

3456 

TBLASTX: Wheat 
2437 
233 



End 

Method 
End 
Score 
.2436 



9922.C28.ol.np 



Seq. ID OJ990616_11.9922.C23 
Strand 

End 3456 

Method TBLASTX : Wheat 

End 2776 

Score 277 



Seq. ID OJ990616_11.9922.C23 
Strand 

End 3456 

Method TBLASTX : Mai ze 

End 3423 

Score 72 

.3108, 3076. .3201, 3093.. 3422, 



Seq. ID OJ990616_11.9922.C27 
Strand 

End 576 

Method "GENSCAN 

End 576 

Score .77 



Seq. ID OJ990616_11.9922.C28 

Strand + 

End 783 

Method AAT/NAP 



19265 



Start 


1 




End 


783 








GI 


6069659 




Score 


130 








Exons 


1..165, 739. .783 














GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


18767 




Seq. ID 


OJ990616_ 


11 


.9922 


.C28 


uene no . 






Strand 


+ 








Start 


1 




End 


783 








Name 


OJ990616 ll.9922.C28.ol 


.gs 


Method 


GENSCAN 








Start 


83 




End 


169 








GI 


none 




Score 


.44 








Exons 


83. .169 














Seq. No. 


18767 




Seq. ID 


OJ990616_ 


11 


.9922 


.C28 


bene ino . 






Strand 










Start 


367 




hnd 


513 








Name 


OJ990616 ll.9922.C28.o2 


.gs 


Method 


GENSCAN 








Start 


367 




End 


513 








GI 


none 




Score 


.57 








Exons 


367. .513 














Seq. No. 


18768 




Seq. ID 


OJ990616_ 


11 


.9922 


.C29 


bene ino . 


o y j y ft 




Strand 










Start 


552 




End 


700 








Name 


OJ990616 ll.9922.C29.ol 


.gs 


Method 


GENSCAN 








Start 


552 




End 


700 








GI 


none 




Score 


.93 








Exons 


552. .700 














Seq. No. 


18769 




Seq. ID 


OJ990616_ 


11 


.9922 


.C30 


bene lno . 






Strand 


+ 








Start 


756 




End 


827 








Name 


OJ990616 ll.9922.C30.ol 


.gs 


Method 


GENSCAN 








Start 


756 




T — 1 J 

End 


827 








GI 


none 




Score 


.58 








Exons 


756. .827 














Seq. No. 


18770 




Seq. ID 


OJ990616_ 


11 


.9922 


C32 


Gene No. 


39396 




Strand 


+ 








Start 


1 




End 


215 








Name 


OJ990616 ll.9922.C32.ol 


gp 


Method 


AAT/GAP 








Start 


1 




End 


215 








GI 


3761181 




Score 


315 








Exons 


1. .215 














GI Descrip. 


4521193/dbj IAB013450. 1| AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 












Seq. No. 


18770 




Seq. ID 


OJ990616_ 


11 


.9922. 


C32 


bene lno . 


39397 




Strand 










Start 


185 




End 


482 








Name 


OJ990616 11.9922.C32.ol. 


gs 


Method 


GENSCAN 








Start 


185 




End 


482 








GI ' 


none 




Score 


.96 








Exons 


185. .327, 400. .482 














Seq. No. 


18771 




Seq. ID 


OJ990616_ 


11 


.9922. 


C33 


Gene No. 


39398 




Strand 


+ 









19266 




Start 


578 


End 


691 




Name 


OJ990616 11.9922.C33.ol.gs 


Method 


GENSCAN 




Start 


578 


End 


691 




GI 


none 


Score 


.56 




Exons 


578. .691 








Seq. No. 


18771 


Seq. ID 


, 

OJ990616_11.9922 


.C33 


Gene No. 


39399 


Strand 


- 




Start 


654 


End 


785 




Name 


OJ990616 11.9922.C33.ol.np 


Method 


AAT/NAP 




Start 


654 


End 


785 




GI 


5091512 


Score 


210 




Exons 


654. .785 








GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


protein 




gene, complete cds . (M11926) 


[Oryza sativa] 




Seq. No. 


18772 


Seq. ID 


OJ990616 11 . 9922 


.C34 


Gene No. 


39400 


Strand 






Start 


400 


End 


454 




Name 


OJ990616 11.9922.C34.ol.gs 


Method 


GENSCAN 




Start 


400 


End 


454 




GI 


none 


Score 


.74 




Exons 


400. .454 








Seq. No. 


18773 


Seq. ID 


OJ990616_11.9922 


.C37 


Gene No . 


39401 


Strand 


+ 




Start 


215 


End 


2946 




Name 


OJ990616 11.9922.C37.ol.gs 


Method 


GENSCAN' 




Start 


215 


End 


2360 




GI 


none 


Score 


.8 




Exons 


215. .308, 956. .2360 








Seq. No. 


18773 


Seq. ID 


OJ990616_11.9922 


C37 


Gene No. 


39401 


Strand 


+ 




o Earn 


215 


End 


2946 




Name 


OJ990616 11.9922.C37.o2.np 


Method 


AAT/NAP 




Start 


1050 


End 


2946 




GI 


4680179 ' 


Score 


454 




Exons 


1050. .2122, 2915. .2946 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


18773 


Seq. ID 


OJ990616_11.9922 


C37 


Gene No. 


39402 


Strand 






otart 


1 


End 


286 




Name 


OJ990616 11.9922.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


286 




GI 


4680186 


Score 


214 




Exons 


1..286 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


18773 


Seq. ID 


OJ990616_11.9922. 


C37 


Gene No. 


39403 


Strand 






Start 


1269 


End 


1823 . 




Name 


OJ990616 11. 9922.C37 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


1269 


End 


1643 




GI 


none 


Score 


262 





Exons 1269. .1643 



19267 



Seq. No. 


18773 


Seq. ID 


OJ990616 


Gene No. 


39403 


Strand 




Start 


1269 


End 


1823 


Name 


OJ990616 11.9922.C37.ol.tm 


Method 


TBLASTX : 


Start 


1524 


End J v 


1823 


GI 


none 


Score 


227 


Exons 


1524.. 1823, 1556.. 1672 






Seq. No. 


18774 


Seq. ID 


OJ990616 


Gene No. 


39404 


Strand 




Start 


1551 


End 


1611 


Name 


OJ990616 11.9922.C38.ol.gs 


Method 


GENSCAN 


Start 


1551 


End 


1611 


GI 


none 


Score 


.53 


Exons 


1551. . 1611 






Seq. No. 


18775 


Seq. ID 


OJ990616 


Gene No. 


39405 


Strand' 




Start 


1 


End 


339 


Name 


OJ990616 11. 9922.C39.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


339 


GI 


1005 1.R1084 


Score 


670 


Exons 


1. .339 






GI Descrip. 


•1147632 0.0e+00 (U42208) OSBZ8 [Oryza 


sativa] 1 


Seq. No. 


18775 


Seq. ID 


OJ990616 


Gene No. 


39405 


Strand * 




Start 


1 


End 


339 


Name 


OJ990616 11. 9922.C39.ol.gs 


Method 


GENSCAN 


Start 


134 


End 


317 


GI 


none 


Score 


.89 


Exons 


134. .194, 241. .317 






Seq. No. 


18775 


Seq. ID 


OJ990616 


Gene No . 


39406 


Strand 




Start 


240 


End 


339 


Name 


OJ990616 11.9922.C39.ol.np 


Method 


AAT/NAP 


Start 


240 


End 


339 


GI 


1147632 


Score 


149 


Exons 


240. .339 






GI Descrip. 


(U42208) OSBZ8 [Oryza sativa] 






Seq. No. 


18776 


Seq. ID 


OJ990616 


Gene No. 


39407 


Strand 




Start 


1 


End 


210 


Name 


OJ990616 11. 9922.C40.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


210 


GI 


4878407 


Score , 


326- 


Exons 


1. .210 






GI Descrip. 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 




DNA, chromosome 6, clone : P0514G12 




Seq. No. 


18777 


Seq. ID 


OJ990616_ 


Gene No. 


39408 


Strand 




Start 


328 


End 


380 


Name 


OJ990616 11. 9922.C42.ol.gp 


Method 


AAT/GAP 



19268 




Start 


328 


End 


380 


GI 


1005 1.R1084 


Score 


83 


Exons 


328. .380 






GI Descrip. 


•1147632 0.0e+00 (U42208) OSBZ8 [Oryza 


sativa] 1 


Seq. No. 


1 OTTO 


Seq. ID 


OJ990616_11.9922.C44 


Gene No . 


d3h uy 


. Strand 




Start 


bl 


T-> _J 

hnd 


357 


Name 


ujyyubib i i . y y22 . 4 . oi . gs 


Method 


GENSCAN 


Start 


61 


End 


357 


GI 


none 


Score 


.84 


Exons 


61. .156, 286. .357 






Seq. No. 


io / /y 


Seq. ID 


OJ990616_11.9922.C45 


Gene No. 


3y4 10 


Strand 


+ 


Start 


230 


End 


670 


Name 


OJyyUolD 11 . 332.1 . C4 o . ol . tm 


Method 


TBLASTX: Maize 


Start 


O O "D 

2o 3 


End 


658 


GI 


none 


Score 


197 


Exons 


283. .399, 284. .400, 285. .401, 


456. .644, 


508. .645, 524. .646, 




02 4 . . boo 






Seq. No: 


1 O T t n 

18779 


Seq. ID 


OJ990616_11.9922.C45 


Gene No. 


394 10 


Strand 


+ 


Start 


o *3 


End 


670 


Name 


OJ990olo 11 . 3312. . C4 b . ol . t S 


Method 


TBLASTX: Soybean 


Start 


290 


End 


644 


GI 


none 


Score 


182 


Exons 


290. .400, 292. .399, 469. .642, 


510. .641, 


522. .644, 524. .643 


Seq. No. 


1 O 1 "7 C\ 

Lo 1 13 


Seq. ID 


OJ990616_11.9922.C45 


Gene No. 


394 ID 


Strand 


+ 


Start 


o o o 

2 y 3 


End 


670 


Name 


ATQQf\C1 C 11 QQOO p/| C — 1 4-,-, 

ujyyubib 1 1 . y 32.2 . 3 . 01 . tc 


Method 


TBLASTX: Cress 


Start 


0 n n 

2 yu 


End 


643 


GI 


none 


Score 


190 


Exons 


290. .406, 292. .420, 292. .402, 


327. .422, 


504 . . 632, 505. . 642, 










Seq. No. 


1 O T T O 

io / /y 


Seq. ID 


OJ990616_11. 9922.C45 


Gene No. 


"3 Q A 1 n 

j y^ iu 


Strand 


+ 


Start 


O Ci 0 

zy3 


End 


670 


Name 


OJyyUblb 11 . 9922 . C4 5 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


0 0 n 

2yu 


End 


643 


GI 


none 


Score 


182 


Exons 


o cm /inn O GO TQQ ci 1 C A 0 

2yu..4uu, 2y2..jyy, oi/..b42, 


524. .643 




Seq. No. 


18779 


Seq. ID 


OJ990616_11.9922.C45 


Gene No. 


39410 


Strand 


+ 


Start 


293 


End 


670 


Name 


OJ990616 11.9922.C45.ol.gp 


Method 


AAT/GAP 


Start 


293 


End 


670 


GI 


1101 1.R1084 


Score 


452 


Exons 


293. .397, 507. .670 






GI Descrip. 


, 464986/sp|P35132|UBC9 A RATH 


2.0e-81 UBIQUITIN-CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN- 


PROTEIN LIGASE 9) (UBIQUITIN 




CARRIER PROTEIN 9) (UBCAT4B) 


>gi_421857 


_pir S32674 



19269 



ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabid 1 



Seq. No. 18779 
Gene No. 39410 
Start 293 

Name OJ99061 6_1 1 . 9922 . C4 5 . ol . np 

Start 293 

GI 464986 

Exons 293.. 397, 507.. 646 

GI Descrip. UBIQUIT IN-CONJUGATING ENZYME 
LIGASE 9) (UBIQUITIN CARRIER 
gi| 421857 |pir| IS32674 ubiquit 
UBC9 - Arabidopsis thaliana g 
ubiquitin conjugating enzyme 
gi I 349211 (L00639) ubiquitin 
thaliana] gi | 60 



Seq. ID OJ990616_11. 9922.C45 

Strand + 

End 670 

Method AAT/NAP 

End 64 6 

Score 296 

E2-17 KD 9 (UBIQUITIN-PROTEIN 
PROTEIN 9) (UBCAT4B) 
in — protein ligase (EC 6.3.2.19) 
i I 297884 | emb | CAA787 14 | (Z14 990) 
homolog [Arabidopsis thaliana] 
conjugating enzyme [Arabidopsis 



Seq. No. 18780 Seq. ID 

Gene No. 39411 Strand 

Start 499 End 

Name OJ990616_11 . 9922 . C48 . ol . gs Method 

Start 499 * - End 

GI none Score 

Exons 499. . 549 



OJ990616_11.9922.C48 
+ 

549 

GENSCAN 

549 

.69 



Seq. No. 18781 Seq. ID 

Gene No. 39412 Strand 

Start 615 End 

Name OJ990616_11 . 9922 . C4 9 . ol . gs Method 

Start 615 End 

GI none Score 

Exons 615.. 936, 1201.. 1250 



OJ990616_11.9922.C49 

1250 
GENSCAN 
1250 
.92 



Seq. No. 18782 

Gene No. 39413 

Start 145 

Name OJ99061 6_11 . 9922 . C50 . ol . gs 

Start 145 

GI none 

Exons 145.. 1085 



Seq. ID OJ990616_11.9922.C50 

Strand + 

End 1512 

Method GENSCAN 

End 1085 

Score .81 



Seq. No. 18782 Seq. ID 

Gene No. 39413 Strand 

Start 145 End 

Name OJ99061 6_11 . 9922 . C50 . ol . np Method 

Start 498 .. End 

GI 6907106 Score 

Exons 498.. 776, 905.. 1306, 1344.. 1512 
GI Descrip. 



OJ990616_11.9922.C50 
+ 

1512 
AAT/NAP 
1512 
405 



(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



18782 
39413 
145 



Seq. ID OJ990616_11.9922.C50 
Strand + 
End 1512 



19270 



Name 

Start 

GI 

Exons 



OJ99061 6_1 1 . 9922 . C50 . ol . gp Method AAT/GAP 

999 End 1253 

none Score 423 
999.. 1253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



18782 
39414 
6652 

OJ990616_11.9922.C50.o3.gs 

6652 

none 



Seq. ID OJ990616_11.9922.C50 

Strand + 

End 8489 

Method GENSCAN 

End 8489 

Score .54 



6652. .6793, 7005. .7158, 7384. .7563, 7723. .7908, 8393. .8489 



18782 
39415 
2305 

OJ990616_11.9922.C50.o2.gs 

2305 

none 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 5053 

Method GENSCAN 

End 5010 

Score .79 



2305. .3336, 4031. .4317, 4845. .5010 



18782 
39415 
2305 

OJ990616_11.9922.C50.o2.np 
2305 
2541876 
2305. .3309, 4721. .4753 

(D26015) CND4 1 , chloroplast nucleoid DNA binding protein 
[Nicotiana tabacum] 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 5053 

Method AAT/NAP 

End 4753 

Score 476 



18782 
39415 
2305 

OJ990616_11 .9922.C50.o2.gp 

4056 

none 

4056. .4317, 4845. .5053 

18782 
39416 
11204 

OJ990616_11 . 9922 . C50 . o4 . tm 

1096 

none 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 5053 

Method AAT/GAP 

End 5053 

Score 8 67 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX : Mai ze 

End 1413 

Score 116 



1096. .1221, 1096. .1239, 1106. .1303, 1121. .1303, 1283. .1315, 
1357. .1413, 1369. .1413 



18782 
39416- 
11204 

OJ990616_11.9922.C50.ol.tm 

2305 

none 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX: Maize 

End 2709 

Score 77 



2305. .2550, 2306. .2548, 2549. .2626, 2558. .2692, 2560. .2709 
18782 Seq. ID OJ990616_11 . 9922 . C50 



19271 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39416 
11204 

OJ990616_11. 

2308 

none 

2308. .2439, 

18782 
39416 
11204 

OJ990616_11. 

2308 

none 

2308. .2439, 
3127. .3216, 

18782 
39416 
11204 

OJ990616_11. 

2737 

none 

2737. .2850, 

18782 
39416 1 
11204 

OJ990616_11. 

6705 

none 

6705. .7001, 

18782 
39416 
11204 

OJ990616_11. 

6828 

none 

6828. .7001, 

18782 
39416 
11204 

OJ990616_11. 

7304 

none 

7304. .7480, 

18782 
39416 
11204 

OJ990616_11. 

7634 

none 

7634. .7912, 



9922.C50.ol. tc 



2440. .2682 



9922.C50.ol.ts 



2440.. 2685, 2441, 
3229. .3282 



9922.C50.o5. tm 
2830.. 2931, 2974. 

9922.C50.ol.tw 
6707. .6841, 6875. 

9922.C50.o3. tm 
6830. .6997, 7022. 

9922.C50.o2.tw 
7517.. 7693, 7528. 

9922.C50.o2.tm 
7639. .7914 



Strand 
End 

Method 

End 

Score 



11416 

TBLASTX: Cress 

2682 

173 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX : Soybean 

End 3282 

Score 87 

.2686, 2848.. 2931, 2965.. 3090, 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX : Mai ze 

End 3279 

Score 84 
.3090, 3127.. 3228, 3229.. 3279 

Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX : Wheat 

End 7144 

Score 263 
.6997, 6950. .7144, 7051. .7143 

Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX: Maize 

End 7192 

Score 123 
.7192, 7030.. 7188 

Seq. ID OJ990616_11.9922.C50 
Strand 

11416 

TBLASTX: Wheat 
7693 
77 



End 

Method 
End 
Score 
.7677 



Seq. ID OJ990616_11.9922.C50 
Strand 

End 11416 

Method TBLASTX: Maize 

End 7914 

Score 313 



Seq. No. 



18782 



Seq. ID OJ990616_11.9922.C50 



19272 




Gene No. 


39416 






Strand 










Start 


11204 






End 


11416 








Name 


OJ990616 11.9922.C50. 


o4 . 


as 


Method 


GEN SCAN 








Start 


11204 






End 


11416 








GI 


none 






Score 


. 63 








Exons 


11204 . . 11416 
















Seq. No. 


• 18783 






Seq. ID 


OJ990616_ 


JL1. 


. 9922 


.C51 


Gene No. 


39417 






Strand 










Start 


970 






End 


1110 








Name 


OJ990616 11.9922.C51. 


ol . 


as 


Method 


GENSCAN 








Start 


970 




End 


1110 






- 


GI 


none 






Score 


. 62 








Exons 


970. .1110 
















Seq. No. 


18784 






Seq. ID 


OJ990616_ 


11. 


,9922 


.C52 


Gene No. 


39418 






Strand 










Start 


1916 






End 


2641 








Name 


OJ990616 11.9922.C52. 


ol. 


as 


Method 


GENSCAN 








Start 


1916 




End 


2641 








GI 


none 






Score 


. 99 








Exons 


1916. .2641 
















Seq. No. 


18785 






Seq. ID 


OJ990616_ 


_11. 


,9922 


.C53 


Gene No. 


39419 






Strand 


+ 








Start 


85 






End 


235 








Name 


OJ990616 11.9922.C53. 


ol; 


ao 


Method 


AAT/GAP 








Start 


85 






End 


235 








GI 


5771114 






Score 


278 








Exons 


85. .235 
















Seq. No. 


18785 






Seq. ID 


OJ990616 


11 . 


9922 


.C53 


Gene No. 


39420 






Strand 


+ 








Start 


1131 






End 


1413 








Name 


OJ990616 11.9922.C53. 


o2. 


gp 


Method 


AAT/GAP 








Start 


1131 






End 


1413 








GI 


uC-osflcyp033a!0bl 






Score 


550 








Exons 


1131. .141-3 
















GI Descrip. 


*6069643/dbj IAP000616 


.11 


AP000616 l.Oe- 


152 Oryza 


sativa < 


genomic 



DNA, chromosome 6, clone : P0514G12 f 



Seq. No. 


18785 










Seq. ID 


OJ990616_11. 


, 9922 


Gene No. 


39420 










Strand 


+ 




Start 


1131 










End 


1413 




Name 


OJ990616 11. 


9922, 


.C53. 


.ol, 


.gs 


Method 


GENSCAN 




Start 


1265 










End 


1393 




GI 


none 










Score 


.68 




Exons 


1265. .1393 
















Seq. No. 


18786 










Seq. ID 


OJ990616_11. 


, 9922 


Gene No. 


39421 










Strand 






Start 


109 










End 


205 




Name 


OJ990616 11. 


9922, 


.C5"6. 


.ol, 


.gs 


Method 


GENSCAN 




Start 


109 










End 


205 




GI 


none 










Score 


.75 




Exons 


109. .205 

















19273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18787 Seq. ID 

39422 Strand 

1 End 

OJ99061 6_1 1.9922. C57 . ol . np Method 

1 End 

6630685 Score 
1..304, 374. .495 
(AP000969) Similar to copia- 
[Oryza sativa] 

18787 Seq. ID 

39422 Strand 

1 End 

OJ99061 6_11 . 9922 . C57 . ol . tm Method 

1 End 

none Score 
1..261, 3. .263 



OJ990616_11.9922.C57 
+ 

495 

AAT/NAP 

495 

351 



type pol polyprotein. (AF105716) 



OJ990616_11. 9922.C57 
+ 

495 

TBLASTX: Maize 

263 

361 



Seq. No. 18787 Seq. ID 

Gene No. 39422 Strand 

Start 1 • End 

Name OJ990616_11 . 9922 . C57 . ol . ts Method 

Start -1 End 

GI. none Score 

Exons 1..252, 15.. 251 



OJ990616_11. 9922.C57 
+ 

495 

TBLASTX : Soybean 

252 

189 



Seq. No. 18788 Seq. ID 

Gene No. 39423 Strand 

Start 147 End 

Name OJ99061 6_11 . 9922 . C58 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147.. 256 



OJ990616_11. 9922.C58 
256 

GENSCAN 

256 

.97 



Seq. No. 18789 

Gene No. 39424 

Start 534 * 

Name OJ990616_11 . 9922 . C59 . ol . tm 

Start 531 

GI none 

Exons 531.. 620, 534.. 620, 618.. 767, 



Seq. ID OJ990616_11.9922.C59 

Strand + 

End 880 

Method TBLASTX: Maize 

End 767 

Score 120 

637. .669, 701. .766 



Seq. No. 18789 

Gene No. 39424 

Start 534 

Name OJ99061 6_11 . 9922 . C59 . ol . gs 

Start 534 

GI none 

Exons 534 . .764 



Seq. ID OJ990616_11.9922.C59 

Strand + 

End 880 

Method GENSCAN 

End 7 64 

Score . 9 



Seq. No. 18789 Seq. ID 

Gene No. 39424 Strand 

Start 534 End 

Name OJ99061 6_1 1 . 9922 . C59 . ol . np Method 

Start 534 End 

GI 6665552 Score 

Exons 534 . . 880 



OJ990616_11. 9922.C59 
+ 

880 

AAT/NAP 

880 

169 



19274 






GI Descrip. 


(AC013289) putative sterol 


desaturase 


[Arabidopsis tha liana ] 




Seq. No. 


18790 


Seq. ID 


OJ990616 11.9922.C60 




Gene No. 


39425 


Strand 






Start 


86 


End 


585 




Name 


OJ990616 11.9922.C60.ol.np 


Method 


AAT/NAP 




Start 


86 


End 


585 




GI 


5734635 


Score . 


471 




Exons 


86. .585 








GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


18790 


Seq. ID 


OJ990616_11.9922.C60 




Gene No. 


39425 


Strand 






Start 


86 


End 


585 




Name 


OJ990616 11. 9922.C60.ol.gs 


Method 


GENSCAN 




Start 


302 


End 


433 




GI 


none 


Score 


.73 




Exons 


302. .433 








Seq. No. 


18791 


Seq. ID 


OJ990616 11.9922.C61 




Gene No. 


39426 


Strand 


+ 




Start 


1 


End 


342 




Name 


OJ990616 11. 9922.C61.o2.np 


Method 


AAT/NAP 


h rj 


Start 


1 


End 


342 




GI 


4680183 


Score 


131 


m 


Exons 


1..40, 253. .342 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


! :I 


Seq. No. 


18791 


Seq. ID 


OJ990616_11.9922.C61 




Gene No. 


39426 


Strand 


+ 


'ill 


Start 


1 


End 


342 


: : jj 


Name 


OJ990616 11.9922.C61.ol.gs 


Method 


GENSCAN 




Start 


172 


End 


298 




GI 


none 


Score 


.71 


'•: _ S 


Exons 


172. .298 






: . 


Seq. No. 


18791 


Seq. ID 


OJ990616_11.9922.C61 


. "s 


Gene No. 


39427 


Strand 




IJ 


Start 


1 


End 


220 




Name 


OJ990616 11.9922.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


220 




GI 


6721561 


Score 


62 




Exons 


1..78, 134. .220 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6815086 |dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 






corresponds to a region of 


the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq . No . 


18792 • 


Seq. ID 


OJ990616_11.9922.C64 




Gene No. 


39428 


Strand 


+ 




Start 


115 


End 


284 




Name 


OJ990616 11.9922.C64.ol.gs 


Method 


GENSCAN 




Start 


115 


End 


284 




GI 


none 


Score 


.57 




Exons 


115. .284 







19275 




Seq. No. 


18793 


Seq. ID 


OJ990616 


_11.9922.C65 


Gene No. 


39429 


Strand 


+ 




Start 


164 


End 


318 




Name 


OJ990616 11.9922.C65.ol.gs 


Method 


GENSCAN 




Start 


164 


End 


318 




GI 


none 


Score 


. 47 




Exons 


164 . .318 








Seq. No. 


18793 


Seq. ID 


OJ990616 


11.9922.C65 


Gene No. 


39430 


Strand 






Start 


183 


End- 


293 




Name 


OJ990616 11.9922.C65.ol.gp 


Method 


AAT/GAP 




Start 


183 


End 


293 




GI 


uC-osflcyp088bl2bl 


Score 


135 




Exons 


183. .293 








GI Descrip. 


• 5257255/dbj | AP000364 . 1 1 AP000364 3. Oe- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ■ 







Seq. No. 18794 Seq. ID 

Gene No. 39431 Strand 

Start 12 End 

Name OJ990716_13 . 9910 . CI . ol . gs Method 

Start 12 End 

GI none Score 

Exons 12.. 77 



OJ990716_13.9910.C1 
77 

GENSCAN 

77 

.99 



Seq. No. 18795 Seq. ID 

Gene No. 39432 Strand 

Start 981 End 

Name OJ9907 1 6_13 . 9910 . C2 . ol . gs Method 

Start 981 End 

GI none Score 

Exons 981.. 2174 



OJ990716_13.9910.C2 
+ 

2174 
GENSCAN 
2174 
1 



Seq. No. 18795 
Gene No. 39433 
Start 3131 

Name OJ9907 1 6_13 . 9910 . C2 . o2 . gs 

Start 3131 
GI none 

Exons 3131.. 3241, 3338.. 3477, 4535. 

5856.. 6125, 6236.. 7397, 7750. 
• 10988. . 11371 



Seq. ID OJ990716_13. 9910.C2 

Strand + 

End 11386 

Method " GENSCAN 

End 11371 

Score .44 

.4997, 5164. .5364, 5462. .5543, 
.7805, 8145. .10181, 10751 .. 10914 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



18795 
39433 
3131 

OJ990716_13.9910.C2.ol.np 



Seq. ID 
Strand 
End 

Method 

4753 End 
4432866 Score 
4753.-5448, 5666. .6155, 6206. .9775, 9833. .10312 
(AC006300) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990716_13.9910.C2 
+ 

11386 
AAT/NAP 
10312 
1778 



18795 
39433 
3131 



Seq. ID OJ990716_13. 9910.C2 
Strand + 
End 11386 



19276 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



OJ990716_13. 9910 .C2 .o2 .np Method 
6166 End 
2583130 Score 
6166. .9706, 9759. .10227, 104 11 .. 104 60, 



AAT/NAP 

11215 

1761 

11178. . 11215 



(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990716_13.9910.C2 
+ 

11386 
AAT/NAP 
11386 
222 



18795 Seq. ID 

39433 Strand 
3131 End 
OJ990716_13 . 9910 . C2 . o3 . np Method 
9163 End 
5257263 Score 
9163. .9189, 10814. .11386 

(AP000364) EST AU029260 (E30024 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(D10703) [Oryza sativa] 

18795 Seq. ID OJ9907 1 6_13 . 9910 . C2 

39434 Strand 

2419 End 2552 

OJ990716_13. 9910.C2.ol.gp Method AAT/GAP 

2419 End 2552 

LIB3477-003-P1-K1-E9 Score 168 

2419. .2552 

, 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18795 Seq. ID OJ990716_13 . 9910 . C2 

39435 Strand 

11252 End 11460 

OJ990716_13. 9910.C2.o2.gp Method AAT/GAP 

11252 End 11460 

uC-osflcypl77c09al Score 304 

11252. .11460 

1 6063530/dbj | AP000615. 1 | AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone : P004 3E01 f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716 13. 9910. C2 



18795 
39436 
13207 

OJ990716_13.9910.C2.o4 .np 
12810 
4512618 

12810. .12961, 13231, 
18120. .18220 

(AC004793) Strong similarity to gi I 3600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and -is a 
member of the reverse .transcriptase family PF 100078. 



18220 
AAT/NAP 
18220 
1671 



.14827, 15079. .16643, 16873 .. 17567 , 



18795 Seq. ID 

39436 Strand 

13207 End 

OJ9907 16_13 . 9910 . C2 . o3 . gs Method 

13207 End 

none Score 



OJ990716_13.9910.C2 

18220 
GENSCAN 
17575 
.61 



19277 




Exons 13207. .13769, 13873. . 13941, 13972 . . 14757 , 14860 14991, 

15223. .15348, 15588 15724 , 1614 9 16301, 16426 16620, 
17064. .17218, 1734 5. .17575 



Seq. No. 


18795 








Seq. ID 


OJ990716_13. 9910 


.C2 


Gene No. 


39437 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


-9910 


.C2.o5. 


tw 


Method • 


TBLASTX: Wheat 




Start 


6271 








End 


6657 




GI 


none 








Score 


107 




Exons 


6271... 6462, 


6285 


. . 6380, 


6457. 


.6657, 6471.. 6608 




Seq. No. 


18795 








Seq. ID 


OJ990716_13.9910 


.C2 


Gene No. 


39437 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


9910 


,C2.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


7709 








End 


8341 




GI 


none 








Score 


104 




Exons 


7709. .7864, 


7898 


. .8170, 


8213. 


.8341 






Seq. No. 


18795 








Seq. ID 


OJ990716_13.9910 


.C2 


Gene No. 


39437 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


9910 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7753 








End 


8134 




GI 


none 








Score 


252 




Exons 


7753. .7968, 


7754 


.7972, 


7763. 


.7975, 7960.. 8133, 7967.. 8134 


Seq. No. 


18795 








Seq. ID 


OJ990716_13.9910 


.C2 


Gene No. 


39437 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


9910 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7886 








End 


8185 




GI 


none 








Score 


198 




Exons 


7886. .8185 














Seq. No. 


18795 








Seq. ID 


OJ990716_13.9910 


-C2 


Gene No. 


39437 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


9910 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8305 








End 


8701 




GI 


none 








Score 


86 




Exons 


8305 . . 8403, 


8306 


. 8404, 


8405 . 


.8656, 8410. .8685, 8411.. 8686 




8657. .8701 














Seq. No. 


18795 








Seq. ID 


OJ990716_13.9910 


,C2 


Gene No. 


39437 ' 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


9910 


C2.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


8497 








End 


8869 




GI 


none 








Score 


240 




Exons 


8497. .8859, 


8498 


.8869 










Seq. No. 


18795 








Seq, ID 


OJ990716_13. 9910 


.C2 


Gene No. 


39437 








Strand 






Start 


18405 








End 


18812 




Name 


OJ990716 13. 


9910 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 





19278 



Start 
GI 

Exons 



9287 End 
none Score 
9287.. 9568, 9305.. 9706, 9610.. 9693 



9706 
339 



Seq. No. 18795 Seq. ID 

Gene No. 39437 Strand 

Start 18405 End 

Name OJ99071 6_13 . 9910 . C2 . 06 . tm Method 

Start 10740 " End 

GI none Score 
Exons 



OJ990716_13.9910.C2 
18812 

TBLASTX: Maize 

11314 

99 



10740. .10934, 10828. .10938, 10954 .. 1 1028 , 11020 .. 11127, 
11039. . 11128, 11107. .11202, 11108 .. 1 1206, 1124 6 .. 11305, 
11255. . 11314 



Seq. No. 18795 

Gene No. 39437 

Start 18405 

Name OJ990716_13 . 9910 . C2 . o3 . tm 

Start 13237 

GI none 
Exons 



Seq. ID OJ990716_13.9910.C2 
Strand 

End 18812 

Me t hod T B LAS TX : Ma i z e 

End 13569 

Score 4 3 



13237. .13275, 13241 .. 13273, 13315 .. 13569, 13316 .. 13516, 
13327. .13569 



Seq.' No. 18795 

Gene No. 39437 

Start 18405 v ' 

Name OJ990716_13 . 9910 . C2 . ol . ts 

Start 13351 

GI none 
Exons 



Seq. ID' OJ990716_13.9910.C2 
Strand 

End 18812" 

Method TBLASTX : Soybean 

End 13845 

Score 95 



13351. .13845, 13354. .13632, 13562. .13681 



Seq. No. 18795 

Gene No. 39437 

Start 18405 

Name OJ99071 6_13 . 9910 . C2 . o2 . tm 

Start 13570- 

GI none 

Exons 13570 
13859 



Seq. ID OJ990716_13.9910.C2 
Strand 

End 18812 

_ Method TBLASTX: Maize 

End 13894 

Score • 109 
13692, 13570. .13845, 13583 .. 13696, 13729 .. 13845, 
13894 



Seq. No. 18795 Seq. ID 

Gene No. 39437 Strand 

Start 18405 End 

Name OJ990716_13 . 9910 . C2 . 06 . tw Method 

Start 13642 End 

GI none Score 

Exons 13642. .13845, 13714.. 13833 



OJ990716_13. 9910.C2 
18812 

TBLASTX: Wheat 

13845 

65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



18795 
39437 
18405 

OJ990716_13.9910.C2.ol .tm 

13901 

none 



Seq. ID OJ990716_13.9910.C2 
Strand 

End 18812 

Method TBLASTX: Maize 

End 14348 

Score 157 



13901. .14341, 13901. . 14347, 13914. 
18795 Seq. 



,14348 

ID OJ990716 13. 9910. C2 



19279 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39437 Strand 

18405 End 18812 

OJ9907 16_13 . 9910 . C2 . o4 . tw Method TBLASTX : Wheat 

13934 End 14480 

none Score 35 

13934. .14149, 13950 .. 13985, 1404 3 .. 14.093, 14 135 .. 14 479, 

14136. .14480 

18795 Seq. ID OJ99071 6_13 . 9910 . C2 

39437 Strand 

18405 End 18812 

OJ990716_13 . 9910 . C2 . o2 . ts Method TBLASTX : Soybean 

14148 End 14743 

5509260 Score 90 

14148. .14321, 14150. .14743 



18795 * Seq. ID 

39437 Strand 

18405 End 

OJ990716_13 . 9910 . C2 . ol . tc Method 

14261 End 

none Score 



OJ990716_13.9910.C2 
18812 

TBLASTX: Cress 

14513 

61 



14261. .14 512, 14283. .14 423, 14 4 4 8. .14 513 



18795 Seq. ID 

39437 Strand 

18405 End 

OJ990716_13. 9910.C2 .o5.tm Method 

14348 End 

none Score 

1434 8. .14599, 1434 9. .14 600 



OJ990716_13. 9910.C2 
18812 

TBLASTX: Maize 

14600 

187 



18795 
39437 
18405 

OJ990716_13.9910.C2.o4.tm 

15260 

none 

15260. .15340, 15337. .154 02, 
15578. .15685, 15580. .15681 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_13.9910.C2 
18812 

TBLASTX: Maize 

15685 

95 



154 06. .154 92, 15481. .15618, 



18795 Seq. ID 

39437 Strand 

18405 End 

OJ990716_13. 9910.C2 .olO.tm Method 

15785 End 

none Score 



OJ990716_13. 9910.C2 
18812 

TBLASTX: Maize 

16195 

83 



15785. J15910, 15804-. .15911, 15914 15967 , 16001 .. 16060 , 
16044. .16061, 16109. .16195, 16118. .16189 



18795 Seq. ID 

39437 Strand 

18405 End 

OJ990716_13. 9910.C2 .o8.tm Method 

17069 End 

none Score 



OJ990716_13.9910.C2 
18812 

TBLASTX: Maize 

17506 

105 



19280 




Exons 


17069. 


.17338, 17142. 


.17321, 


17384. .17449, 17468 


. . 17506 


Seq. No. 


18795 






Seq. ID 


OJ990716 


_13.9910 


Gene No. 


39437 






Strand 






Start 


18405 






End 


18812 




Name 


OJ9907 


16_13.9910.C2. 


o4 . qs 


Method 


GENSCAN 




Start 


18405 






End 


18812 . 




GI 


none 






Score 


1 




Exons 


18405. 


.18812 










Seq. No. 


18796 






Seq. ID 


OJ990716 


13. 9910 


Gene No. 


39438 






Strand 


+ 




Start 


13123 






End 


21984 




Name 


OJ9907 


16_13.9910.C4 . 


o3 . gs 


Method 


GENSCAN 




Start 


13123 






End 


21984 




GI 


none 






Score 


.54 




Exons 


13123. 


.13167, 13478. 


. 13854, 


17247. .17342, 17691 


. . 17787, 




17895. 


.17939, 18079. 


. 18207, 


18533. .18656, 19997 


. .21984 


Seq. No. 


18796 






Seq. ID 


OJ990716 


_13.9910 


Gene No. 


39439 






Strand 






Start 


5604 






End 


8981 




Name 


OJ9907 


16_13.9910.C4. 


ol . qp 


Method 


AAT/GAP 




Start 


5604 ' • 






End 


6300 




GI 


6012799 




Score 


1276 




Exons 


5604. . 


6300 










Seq. No. 


18796 






Seq. ID 


OJ990716 


_13. 9910 


Gene No. 


39439 






Strand 






Start 


' 5604 






End 


8981 




Name 


OJ9907 


16_13.9910.C4. 


o2 . gs 


Method 


GENSCAN 




Start 


5986 






End 


8981 




GI 


none 






Score 


.5 




Exons 


5986. . 


6113, 6224.. 6450, 8851 


.8981 






Seq. No. 


18796 






Seq. ID 


OJ990716_ 


_13. 9910 


Gene No. 


39440 






Strand 






Start 


20217 






End 


22026 




Name 


.. OJ9907 


16_13.9910.C4. 


ol.tc 


Method 


TBLASTX : i 


Cress 


Start 


20217 






End 


22026 




GI 


none 






Score 


116 




Exons 


20217. 


.20474, 20218. 


.20454, 


20230. .20361, 20329 


. .20469, 




20518. 


.20637, 20524. 


.20637, 


20647. .20784, 20860 


. .21075, 




20863. 


.21072, 21088. 


.21171, 


21220. .21336, 21460 


. .21885, 




21481. 


.21699, 21667. 


.21774, 


21784. .21861, 21805 


. .21897, 




21907. 


.22026 










Seq. No. 


18796 






Seq. ID 


OJ990716_ 


13. 9910 


Gene No. 


39440 


■j 




Strand 






Start 


20217 






End 


22026 




Name 


OJ9907 


16_13.9910.C4. 


ol. ts 


Method 


TBLASTX:J 


Soybean 


Start 


20218 






End 


21894 




GI 


none 






Score 


88 




Exons 


20218. 


.20397, 20518. 


.20637, 


20650. .20718, 20650 


. .20841, 




20860. 


.21024, 20944. 


.21192, 


21463. .21633, 21658 


. .21894 


Seq. No. 


18796 






Seq. ID 


OJ990716_ 


_13.9910 



19281 




Gene No. 


39440 




Strand 






Start 


20217 




End 


22026 




Name 


OJ990716 13. 9910.C4 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20548 _ 




End 


21906 




GI 


none 




Score 


60 




Exons 


20548. .20637, 20689. 


.20823, 


20689. .20826, 208 63 .. 21174 , 






20998. .21195, 21193. 


.21336, 


21445. .21699, 21694.. 21906 




Seq. No. 


18797 




Seq. ID 


OJ990716_13. 9910 


.C5 


Gene No. 


39441 




Strand 


+ 




Start 


1 




End 


5967 




Name 


OJ990716 13. 9910. C5. 


ol . np 


Method 


AAT/NAP 




Start 


1 ~ 




End 


3751 




GI 


6522552 




Score 


517 




Exons 


1 . .816, 3654 . . 3751 










GI Descrip. 


(AL132967 ) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


18797 




Spa TO 


OJ990716 13 9910 


.C5 


Gene No. 


39441 




Strand 


+ _ 




Start 


1 




End 


5967 




Name 


OJ990716 13. 9910. C5. 


ol . gs 


Method 


GENSCAN 




Start 


60 ~~ 




End 


5967 




GI 


none 




Score 


.71 




Exons 


60 816, 1174 1455. 


4339. . ^ 


1442, 4648.. 


4720, 5771. .5967 




Seq. No. 


18797 




Spa ID 


OJ990716 13 9910 


.C5 


Gene No. 


39441 




Strand 






Start 


1 




End 


5967 




Name 


OJ990716 13. 9910. C5. 


Ol . CTD 


Method 


AAT/GAP 




Start 


1685 ~ 




End 


1792 




GI 


427308 




Score 


180 




Exons 


1685. . 1792 










Seq. No. 


18797 




Seq. ID 


OJ990716_13. 9910 


• C5 


Gene No. 


39442 




Strand 


+ 




Start 


8249 




End 


9987 




Name 


OJ990716 13. 9910. C5. 


o2 . gs 


Method 


GENSCAN 




Start 


8249 




End. 


9987 




GI 


none 




Score 


.63 




Exons 


8249. .8458, 9829. .9987 








Seq. No. 


18797 




Seq. ID 


OJ990716_13.9910 


.C5 


Gene No. 


39443 




Strand 






Start 


8869 




End 


9148 




Name 


OJ990716 13. 9910. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


398 




GI 


none 




Score 


49 




Exons 


3. .77, 99. .398, 120. 


.398 








Seq. No. 


18797 




Seq. ID 


OJ990716JL3.9910 


. C5 


Gene No. 


39443 




Strand 






Start 


8869 




End 


9148 




Name 


OJ990716 13. 9910. C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


114 




End 


791 




GI 


none 




Score 


39 




Exons 


114. .143, 153. .473, 


230. .472, 498. .791, 


515. .703 





19282 



Seq. No. 


18797 








Seq. ID 


OJ990716 


_13.9910.C5 


Gene No. 


39443 








Strand 






Start 


8869 








End 


9148 




Name 


OJ990716 13. 


9910. 


.C5.ol. 


ts 


Method 


T BLAST X : 


Soybean 


Start 


273 








End 


800 




GI 


none 








Score 


168 




Exons 


.273. .473, 302. .448, 498 


. .800, 


503. .739 






Seq. No. 


18797 








Seq. ID 


OJ990716 


_13.9910.C5 


Gene No. 


39443 








Strand 






Start 


8869 








End 


9148 




Name 


OJ990716 13. 


9910. 


.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


303 








End 


752 




GI 


none 








Score 


137 




Exons 


303. .473, 311. .472, 474 


. .752, 


593. .751 






Seq. No. 


18797 








Seq. ID 


OJ990716 


_13.9910.C5 


Gene No. 


39443 








Strand 






Start 


8869 








End 


9148 




Name 


OJ990716_13. 


9910, 


,C5.o2. 


QP 


Method 


AAT/GAP 




Start 


o o r n 

8869 








End 


9148 




GI 


2798372 








Score 


519 




Exons 


8869. .9148 














Seq. No. 


18798 








Seq. ID 


OJ990716 


13. 9910. C6 


Gene No. 


394.44 • 








Strand 






Start 


1350 








End 


8233 




Name 


OJ990716 13. 


9910. 


,C6.ol. 


gs 


Method 


GEN SCAN 




Start 


1350 








End 


8136 




GI 


none 








Score 


.8 




Exons 


1350. .1491, 


2308. 


. .2378, 


3244 . 


.3348, 3768. .3881, 


4157. .4217, 




4321. .4524, 


4981. 


. .5296, 


5404 . 


.6108, 6561. .6620, 


6687. .6822, 




7482. .7566, 


7639. 


. .7692, 


7987. 


.8136 






Seq. No. 


18798 








Seq. ID 


OJ990716 


13. 9910. C6 


Gene No. 


39444 








Strand 






Start 


1350 








End 


8233 




Name 


OJ990716 13. 


9910. 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2334 








End 


8233 




GI 


3142301 








Score 


1331 




Exons 


2334. .2490, 


3076. 


. .3163, 


3244. 


.3356, 3768. .3881, 


4157. .4217, 




4321. .4524, 


4981. 


. .5475, 


5626. 


.6094, 6321. .6446, 


6553. .6620, 



6714. .6822, 7482. .7566, 7639. .7757, 7980. .8233 
GI Descrip. (AC002411) Contains similarity to neural cell adhesion molecule 
2, large isoform precursor gb|M76710 from Xenopus laevis, and 
beta transducin from S. cerevisiae gb|Q05946. ESTs gb|N65081 
gb|Z30910, gb|Z34190, gb|Z34611, gb|R30101, gb|H3630... 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18798 
39444 
1350 

OJ990716_13.9910.C6.o3.tm 
3074 



OJ990716 13. 9910. C6 



none 
3074. 
3242. 
4157. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3166, 3078. .3161, 3079. .3198, 3239. .3325, 3240. .3293, 
3328, 3244. .3327, 3756. .3896, 3757. .3882, 3758. .3892, 
4216, 4161. .4220 



8233 

TBLASTX: Maize 

4220 

95 



19283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18798 
39444 
1350 

OJ990716_13. 

3131 

none 

3131. .3166, 
3757. .3882, 



9910.C6.ol.ts 



3242. 
4157. 



.3328, 3244, 
.4216, 4320. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3327, 3328 
.4418, 4413 



OJ990716 13. 9910. C6 



8233 

TBLASTX : Soybean 
5464 
49 

3357, 3756.. 3896, 
4529, 4414.. 4530, 



4981. .5091, 4983. .5111, 5399. .5464 

18798 Seq. ID 

39444 Strand 
1350 End 
OJ990716_13. 9910.C6.o2.tc Method 
3242 End 
none Score 

3242. .3328, 3242. .3292, 3244. .3327, 3756. .3896, 3757. .3882, 

4157. .4216, 4158. .4217, 4326. .4409, 4410. .4529, 4444. .4530 



OJ990716_13.9910.C6 
8233 

TBLASTX: Cress 

4530 

110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18798 
39444 
1350 

OJ990716_13. 9910.C6.ol.gp 
4473 

21990 1.R1084 



OJ990716 13. 9910. C6 



Seq. ID _ 
Strand 

End 8233 
Method AAT/GAP 
End 54 95 

_ Score 799 

4473. .4524, 4981. .5296, 5404. .5495 

1 3142301 3.0e-26 (AC002411) Contains similarity to neural cell 
adhesion molecule 2, large isoform precursor gb_M7 6710 from 
Xenopus laevis, and beta transducin from S. cerevisiae 
gb_Q05946. ESTs gb_N65081 gb_Z30910, gb_Z34190, gb_Z34611, 
gb_R30101, gb_H3630* 



Seq. ID OJ990716_13.9910.C6 
Strand 

End 8233 

Method TBLASTX: Maize 

End 54 98 

Score 156 

.5120, 5101.. 5232, 5138.. 5224, 
.5496, 5390.. 5494, 5391.. 5498 

Seq. ID OJ990716_13. 9910.C6 
Strand 

End 8233 

Method TBLASTX : Mai ze 

End 6083 

Score 104 



18798 
39444 
1350 

OJ990716JL3. 9910 . C6 . ol . tm 
4963 
none 

4963. .5106, 4981. .5091, 4983. 
5216.. 5308, 5235.-5297, 5386. 

18798 
39444 
1350 

OJ990716_13. 9910.C6.o2.tm 
5537 
none 

5537. .5731, -5548. .5727, 5551. .5739, 5762. .5896, 5769. .5843, 
5857.. 5889, 5900.. 6073, 5900.. 6082, 5916.. 6083 



Seq. No. 18798 Seq. ID 

Gene No. 39444 Strand 

Start 1350 End 

Name OJ9907 16_13 . 9910 . C6 . o2 . ts Method 

Start 6011 End 

GI none Score 



OJ990716_13. 9910.C6 
8233 

TBLASTX : Soybean 

6823 

102 



19284 



Exons 6011. .6097, 6316.. 6444, 6318.. 6449, 6319.. 6447, 6550.. 6651, 

6560. .6619, 6715. .6822, 6716. .6823 



Seq. No. 18798 

Gene No. 39444 

Start 1350 

Name OJ9907 1 6_13 . 9910 . C6 . ol . tc 

Start 6014 

GI none 

Exons 6014.. 6103, 6312.. 6449, 6322. 

6715.. 6825, 6722.. 6823 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_13.9910.C6 
8233 

TBLASTX: Cress 

6825 

94 



6447, 6544.. 6633, 6551.. 6619, 



Seq. ID OJ990716_13. 9910.C6 
Strand 
End 

Method 
End 
Score 

7542.-7565, 7639. .7755, 7641. .7754, 7649. .7765, 7986. .8060, 
8062. .8139, 8064. .8138, 8066. .8140, 8067. .8141 



Seq. No. 18798 

Gene No. 39444 

Start 1350 

Name OJ990716_13 . 9910 . C6 . o4 . tm 

Start 7542 

GI none 
Exons 



8233 

TBLASTX: Maize 

8141 

175 



Seq. No. 


18799 




Seq. ID 


OJ990716_ 


13 


9910 


.C7 


Gene No. 


39445 




Strand 


+ 








Start 


1768 




End 


2753 








Name 


OJ990716 13.9910.C7.ol 


gs 


Method 


GENSCAN 








Start 


1768 




End 


2753 








GI 


none 




Score 


.56 








Exons 


1768. .1815, 2475. .2753 














Seq. No. 


18800 




Seq. ID 


OJ990716_ 


13 


9910 


.C8 


Gene No. 


39446 




Strand 










Start 


324 




End 


1898 








Name 


OJ990716 13. 9910.C8.ol 


gs 


Method 


GENSCAN 








Start 


324 




End 


1898 








GI 


none 




Score 


. 92 








Exons 


324. .551, 1845. .1898 














Seq. No. 


18801 




Seq. ID 


OJ990716_ 


13 


9910 


.C9 


Gene No. 


39447 




Strand 


+ 








Start 


857 




End 


976 








Name 


OJ990716 13.9910.C9.ol 


gs 


Method 


GENSCAN 








Start 


857 




End 


976 








GI 


none 




Score 


.65 








Exons 


857. .976 















Seq. No. 18802 

Gene No. 39448 

Start 184 

Name OJ9907 1 6_13 . 9910 . C10 . ol . gs 

Start 184 

GI none 

Exons 184.. 276, 833.. 977, 1068.. 
2371. .2450 



Seq. ID OJ990716_13. 9910. C10 



Strand 
End 

Method 
End 
Score 
1178, 1582. 



+ 

2764 
GENSCAN 
2450 
.83 

1664, 1753. 



1810, 



Seq. No. 18802 Seq. ID OJ9907 1 6_13 . 9910 . C10 

Gene No. 39448 Strand + 

Start 184 End 2764 



19285 



Name 


OJ990716 13.9910.C10.ol.np 


Method 


AAT/NAP 




Start 


184 


End 


2447 




GI 


6911870 


Score 


453 




•Exons 


184. .276, 833. .977, 1068.. 


1178, 1582.. 1664, 1753.. 1810, 






2371. .2447 








GI Descrip. 


(AL138655) putative protein [Arabidopsis thaliana] 




Seq. No. 


18802 


Seq. ID 


OJ990716_13. 9910. 


C10 


Gene No. 


39448 


Strand 


+ 




Start 


184 


End 


2764 




Name 


OJ990716 13.9910.C10.ol.gp 


Method 


AAT/GAP 




Start 


829 


End 


2764 




GI 


1109 1.R1084 


Score 


1440 




Exons 


829.. 977, 1068.. 1178, 1582 


..1664, 1753. 


.1810, 2371. .2764 


GI Descrip. 


'1077413/pir | IS51431 2.0e- 


34 hypothetical protein YLR186w - 




yeast (Saccharomyces cerevisiae) >gi 577197 (U17246) Ylrl86wp 




[Saccharomyces cerevisiae] 


i 






Seq. No. 


18802 


Seq. ID 


OJ990716._13.9910. 


C10 


Gene No. 


39449 


Strand 






Start 


3555 


End 


5618 




Name 


OJ990716 13. 9910. C10. o2.gs 


Method 


GENSCAN 




Start 


3555 


End 


5618 




GI 


none 


Score 


.84 




Exons 


3555. .3947, 4314. .5618 








Seq. No. 


18802 


Seq. ID 


OJ990716_13.9910. 


C10 


Gene No. 


39449 


Strand 






Start 


3555 


End 


5618 




Name 


OJ990716 13.9910.C10.o2.np 


Method 


AAT/NAP 




Start 


3570 


End 


5618 




GI 


4415931 


Score 


1462 




Exons 


3570. .3947, 4314. .5618 








GI Descrip. 


(AC006418) putative ubiquitin [Arabidopsis thaliana] 




Seq. No. 


18802 


Seq. ID 


OJ990716_13.9910. 


C10 


Gene No. 


39449 


Strand 






Start 


3555 


End 


5618 




Name 


OJ990716 13.9910.C10.o2.gp 


Method 


AAT/GAP 




Start 


4632 


End 


5219 




GI 


5607405 


Score 


1144 




Exons 


4632. .5219 








GI Descrip. 


4 415931/gb| AAD20161 | 8 . Oe- 


42 (AC006418) 


unknown protein 






[Arabidopsis thaliana] >gi 


4559393 gb AAD23053.1 AC006526 18 




(AC006526) ' unknown protein" 


[Arabidopsis 


thaliana] 




Seq. No. 


18802 


Seq. ID 


OJ990716_13. 9910. 


C10 


Gene No. 


39450 


Strand 






Start 


7225 


End 


13827 




Name 


OJ990716 13.9910.C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


183 


End 


1180 




GI 


none 


Score 


169 




Exons 


183. .272, 184. .276, 824. .988, 824. .976, 


832..98'4, 1046.. 


1180, 




1050. .1178, 1069. .1179 








Seq. No. 


18802 


Seq. ID 


OJ990716_13. 9910. 


C10 


Gene No. 


39450 


Strand 







19286 



Start 
Name 
Start 
GI 

Exons 



7225 End 

OJ990716_13. 9910. CIO. 06. ts Method 

184 End 

none Score 



13827 

TBLASTX : Soybean 

2444 

140 



184. .276, 195. .272, 824. .976, 830. .988, 835. .984, 1046. .1180, 
1072. .1179, 1568. .1666, 1578. .1667, 1747. .1806, 1747. .1806, 
2364 . .2444 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 .C10 . o4 . tc 

Start 836 

GI none 
Exons 



Seq. ID OJ990716_13. 9910. C10 
Strand 
End 

Method 
End 
Score 



13827 

TBLASTX : Cress 

2465 

203 



836. .988, 838. .969, 1046. .1153, 1060. .1140, 1741. .1806, 
2364. .2465 



Seq. No. 18802 
Gene No. 39450 
Start 7225 

Name OJ990716_13 . 9910 . C10 . ol , 

Start 3504 
GI ' none 

Exons 3504.. 3566, 3570.. 3950, 

4306. .4353, 4314. .4361, 
4365.. 4529, 4365.. 4529, 
4539. .4925, 4920. .5054, 
5009. .5374, 5173. .5544, 
5560. .5622 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 
tm Method TBLASTX : Mai ze 

End 5645 

Score 56 
3574.. 3963, 3582.. 3956, 4305.. 4355, 
4315. .4368, 4355. .4525, 4361. .4528, 
4366. .4530, 4528. .4926, 4538. .4855, 
4927. .4974, 4980. .5540, 4986. .5174, 
5226..S546, 5416. .5544, 5559. .5645, 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13. 9910. C10. ol.tc 

Start 3579 

GI none 

Exons 3579.. 3875, 3580.. 3873, 3882, 
4306. .4461 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Cress 

End 4466 

Score 145 

.3956, 3883. .3963, 4305. .4466, 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 . C10 . o4 . ts 

Start 3588 

GI none 

Exons. 3588. .3953, 358 9. .3963 

Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ99071 6_13 . 9910 . C10 . o2 . ts 

Start 4365 

GI none 

Exons 4365.. 4550, 4365.. 4550, 4387, 
4603. .4842, 4605. .4937 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Soybean 

End 3963 

Score 263 



Seq. ID OJ990716_13. 9910. C10 

Strand - .. 

End 13827 

Method TBLASTX : Soybean 

End 4959 

Score 147 

.4551, 4542. .4601, 4600. .4959, 



Seq. No. 



18802 



Seq. ID OJ990716_13. 9910. C10 



19287 



Gene No. 39450 Strand 

Start - 7225 End 

Name OJ990716_13 . 9910 . CIO . o2 . tc Method 

Start 4626 End 

GI none Score 

Exons 4626..4937, 4630.. 4935 



13827 

TBLASTX: Cress 

4937 

205 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 . C10 . o3 . tc 

Start 5205 

GI none 

Exons 5205.. 5489, 5218.. 5490 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Cress 

End 54 90 

Score 151 



Seq. No. 18802 
Gene No. . 39450 

Start 7225 

Name OJ990716_13 . 9910 . C10 . o5 . ts 

Start 5286 

GI none 

Exons 5286.-5486, 5329.. 5466 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Soybean 

End 5486 

Score 80 



Seq. No. 18802 

Gene No. 39450 . 
Start • 7225 " 

Name OJ990716_13 . 9910 . C10 . o3 . gs 

Start 7225 

GI none 
Exons 



Seq. ID OJ990716_13. 9910. C10 
Strand 

13827 
GENSCAN 
13724 
.67 



End 

Method 
End 
Score 

7225. .7378, 8794. .8862, 9144. .9634, 10604 .. 11716, 117 97 11826, 
12598. .12792, 13565. .13724 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 . C10 . o2 . tm 

Start 8918 

GI none 
Exons 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 
Method TBLASTX : Maize 
End 10776 
Score 71 

8918. .8983, 8993. .9025, 9083. .9151, 9087. .9152, 9152. .9640, 
9152. .964 0, 9504. .9650, 10554. .10775, 10601. .10774, 10606. .1077 6 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 C10 . o3 . ts 

Start 9083 

GI none 

Exons 9083.. 9400, 9086.. 9400 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Soybean 

End 9400 

Score 204 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 . C10 . o3 . np 

Start 9090 

GI 2120736 
Exons 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method AAT/NAP 

End 13827 . 

Score 688 



9090. .9634, 10604. .11716, 117 97 .. 11831, 12606. .12792, 
13505. .13827 



19288 



GI Descrip. X-Pro dipeptidyl-peptidase (EC 3.4.14.11) - Xanthomonas 
maltophilia gi | 1753197 | dbj | BAA11872 | (D83263) dipeptidyl 
peptidase IV [Stenotrophomonas maltophilia] 



Seq. No. 18802 

Gene No. 39450 

Start 7225 

Name OJ990716_13 . 9910 . CIO . ol . tw 

Start 9428 

GI none 
Exons 



Seq. ID OJ990716JL3. 9910. CIO 
Strand 
End 

Method 
End 
Score 



13827 

TBLASTX: Wheat 

10700 

50 



9428. .9640, 9429. .9467, 9431. .9640, 9504. .9650, 10551 .. 10700, 
10601.. 10699 



Seq. No. 18802 Seq. ID 

Gene No. 39450 Strand 

Start 7225 End 

Name OJ9907 16_13 . 9910 . C10 . ol . ts Method 

Start 94 52 End 

GI none Score 

Exons 9452.. 9640, 9452.. 9640, 10601 .. 11254 , 10604 .. 10723, 

10605. .11243, 10931. .11251, 1104 7 .. 11253 , 11253 11717 , 

11258. .11725, 11258. .11716, 11260 .. 117 18 , 11780 11821, 

11788. .11823, 12601. .12714, 12602.. 12715 



OJ990716_13. 9910. C10 
13827 

TBLASTX: Soybean 
12715 
91 



Seq. No. 18802 
Gene No. 39450 
Start 7225 

Name OJ990716_13 . 9910 . C10 . o3 . gp 

Start 10772 

GI uC-osflcyp071gl0bl 

Exons 10772. .11290 

GI Descrip. ■ 4 4 15931/gb | AAD20161 | 8 . Oe- 
[Arabidopsis thaliana] >gi_ 
(AC006526) unknown protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_13. 9910. C10 

13827 
AAT/GAP 
11290 
1001 



42 (AC006418) unknown protein 
4559393_gb_AAD23053. 1_AC006526_1* 
[Arabidopsis thaliana] 1 



OJ990716 .13. 9910. C10 



Seq. No. 18802 Seq. ID 

Gene No. 394 50 Strand 

Start 7225 End 

Name OJ990716_13 . 9910 . CIO . 06 ; tm Method 

Start 10796 End 

GI none Score 

Exons 10796. .10837, 107 97 .. 10835 , 10817 .. 10951 , 10848 .. 1094 9, 
10879. .10953 



13827 

TBLASTX: Maize 

10953 

42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



18802 
39450 
7225 

OJ990716_13. 9910. C10. o3.tm 

10954 

none 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Maize 

End 11249" 

Score 405 



10954. .11247, 10955. . 11248, 10956 .. 1124 9, 10956. .11249 



18802 
39450 
7225 

OJ990716_13. 9910. C10. o7 . tm 
11250 



Seq. ID OJ990716_13. 9910. C10 
Strand 

End 13827 

Method TBLASTX : Maize 

End 11464 



19289 



GI 

Exons 



none 

11250. .11303, 11251. 
11327. .11464 



Score 88 
11319, 11252. .11371, 11318 .. 11458 , 



Seq. No. 18802 
Gene No. 39450 
Start 7225 

Name OJ990716_13 . 9910 . C10 . o2 . tw 

Start 11521 
GI none 
Exons 11521. 

11695. 

12597. 



11631, 11522. 
11721, 11788. 
12683, 12641. 



.11716, 
.11829, 
.12706, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11523. .11717, 
11801. .11824, 



OJ990716 13. 9910. C10 



13827 

TBLASTX: Wheat • 
12706 
249 

11592. . 11717, 
12595. .12663, 



12661. .12705 



Seq. No. 18802 
Gene No. 39450 
Start 7225 

Name OJ9907 16_13 . 9910 . C10 . o5 . tm 

Start 12619 
GI none 
Exons 12619 
12633 

13643. . 13681, 13697. .13720 



Seq. ID OJ990716JL3. 9910. C10 
Strand 

End 13827 
_ Method TBLASTX: Maize 

End 13720 
Score 185 
12789, 12620. .12790, 12620 .. 12793, 12628 .. 12792 , 
12794, 13439. .13522, 134 85 .. 13520, 13529 .. 13684 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



18803 Seq. ID 

3945T" Strand 

1 End 

OJ990716_13. 9910.Cll.ol.np Method 

1 End 

3513738 Score 



OJ990716__13.9910.C11 
+ 

6880 
AAT/NAP 
6880 
276 



1..77, 4438. .4605, 5807. .5847, 5878. .5991, 6777. .6880 
(AF080118) similar to the GDSL family of lipolytic enzymes 
[Arabidopsis thaliana] 



18803 Seq. ID 

39451 Strand 

1 End 
OJ990716_13. 9910.Cll.ol.tm Method 

1353 End 

none Score 

1353. .1493, 1582. .1698 



OJ990716_13.9910.C11 
+ 

6880 

TBLASTX: Maize 

1698 

144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18803 Seq. ID 

39451 Strand 

1 End 

OJ990716_13. 9910.Cll.ol.gs Method 

1400 End 

none Score 



OJ990716_13.9910.C11 
+ 

6880 
GENSCAN 
3739 
.51 



1400. .1422, 1473. .1608, 3pl3..3228, 3599. .3739 



18803 
39451 
1 

OJ990716_13. 9910.Cll.o2 . tm 

2597 

none 



Seq. ID OJ990716_13.9910.C11 

Strand + 

End 6880 

Method TBLASTX : Mai ze 

End 4650 

Score 126 



2597. .2857, 2687. .2815, 4441. .4650, 4461. .4616 



19290 



Seq. No. 


18803 








Seq. ID 


OJ990716 


_13.9910.C11 


Gene No. 


39451 








Strand 


+ 




Start 


1 








End 


6880 




Name 


OJ990716 13. 


9910. 


Cll.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2669 








End 


4617 




GI 


none 








Score 


94 




Exons 


2669. .2761, 


2677. 


.2760, 


2756. 


.2857, 4441. .4524, 


4461. .4523, 




4515. .4604, 


4516. 


.4617 










Seq. No. 


18803 








Seq. ID 


OJ990716 


_13. 9910. Cll 


Gene No. 


39451 








Strand 


+ 




Start 


1 








End 


6880 




Name 


OJ990716 13. 


9910. 


Cll.o2. 


qs 


Method 


GENSCAN 




Start 


4291 








End 


6022 




GI 


none 








Score 


.71 




Exohs 


4291. .4609, 


5799. 


. 6022 










Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 


Gene No. 


39452 








Strand 


+ 




Start 


327 








End 


3001 




Name 


OJ990716 13. 


9910. 


C12.ol. 


gs 


Method 


GENSCAN 




Start 


327 








End 


3001 




GI 


none 








Score 


.48 




Exons 


327. .551, 572. .904, 1135 


..1320, 1746. 


.1841, 289 


8. .3001 


Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 


Gene No. 


39453 








Strand 


+ 




Start 


5045 








End 


10327 




Name 


OJ990716 13. 


9910. 


C12.o3. 


gs 


Method 


GENSCAN 




Start 


5045 








End 


10327 




GI 


none 








Score 


.76 




Exons 


5045. .6790, 


7224. 


.7310, 


7396. 


.7567, 7581. .7705, 


8793. . 9087, 




9182. .9370, 


10059 


.10327 










Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 


Gene No. 


39453 








Strand 


+ 




Start 


5045 








End 


10327 




Name 


OJ990716 13. 


9910. 


C12.ol. 


np 


Method 


AAT/NAP 




Start 


5085 








End 


10327 




GI 


2316016 








Score 


3134 




Exons 


5085. . 6790, 


7224. 


.7310, 


7396. 


.8026, 8: 


L46. .8310, 


8793. .9087, 




9182. .9396, 


10022 


. .10327 










GI Descrip. 


(U92650) MRP 


'-like 


: ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


18804 








Seq. ID 


OJ990716 


_13. 9910. C12 


Gene No. 


39454 








Strand 






Start 


3200 








End 


4857 




Name 


OJ990716 13. 


9910. 


C12.o2. 


gs 


Method 


GENSCAN 




Start 


3200 








End 


4857 




GI 


none 








Score 


.54 




Exons 


3200. .3852, 


4035. 


.4115, 


4264. 


.4411, 4798. .4857 




Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 


Gene No. 


39455 








Strand 






Start 


5111 








End 


10333 




Name 


OJ990716 13. 


9910. 


C12.ol. 


tc 


Method 


TBLASTX : 1 


Cress 



19291 






Start 


5111 








End 


10333 






GI 


none 








Score 


108 






Exons 


5111. .5281, 


511-9. 


.5280, 


5284. 


.5835, 5285.. 5596, 


5393. .5944, 






5657. .5755, 


5822. 


.5944, 


5947. 


.6798, 5948.. 6790, 


6347. . 6484, 






7215. .7313, 


7217. 


.7315, 


7395. 


.7466, 7395.. 7466, 


* 7396. . 7548, 






7613. . 7831, 


7644.. 


.7793, 


7645. 


.7830, 7849.. 7977, 


7851 7970, 






7852 . .7971, 


7972 . 


.8025, 


7973. 


.8032, 8143.. 8322, 


8788 8865. 






8790 . . 9035, 


8795. 


.9031, 


8988. 


.9041, 9186. .9401, 


9187 9399. 






9202 . . 9420, 


10022 


..10333, 10129.. 10326 








Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 




Gene No. 


39455 








Strand 








Start 


5111 








End 


10333 






Name 


OJ990716 13 


. 9910. 


C12 .o5 


. tm 


Method 


TBLASTX : 


Mai ze 




Start 


6128 ~~ 








End 


6499 






GI 


none 








Score 


96 






Exons 


6128 . . 6277, 


6314 . 


. 6499, 


6340. 


. 6498 








Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 




Gene No. 


39455 








Strand 








Start 


5111 








End 


10333 






Name 


OJ990716 13 


. 9910. 


C12.ol 


. ts 


Method 


TBLASTX : 


Sovbean 




Start 


6392 ~~ 








End 


6751 




.1 SS. 
L-=J 


GI 


none 








Score 


488 




3 =3 


Exons, 


6392 6751, 


6396. 


.6599, 


6397. 


.6750 






Li ; 


Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 




Gene No. 


39455 








Strand 








Start 


5111 








End 


10333 






Name 


OJ990716 13 


. 9910 . 


C12.o4 


. tm 


Method 


TBLASTX: 


Mai ze 




Start 


6539 ~~ 








End 


6798 




"- 


GI 


none 








Score 


334 




: i:? 


Exons 


6539 . . 6796, 


6539. 


. 6790, 


6583. 


.6792, 6592.. 6798 




1- _.i 


Seq. No. 


18804 








Seq. ID 


OJ990716 


13 . 9910 . C12 




Gene No. 


39455 








Strand 








Start 


5111 








End 


10333 




: 


Name 


OJ990716 13 


. 9910. 


C12.o3 


.ts' 


Method 


TBLASTX: 


Soybean 


hJ 


Start 


6752 








End 


7783 


\. ..I 


GI 


none 








Score 


62 




" 


Exons 


6752 . . 6790, 


7215. 


.7313, 


7217 . 


.7315, 7386. .7454, 


7396. .7560, 






7630. . 7779, 


7631 . 


. / /oo, 




.7781 








Seq. No. 


18804 








Seq. ID 


OJ990716 


13. 9910. C12 




Gene No . 


39455 








Strand 








Start 


5111 








End 


10333 






Name 


OJ990716 13 


.9910. 


C12.o2 


tm 


Method 


TBLASTX: 


Maize 




Start 


7724 








End 


8256 






GI 


none 








.Score 


174 






Exons 


7724 . . 7846, 


7724 . 


.7846, 


7726.. 


.7848, 7726. .7848, 


7851 7967 






7852. .7971, 


7969. 


.8025, 


7973. 


.8026, 8143. .8256, 


8145. .8255, 






8146. .8256 
















Seq. No. 


18804 








Seq. ID 


OJ990716 


_13.9910.C12 




Gene No. 


39455 








Strand 








Start 


5111 








End 


10333 






Name 


OJ990716 13 


. 9910. 


C12.o2 


ts 


Method 


TBLASTX: 


Soybean 



19292 



Start 
GI 

Exons 



8206 End 10333 

none Score 111 

8206.. 8322, 8214.. 8309, 8789. .9085, 8790.. 9098, 8988.. 9098, 
9186. .9401, 9187. .9399, 9187. .9402, 9206. .9403, 10018 10071, 
10022. .10333, 10141.. 10326 



Seq. No. 18804 

Gene No. 39455 

Start 5111 

Name OJ990716_13 . 9910 . C12 . o3 . tm 

Start 8257 

GI none 

Exons 8257.. 8322, 8789.. 9049, 8790. 
8988. .9059 



Seq. ID OJ990716_13. 9910.C12 
Strand 

End 10333 

Method TBLASTX: Maize 

End 9059 

Score 7 6 

.9059, 8790.. 8924, 8795.. 9055, 



Seq. No. 18804 

Gene No. 39455 

Start 5111 

Name OJ990716_13 . 9910 . C12 . ol . tm 

Start 9228 

GI none 
Exons 



Seq. ID OJ990716_13.9910.C12 
Strand 
End 

Method 
End 
Score 



10333 

TBLASTX: Maize 

10333 

129 



9228..9326, 9229. .9345, 9358. .9399, 9360. .9398, 10018 .. 10077 , 
10022. .10333, 10089. .10127, 10138.. 10326 



5_13.9910.C13.ol.np 



Seq. No.- 18805 
Gene No. 39456 
Start 188 
Name OJ990716 
Start 188 
GI 5922628 
Exons 188.. 285, 1082.. 1345 

GI Descrip. (AP000492) hypothetical 

gi| 6016861 |dbj IBAA85204. 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_ 
+ 

1345 
AAT/NAP 
1345 
360 



13.9910.C13 



protein [Oryza sativa] 

1| (AP000570) hypothetical protein 



Seq. No. 18805 Seq. ID 

Gene No. 39457 Strand 

Start 6678 End 

Name OJ990716_13 . 9910 .C13. ol .gp Method 

Start 6583 End 

GI none Score 

Exons 6583.. 6999, 8528.. 8626, 9849.. 9947, 
10449. .10637 



OJ990716_13.9910.C13 
+ 

16427 
AAT/GAP 
10637 
1795 

10063. .10164, 10268. .10375, 



Seq. No. 18805 Seq. ID 

Gene No. 39457 Strand 

Start 6678 End 

Name OJ990716_13 . 9910 . C13 . o2 . gs Method 

Star } t 6678 End 

GI none Score 

Exons 6678.. 6999, 7293.. 7381 



OJ990716_13.9910.C13 
+ 

16427 
GENSCAN 
7381 
.73 



Seq. No. 18805 Seq. ID 

Gene No. 39457 Strand 

Start 6678 End 

Name OJ990716_13 . 9910 . CI 3 . o3 . gs Method 

Start 8528 End 



OJ990716_13. 9910.C13 
+ 

16427 

GENSCAN 

11158 



19293 



GI 

Exons 



none Score .56 

8528.. 8666, 9021.. 9588, 9793.-9947, 10063 .. 10164 , 10268 .. 10375, 
10455.. 11158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18805 Seq. ID 

39457 Strand 
6678 End 
OJ990716_13. 9910.C13.o2.np Method 
9853 End 
6063554 Score 
9853.. 9893, 13547 13731, 13856 .. 14074 , 15591, 
16247. . 16427 . 

(AP000615) ESTs AU075609 (C63344 ), C7 1850 (E04 64 ), C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990716_13.9910.C13 
+ 

16427 
AAT/NAP 
16427 
269 

15618, 



18805 Seq. ID 

39457 Strand 
6678 End 
OJ990716_13. 9910.C13.o3.gp Method 
13594 End 
428878 Score 
13594. .13950 

6063530/dbj | AP000615. 1 | AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 



OJ990716_13.9910.C13 
+ 

16427 
AAT/GAP 
13950 
444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18805 Seq. ID OJ990716_13 . 9910 . C13 

39458 Strand 

10999 End 11344 

OJ990716_13. 9910.C13.o2 . gp Method AAT/GAP 

10999 End 11344 

uC-osflcypl77c09al Score 574 

10999. .11344 

' 6063530/dbj | AP0006T5. 1 | AP000615 2.0e-15 Oryza sativa genomic 
DNA, chromosome 3, clone : P004 3E01 1 



'Seq. No. 18805 

Gene No. 39459 

Start 11501 

Name OJ990716_13 . 9910 . C13 . o4 . gs 

Start 11501 

GI none 

Exons 11501. . 11660, 11875 .. 11906, 
13987. .14074, 14094. .14 4 34 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_13. 9910. C13 

14434 
GENSCAN 
14434 
. 6 



134 94. .13704, 13802. .13884, 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



18805 
39460 
14585 

OJ990716_13. 

3062 

none 

3062. .3175, 
3096. .3179, 
3241. .3342, 
3247. .3387, 
3375. .3467, 
3406. .3570, 



9910.C13.o2.tm 



3065. .3172, 3074. 

3098. .3175, 3196. 

3242. .3337, 3242. 

3256.-3375, 3322. 

3376..3468, 3404. 

3437..3577, 3449. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3193, 3080 



OJ990716 13.9910.C13 



14796 

TBLASTX: Maize 
3853 
84 

3175, 



.3375, 3233. 
.3373, 3244. 



3083. 
.3364, 3239. 
.3342, 3244. 



.3414, 
.3556, 
.3571, 



3322. 
3405. 



.3414, 
.3527, 



3452. .3571, 



3370. 
3406. 
3454 . 



3181, 
,3379, 
,3378, 
,3558, 
,3555, 
,3549, 



19294 



3455. .3601, 3456.. 3581, 3458. .3559, 3459.. 3581, 3582. .3845, 
3603.. 3710, 3605.. 3715, 3606. .3710, 3606.. 3725, 3611. .3718, 
3611. .3724, 3614. .3736, 3618. .3740, 3725.-3844, 3725. .3853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18805 
39460 
14585 

OJ990716_13. 9910.C13.ol .tm 
10453 



OJ990716 13.9910.C13 



none 
10453. 
10757. 
10895. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10533, 10472. .10531, 10577 .. 10708 , 10595 .. 10690, 
10828, 10807. .10914, 10826 .. 10915, 10894 .. 11031 , 
11035, 11018. .11101, 11033.. 11092 



14796 

TBLASTX: Maize 

11101 

70 



Seq. No. 18805 

Gene No. 394 60 

Start 14585 

Name OJ990716_13 . 9910 . CI 3 . ol . ts 

Start 10580 

GI none 

Exons 10580. .10714, 10730 10852, 10874 
11111. .11167 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716_13.9910.C13 
14796 

TBLASTX : Soybean 

11167 

74 



11011, 11030. .11068, 



Seq. No. 18805 Seq. ID 

•Gene No. 394 60 Strand 

Start 14585 End 

Name OJ990716_13 . 9910 . C13 . o5 . gs Method 

Start 14585 End 

GI none Score 

Exons ' 14585. .14796 



OJ990716_13.9910.C13 

14796 
GENSCAN 
14796 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18806 Seq. ID 

39461 Strand 

1 , End 

OJ990726_14 . 9907 . C4 . ol . np Method 

1 End 

4680204 Score 
1..57, 403. .644, 721. .769 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ990726_14.9907.C4 
+ 

769 

AAT/NAP 
769 
103 



18806 Seq. ID 

39461 Strand 

1 End 

OJ990726_14 . 9907 . C4 . ol . gs Method 

174 End 

none Score 
174 . . 655 



OJ990726_14.9907.C4 
+ 

769 

GENSCAN 

655 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18807 
39462 
1254 

OJ990726_14 

1254 

none 

1254. .1326, 
3602. .3616 



Seq. ID OJ990726_14.9907.C5 

Strand + 

End 3616 

Method GENSCAN 

End 3616 

Score . 65 
1400. .1565, 1795. .2044, 2931. .3023, 3045. .3212, 



9907.C5.ol.gs 



19295 



Seq. No. 


18807 


Seq. ID 


OJ990726_ 


14. 


9907, 


.C5 


Gene No. 


39462 


Strand 


+ 








Start 


1254 


End 


3616 








Name 


OJ990726 14.9907.C5.ol.gp 


Method 


AAT/GAP 








Start 


1486 


End 


3149 








GI 


none 


Score 


1016 








Exons 


1486. .1565, 1795. .2044, 2931. 


. 3149 










Seq. No. 


18807 


Seq. ID 


OJ990726 


14 . 


9907. 


.C5 


Gene No. 


39463 


Strand 


+ 








Start 


25272 


End 


27118 








Name 


OJ990726 14.9907.C5.o3.np 


Method 


AAT/NAP < 








Start 


25038 


End 


27118 








GI 


4680203 


Score 


1858 








Exons 


25038. .26689, 27080.. 27118 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 









Seq. No. 18807 Seq. ID OJ990726_14 . 9907 . C5 

Gene No. 39463 Strand + 

Start 25272 End 27118 

Name OJ990726_14 . 9907 . C5 . 06 . gp Method AAT/GAP 

Start ' 25042 End 26697 

GI 342_1.R1084 Score 2562 

Exons 25042. .26697 

GI Descrifc?.' 1 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990726 14. 9907. C5 



Seq. No. 18807 

Gene No. 39463 Strand + 

Start 25272 End 27118 

Name OJ990726_14 . 9907 . C5 . o4 . gs Method GENSCAN 

Start 25272 End 26578 

GI none Score .54 

Exons 25272. .25673, 25734 2584 6, 25894.. 26578 



Seq. No. 18807 Seq. ID 

Gene No. 394 64 Strand 

Start 3173 End 

Name OJ990726_14 . 9907 . C5 . o2 . gp Method 

Start 3173 End 

GI none Score 

Exons 3173.. 3654 



OJ990726__14.9907.C5 

3654 
AAT/GAP 
3654 " 
932 



Seq. No. 18807 

Gene No. 39465 

Start 4007 

Name OJ990726_14 . 9907 . C5 . o2 . gs 

Start 4007 

GI none 

Exons 4007.. 4146, 4502.. 4681, 4828. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990726_14.9907.C5 

10211 
GENSCAN 
10188 
.83 



,4910, 5713. .6137, 6221. .6970, 



7778.. 8155, 9983.. 10052, 10130.. 10188 



Seq. No. 18807 Seq. ID 

Gene No. 394 65 Strand 

Start 4007 End 

Name OJ990726_14 . 9907 . C5 . ol . np Method 

Start 5963 End 



OJ990726_14 . 9907. C5 

10211 

AAT/NAP 

9363 



19296 




GI 


3252807 








Score 


522 


Exons 


5963. . 6137, 


6221 


. .6736, 


6770. 


.6970, 7778.. 8188, 9227.. 9363 


GI Descrip. 


(AC004705) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


18807 








Seq. ID 


OJ990726_14 . 9907 .C5 


Gene No. 


39465 








Strand 


— 


Start 


4007 








;End 


10211 


Name 


OJ990726 14 


?9907 


. C5 . o3 . 


gp 


Method 


AAT/GAP 


Start 


10005 








End 


10211 


GI 


none 








Score 


205 


Exons- 


10005. .10052, 10130.. 10211 






Seq. No. 


18807 








Seq. ID 


OJ990726_14.9907.C5 


Gene No. 


39466 








Strand 




Start 


13250 








End 


23719 


Name 


OJ990726_14 


. 9907 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1455 








End 


3254 


GI 


none 








Score 


163 


Exons 


1455. . 1565, 


1456 


. . 1563, 


1792 . 


.1851, 1793. .1849, 1865. .2044, 




1879. .2043, 


2920 


. .3024, 


2922. 


.3041, 2927.. 3031, 3029.. 3253, 




3030. .3254 












Seq. No. 


18807 








Seq. ID 


OJ990726_14.9907.C5 


Gene No. 


39466 








Strand 




Start 


13250 








End 


23719 


Name 


OJ990726_14 


. 9907 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5823 








End 


6141 


GI 


none 








Score 


43 


Exons 


-5823. .5900, 


5848 


. .5871, 


5934. 


.6140, 5982. .6086, 5989. .6141 


Seq. No. 


18807 








Seq. ID 


OJ990726_14.9907.C5 


Gene No. 


39466 








Strand 




Start 


13250 








End 


23719 


Name 


OJ990726 14 


. 9907 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5985 








End 


6382 


GI 


none 








Score 


79 


Exons 


5985. . 6143, 


5989 


. .6114, 


6203. 


.6382 




Seq, No, 


18807 








Seq. ID 


OJ990726_14.9907.C5 


Gene No. 


39466 








Strand 




Start 


13250 








End 


23719 


Name 


OJ990726 14 


.9907 


,C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5997 








End 


6664 


GI 


none 








Score 


77 


Exons 


5997. .6143, 


6221 


. .6388, 


6434. 


.6664 




Seq. No. 


18807 








Seq. ID 


OJ990726_14.9907.C5 


Gene No. 


39466 








Strand 




Start 


13250 








End 


23719 


Name 


OJ990726 14 


.9907 


,C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6470 








End 


8095 


GI 


none 








Score 


93 


Exons 


6470. .6721, 


6504 


. .6698, 


6767. 


.6973, 6780. .6821, 6871. .6972, 




6909. .6974, 


7775 


. .7834, 


7776. 


.7817, 7838. ,8095, 7881. .8090 


Seq. No. 


18807 








Seq. ID 


OJ990726_14 . 9907. C5 


Gene No. 


39466 








Strand 





19297 



# • 



Start 


13250 


End 


23719 




Naitie 


OJ990726 14 . 9907 .C5.o4 . tm 


Method 


TBLASTX: Maize 




Start 


6666 


End 


7931 




GI 


none 


Score 


45 




Exons 


6666.. 6713, 6755.. 6967, 6759 


..6929, 6871.. 6960, 6935.. 6973, 




6936. .6971, 7775. .7930, 7776 


i. .7931 






Seq. No. 


18807 


Seq. ID 


OJ990726_14.9907. 


C5 


Gene No. 


39466 


Strand 






Start 


13250 


End 


23719 




Name 


OJ990726 14 . 9907 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


13250 


End 


23719 




GI 


none 


Score 


.48 




Exons 


13250. . 13414, 16383. .16419, 


16545. .16719, 16887 17086, 






17679. .18094, 20251. .20304, 


22527. .22773, 23661.. 23719 




Seq. No. 


18807 


Seq. ID 


OJ990726_14.9907. 


C5 


Gene No. 


394 66 


Strand 






Start 


13250 


End 


23719 




Name 


OJ990726 14 . 9907 . C5 . o2 . np 


Method 


AAT/NAP 




Start 


16369 


End 


23538 




GI 


81286 


Score 


83 




Exons 


16369. .16774, 17445 17505, 


17775. .17867, 23507.. 23538 




GI Descrip. 


extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 62 


83| 




(X65165) extensin [Volvox carteri] 






Seq. No. 


18807 


Seq. ID 


OJ990726_14 . 9907. 


C5 


Gene No. 


39467 


Strand 






Start 


25341 


End 


25742 




Name 


OJ990726 14.9907.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


25341 


End 


25742 




GI 


none 


Score 


93 




Exons 


25341. .25493, 25360 .. 254 79, 


25476. .25727, 25484 .. 25726, 






25485. .25742, 25495. .25737 








Seq. No. 


18807 


Seq. ID 


OJ990726_14 . 9907. 


C5 


Gene No. 


39468 


Strand 






Start • 


25659 


End 


26512 




Name 


OJ990726 14 . 9907 . C5 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


25659 


End 


26086 




GI 


none 


Score 


84 




Exons 


25659.-25733, 25734 .. 257 96, 


25844 . .26086, 25844. .26068 




Seq. No. 


18807 


Seq. ID 


OJ990726_14.9907. 


C5 


Gene No. 


39468 


Strand 






Start 


25659 


End 


26512 




Name 


OJ990726 14.9907.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


25844 


End 


26167 




GI 


none 


Score 


275 




Exons 


25844. .26167, 25855 .. 25971 , 


26038. .26148 




Seq. No. 


18807 


Seq. ' ID 


OJ990726_14.9907. 


C5 


Gene No. 


39468 


Strand 






Start 


25659 


End 


26512 




Name 


OJ990726 14.9907.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


25955 


End 


26296 




GI 


none 


Score 


400 





19298 



Exons 


25955. .26296 


2595S..26296 










Seq. No. 


18807 






Seq. ID 


OJ990726_14. 


9907 


.C5 


Gene No. 


39468 






Strand 








Start 


25659 






End 


26512 






Name 


OJ990726 14. 


9907.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


26000 






End 


. 26458 






GI 


none 






Score 


241 






Exons 


26000. .26254 


, 26012. .26254, 26264.. 26458 






Seq. No. 


18807 






Seq. ID 


OJ990726_14. 


9907 


.C5 


Gene No. 


39468 






Strand 








Start 


25659 






End 


26512 






Name 


OJ990726 14. 


9907 . C5 . o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


26288 






End 


26512 






GI 


none 






Score 


189 






Exons 


26288. .26512 














Seq. No. 


18808 






Seq. ID 


OJ990726_14. 


9907 


.C6 


Gene No. 


39469 






Strand 


+ 






Start 


3151 






End 


3505 






Name 


OJ990726 14. 


9907.C6.ol. 


gp 


Method 


AAT/GAP 






Start 


3151 






End 


3505 






GI 


none 






Score 


581 






Exons 


3151. .3505 














Seq. No. 


18808 






Seq. ID 


OJ990726_14. 


9907 


.C6 


Gene No. 


39470 






Strand 


+ 






Start 


5521 






End 


6655 






Name 


OJ990726 14. 


9907.C6.o3. 


gs 


Method 


GENSCAN 






Start 


5521 






End 


6655 






GI 


none 






Score 


.7 






Exons 


5521. .5697, 


5796. . 6066, 


6097 . 


.6394, 6421.. 6655 






Seq. No. 


18808 






Seq. ID 


OJ990726_14 . 


9907 


.C6 


Gene No. 


39471 






Strand 








Start 


1 






End 


2045 






Name 


OJ990726 14. 


9907;C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


2045 






GI 


4680179 






Score 


318 






Exons 


1..23, 172.. 


780, 2021.. 


2045 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


18808 






Seq. ID 


OJ990726_14 . 


9907 


.C6 


Gene No. 


39471 






Strand. 








Start 


1 






End 


2045 






Name 


OJ990726 14. 


9907.C6.ol. 


gs 


Method 


GENSCAN 






Start 


244 






End 


1024 






GI 


none 






Score 


.7,5 






Exons 


244. .1024 














Seq. No. 


18808 






Seq. ID 


OJ990726_14 . 


9907 


.C6 


Gene No. 


39471 






Strand 








Start 


1 






End 


2045 






Name 


OJ990726 14. 


9907.C6.o2. 


gs 


Method 


GENSCAN 






Start 


1411 






End 


1977 






GI 


none 






Score 


.61 







19299 




Exons 


1411. .1977 












Seq. No. 


18808 






Seq. ID 


OJ990726_14 .9907 


.C6 


Gene No. 


39472 






Strand 






Start 


4833 






End 


6412 




Name 


OJ990726 14 


.9907.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


4833 , 






End 


6412 




GI 


none 






Score 


922 




Exons 


4833. .4899, 


5805. .5906, 


5985. 


.6231, 6318.. 6412 




Seq. No. 


18808 






Seq. ID 


OJ990726_14 .9907 


.C6 


Gene No. 


39473 






Strand 






Start 


7214 






End 


11266 




Name 


OJ990726 14 


.9907.C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


419 






End 


11262 




GI 


none 






Score 


138 




Exons 


419. .775, 458. .748, 11123 .. 11197 , 1117 


9. .11262 




Seq. No. 


18808 






Seq. ID 


OJ990726JL4.9907 


.C6 


Gene No. 


39473 






Strand 






Start 


■"7 1 H A 

7214 






End 


11266 




Name 


OJ990726_14 


.9907.C6.o2. 


np 


Method 


AAT/NAP 




Start 


7184 






End 


11266 




GI 


4 680179 






Score 


4037 




Exons 


718 4 . . 105-94 


, 10691.. 11266 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. • 


18808 






Seq. ID 


OJ990726_14.9907 


.C6 


Gene No. 


39473 






Strand 






Start 


7214 






End 


11266 




Name 


OJ990726 14 


.9907.C6.o4. 


gs 


Method 


GENSCAN 




Start 


7214 






End 


11161 




GI 


none 






Score 


.98 




Exons 


7214 . . 11161 












Seq. No. 


18808 






Seq. ID 


OJ990726_14.9907 


.C6 


Gene No. 


39473 






Strand 






Start 


7214 






End 


11266 




Name 


OJ990726 14 


.9907.C6.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7223 






End 


7559 




GI 


none 






Score 


69 




Exons 


7223. .7558, 


7244. .7387, 


7359. , 


.7559 






Seq. No. 


18808 






Seq. ID 


OJ990726_14.9907 


.C6 


Gene No. 


39473 






Strand 






Start 


7214 






End 


11266 




Name 


OJ990726 14 


. 9907.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7412 






End 


8006 




GI 


none 






Score 


244 




Exons 


7412. .7846, 


7422. .7832, 


7562. . 


.7858, 7840. .7995, 7844. .8005, 




7847. .7996, 


7863. .8006 










Seq. No. 


18808 






Seq. ID 


OJ990726_1419907, 


.C6 


Gene No. 


39473 






Strand 






Start 


7214 






End 


11266 




Name 


OJ990726 14 


. 9907.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7559 






End 


8185 





19300 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

7559. .8185, 

18808 
39473 
7214 

OJ990726_14, 

8054 

none 

8054. .8344, 

18808 
39473 
7214 

OJ990726_14 . 

8144 

none 

8144. .8404, 

18808 
39473 
7214 

OJ990726JL4. 

8192 

none 

8192. .8671, 

18808 
39473 
7214 

OJ990726_14 . 

8675 

none 

8675. .9184, 

18808 
39473 
7214 

OJ990726_14. 

8757 

none 

8757. .9113, 

18808 
39473 
7214 

OJ990726_14. 

8933 

none 

8933. . 9175 

18808 
39473 
7214 

OJ990726__14. 

9119 

none 



7560.. 7826, 7562. 

9907.C6.o4.tm 
8058. .8345 

9907.C6.o2.ts 
8153. .8341 

9907.C6.o4 .tw 
8196. .8474 

9907.C6.o2.tw 
8748. .9143 

9907.C6.o2.tm 
8759. .9112 

9907.C6.o3.ts 



Score 165 
.8065, 7863.. 8183 



9907.C6.o5.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990726_14.9907.C6 
11266 

TBLASTX: Maize 

8345 

230 



OJ990726_14.9907.C6 
11266 

TBLASTX: Soybean 

8404 

130 



OJ990726_14 . 9907. C6 
11266 

TBLASTX: Wheat 

8671 

196 



OJ990726_14.9907.C6 
11266 

TBLASTX: Wheat 

9184 

295 



OJ990726_14.9907.C6 
11266 

TBLASTX: Maize 

9113 

200 



OJ990726_14.9907.C6 
11266 

TBLASTX : Soybean 

9175 

207 ' 



OJ990726_14. 9.907. C6 
11266 

TBLASTX: Maize 

9466 

85 



19301 



Exons 



9119.. 9466, 9186.. 9434 



Seq. No. 18808 Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ990726_14 . 9907 . C6 . o5 . tw Method 

Start 9186 End 

GI none Score 

Exons 9186.. 9443, 9188.. 9487, 9388.. 9486 



OJ990726_14.9907.C6 
11266 

TBLASTX: Wheat 

9487 

208 



Seq. No. 18808 Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ990726_14 . 9907 . C6 . ol . ts Method 

Start 9200 End 

GI none Score 

Exons 9200.. 9559, 9201.. 9494, 9563.. 9595 



OJ990726_14.9907.C6 
11266 

TBLASTX : Soybean 

9595 

193 



Seq. No. 18808 Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ990726_14 . 9907 . C6 . o3 . tm Method 

Start 9482 End 

GI none Score 

Exons 9482.. 9949, 9771.. 9878' 



OJ990726_14.9907.C6 
11266 

TBLASTX: Maize 

9949 

66 



Seq. No. 18808 . . Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ99072 6_14 . 9907 . C6 . o3 . tw Method 

Start 9536 End 

GI none Score 

Exons 9536.. 10018, 9564.. 9950, 9602.. 9985 



OJ990726_14.9907.C6 
11266 

TBLASTX: Wheat 

10018 

293 



Seq. No. 18808 Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ99072 6_14 . 9907 . C6 . ol . tc Method 

Start 9572 End 

GI none Score 

Exons 9572.. 9889 



OJ990726_14.9907.C6 
11266 

TBLASTX: Cress 

9889 

192 



Seq. No. 18808 Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ990726_14 . 9907 . C6 . 06 . tm Method 

Start 9953 End 

GI none Score 

Exons 9953. ..10108, 9969.. 10106 



OJ990726_14.9907.C6 
11266 

TBLASTX: Maize 

10108 

142 



Seq. No. 18808 Seq. ID 

Gene No. 39473 Strand 

Start 7214 End 

Name OJ990726_14 . 9907 . C6 . 08 . tw Method 

Start 10148 End 

GI none Score 
Exons 



OJ990726_14.9907.C6 
11266 

TBLASTX: Wheat 

10567 

92 



10148. .10333, 10200. .10307, 1034 6 .. 10567 , 104 18 .. 10480, 



19302 




10443. .10550 



Seq. No. 


18809 


Seq. ID 


OJ99Q726 14. 9907. C7 


Gene No. 


39474 


Strand 


+ 


Start 


1 


End 


3118 


Name 


OJ990726 14.9907.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1557 


GI 


6742729 


Score 


1646 


Exons 


1..29, 414. .1557 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


18809 


Seq. ID 


OJ990726 14. 9907. C7 


Gene No. 


39474 


Strand 


+ 


Start 


1 


End 


3118 


Name 


OJ990726 14.9907.C7.ol.gs 


Method 


GENSCAN 


Start 


532 


End 


3118 


GI 


none 


Score 


.64 


Exons 


532.-677, 809. .943, 1124. .1780, 1844.. 


2039, 2828. .2918, 




3001. .3118 






Seq. No. 


18809 


Seq. ID 


OJ990726_14.9907.C7 


Gene No . 


39475 


Strand 


+ 


Start 


4244 


End 


10386 


Name 


OJ990726 14.9907.C7.o3.np 


Method 


AAT/NAP 


Start 


4244 


End 


10386 


GI 


4680204 


Score 


970 


Exons 


4244. .5635, 5727. .6829, 6918. 


.7091, 71 


81. .7291, 7393. .7465, 




7759. .7879, 10343. .10386 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


18809 


Seq. ID 


OJ990726_14.9907.C7 


Gene No. 


39476 


Strand 


+ 


Start 


16279 


End 


19089 


Name 


OJ990726 14. 9907 . C7 . o5 . np 


Method 


AAT/NAP 


Start 


16279 


End 


19089 


GI 


5917664 


Score 


175 


Exons 


1627 9. . 16428, 184 47. .19089 






GI Descrip. 


(AF159296) extensln-like protein [Lycopersicon esculentum] 


Seq. No. 


18809 


Seq. ID 


OJ990726_14.9907.C7 


Gene No. 


39477 


Strand 




Start 


7975 


End 


8204 


Name 


OJ990726 14.9907.C7.ol.gp 


Method 


AAT/GAP 


Start 


7975 


End 


8204 


GI 


LIB3477-003-P1-K1-E9 


Score 


150 


Exons 


7975.-7999, 8120. .8204 






GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR "(ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


18809 


Seq. ID 


OJ990726_14.9907.C7 


Gene No. 


39478 


Strand 




Start 


12770 


End 


18812 


Name 


OJ990726 14.9907.C7.o4.tw 


Method 


TBLASTX: Wheat 


Start 


443 


End 


715 


GI 


none 


Score 


203 


Exons 


443. .577, 444. .638, 444. .581, 


636. .689 


, 640. .714, 641. .715 



19303 



Seq. No. 18809 Seq. ID 

Gene No. 39478 Strand 

Start 12770 End 

Name OJ990726_14 . 9907 . C7 . ol . tm Method 

Start 64 4 End 

GI none Score 

Exons - 644. .988, 982. .1116 



OJ990726_14.9907.C7 
18812 

TBLASTX: Maize 

1116 

189 



Seq. No. 18809 Seq. ID 

Gene No. 39478 Strand 

Start 12770 End 

Name OJ990726_14 . 9907 . C7 . ol . tw Method 

Start 716 End 

GI none Score • 

Exons 716. .910, 730. .990, 731. .988, 960. .1142, 979. .1143, 990. .1154, 

1147. .1626, 1190. .1642, 1635. .1682, 1637. .1678, 1684. .1797, 
1688. .1747, 1726. .1866, 1727. .1855, 1756. .1875, 1757. .1873, 
1879. .1917, 1880. .1960, 1949. .2041, 1953. .2039, 1975. .2040 



OJ990726_14.9907.C7 
18812 

TBLASTX: Wheat 

2041 

306 



Seq. No. 18809 

Gene No. 39478 

Start 12770 

Name OJ990726_14 . 9907 . C7 . ol . tc 

Start 1014 

GI none 

Exons 1014.. 1142, 
1310. .1459 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990726_14 . 9907. C7 
18812 

TBLASTX: Cress 

1459 

173 



1018. .1143, 1023. .1154, 1147. .1455, 1190. .1459, 



Seq. No. 18809 

Gene No. 39478 

Start 12770 

Name OJ990726_14 . 9907 . C7 . o2 . tw 

Start 4844 

GI none 

Exons 4844.. 5080, 
5141. .5245 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990726_14.9907.C7 
18812 

TBLASTX: Wheat 

5245 

203 



4844. .5038, 4903. .5085, 5075. .5245, 5128. .5244, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18809 
39478 
12770 

OJ990726JL4.9907.C7.o4.np 

12770 

4680179 



Seq. ID OJ990726_14.9907.C7 
Strand 

End 18812 

Method AAT/NAP 

End 18812 

Score 696 



12770. .12805, 17092 .. 18094 , 18730. .18812 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



18809 
39478 
12770 

OJ990726_14 . 9907 . C7 . o2 . tm 

17401 

none 



Seq. ID OJ990726_14;9907.C7 
Strand 
End 

Method 
End 
Score 



18812 

TBLASTX: Maize 

17694 

51 



17401. .17466, 17431. . 17694, 17513. .17671 



Seq. No. 
Gene No. 



18809 
39478 



Seq. ID 
Strand 



OJ990726 14. 9907. C7 



19304 



Start 
Name 
Start 
GI 

Exons 



12770 End 

OJ990726_14 . 9907 . C7 . o3 . tw Method 

17575 End 

none Score 



18812 

TBLASTX: Wheat 

17931 

70 



17575. .17931, 17576 17716, 17587. 
17831. .17905 



17724, 17758. .17886, 



Seq. No. 18810 Seq. ID 

Gene No. 39479 . Strand 

Start 154 End 

Name OJ990726_14 . 9907 . C8 . ol . gs Method 

Start 154 End 

GI none Score 

Exons 154.. 208, 364.. 466, 753. .873 



OJ990726JL4. 
+ 

873 

GENSCAN 

873 

.86 



9907. C8 



Seq. No. 


18810 






Seq. ID 


OJ990726 


_14.9907.C8 


Gene No. 


39480 






Strand 


+ 




Start 


1373 






End 


5242 




Name 


OJ990726 14 


.9907.C8.o2 


.gs 


Method 


GENSCAN 




Start 


1373 






End 


5242 




GI 


none 






Score 


.53 




Exons 


1373. .1502, 


1972. .2102 


, 3513. 


.3642, 4926. .4972, 


5201. .5242 


Seq. No. 


18810 






Seq. ID 


OJ990726 


_14.9907.C8 


Gene No. 


39480 






Strand ' 


+ 




Start 


1373 






End 


5242 




Name 


OJ990726 14 


.9907.C8.o2 


.np 


Method 


AAT/NAP 




Start 


3244 






End 


4704 




GI 


5852180 






Score 


59 




Exons 


3244 . .3332, 


4669. .4704 










GI Descrip. 


(AL117265) 


zhbOOOlO.l 


[Oryza 


sativa] 







Seq. No. 18810 Seq. ID OJ99072 6_14 . 9907 . C8 

Gene No. 39480 Strand + 

Start 1373 End 5242 

Name OJ99072 6_14 . 9907 . C8 . ol . gp Method AAT/GAP 

Start 3957 End 4203 

GI 101153_1.R1084 Score 337 

Exons 3957.. 4203 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 18810 

Gene No. 39481 

Start 6627 

Name OJ99072 6_14 . 9907 . C8 . o3 . 

Start 6627 

GI none 

Exons ' 6627.. 6652, 7737.. 7810, 

Seq. No. 18810' 

Gene No. 39482 

Start 1 

Name OJ990726_14 . 9907 . C8 . o3 . 

Start 1 

GI 5852175 

Exons 1.-19, 2301.. 2353, 3491 



Seq. ID OJ990726_14.9907.C8 

Strand + 

End 8939 

gs Method GENSCAN 

End 8939 

Score . 63 
8099. .8220, 8877. .8939 

Seq. ID OJ990726_14 . 9907.C8 
Strand 

End 8905 

np Method AAT/NAP 

End 8905 

Score 62 
..3599, 4169. .4211, 8857. .8905 



19305 



GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18810 
39482 
1 

OJ990726_14 . 9907 . C8 . ol . np 
1252 
4680183 
1252. .1367, 5278. .5301 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990726_14.9907.C8 
Strand 

End 8905 

Method AAT/NAP 

End 5301 

Score 119 



18810 
39482 
1 

OJ990726_14 . 9907 . C8 . ol . tm 

5871 

none 



Seq. ID OJ990726_14 . 9907.C8 
Strand 

End 8905 

Method TBLASTX: Maize 

End 6346 

Score 109 



5871.. 5972, 5871.. 5972, 5876.. 5992, 5878.. 5973, 5927.. 6058, 
5967.. 6062, 5968.. 6066, 5971.. 6057, 6077.. 6112, 6077.. 6127, 
6269.. 6346, 6277.. 6345 



Seq. No. 18810 

Gene No. 394 82 

Start 1 

Name OJ990726_14 . 9907 . C8 . o2 . tm 

Start 8518 

GI none 
Exons 



Seq. ID OJ990726_14.9907.C8 
Strand 

End 8905 

Method TBLASTX : Mai ze 

End 8873 

Score 100 



8518. .8583, 8523. .8585, 8523. .8588, 8697. .8768, 8702. .8767, 
8769. .8873, 8771. .8809, 8804. .8851 



Seq. No. 18811 

Gene No. 39483 

Start 233 

Name OJ990506_04 . 9924 . CI . ol . gp 

Start 233 

GI LIB34 31-004-P1-K1-G12 

Exons 233.. 301 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990506_04.9924.C1 

Strand + 

End 301 

Method AAT/GAP 

End 301 

Score 95 



Seq. No. 


18811 






Seq. ID 


OJ990506_04 .9924 


.CI 


Gene No. 


39484 






Strand 


+ 




Start 


469 






End 


1012 




Name 


OJ990506 


04. 9924. CI, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


439 






End 


609 




GI 


none 






Score 


190 




Exons 


439. .606, 


466. .609, 


468. .608 








Seq. No. 


18811 






Seq. ID 


OJ990506_04 .9924 


.CI 


Gene No. 


39484 






Strand 


+ 




Start 


469 






End 


1012 




Name 


OJ990506 


04. 9924. CI, 


, ol . gs 


Method 


GENSCAN 




Start 


469 






End 


943 




GI 


none 






Score 


.78 




Exons 


469. . 687, 


780. .943 










Seq. No. 


18811 






Seq. ID 


OJ990506_04 .9924 


.CI 



19306 




Gehe No. 


39484 




Strand 


+ 






Start 


469 




End 


1012 






Name 


OJ990506 04. 9924. CI. ol 


.np 


Method 


AAT/NAP 






Start 


469 




End 


1012 






GI 


3894317 




Score 


100 






Exons 


469.-676, 780. .1012 












GI Descrip. 


(AB019243) Dihydrofravonol 4 


-reductase 


[ Ipomoea 


batatas] 




Seq. No.. 


18812 




Seq. ID 


OJ990506_ 


04.9924. 


C2 


Gene No. 


39485 




Strand 








Start 


1 




End 


597 






Name 


OJ990506_04 . 9924.C2.ol 


np 


Method 


AAT/NAP 






Start 


1 




End 


597 






GI 


3668115 




Score 


93 






Exons 


1. . 60, 465. .597 












GI Descrip. 


(Y15069) cinnamoyl-CoA 


reductase [Zea mays] 






Seq. No. 


18812 




Seq. ID 


OJ990506_ 


04 . 9924 . 


C2 


Gene No. 


39485 




Strand 








Start 


1 




End 


597 






Name 


OJ990506_04 . 9924 .C2 .ol 


gs 


Method 


GENSCAN 






Start 


207 




End 


585 






GI 


none 




Score 


. 42 






Exons 


207. .262, 465. .585 












Seq. No. 


18813 




Seq. ID 


OJ990506 


04 . 9924 . 


C3 


Gene No. . 


39486 




Strand 


+ 






Start 


380 




End 


420 






Name 


OJ990506 04.9924.C3.ol 


gs 


Method 


GENSCAN 






Start . 


380 




End 


420 






GI 


none 




Score 


.75 






Exons 


380. .420 












Seq. No. 


18814 




Seq. ID 


OJ990506_ 


04 . 9924 . 


C4 


Gene No. 


39487 




Strand 


+ 






Start 


1 




End 


1087 






Name 


OJ990506 04.9924.C4.ol 


np 


Method 


AAT/NAP 






Start 


1 




End 


1087 






GI 


4115525 




Score 


238 






Exons 


1..121, 488. .650, 764. 


1087 










GI Descrip. 


(AB011667) dihydroflavonol 4 


-reductase 


[ Ipomoea 


purpurea] 


Seq. No. 


18814 




Seq. ID 


OJ990506_ 


04 . 9924 . 


C4 


Gene No. 


39487 




Strand 


+ 






Start 


1 




End 


1087 






Name 


OJ990506 04.9924.C4.ol. 


gp 


Method 


AAT/GAP 






Start 


48 




End 


865 






GI 


17023 1.R1084 




Score 


535 






Exons 


48. .117, 484. .650, 764. 


.865 










GI Descrip. 


M508073/gb|AAD21417. 1 


l'.Oe 


-15 (AC005882) 43220 


[Arabidopsis 




thaliana] * 












Seq. No. 


18814 




Seq. ID 


OJ990506_ 


04 . 9924 . 


C4 • 


Gene No. 


39487 




Strand 


+ 






Start 


1 




End 


1087 






Name 


OJ990506 04.9924.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


48 




End 


876 







19307 




GI 


none 


Score 


104 


Exons 


48. .116, 50. .121, 50. .115, 453. .632, 476. .658, 483. .626, 




484. .642, 761. .874, 781. .876 


, 793. .876 




Seq. No. 


18814 


Seq. ID 


OJ990506_04.9924.C4 


Gene No. 


39487 


Strand 


+ 


Start 


1 


End . • 


1087 " 


Name 


OJ990506 04.9924.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


48 


End 


892 


GI 


none 


Score 


79 


Exons 


48. .116, 495. .650, 761. .892 






Seq. No. 


18814 


Seq. ID 


OJ990506_04.9924.C4 


Gene No. 


39487 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990506 04.9924.C4.ol.gs 


Method 


GEN SCAN 


Start 


69 


End 


964 


GI 


none 


Score 


.92 


Exons 


69. .117, 484. .650, 764. .964 






Seq. No. 


18814 


Seq. ID 


OJ990506_04.9924.C4 


Gene No. 


39487 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990506 04.9924.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


525 


End 


901 


GI 


none 


Score 


177 


Exons 


525. .650, 525. .650, 761. .901, 763. .882 




Seq. No. 


18815 


Seq. ID 


OJ990506_04.9924.C5 


Gene No. 


39488 " 


Strand 


+ 


Start 


404 


End 


7432 


Name 


OJ990506 04.9924.C5.ol.np 


Method 


AAT/NAP 


Start 


404 


End 


1351 


GI 


6689826 


Score 


247 


Exons 


404. .564, 864. .1098, 1198. .1351 




GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 


Seq. No. 


18815 


Seq. ID 


OJ990506_04.9924.C5 


Gene No. 


39488 


Strand 


+ 


Start 


404 


End 


7432 


Name 


OJ990506 04.9924.C5.ol.gs 


Method 


GENSCAN 


Start 


468 


End 


7055 


GI 


none 


Score 


. 92 


Exons 


468. .564, 864. .1101, 1198. .1311, 1993.. 


.2117, 4085. .4270, 




4712. .4878, 5055. .5258, 5387 


..5546, 5703. .5916, 6031. .6144 




6324.. 6345, 6921.. 7055 






Seq. No. 


18815 


Seq. ID 


OJ990506_04.9924.C5 


Gene No. 


39488 


Strand 


+ 


Start 


404 


End 


7432 


Name 


OJ990506 04.9924.C5.o2.np 


Method 


AAT/NAP 


Start 


4153 


End 


7432 


GI 


5732928 


Score 


430 


Exons 


4153. .4270, 4712. .4878, 5055 


..5258, 5387. .5558, 5733. .5906 




6024. .6144, 7391. .7432 






GI Descrip. 


(AF1 69801) dihydroflavonol-4- 


-reductase 


[Lilium hybrid cult. 




VII cv. 1 Acapulco'] 







19308 




Seq. No. 


18815 




Seq. ID 


OJ990506_04 . 9924 .C5 


Gene No. 


39488 




Strand 


+ 


Start 


404 




End 


7432 


Name 


OJ990506 04.9924 


.C5.ol.gp 


Method 


AAT/GAP 


Start 


5809 




End 


6167 


GI 


2797550 




Score 


444 


Exons 


5809.. 5916, 6031 


. .6167 






Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924.C5 


Gene No. 


39489 




Strand 


+ 


Start 


7890 




End 


14640 


Name 


OJ990506 04.9924 


.C5.o2. ts 


Method 


TBLASTX : Soybean 


Start 


896 




End 


6109 


GI 


none 




Score 


80 


Exons 


896. .961, 1010.. 


1099, 1199. 


.1276, 5744 


..5917, 5746. .5913, 




6032.. 6109, 6034 


. . 6108 






Seq. No. 


18815 




Seq. ID 


OJ990506_04. 9924.C5 


Gene No. 


39489 




Strand 


+ 


Start 


7890 




End 


14640 


Name 


OJ990506 04.9924 


•C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


4164 




End 


5132 


GI 


none 




Score 


165 


Exons 


4164 . .4277,, 4165 


..4278, 4690. .4878, 4695. .4880, 4711. .4878 




4712. .4879/' 5052 


..5132, 5057. .5131 




Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924.C5 


Gene No. 


39489 




Strand 


+ 


Start 


7890 




End 


14640 


Name 


OJ990506 04.9924 


.C5.o8. tw 


Method 


TBLASTX: Wheat 


Start 


4182 




End 


5170 


GI 


none 




Score 


126 


Exons 


4182. .4274, 4183 


..4275, 4711. .4875, 4711. .4860, 5021. .5059 




5052.. 5165, 5052 


..5165, 5063. .5170 




Seq. No. 


18815 




Seq. ID 


OJ99050-6_04.9924.C5 


Gene No. 


39489 




Strand 


+ 


Start 


7890 




End 


14640 


Name 


OJ990506 04.9924 


.C5.o2.gs 


Method 


GENSCAN 


Start 


7890 




End 


14640 


GI 


none 




Score 


.44 


Exons 


7890. .7946, 8306 


..8410, 8467. .10347, 104 54 .. 10831 , 10910.. 




11111. .13054, 13060. .14184, 


14194 . . 14640 


Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924.C5 


Gene No. 


39489 




Strand 


+ 


Start 


7890 




End 


14640 


Name 


OJ990506 04.9924 


,C5 . o3 . np 


Method 


AAT/NAP 


Start 


8990 




End 


14637 


GI 


6498441' 




Score 


6825 


Exons 


8990. .10054, 10385. .10846, 


10910. .11283, 11467. .11601, 




11776. .12202, 12395. .12691, 


12863. .14262, 14356. .14637 


GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of thi 




predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon : 


RetroSorl . 


(AF098806) 


[Oryza sativa] 



19309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18815 
39489 
7890 

OJ990506JD4 . 9924 . C5 . 06. tw 

9139 

none 



Seq. ID OJ990506_04.9924.C5 

Strand + 

End 14640 

Method TBLASTX : Wheat 

End 9531 

Score 58 



9139.. 9186, 9193.. 9291, 9198.. 9290, 9258.. 9497, 9274.. 9531 



Seq. No. 18815 Seq. ID 

Gene No. 39489 Strand 

Start 7890 End 

Name OJ990506_04 . 9924 . C5 . o5 . tm Method 

Start 9144 End 

GI none Score 

Exons 9144.. 9428, 9181.. 9429 



OJ990506_04. 9924 .C5 
+ 

14640 

TBLASTX: Maize 

9429 

196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18815 Seq. ID 

39489 Strand 

7890 End 

OJ990506_04 . 9924 . C5 . o4 . tw Method 

10269 End 

none Score 



OJ990506_04.9924.C5 
+ 

14640 

TBLASTX: Wheat 

10726 

112 



102 69. . 104 00, 10270. . 10401, 104 62. . 10722, 104 63. . 10726, 
10487. .10726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18815. 
39489 
7890 

OJ990506_04.9924 .C5.ol.tw 

10917 

none 



Seq.- ID OJ990506_04.. 9924 .C5 

Strand + 

End 14640 

Method TBLASTX : Wheat 

End 11380 

Score 202 



10917. .11360, 10918. .11373, 10919 .. 11380 , 10919. .11374 



18815 
39489 
7890 

OJ990506_04 .9924.C5.o3.ts. 

10958 

none 

10958. .11182, 11189. .11323 



Seq. ID OJ990506_04.9924.C5 

Strand + 

End 14640 

Method TBLASTX : Soybean 

End 11323 

Score 111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18815 Seq. ID 

39489 Strand 

7890 End 

OJ990506__04 . 9924 .C5.ol.tm Method 

11048 End 

none Score 



OJ990506_04 . 9924 .C5 
+ 

14640 

TBLASTX : Maize 

11404 

383 



11048. .11404, 11083. .11394, 11099. .11404 



Seq. No. 18815 

Gene No. 39489 

Start 7890 

Name OJ990506_04 . 9924 . C5 . o2 . tm 

Start 11431 

GI none 

Exons 11431. .11796, 11432.. 11815 



Seq. ID OJ990506_04 . 9924 .C5 

Strand + 

End 14640 

Method TBLASTX: Maize 

End 11815 

Score 357 



19310 



Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924 


.C5 


Gene No. 


39489 




Strand 


+ 




Start 


7890 




End 


14640 




Name 


OJ990506 04. 9924. C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11488 




End 


11908 




GI 


none 




Score 


4 91 




Exons 


11488. .11901, 11489. 


.11908 








Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924 


.C5 


Gene No. 


39489 




Strand 


+ 




Start 


7890 




End 


14640 




Name 


OJ990506 04. 9924. C5. 


ol .ts 


Method 


TBLASTX : Soybean 




Start 


11567 




End 


11938 




GI 


none 




Score 


277 




Exons 


11567. .11938, 11584. 


.11727 








Seq. No. 


18815 




Seq. ID 


OJ990506 04.9924 


.C5 


Gene No. 


39489 




Strand 


+ 




Start 


7890 




End 


14640 




Name 


OJ990506 04. 9924. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12435 




End 


12997 




GI 


none 




Score 


233 




Exons 


12435. .12455, 12563. 


.12787, 


12578'. . 1271 


37, 12628. .12813, 






12848. .12997-, 12857. 


.12994, 


12859. .12996 




Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924 


.C5 


Gene No. 


39489 




Strand 


+ 




Start 


7890 




End 


14640 




Name 


OJ990506 04. 9924. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13507 ■ 




End 


13830 




GI 


none 




Score 


354 




Exons 


13507. .13830, 13536. 


.13817 








Seq. No. 


18815 




Seq. ID 


OJ990506_04.9924 


.C5 


Gene No. 


39489 




Strand 


+ 




Start 


7890 




End 


14640 




Name 


OJ990506 04. 9924. C5. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


13644 




End 


14025 




GI 


none 




Score 


375 




Exons 


13644. .13700, 13645. 


.14025, 


1364 5. . 1398 6, 1374 6. .13994 




Seq. No. 


18815 




Seq. ID 


OJ990506_04 .9924 


.C5 


Gene No. 


39489 




Strand 


+ 




Start 


7890 




End 


14640 




Name 


OJ990506 04. 9924. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14026 




End 


14628 




GI 


none 




Score 


253 




Exons 


14026. . 14328, 14031. 


.14309, 


14502. . 14624, 14503. .14628 




Seq. No. 


18816 


"t 


Seq. ID 


OJ990506_04 .9924 


.C6 


Gene No. 


39490 




Strand 


+ 




Start 


1 




End 


637 




Name 


OJ990506 04. 9924. C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


637 




GI 


6498441 




Score 


930 




Exons 


1. .637 











GI Descrip. (AP000815) EST C7278 6 ( E2258 ) corresponds to a region of the 
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predicted gene.; Similar to 
retrotransposon RetroSorl. 

Seq. No. 18816 
Gene No. 39490 
Start 1 

Name OJ990506_04 . 9924 . C6 . ol . tw 

Start — 9 

GI none 

Exons 9.. 98, 52.. 312 

Seq. No. 18816 
Gene No. 39490 

Start . 1 

Name OJ990506_04 . 9924 . C6 . ol . gs 

Start 59 
GI none 
Exons 59.. 501 



Sorghum bicolor Gypsy-Ty3 type 
(AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990506_04.9924.C6 
+ 

637 

TBLASTX: Wheat 

312 

184 



OJ990506_04.9924.C6 
+ 

637 

GENSCAN 

501 

.74 



Seq. No. 18817 Seq. ID 

Gene No. 394 91 Strand 

Start 218 End 

Name OJ990506_04 . 9924 . C7 . ol . gs Method 

Start 218 End 

GI none ' Score 

Exons 218. .314 



OJ990506_04.9924.C7 
314 

GENSCAN 

314 

.91 



Seq. No. 18818 Seq. ID 

Gene No. 394 92 Strand 

Start 4 65 '* End 

Name OJ990506_04 . 9924 . C8 . ol . gs Method 

Start 4 65 End 

GI none Score 

Exons 465.-528 



OJ990506_04.9924.C8 
528 

GENSCAN 

528 

.51 



OJ990506 04. 9924. C9 



Seq. No. 18819 Seq. ID _ 

Gene No. 39493 . Strand 

Start 1 End . 425 

Name OJ990506_04 . 9924 . C9 . ol . np Method AAT/NAP 

Start 1 End 397 

GI 5262763 Score 209 

Exons 1..113, 245.. 397 

GI Descrip. (AL080283) putative protein [Arabidopsis thaliana] 



Seq. No. 


18819 












Seq. ID 


OJ990506 


Gene No. 


39493 












Strand 




Start 


1 












End 


425 


Name 


OJ990506 


04. 


9924 


.C9 


.ol 


. gs 


Method 


GENSCAN 


Start 


245 












End 


337 


GI 


none 












Score 


.46 


Exons 


245. .337 
















Seq. No. 


18819 - 












Seq. ID 


OJ990506 


Gene No. 


39493 












Strand 




Start 


1 












End 


425 


Name 


OJ990506 


04. 


9924 


C9 


.ol 


. tc 


Method 


TBLASTX: 


Start 


252 












End 


425 
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GI 


none 


Score 


51 




Exons 


252.. 332, 254. ".424, 381.. 425 








Seq. No. 


18820 


Seq. ID 


OJ990506 


04 . 9924 .C10 


Gene No. 


39494 


Strand 






Start 


404 


End 


476 




Name 


OJ990506 04 .9924.C10.ol.gp 


Method 


AAT/GAP 




Start 


404 


End 


476 




GI 


LIB3431-004-P1-K1-G12 


Score 


96 




Exons 


404. .476 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1 . 0e- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


18821 


Seq. ID 


OJ990506_ 


_04.9924.C11 


Gene No. 


39495 


Strand 


+ 




Start 


81 


End 


582 




Name 


OJ990506 04.9924.Cll.ol.gs 


Method 


GENSCAN 




Start 


81 


End 


582 




GI 


none 


Score 


.63 




Exons 


81. .582 








Seq. No. 


18821 


Seq. ID 


OJ990506_ 


04 . 9924 . Cll 


Gene No. 


39496 


Strand 






Start 


1 


End 


651 




Name 


OJ990506 04 . 9924.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


651 




GI 


3342234 


Score 


106 




Exons 


1..354, 408. .651 








GI Descrip. 


(U93909) nuclear antigen EBNA- 


-1 [Cercopithecine 


herpesvirus 15] 


Seq. No. 


18822 


Seq. ID 


OJ990506_ 


_04.9924.C12 


Gene No. 


39497 


Strand 






Start 


1 


End 


345 




Name 


OJ990506 04 . 9924 .C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


345 




GI 


6907089 


Score 


484 




Exons 


1. .345 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


18822 


Seq. ID 


OJ990506_ 


_04.9924.C12 


Gene No. 


39497 


Strand 






Start 


1 


End 


345 




Name 


OJ990506 04.9924.C12.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


325 




GI 


none 


Score 


. 96 




Exons 


58. .325 









Seq. No. 18823 

Gene No. 39498 

Start 1 

Name OJ990506__04 . 9924 . C13 . ol . np 

Start 1 

GI 1170619 

Exons 1..216, 299 
GI Descrip. 



OJ990506 04.9924.C13 



Seq. ID __ 
Strand 
End 907 
Method AAT/NAP 
End 907 
Score 299 
.373, 449. .654, 745. .907 
KINESIN-LIKE PROTEIN A gi | 4 7 9594 | pir | | S34 830 kinesin-related 
protein katA - Arabidopsis thaliana gi | 303502 | dbj | BAA01972 | 
(D11371) kinesin-like motor protein heavy chain [Arabidopsis 
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thaliana] gi | 2911084 | emb| CAA1754 6. 1 1 (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



Seq. No. 


18823 






Seq. ID 


OJ990506_04 . 9924 .C13 


Gene No. 


39498 






Strand 




Start 


1 






End 


907 


Name 


OJ990506 


04 .9924 .C13.ol 


.tc 


•Method 


TBLASTX: Cress 


Start 


65 






End 


907 


GI 


none 






Score 


59 


Exons 


65. .214, 


85. .219, 300.. 


374, 449.-652, 


746. . 907, 810 v . . 905 


Seq. No. 


18823 






Seq. ID 


OJ990506_04 . 9924 .C13 


Gene No. 


39498 






Strand 




Start 


1 






End 


907 


Name 


OJ990506 


04.9924.C13.ol 


.gs 


Method 


GENSCAN 


Start 


67 






End 


814 


GI 


none 






Score 


.78 


Exons 


67. .216, 


299. .373, 449. 


. 658, 


749. .814 




Seq. No. 


18823 






Seq. ID 


OJ990506_04.9924.C13 


Gene No. 


39498 






Strand 




Start 


1 






End 


907 


Name 


OJ990506 


04 . 9924 .C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


84 






End 


907 


GI 


none 






Score 


118 


Exons 


84 . . 116, 


115. .222, 116. 


.217, 


270. .374, 


312. .374, 316. .378, 




343. . 384, 


395.. 652, 447 


. .653, 


449. .679, 478. .696, 743. .907, 




752. .904 










Seq. No. 


18824 






Seq. ID 


OJ990506_04.9924.C14 


Gene No. 


39499 






Strand 


+ 


Start 


1 






End 


582 


Name 


OJ990506 


_04.9924.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


582 


GI 


5902445 






Score 


617 


Exons 


1. .582. 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq, No, 


18824 






Seq. ID 


OJ990506_04 . 9924 .C14 


Gene No. 


39499 






Strand 


+ 


Start 


1 






End 


582 


Name 


OJ990506 


_04.9924.C14.ol 


.gs 


Method 


GENSCAN 


Start 


2 






End 


538 


GI 


none 






Score 


.63 


Exons 


2. .538 










Seq. No. 


18824 






Seq. ID 


OJ990506_04.9924.C14 


Gene No. 


39499 






Strand 


+ 


Start 


1 






End 


582 


Name 


OJ990506 


_04.9924.C14.ol 


. tm 


Method 


TBLASTX: Maize ' 


Start 


97 






End 


481 


GI 


none 






Score 


357 


Exons 


97. .462, 


98. .481 








Seq. No. 


18824 






Seq. ID 


OJ990506_04 . 9924 .C14 


Gene No. 


39499 






Strand 


+ 


Start 


1 






End 


582 
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Name 


OJ990506 04 . 9924 .C14 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


154 ~~ 


End 


579 




GI 


none 


Score 


491 




Exons 


154 . .579, 155. .574 








Seq. No. 


18824 


Seq. ID 


OJ990506_04.9924 


.C14 


Gene No. 


39499 


Strand 


+ 




Start 


1 


End 


582 




Name 


OJ990506 04.9924.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


233 


End 


574 




GI 


none 


Score 


256 




Exons 


233. .574, 250. . 393 








Seq. No. 


18825 


Seq. ID 


OJ990506_04.9924 


.C15 


Gene No. 


39500 


Strand 






Start 


40 


End 


733 




Name 


OJ990506 04.9924.C15.ol.gs 


Method 


GENSCAN 




Start 


40 


End 


733 




GI 


none 


Score 


.75 




Exons 


40. .92, 476. .733 








Seq. No. 


18826 


Seq. ID 


OJ990506 04.9924 


.C16 


Gene No. 


39501 


Strand 


+ 




Start 


1 


End 


945 




Name 


OJ990506 04 . 9924 .C16.ol .np 


Method 


AAT/NAP 




Start 


1 


End 


945 




GI 


6689826 


Score 


191 




Exons 


1..49, 163. .363, 910. .945 








GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 




Seq. No. 


18826 


Seq. ID 


OJ990506_04.9924 


,C16 


Gene No. 


39501 


Strand 


+ 




Start 


1 


End 


945 




Name 


OJ990506 04.9924.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


300 




GI 


none 


Score 


58 




Exons 


1..48, 2. .49, 160. .300, 162. 


.281 






Seq. No. 


18826 


Seq. ID 


OJ990506_04.9924 


.C16 


Gene No. 


39501 


Strand 


+ 




Start 


1 


End 


945 




Name 


OJ990506 04 . 9924 .C16.ol.gs 


Method 


GENSCAN 




Start 


163 


End 


363 




GI 


none 


Score 


.44 




Exons 


163. .363 








Seq. No. 


18827 


Seq. ID 


OJ990506_04.9924 


.C17 


Gene No. 


39502 


Strand 


+ 




Start 


22 


End 


589 




Name 


OJ990506 04.9924.C17.ol.np 


Method 


AAT/NAP 




Start 


22 


End 


589 




GI 


2239260 


Score 


77 




Exons 


22. .218, 502. .589 








GI Descrip. 


(Y13734) cinnamoyl CoA reductase [Zea 


mays ] 




Seq. No. 


18827 


Seq. ID 


OJ990506_04.9924 


.C17 


Gene No. 


39502 


Strand 


+ 
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Start 
Name 
Start 
GI 

Exons 



22 End 

OJ990506_04 . 9924 . C17 . ol . gs Method 

91 End 

none Score 
91. .213 



589 

GEN SCAN 
213 
. 99 



Seq. No/ 18828 

Gene No. 39.503 

Start 175 

Name OJ990506_04 . 9924 . C20 . ol . gs 

Start 175 

GI none 

Exons 175.. 446, 529.-682 

Seq. No. 18828 

Gene No. 39503 

Start 175 

Name OJ990506_04 . 9924 . C20 . ol . np 

Start 235 

GI 4508073 

Exons 235.. 465, 554 .. 682 

GI Descrip. (AC005882) 43220 [Arabidopsis 

Seq. No. 18829 

Gene No. 39504 

Start 1 

Name . OJ990506_04 . 9924 . C21 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 958 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 18829 

Gene No. 39504 

Start 1 

Name OJ990506_04 . 9924 . C21 . o2 . tm 

Start 56 

GI none 

Exons 56.. 316, 56.-283 

Seq. No. 18829 

Gene No. 39504 

Start 1 

Name OJ990506_04 . 9924 . C21 . o2 . tw 

Start 56 

GI none 

Exons 56. .379, 56. .412 

Seq. No. ■ 18829 

Gene No. 39504 

Start 1 

Name OJ990506_04 . 9924 . C21 . ol . gs 

Start 132 

GI none 

Exons 132.. 799 



Seq. ID OJ990506_04 . 9924 .C20 

Strand + 

End 682 

Method GENSCAN 

End 682 

Score .96 



Seq. ID OJ990506_04.9924.C20 

Strand + 

End 682 

Method AAT/NAP 

End 682 

Score 144 

thaliana] 

Seq. ID OJ990506_04.9924.C21 

Strand 

End 958 

Method AAT/NAP 

End 958 

Score 1470 

sativa subsp. indica] 

Seq. ID OJ990506_04 . 9924 .C21 
Strand 

End 958 

Method TBLASTX : Mai ze 

End 316 

Score 97 



Seq. ID OJ990506_04.9924.C21 
Strand 

End 958 

Method TBLASTX : Wheat 

End 412 

Score 138 



Seq. ID OJ990506_04 . 9924 .C21 
Strand 

End 958 

Method GENSCAN 

End 7 99 

Score .89 



Seq. No, 



18829 



Seq. ID OJ990506_04 . 9924 .C21 
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Gene No. 


39504 




Strand 








Start 


1 




End 


958 






Name 


OJ990506 04 .9924 ,C21.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


416 




End 


925 






GI 


none 




Score 


244 






Exons 


416. .925, 503. .883, 507 


. .917 










Seq. No. 


18829 




Seq. ID 


OJ99050'6_04 .9924 


.C21 




Gene No. 


39504 




Strand 








Start 


1 




End 


958 






Name 


OJ990506 04.9924.C21.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


490 




End 


853 






GI 


none 




Score 


238 






Exons 


490. .813, 500. .853, 507 


. .851 










Seq. No. 


18829 




Seq. ID 


OJ990506_04.9924 


.C21 




Gene No. 


39504. 




Strand 








Start 


1 




End 


958 






Name 


OJ990506 04.9924.C21.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


674 




End 


919 






GI 


none 




Score 


192 






Exons 


674. .919 












Seq. No. 


18830 




Seq. ID 


OJ990506_04 .9924 


.C22 




Gene No. 


39505 




Strand 






: -? 


Start 


449 




End 


584 




:• * 


Name 


OJ990506 04.9924.C22.ol 


. QS 


Method 


GENSCAN 




; i Sj 


Start 


449 




End 


584 




;3 


GI 


none 




Score 


.44 




j 
si 


Exons 


449. .584 












Seq. No. 


18831 




Seq. ID 


OJ990506_04.9924. 


.C23 


if 


Gene No. 


39506 




Strand 








Start 


1573 




End 


2706 




"z 


Name 


OJ990506 04 . 9924 .C23.ol 


. QS 


Method 


GENSCAN 




5 


Start 


1573 




End ' 


2706 






GI 


none 




Score 


.99 






Exons 


1573.. 2706 










3 


Seq. No. 


18832 




Seq. ID 


OJ990506_04 .9924 , 


.C24 


-j 


Gene No. 


39507 




Strand 


+ 






Start 


4676 




End 


6073 






Name 


OJ990506 04 . 9924 .C24 .o2 


. gs 


Method 


GENSCAN 






Start 


4676 




End 


6073 






GI 


none 




Score 


. 67 






Exons 


4676. .4812, 5468. .5584, 


5590. 


.6073 








Seq. No. 


18832 




Seq. ID ■ 


OJ990506_04 .9924 , 


.C2"4 




Gene No. 


39508 




Strand 








Start 


511 




End 


6942 . 






Name 


OJ990506 04 . 9924 .C24 ,ol 


. gs 


Method 


GENSCAN 






Start 


511 




End 


3547 






GI 


none 




Score 


.85' 






Exons 


511. .2413, 2511. .3547 












Seq. No. 


18832 




Seq. ID 


OJ990506_04.9924. 


.C24 




Gene No. 


39508 




Strand 
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Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



511 End 6942 

OJ990506_04 . 9924 . C24 . ol . np Method AAT/NAP 
514 End 6942 

5803259 Score 4750 

514. .2413, 2511. .3618, 6789. .6942 
(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990506 04.9924.C24 



18832 
39508 
511 

OJ990506_04 . 9924 . C24 . ol . gp 
4333 

uC-osflcyp033a04bl 
4333. .4716 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



6942 
AAT/GAP 
4716 
669 



Seq. No. 


18832 


Seq. ID 


OJ990506_04 . 9924 .C24 


Gene No. 


39508 


Strand 




Start 


511 


End 


6942 


Name 


OJ990506 04.9924.C24.o3.gs 


Method 


GENSCAN 


Start 


6694 


End 


6942 


GI 


none 


Score 


.63 


Exons 


6694. .6942 






Seq. No. 


18833 


Seq. ID 


OJ990506_04.9924.C25 


Gene No. 


39509 


Strand 




Start 


1073 


End 


1661 


Name 


OJ990506 04.9924.C25.ol.np 


Method 


AAT/NAP 


Start 


1073 


End 


1661 


GI 


5295955 


Score 


240 


Exons 


1073. .1661 






GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


18834 


Seq. ID 


OJ990506_04.9924.C26 


Gene No. 


39510 


Strand 


+ 


Start 


2588 


End . 


5630 


Name 


OJ990506 04. 9-924. C26.ol.np 


Method 


AAT/NAP 


Start 


2588 


End 


5630 


GI 


6721517 


Score 


3687 


Exons 


2588.. 2669, 2707.. 2829, 2888. 


.3664, 3713.. 5630 



GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 


18834 








Seq. ID 


OJ990506_04.9924 


.C26 


Gene No. 


39510 








Strand . 


+ 




Start 


2588 








End 


5630 




Name 


OJ990506 04 


.9924 


.C26.o4, 


. tw 


Method 


TBLASTX: Wheat 




Start 


2801 








End 


3181 




GI 


none 








Score 


304 




Exons 


2801. .3181, 


2821, 


. .3180 










Seq. No. 


18834 








Seq. ID 


OJ990506_04.9924, 


.C26 


Gene No. 


39510 








Strand 


+ 




Start 


2588 








End 


5630 




Name 


OJ990506 04 


.9924, 


.C26.o4 , 


,tm 


Method 


TBLASTX: Maize 




Start 


3062 








End 


3394 





19318 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

3062. .3394, 

18834 
39510 
2588 

OJ990506_04, 

3722 

none 

3722. .3946, 

18834 
39510 
2588 

OJ990506_04, 

3760 

none 

3760. .3861, 

18834 
39510 
2588 

OJ990506_04. 

4298 

none 

4298. .4780, 



3085. .3249 

9924 .C26.o5.tw 
3736.. 3888, 3950. 

9924 .C26.o5. tm 
3761. .4036 

9924.C26.o2.tw 
4402. .4737 



18834 
39510 
2588 

OJ990506_04 . 9924 . C2 6 . o3 . tm 

4310 

none 

4310. .4597, 4408. .4599 



18834 
39510 
2588 

OJ990506_04 , 

4334 

none 

4334. .4648, 



18834 
39510 
2588 

OJ990506_04 , 

4667 

none 

4667. .4846, 

18834 
39510 
2588 

OJ990506_04. 

4721 

none 



9924 .C26.o3.ts 



4450. .4647 



9924.C26.o2.tm 



Score 226 



Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX : Wheat 

End 4123 

Score 150 

.4123, 3983.. 4042, 4024.. 4092 

Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX : Maize 

End 4036 

Score 195 



Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX : Wheat 

End 4780 

Score 54 6 



Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX : Maize 

End 4599 

Score 322 



Seq. ID OJ990506_04.9924.C26 

Strand + 

End 5630 

Method TBLASTX : Soybean 

End 4 64 8 

Score 183 



Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX: Maize 

End 5167 

Score 157 



4832. .5167, 4918. .5049, 5074. .5121 



9924.C26.ol.ts 



Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX : Soybean 

End 5116 

Score 57 



19319 



Exons 



4721. .4753, 4723. .4749, 4757. .5116, 4764. .4904, 4769. .5086, 
4849. .5115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18834 
39510 
2588 

OJ99050'6 04 .9924.C26.o3.tw 

4829 

none 



Seq. ID OJ990506_04.9924.C26 

Strand + 

End 5630 

Method TBLASTX : Wheat 

End 5131 

Score 396 



4829. .5131, 4830. .4907, 4832. .5122, 4858. .5130 



Seq. No. 18834 

Gene No. 39510 

Start 2588 

Name OJ990506_04 . 9924 . C26 . ol . tw 

Start 5132 

GI none 

Exons 5132.. 5557, 5140.. 5550, 5174, 



Seq. ID OJ990506_04. 9924 .C26 

Strand + 

End 5630 

Method TBLASTX : Wheat 

End 5557 

Score 609 
.5554 



Seq. No. 18834 

Gene No. 39510 

Start 2588 

Name OJ990506_04 . 9924 . C26 . o2 . ts 

Start 5138 

GI none 

Exons 5138.. 5383 



Seq. ID OJ990506_04.9924.C26 

Strand + 

End 5630 

Method TBLASTX : Soybean 

End 5383 

Score 209 



Seq. No. 18834 

Gene No. 39510 

Start 2588 

Name OJ990506_04 . 9924 . C26 . ol . tm 

Start 5204 

GI none 

Exons 5204.. 5557, 5206.. 5550 



Seq. ID OJ990506_04 . 9924 .C26 

Strand + 

End 5630 

Method TBLASTX: Maize 

End 5557 

Score 477 



Seq. No. 18835 

Gene No. 39511 

Start 1 

Name OJ990506_04 . 9924 . C27 . ol . np 
Start ' 1 

GI 4680179 

Exons 1 . . 1444 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990506_04.9924.C27 

Strand + 

End 1452 

Method AAT/NAP 

End 1444 

Score 2433 



Seq. No. 18835 

Gene No. 39511 

Start 1 

Name OJ990506_04 . 9924 . C27 . o2 . tw 

Start 1 

GI none 

Exons 1..126, 2. .433, 2. .397, 178, 

Seq. No. 18835 

Gene No. 39511 

Start 1 

Name OJ990506_04 . 9924 . C27 . ol . gs 

Start 50 



Seq. ID OJ990506_04.9924.C27 
Strand + 

1452 

TBLASTX: Wheat 
433 
538 



End 

Method 
End 
Score 
,432 



Seq. ID OJ990506_04.9924.C27 

Strand + 

End 1452 

Method GENSCAN 

End 1447 



19320 



GI 

Exons 



none 

50. .1447 



Score 



,98 



Seq. No. 18835 Seq. ID 

Gene No. 39511 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C27 . ol . tc Method 

Start 140 End 

GI none Score 

Exons 140.. 313, 314.. 457, 316.. 456 



OJ990506_04.9924.C27 
+ 

1452 

TBLASTX: Cress 

457 

90 



Seq. No. 18835 Seq. ID 

Gene No. 39511 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C27 . ol . ts Method 

Start 221 End 

GI none - Score 

Exons 221.. 481, 226.. 480 

Seq. No. 18835 Seq. ID 

Gene No. 39511 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C27 . o2 . tm Method 

Start 280 End 

GI none Score 

Exons 280.. 567, 281.. 571 

Seq. No. 18835 Seq. ID 

Gene No. 39511 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C27 . ol . tw Method 

Start 440 End 

GI none Score 

Exons 440. .1066, 442. .1065 

Seq. No. 18835 Seq. ID 

Gene No. 39511 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C27 . ol . tm Method 

Start 620 End 

GI none Score 

Exons 620.. 781, 626.. 772, 628.. 774, 

Seq. No. 18835 Seq. ID 

Gene No. 39511 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C27 . o3 . tw Method 

Start 1066 End 

GI none Score 

Exons 1066.. 1398, 1067.. 1399 

Seq. No. 18835 Seq. ID 

Gene No. 39511 ' Strand 

Start 1 End 

Name OJ990506J34 . 9924 . C27 . o3 . tm Method 

Start 1207 End 

GI none Score 



OJ990506_04.9924.C27 
+ 

1452 

TBLASTX : Soybean 

481 

300 



OJ990506_04.9924.C27 
+ 

1452 

TBLASTX: Maize 
571 

■ 390 



OJ990506_04.9924.C27 
+ 

1452 

TBLASTX: Wheat 

1066 

729 



OJ990506_04.9924.C27 
+ 

1452 

TBLASTX: Maize 

1207 

226 



779. .1207, 784. .876, 946. . 1206 



OJ990506_04.9924.C27 
+ 

1452 

TBLASTX: Wheat 

1399 

366 



OJ990506_04.9924.C27 
+• 

1452 

TBLASTX: Maize 

1452 

206 



19321 



Exons 


1207. . 1329, 1208. .1420, 


1396. 


. 1452 




Seq. No. 


18836 




Seq. ID 


OJ990506_04.9924.C28 


Gene No. 


39512 




Strand 


+ 


Start 


22 




End 


1407 


Name 


OJ990506 04.9924.C28.ol 


. gs 


Method 


GENSCAN 


Start 


22 




End 


1407 


GI 


none 




Score 


.89 


Exons 


22. .101, 537. .717, 1300 


. .1407 






Seq. No. 


18836 




Seq. ID 


OJ990506_04.9924.C28 


Gene No. 


39513 




Strand 


+ 


Start 


10329 




End 


10858 


Name 


OJ990506 04.9924.C28.o4 


.gs • 


Method 


GENSCAN 


Start 


10329 




End 


10858 


GI 


none 




Score 


.96 


Exons 


10329. .10716, 10839.. 10858 






Seq. No. 


18836 




Seq. ID 


OJ990506JD4 . 9924 .C28 


Gene No. 


39514 




Strand 


+ 


Start 


18546 




End 


18710 


Name 


OJ990506 04 . 9924 . C28 . o7 


.gp 


Method 


AAT/GAP 


Start 


18546 




End 


18710 


GI 


7406 1.R1084 




Score 


225 


Exons 


18546. .18710 








GI Descrip. 


1 1122315/emb | CAA63901 1 


7.0e-10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 








Seq. No. 


18836 




Seq. ID 


OJ990506 04.9924.C28 


Gene No. 


39515 




Strand 




Start 


1 




End 


7783 


Name 


OJ990506 04.9924.C28.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


736 


GI 


17023 1.R1084 




Score 


645 


Exons 


1..124, 491. .736 








GI Descrip. 


f 4 508073/gb IAAD21417.il 


l.Oe- 


15 (AC005E 


82) 4 3220 [Arabidopsis 




thaliana] 1 








Seq. No. 


18836 




Seq. ID 


OJ990506_04.9924.C28 


Gene No. 


39515 




Strand 




Start 


1 




End 


7783 


Name 


OJ990506 04.9924.C28.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2632 


GI 


118467 




Score 


128 


Exons 


1..120, 487. .590, 2579. 


.2632 







GI Descrip. DIHYDROFLAVONOL- 4 -REDUCTASE (DFR) ( DIHYDROKAEMPFEROL 

4 -REDUCTASE) gi | 1004 80 I pir | | S07 4 64 dihydrof lavonol-4-reductase 
(EC 1.-.-.-) - garden snapdragon gi I 16027 | emb | CAA3354 3 | (X15536) 
dihydrof lavonol-4-reductase (AA 1-446) [Antirrhinum majus] 



Seq. No. 18836 

Gene No. 39515 

Start 1 

Name OJ990506_04 . 9924 . C28 , o2 . gs 

Start 2340 

GI none 
Exons 



Seq. ID OJ990506_04.9924.C28 
Strand 

End 7783 

Method GENSCAN 

End 7714 

Score .82 



2340. .2693, 2731. .2787, 2822. .2957, 3094. .3229, 4738. .4859, 



19322 



4960.. 5197, 5607.. 5766, 6.631.. 6831, 7085.. 7222, 7592.. 7714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9924 .C28.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990506 04.9924.C28 



18836 
39515 
1 

OJ990506_04, 
4639 
2253113 
4639. .4859, 
7592. .7714 

(AF007096) dihydrof lavonol 4-reductase [Bromheadia 
f inlaysoniana] 



7783 
AAT/NAP 
7714 
306 



4960. .5197, 5607. .5766, 6631. .6831, 7085. .7251, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18836 
39515 
1 

OJ990506_04 . 9924 . C28 . o3 . np 
5653 
2239260 



7783 
AAT/NAP 
7783 
244 

5653. .5763, 6631. .6827, 7093. .7248, 7592. .7783 
(Y13734) cinnamoyl CoA reductase [Zea mays] 



Seq. ID OJ990506_04.9924.C28 
Strand 
End 

Method 
End 
Score 



Seq. No. 18836 Seq. ID 

Gene No. 39516 1 Strand 

Start 8947 - - End 
Name ' OJ990506_04 . 9924 . C28 . o3 . gs Method 

Start 8947 End 

GI none Score 

Exons 8947.. 9164, 9191.. 9422 



OJ990506_04.9924.C28 

9422 
GENSCAN 
9422 
.41 



Seq. No. 


18836 


Seq. ID 


OJ990506_04.9924.C28 


Gene No. 


39517 


Strand 




Start 


10284 


End 


10792 


Name 


OJ990506 04.9924.C28.o3.gp 


Method 


AAT/GAP 


Start 


10284 


End 


10792 


GI 


LIB34 32-015-P1-K1-B3 


Score 


779 


Exons 


10284. .10385, 10416. .10792 






GI Descrip. 


, 5262763/emb|CAB45911. 1 | 9. 


, 0e-09 (AL080283) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


18836 


Seq. ID 


OJ990506_04.9924.C28 


Gene No. 


39517 


Strand 




Start 


10284 


End 


10792 


Name 


OJ990506 04.9924.C28.o4.np 


Method 


AAT/NAP 


Start 


10340 


End 


10493 


GI 


3894187 


Score 


98 


Exons 


10340. .10493 






GI Descrip. 


(AC005662) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


18836 


Seq. ID 


OJ990506_04.9924.C28 


Gene No. 


39518 


Strand 




Start 


11875 


End 


18724 


Name 


OJ990506 04.9924.C28.o4.gp 


Method 


AAT/GAP 


Start 


11597 


End 


12050 


GI 


LIB34 31-04 5-P1-N1-A10 


Score 


836 


Exons 


11597. .12050 






GI Descrip. 


f 5441876/dbj IAP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 



19323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DNA, chromosome 2, clone : P04 37H03 (contig b) 1 



18836 
39518 
11875 

OJ990506_04 . 9924 . C28 . o5 . gs 
11875 



none 
11875, 
12882. 
13951, 



12035, 12186. 
12979, 13006. 
14361, 14536. 



Seq. ID 
Strand 

End 18724 
Method GENSCAN 
End 17825 
Score .5 
12388, 12393. .12440, 12504 
13131, 13224. .13430, 13609 
14782, 14888. .15038, 15485 



OJ990506 04.9924.C28 



12635, 
13860, 
15774, 



15975. .17126, 17185. .17825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18836 Seq. ID OJ990506_04 . 9924 . C28 

39518 Strand 

11875 End 18724 

OJ990506_04 . 9924 . C28 . o5 . np Method AAT/NAP 

12154 " End 17654 

5441880 Score 4703 
12154. .12388, 12504. .12635, 
13562. .13860, 14446. .14782, 
16172. .16203, 16648. .17654 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



12882. .12979, 13224. 
14888. . 15038, 15599. 



13482, 
15913, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990506 04.9924.C28 



18724 
AAT/GAP 
13734 
794 



18836 
39518 
11875 

OJ990506_04 . 9924 . C28 . o5 . gp 
13232 

LIB34 75-007-P1-K1-G8 
13232. .13482, 13562.. 13734 

' 5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 

18836 Seq. ID OJ990506_04 . 9924 . C28 

39518 Strand 

11875 End 18724 

OJ990506_04 . 9924 . C28 . 06 . gp Method AAT/GAP 

16618 End 17049 

5701669 Score 833 

16618. .17049 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



18836 Seq. ID 

39518 Strand 

11875 End 

OJ990506_04 . 9924 . C28 . 06 . np Method 

17667 End 

6721543 Score 
17667. .17783, 18596. .18724 

(AP001073) hypothetical protein [Oryza sativa] 



OJ990506_04.9924.C28 

18724 
AAT/NAP 
18724 
162 



19324 



Seq. No. 18836 

Gene No. 39519 

Start 19595 

Name OJ990506JD4 . 9924 . C28 . o2 . tw 

Start 1 

GI none 

Exons 1..132, 2. .124, 3. .155, 3. 

493.-579, 6718.. 6834, 6719 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990506 04.9924.C28 



22455 

TBLASTX: Wheat 
22311 
71 

125, 487. .573, 492. .575, 492. .578, 
.6874, 6721. .6834, 7077.. 7259, 
7109. .7252, 7587. .7640, 7588. .7641, 7640. .7681, 7641. .7682, 
21658. .21747, 21660. .21776,' 21690. .21776, 21890. .22033, 
21890. .22033, 22218 .. 22310, 22219.. 22311 



Seq. No. 18836 Seq. ID 

Gene No. 39519 Strand 

Start 19595 End 

Name OJ990506_04 . 9924 . C28 . o2 . tm Method 

Start 3 End 

GI none Score 
Exons 



OJ990506_04 . 9924. C28 
22455 

TBLASTX: Maize 

22016 

87 



3. .83, 3. .83, 6694. .6834, 6713. .6832, 7085. .7210, 7086. 
21653. .21775, 21660 .. 2177 6, 2 1690 .. 2177 6, 21854 21991 , 
21890. .21991, 21891. .22004, 21986. . 22015, 21987.. 22016 



7205, 



Seq. No. 18836 

Gene No. 39519 

Start 19595 

Name OJ990506_04 . 9924 . C28 . ol . tc 

Start 6 

GI none 
Exons 



Seq. ID OJ990506_04 . 9924 .C28 



Strand 
End 

Method 

End 

Score 



22455 

TBLASTX: Cress 

22331 

91 



6. .113, 492. .620, 6703. .6834, 7085. .7240, 7086. .7241, 
21663. .21776, 21878 .. 22033, 22224.. 22331 



Seq. No. 18836 Seq. ID 

Gene No. 39519 Strand 

Start 19595 End 

Name OJ990506_04 . 9924 . C28 . o2 . ts Method 

Start 495 End 

GI none Score 
Exons 



OJ990506_04.9924.C28 
22455 

TBLASTX : Soybean 

22323 

84 

6693, 67'0'6. . 6825, 



495. .584, 499. .591, 5596. .5766, 6631, 
7085. .7213, 7596. .7637, 7643. .7687, 21299 .. 214 66, 21573. 
21663. .21776, 218 90 .. 21982 , 22230 .. 22319, 22231.. 22323 



.21632, 



Seq. No. 18836 

Gene No. 39519 

Start 19595 

Name OJ990506_04 . 9924 . C28 . ol . ts 

Start 4733 

GI none 
Exons 



Seq. ID OJ990506_04 . 9924 .C28 
Strand 
End 

Method 
End 
Score 



22455 

TBLASTX: Soybean 

21141 

97 



4733. .4858, 4962. .5051, 5100. .5165, 20817 .. 20882 , 20985 .. 21140, 
20989. .21141 - 



Seq. No. 18836 

Gene No. 39519 

Start 19595 

Name OJ990506_04 . 9924 . C28 . o3 . tm 

Start 5005 

GI none 
Exons 



Seq. ID OJ990506_04 . 9924 .C28 
Strand 
End 

Method 
End 
Score 



22455 

TBLASTX: Maize 

21439 

50 



5005. .5103, 5007. .5051, 5097. .5195, 5098. .5202, 5100. .5240, 



19325 






5579. . 


5737, 5602.. 5739, 21021 21140, 


21022. .21129, 






21042. 


.21155, 21052. 


.21198, 


21144. .21197, 21299. .21439, 






21300. 


.21437 










Seq. No. 


18836 






Seq. ID 


OJ990506_04.9924 


.C28 


Gene No. 


39519 






Strand 






Start 


19595 






End 


22455 




Name 


OJ990506 04.9924.C28 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16418 






End 


16798 




GI 


none 






Score 


79 




Exons 


16418. 


.16594, 16448. 


.16594, 


16479. .16598, 16592 .. 16789, 






16604. 


.16798 










Seq. No. 


18836 






Seq. ID 


OJ990506JD4.9924 


.C28 


Gene No. 


39519 






Strand 






Start 


19595 






End 


22455 




Name 


OJ990506 04.9924.C28 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16496 






End 


17092 




GI 


none 






Score 


145 




Exons 


16496. 


.16567, 16631. 


.16930, 


16692. . 169 


13, 16964. .17092, 






16986. 


. 17084 










Seq. No. 


18836 






Seq. ID 


OJ990506_04.9924 


.C28 


Gene No . 


39519 






Strand 






Start 


19595 






End 


22455 




Name 


OJ990506 04.9924.C28 


. 06 . gs 


Method 


GENSCAN 




Start 


19595 






End 


22346 




GI 


none 






Score 


.83 




Exons 


19595. 


.19759, 19761. 


.19951, 


20584 . .20642, 207 64 .. 20898 , 






20974. 


.21193, 21307. 


.21466, 


21564 . .217 


73, 21857. .22032, 






22223. 


.22346 










Seq. No. 


18836 






Seq. ID 


OJ990506_04.9924 


.C28 


Gene No. 


39519 






Strand 






Start 


19595 






End 


22455 




Name 


OJ9905 


06_04.9924.C28 


. o7 . np 


Method 


AAT/NAP 




Start 


20271 






End 


22340 




GI 


573292 


8 




Score 


326 




Exons 


20271. 


.20459, 20791. 


.20896, 


20975. .211 


42, 21280. .21466, 






21570. 


.21798, 21891. 


.22032, 


22223. .223 


40 




GI Descrip. 


(AF169801) dihydrofl 


avonol-4 


-reductase 


[Lilium hybrid culti 




VII cv 


. 1 Acapulco' ] 










Seq. No. 


18836 






Seq. ID 


OJ990506_04.9924 


.C28 


Gene No. 


39519 






Strand 






Start 


19595 






. End 


22455 




Name 


OJ990506 04.9924.C28 


. 08 . gp 


Method 


AAT/GAP 




Start 


20567 






End 


21215 




GI 


33857 


1.R1084 




Score 


901 




Exons 


20567. 


.20898, 20974. 


.21215 








GI Descrip. 


, 4508073/gb|AAD21417 


.11. 5.0e 


-22 (AC005 


882) 43220 [Arabidops 




thaliana] ? 










Seq. No. 


18836 






Seq. ID 


OJ990506_04.9924 


.C28 


Gene No. 


39519 






Strand 






Start 


19595 






End 


22455 




Name 


OJ990506_04.9924.C28 


. o9.gp 


Method 


AAT/GAP 





19326 



Start 21908 End 22455 

GI " uC-osflcyp017f04bl Score 612 

Exons 21908. .22032, 22223.. 22455 

GI Descrip. ' 4508073/gb| AAD21417 . 1 | 2.0e-17 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990506_04.9924.C29 

Strand + 

End 1404 

Method AAT/GAP 

End 1404 

Score 105 



18837 
39520 
1330 

OJ990506_04 . 9924 . C29 . ol . gp 
1330 

uC-osflM202097dl0bl 
1330. .1404 

• 4062935/dbj | AB0034 95 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18837 
39521 
1 

OJ990506_04.9924.C29.ol.np 
1 

6689826 



Seq. ID OJ990506_04.9924.C29 
Strand 

End 2637 

Method AAT/NAP 

End " 2485 

Score 494 



1..294, 685. .880, 977. .1166, 1917. .2083, 2353. .2485 
(AF092912) DFR-like protein [Arabidopsis thaliana] 



18837 
39521 
1 

OJ990506_04.9924.C29.ol.gs 

83 

none 



Seq. ID OJ990506_04 . 9924 .C29 

Strand ■ - 

End 2637 

Method GENSCAN 

End 2637 

Score .86 



83. .302, 696. .855, 948. .1166, 1917. .2083, 2353. .2503, 2542. .2637 



18837 
39522 
3867 

OJ990506_04 . 9924 .C29.ol.tw 

1056 

none 



Seq. ID OJ990506_04.9924.C29 
Strand 

End 4701 

Method TBLASTX: Wheat 

End 24 41 

Score 107 



1056. .1169, 1057. .1143, 1920. .2087, 1935. .2084, 2348. .2440, 
2349. .2441 



Seq. No. 18837 

Gene No. 39522 

Start 3867 

Name OJ990506_04 . 9924 . C29 . ol . tm 

Start 1089 

GI none 
Exons 



Seq. ID OJ990506_04 . 9924 .C29 
Strand 

End 4701 

Method TBLASTX : Mai ze 

End 2459 

Score 62 



1089. .1169, 1090. .1155, 1914. .2084, 1915. .2088, 1917. .2087, 
2325. .2432, 2330. .2455, 2346.-2459 



Seq. No. 18837 

Gene No. 39522 

Start 3867 

Name OJ990506_04 . 9924 . C29 . o2 . gs 

Start 3867 

GI none 



Seq. ID OJ990506_04 . 9924 .C29 
Strand 

End 4701 

Method GENSCAN 

End 4701 

Score . 62 



19327 




Exons 


3867. .4055, 


4102 


. .4225, 


4643 


. .4701 






Seq. No. 


18838 








Seq. ID 


OJ990506_04 .9924 


.C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name - 


OJ990506 04 


.9924 


.C30.ol 


. gs 


Method 


GENSCAN 




Start 


590 








End 


2463 




GI 


none 








Score 


. 77 




Exons 


590. .2463 














Seq. No. 


18838 








Seq. ID 


OJ990506_04.9924 


.C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name 


OJ990506 04 


.9924 


.C30.ol 


np 


Method 


AAT/NAP 




Start 


598 








End 


2497 




GI 


4234852 








Score 


1678 




Exons 


598. .758, 801. .2497 










GI Descrip. 


(AF082133) 


gag-pol polyprotein [Zea mays] 




Seq. No. 


18838 








Seq. ID 


OJ990506_04 . 9924 


.C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name 


OJ990506 04 


. 9924 


.C30.ol 


tm 


Method 


TBLASTX: Maize 




Start 


690 








End 


1701 




GI 


none 








Score 


586 




Exons 


690. . 1268, 


691 . . 


1299, 1309.. 


1440, 1380 


.V1421, 1545. .1595, 




1636. .1701 














Seq. No. 


18838 








Seq. ID 


OJ990506_04 . 9924- 


.C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name 


OJ990506 04 


. 9924 


.C30.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


1621 








End 


2058 




GI 


none 








Score 


110 




Exons 


1621. .1818, 


1888 


. .2058, 


1920 


. .2042 






Seq. No. 


18838 








Seq. ID 


OJ990506_04 . 9924 


.C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name 


OJ990506 04 


.9924 


.C30.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


1915 








End 


2301 




GI 


none 








Score 


344 




Exons 


1915. .2301, 


1926 


. .2132 










Seq. No. 


18838 








Seq. ID 


OJ990506_04 . 9924 


.C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name 


OJ990506 04 


.9924 


.C30.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


2077 








End 


2496 




GI 


none 








Score 


252 




Exons 


2077. .2316, 


2091 


. .2315, 


2356 


..2496, 2379.-2477, 2404. .2487 


Seq. No. 


18838 








Seq. ID 


OJ990506_04 . 9924 


C30 


Gene No. 


39523 








Strand 


+ 




Start 


590 








End 


2497 




Name 


OJ990506 04 


.9924 


.C30.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2092 








End 


2496 





19328 



GI none Score 128 

Exons 2092.. 2316, 2365.. 2496 



Seq. No. 18839 Seq. ID 

Gene No. 39524 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C31 . ol . np Method 

Start 1 End 

GI 4234852 Score 

Exons 1..2247 

GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



OJ990506_04 . 9924 .C31 
+ 

2247 
AAT/NAP- 
2247 
2704 



Seq. No. 18839 Seq. ID 

Gene No. 39525 Strand 

Start 11939 End 

Name OJ990506_04 . 9924 . C31 . o4 . gs Method 

Start 11939 End 

GI none Score 

Exons 11939. .12460 



OJ990506_04.9924.C31 
+ 

12460 
GENSCAN 
12460 
.54 



Seq. No. 


18839 




Seq. ID 


OJ990506_04.9924.C31 


Gene No. 


39526 




Strand 




Start 


2307 




End 


5356 


Name 


OJ990506 04 


.9924.C31.o2.np 


Method 


AAT/NAP 


Start 


2307 




End 


5339- 


GI 


5852933 




Score 


352 


Exons 


2307. .2366, 


2953.. 3076, 3167 


..3417, 352 


8. .3716, 4004. .4182, 




4891. .5057, 


5222. .5339 






GI Descrip. 


(AF167556) 


dihydrof lavonol-4 


-reductase 


DFR1 [Glycine max] 


Seq. No. 


18839 




Seq. ID 


OJ990506_04.9924.C31 


Gene No. 


39526 




Strand 




Start 


2307 




End 


5356 


Name 


OJ990506 04 


.9924.C31.o2.gs 


Method 


GENSCAN 


Start 


2950 




End 


5342 


GI 


none 




Score 


.94 


Exons 


2950. .3100, 


3191.. 3425, 3528 


..3669, 3973. .4182, 4891. .5057, 




5222. .5342 









Seq. No. 18839 

Gene No. 39526 

Start 2307 

Name OJ990506_04 . 9924 . C31 . ol . gp 

Start 4900 

GI 17023JL.R1084 

Exons 4900.. 5057, 5222.. 5356 

GI Descrip. ' 4 508073/gb | AAD2 14 17 . 1 | 1.0e-15 (AC005882) 43220 [Arabidopsis 
thaliana] T 



Seq. ID OJ990506_04 .9924 .C31 
Strand 

End 5356 

Method AAT/GAP 

End 5356 

Score 420 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ990506_04 . 9924 . C31 . o4 . tw 

Start 4 

GI none 

Exons 4.. 219, 676.. 804 



Seq. ID OJ990506_04.9924.C31 
Strand 

End 10926 

Method TBLASTX : Wheat 

End 804 

Score ' 176 



19329 



Seq. No. 18839 Seq. ID 

Gene No. 39527 Strand 

Start 6061 End 

Name OJ990506_04 . 9924 . C31 . ol . ts Method 

Start 733 End 

GI 5509260 Score 

Exons - 733.. 1170, 822.. 1094, 1137.. 1169 
GI Descrip. 



OJ990506_04 . 9924 .C31 
10926 

TBLASTX : Soybean 

1170 

365 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ990506_04 . 9924 . C31 . o2 . tc 

Start 820 

GI none 

Exons 820.. 1080, 822.. 1058 



Seq. ID OJ990506_04.9924.C31 
Strand 

End 10926 

Method TBLASTX : Cress 

End- 1080 

Score 24 9 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ990506_04 . 9924 . C31 . ol . tw 

Start 861 

GI none 
Exons 



Seq. ID OJ990506_04.9924.C31 
Strand 

End 10926 

Method TBLASTX : Wheat 

End 1641 

Score 359 

861. .1208, 862. .1206, 862. .1215, 1191. .1637, 1201. .1641 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name - OJ990506_04 . 9924 . C31 . o3 . tm 

Start 862 

GI none 
Exons 



Seq. ID OJ990506_04.9924.C31 
Strand 

End 10926 

Method TBLASTX : Maize 

End 1305 

Score 275 



862. .1170, 879. .1169, 1204 .. 1305 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ990506_04 . 9924 . C31 . o2 ,tm 

Start 1306- 

GI none 
Exons 



Seq. ID OJ990506_04 . 9924 .C31 
Strand 

End 10926 

Method TBLASTX : Mai ze 

End 1737 

Score 81 



1306. .1467, 1441. .1737, 1581. .1736 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ990506_04 . 9924 . C31 . o2 . ts 

Start 1627 

GI none 
Exons 



Seq. ID OJ990506_04.9924.C31 
Strand 

End 10926 

Method TBLASTX : Soybean 

End 2193 

Score 131 



1627. .1809, 1818. .1919, 1822. .2013, 2002. .2193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18839 
39527 
6061 

OJ990506_04'. 9924 . C31 . 06 . tm 

1750 

none 



Seq. ID OJ990506_04 . 9924 .C31 
Strand 

End 10926 

Method TBLASTX : Mai ze 

End 2208 

Score 55 



1750.. 1809, 1792.. 1968, 2017.. 2208 



19330 




Seq. No. 


18839 








Seq. ID 


OJ990506 


_04 .9924 .C31 


Gene No. 


39527 








Strand 






Start 


6061 








End 


10926 




Name 


OJ990506 04. 


9924. 


C31.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1797 








End 


2196 




GI 


none 








Score 


282 




Exons 


1797. .2030, 


1801. 


.2196 - 










Seq. No. 


18839 








Seq. ID 


OJ990506 


_04 . 9924 .C31 


Gene No. 


39527 








Strand 






Start 


6061 








End 


10926 




Name 


OJ990506 04. 


9924. 


C31.o8 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3236 








End 


3660 




GI 


none 








Score 


51 




Exons 


3236. .3283, 


3238. 


.3282, 


3319. 


.3453, 3320. .3442, 


3520. .3648, 




3523. .3660, 


3524. 


.3658 










Seq. No. 


18839 








Seq. ID 


OJ990506 


_04 .9924 .C31 


Gene No. 


39527 








Strand 






Start 


6061 








End 


10926 




Name 


OJ990506 04. 


9924. 


C31.o3 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4068 








End 


5310 




GI 


none 








Score 


106 




Exons 


4068. .4148, 


4072.' 


.4185, 


4073. 


.4156, 4891. .5049, 


4895. .5050, 




4909. .5055, 


4947. 


.5054, 


5217. 


.5309, 5218.. 5310 




Seq. No. 


18839 








Seq. ID 


OJ990506 


.04 .9924 .C31 


Gene' No. 


39527 








Strand 






Start 


6061 








End 


10926 




Name 


OJ990506 04. 


9924. 


C31.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4105 








End 


5382 




GI 


none 








Score 


73 




Exons 


4105. .4191, 


4105. 


.4185, 


4888. 


.5055, 4891.. 5058, 


4895. .5059, 




5214. .5324, 


5215. 


.5382, 


5224. 


.5328 






Seq. No. 


18839 








Seq. ID 


OJ990506 


_04-. 9924 .C31 


Gene No. 


39527 








Strand 






Start 


6061 








End 


10926 




Name 


OJ990506 04. 


9924. 


C31.o2 


• gp 


Method 


AAT/GAP 




Start 


6061 








End 


6523 




GI 


2442924 








Score 


560 




Exons 


6061. . 6336, 


6483. 


.6523 










GI Descrip. 


52627 63/emb|CAB4 5911. 1 1 


9.0e- 


09 (AL080283) putative protein 




[Arabidopsis 


thaliana] 










Seq. No. 


18839 








Seq. ID 


OJ990506 


_04.9924.C31 


Gene No. 


39527 








Strand 






Start 


6061 








End 


10926 




Name 


OJ990506 04. 


9924. 


C31.o3 


np 


..Method 


AAT/NAP 




Start 


6190 








End 


10907 




GI 


4850399 








Score 


1593 




Exons 


6190. . 6336, 


6483. 


.6590, 


6689. 


.6748, 67 


82. .6820, 


6917. .7329, 




7399. .7603, 


7658. 


.7783, 


8277. 


.8330, 84 


14. .8488, 


8584. .8643, 




8977. . 9081, 


9351. 


.9404, 


9494 . 


. 9643, 9748. . 9880, 


9948. .10072 



10201. .10377, 10509. .10907 
GI Descrip. (AC007357) F3F19.18 [Arabidopsis thaliana] 

19331 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ990506_04 . 9924 . C31 . o5 . ts 

Start 6217 

GI none 

Exons 6217.. 6336, 
6683. .6760, 



6240. .6344, 6274, 
6917. . 6958 



Seq. ID OJ990506_04.9924.C31 
Strand 

End 10926 

Method TBLASTX : Soybean 

End 6958 

Score 62 

.6339, 6483.. 6590, 6487.. 6591, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18839 
39527 
6061 

OJ990506_04 , 

6543 

none 

6543. .6590, 
6916. .7146, 
7400. .7606, 
7705. .7785, 
8414. .8488, 
9251. .9301, 



9924.C31.ol.tm 



6683.. 6790, 6688. 

7216. .7284, 7297. 

7402. .7605, 7670. 

8274. .8333, 8278. 

8581. .8649, 8584. 

9348. .9407, 9349. 



Seq. ID OJ990506_04 . 9924 .C31 
Strand 

End 10926 
Method TBLASTX : Mai ze 
End 9565 
Score 110 

.6846, 6690. .6797, 6913. .7146, 
.7401, 7313. .7396, 7391. .7603, 
.7780, 7671. .7781, 7680. .7781, 
.8331, 8411. .8509, 8413. .8484, 
.8649, 8977.. 9075, 8978.. 9073, 
.9405, 9494. .9565, 9501. .9563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18839 Seq. ID OJ990506_04 . 9924 . C31 

39527 Strand 

6061 End 10926 

OJ990506_04 . 9924 . C31 . o3 . gs Method GENSCAN 

6839 End 10919 

none Score . 8 

6839. .7630, 7682. .7783, 9351. .9404, 9494. .9643, 9748. .9880, 

9948. .10072, 10201 .. 10377 , 10509. .10919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18839 Seq. ID 

39527 Strand 

6061 End 

OJ990506_04 . 9924 . C31 . o3 . gp Method 

7335 • End 

427365 Score 
7335. .7603, 7682. .7771 
4 850399/gb|AAD31069. 1 IAC007357 
[Arabidopsis thaliana] 

18839 Seq. ID 

39527 Strand 

6061 End 
OJ990506_04 . 9924 . C31 . o4 . ts Method 

7679 End 

none Score 

7679. .7780, 7680. .7784, 8277. .8333, 8280. .8330, 8411. .8509, 

8413. .8484, 8414. ..8488, 8581. .8616 



OJ990506__04.9924.C31 

10926 
AAT/GAP 
7771 
681 



18 1.0e-13 (AC007357) F3F19.18 



OJ990506 04.9924.C31 



10926 

TBLASTX : Soybean 

8616 

117 



Seq. No. 18839 

Gene No. 39527 

Start 6061 

Name OJ99050 6_04 . 9924 . C31 . o5 . tm 

Start 9784 

GI none 
Exons 



Seq. ID OJ990506_04.9924.C31 
Strand 
End 

Method 
End 
Score 



10926 

TBLASTX: Maize 

10075 

101 



9784. .9879, 9792. .9878, 9838. .9882, 9845. .9883, 9917.M0075, 



19332 




9921.. 10070, 9947.. 10075 



Seq. No. 


18839 


Seq. ID 


OJ990506_04 . 9924 


.C31 


Gene No. 


39527 


Strand 






Start 


6061 


End 


10926 




Name 


OJ990506 04.9924.C31.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9938 


End 


10318 




GI 


none 


Score 


93 




Exons 


9938. .10087, 9948. .10070, 


10201. .10317 


, 10207. .10293, 






10217. .10318 








Seq. No. 


18839 


Seq. ID 


OJ990506_04.9924, 


.C31 


Gene No. 


39527 


Strand 






Start 


6061 


^End 


10926 




Name 


OJ990506 04.9924.C31.ol.tc 


Method 


TBLASTX: Cress 




Start 


10516 


End 


10850 




GI 


none 


Score 


51 




Exons 


10516. .10596, 10518.. 10688 


, 10645. .10719, 10719. .10850 




Seq. No. 


18839 


Seq. ID 


OJ990506_04.9924, 


.C31 


Gene No. 


39527 


Strand 






Start 


6061 


End 


10926 




Name 


OJ990506 04.9924.C31.o7.tm 


Method 


TBLASTX: Maize 




Start 


10761 


End 


10926 




GI 


none 


Score 


98 




Exons 


107 61. .10925/ 10813. .10926 








Seq. No. 


18840 


Seq. ID 


OJ990506_04.9924, 


.C32 


Gene No. 


39528 


Strand 


+ 




Start 


121 


End 


239 




Name 


OJ990506 04.9924.C32.ol.gs 


Method 


GENSCAN 




Start 


121 


End 


239 




GI 


none 


Score 


.68 




Exons 


121. .239 








Seq. No. 


18840 


Seq. ID 


OJ990506_04.9924. 


.C32 


Gene No . 


o n a o n 

39bz9 


Strand 


+ 




Start' 


2907 


End 


4504 




Name 


OJ990506 04.9924.C32.ol.gp 


• Method 


AAT/GAP 




Start 


2425 


End 


2787 




GI 


63359 1.R1084 


Score 


645 




Exons 


2425. .2787 








GI Descrip. 


, 5262763/emb|CAB45911.1| 9 


. Oe-09 (AL080283) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


18840 


Seq. ID 


OJ990506_04.9924, 


.C32 


Gene No. 


39529 


Strand 


+ 




Start 


2907 


End 


4504 




Name 


OJ99050 ; 6 04.9924 .C32.o2.gs 


Method 


GENSCAN 




Start 


2907 


End 


4450 




GI 


none 


Score 


. 92 




Exons 


2907. .3107, 3196. .3340, 3521. .3630, 3740. .3859, 3947. .4150, 




4241. .4450 








Seq. No. 


18840 


Seq. ID 


OJ990506_04 . 9924. 


.C32 


Gene No. 


39529 


Strand 


+ 




Start 


2907 


End 


4504 





19333 




Name OJ990506_04 . 9924 . C32 . o2 . gp Method AAT/GAP 

Start 2913 End 3778 

GI uC-osflM202097d05bl Score 874 

Exons 2913.. 3107, 3196.. 3340, 3521.. 3630, 3740.. 3778 

GI Descrip. 1 1170620/sp I P4 6864 | KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_14 38842_dbj_BAA04 673_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 18840 
Gene No. * 39529 
Start 2907 

Name OJ990506_04 . 9924 . C32 . ol . tm 

Start *2970 
GI 'none 

Exons 2970.. 3107, 2978.. 3100, 3193. 

3520.. 3615, 3738.. 3857, 3740. 
3946. .4152, 3947. .4156, 4203. 
4247. .4504 



Seq. ID OJ990506_04.9924.C32 

Strand + 

End 4504 

Method TBLASTX : Maize 

End 4504 

Score 129 

.3339, 3195.. 3320, 3520.. 3633, 
.3868, 3793. .3861, 3941. .4147, 
.4421, 4220. .4450, 4246. .4452, 



Seq. No. 18840 

Gene No. 39529 

Start 2907 

Name OJ990506_04 . 9924 . C32 . ol , 

Start 3193 

GI none 

Exons 3193.. 3330, 3956.. 4153, 



Seq. ID OJ990506_04.9924.C32 

Strand + 

End 4504 

tc Method TBLASTX : Cress 

End 4450 

Score 88 
3961. .4089, 4247. .4450 



Seq. No. 18840 

Gene No. 39529. 

Start 2907 

Name OJ990506_04 . 9924 . C32 . ol , 

Start 3982 

GI none 

Exons 3982.. 4092, 3983.. 4156, 



Seq. ID OJ990506_04 . 9924 .C32 

Strand + 

End 4504 

ts Method TBLASTX : Soybean 

End 4363 

Score 120 
4247. .4363, 4252. .4362 



Seq. No. 18841 

Gene No. 39530 

Start 154 

Name OJ990506_04 . 9924 . C33 . ol . 

Start 154 

GI ■ none 

Exons 154.. 295, 405.. 514, 867. 
1830. . 1934 



Seq. ID OJ990506_04.9924.C33 

Strand + 

End 2207 

gs Method GENSCAN 

End 1934 

Score .94 
.1025, 1103. .1305, 1593. .1674, 



Seq. No. 
Gene No. 
Start • .. 
Name 
Start 
GI 

Exons 

GI Descrip. 



18841 ' Seq. ID 

39530 Strand 

154 End 

OJ990506_04 . 9924 . C33 . ol . np Method 

154 End 

1170619 Score 



OJ990506_04.9924.C33 
+ 

2207 
AAT/NAP 
2207 
7 66 

1305, 1593. .1674, 



154. .295, 405. .514, 867. .1025, 1103. 
1830. .1934, 2018. .2207 

KINESIN-LIKE PROTEIN A gi | 4 79594 | pir | | S34830 kinesin-related 
protein katA - Arabidopsis thaliana gi | 303502 | dbj | BAA01 972 | 
(D11371) kinesin-like motor protein heavy chain [Arabidopsis 



19334 



thaliana] gi | 2911084 | emb I CAA1754 6 . 1 | (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



Seq. No. 


18841 




Seq. ID 


OJ990506_04.9924 


.C33 


Gene No. 


39530 




Strand 


+ 




Start 


154 




End 


2207 




Name 


OJ990506 04.9924 .C33.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


154 




End 


1934 




GI 


none 




Score 


89 




Exons 


154.. 210, 199.. 297, 379. 


.522, 


395. .532, 


428. .538, 864.. 


929, 




924. .1034, 935. .1027, 1097. .1177, 1099. 


.1146, 1178. .1306, 




1587. .1673, 1588. .1674, 


1823. . 


1930, 1827.. 1934 




Seq. No. 


18841 




Seq. ID 


OJ990506_04.9924 


.C33 


Gene No. 


39530 




Strand 


+ 




Start 


154 




End 


2207 




Name 


OJ990506 04.9924.C33.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


208 




End 


1312 




GI 


none 




Score 


65 




Exons 


208. .300, 404. .532, 411. 


.515, 


415. .522, 


419. .538, 846.. 


923, 




864 . . 944, 924 . . 1034, 941 


..1027, 1097. .1150, 1099. .1143, 






1187. .1312, 1189. .1308 










Seq. No. 


18841 




Seq. ID 


OJ990506_04 . 9924 


.C33 


Gene "No . 


39530 




Strand 


+ 




Start 


154 




End 


2207 




Name 


OJ990506 04.9924.C33.ol. 


tm 


Method 


TBLASTX': Maize 




Start 


478 




End 


1173 




GI 


none 




Score 


73 




Exons 


478. .525, 479. .532, 482. 


.538, 


838. .1023, 864. .1034, *<864 


.V102 




1098. .1172, 1098... 1172, 


1099. . 


1173 






Seq. No. 


18842 




Seq. ID 


OJ990506_04 . 9924 


.C35 


Gene No. 


39531 




Strand 


+ 




Start 


1 




End 


712 




Name 


OJ990506 04.9924.C35.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


496 




GI 


5042454 




Score 


203 




Exons 


1..189, 443. .496 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


18842 




Seq. ID 


OJ990506_04.9924 


.C35 


Gene No. 


39531 




Strand 


+ 




Start 


1 




End 


712 




Name 


OJ990506 04.9924.C35.ol. 


gs 


Method 


GENSCAN 




Start 


133 




End 


712 




GI 


none 




Score 


.74 




Exons 


133. .189, 443. .712 










Seq. No. 


18843 




Seq. ID 


OJ990506_04.9924 


.C36 


Gene No. 


39532 




Strand 






Start 


56 




End 


1409 




Name 


OJ990506 04.9924.C36.ol. 


gs 


Method 


GENSCAN 




Start 


56 




End 


1409 




GI 


none 




Score 


. 63 




Exons 


56. . 117, 1320. . 1409 











19335 



Seq. No. 18844 
Gene No. 39533 
Start 1209 

Name OJ990506_04 . 9924 . C37 . ol . gs 

Start 1209 
GI none 

Exons 1209.. 1329, 2509.. 2675, 2860. 

4451. .4574, 4751. .4941, 6405. 
9559. .9877 



Seq. ID OJ990506_04 . 9924 .C37 

Strand + 

End 9897 

Method GEN SCAN 

End 9877 

Score . 5 

.3060, 3763.. 3922, 4020.. 4233, 
.6496, 6618.. 7097, 8637.. 9489, 



Seq. No. 18844 Seq. ID 

Gene No. 39533 Strand 

Start 1209 End 

Name OJ990506_04 . 9924 . C37 . ol . gp Method 

Start 6653 End 

GI uC-osflM202039g09bl Score 

Exons 66S3..6786 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



OJ990506_04 . 9924 . C37 
+ 

9897 
AAT/GAP 
6786 
176 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



18844 
39533 
1209 

OJ990506_04 
6717 
3152576 
6717. .7097,' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9897 

(AC002986) Similar to liver-specific transport protein gb|L27651 
from Rattus norviegicus. [Arabidopsis thaliana] 



9924 .C37.o2.np 



8637.. 9495, 9559. 



OJ990506_04 . 9924 . C37 
+ 

9897 
AAT/NAP 
9897 
608 



Seq. No. 


18844 


Seq. ID 


OJ990506 


_04 . 9924 


.C37 


Gene No. 


39533 


Strand 


+ 






Start 


1209 


End 


9897 






Name 


OJ990506 04.9924.C37.o2.gp 


Method 


AAT/GAP 






Start 


9112 


End 


9433 






GI 


568937 


Score 


637 






Exons 


9112. .9433 










Seq. No. 


18844 


Seq. ID 


OJ990506 


J34.9924 


.C37 


Gene No. 


39534 


Strand 


+ 






Start 


10836 


End 


13546 






Name 


OJ990506 04.9924.C37.o2.gs 


Method 


GENSCAN 






Start 


10836 


End 


13546 






GI 


none 


Score 


.72 






Exons 


10836. .10908, 11237. .114 81, 


13187. .13217, 13440 


. .13546 




Seq. No. 


18844 


Seq. ID 


OJ990506 


_04 . 9924 


.C37 


Gene No. 


39535 


Strand 


+ 






"Start 


14949 


. End 


16579 






Name 


OJ990506 04.9924.C37.o4.gp 


Method 


AAT/GAP 






Start 


14910 


End 


15999 






GI 


71813 1.R1084 


Score 


1002 






Exons 


14 910. .15108, 15227. .15327, 


15701. . 15999 






GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 6.0e- 


28 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ■ 








Seq. No. 


18844 


Seq. ID 


OJ990506 


_04 . 9924 


.C37 



19336 



Gene No . 


39535 




Strand 


+ 


Start 


14949 




End 


16579 


Name 


OJ990506 04.9924.C37 


. o3 . np 


Method 


AAT/NAP 


Start 


14940 




End 


16405 


GI 


4262149 




Score 


782 


Exons 


14940. .15108, 15227. 


.15327, 


15701. .15952, 16028. .16210, 




16244 . . 16405 








GI Descrip. 


(AC005275) putative 


xyloglucan endotransglycosylase [Arabidopsis 




thaliana] 








Seq. No. 


18844 




Seq. ID 


OJ990506_04 . 9924 . C37 


Gene No. 


39535 




Strand 


+ 


Start 


14949 




End 


16579 


Name 


OJ990506 04.9924.C37 


. o3.gs 


Method 


GENSCAN 


Start 


14949 




End 


16399 


GI 


none 




Score 


.62 


Exons 


14949. . 15108, 15227. 


.15331, 


15684.. 16399 


Seq. No. 


18844 




Seq. ID 


OJ990506_04.9924.C37 


Gene No. 


39535 




Strand 


+ 


Start 


14949 




End 


16579 


Name 


OJ990506 04.9924.C37 


. o5 . gp 


Method 


AAT/GAP 


Start 


16112 




End 


16579 


GI 


76282 1.R1084 




Score 


* 852 


'Exons 


161127. 16579 








GI Descrip. 


? 426214 9/gb | AAD144 4 9 


I 7.0e-17 (AC005275) putative xyloglucan 




endot ransglycosylase 


[Arabidopsis thaliana] ' 


Seq. No. 


18844 




Seq. ID 


OJ990506_04.9924.C37 


Gene No. 


39536 




Strand 


+ 


Start 


17495 




End 


18944 


Name 


OJ990506 04.9924.C37 


. o4 . gs 


Method 


GENSCAN 


Start 


17495 ~ 




End 


18944 


GI 


none 




Score 


.77 


Exons 


17495. .17515, 18083. 


.18335, 


18803. . 18 


879, 18894. .18944 


Seq. No. 


18844 




Seq. ID 


OJ990506_04.9924 .C37 


Gene No. 


39537 




Strand 




Start 


20550 




End 


21775 


Name 


OJ990506 04.9924.C37 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


1196 




End 


2937 


GI 


none 




Score 


164 


Exons 


1196.. 1327, 1221.. 1328, 2487 


..2675, 2492. .2677, 2508. .2675, 




2509.. 2676, 2833.. 2937, 2836 


. .2937 




Seq. No. 


18844 




Seq. ID 


OJ990506_04 .9924 .C37 


Gene No. 


39537 




Strand 




Start 


20550 




End- 


21775 


Name 


OJ990506 04.9924.C37 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


1241 




End 


■ 2973 


GI 


none 




Score 


125 


Exons 


1241. .1327, 1242. .1328, 1259 


..1330, 2508. .2684, 2508. .2657, 




2857. .2970, 2857. .2973 






Seq. No. 


18844 




Seq. ID 


OJ990506_04.9924.C37 


Gene No. 


39537 




Strand 




Start 


20550 




End 


21775 



19337 




Name 


OJ990506 04 . 9924 .C37 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


6766 ~ 


End 


6918 


GI 


none 


Score 


216 


Exons 


67 66. . 6918, 67 67 6913 






Seq. No. 


18844 


Seq. ID 


OJ990506_04.9924.C37 • 


Gene No . 


39537 


Strand 




Start 


20550 


End 


21775 


Name 


OJ990506 04.9924.C37.o4.ts 


Method 


TBLASTX : Soybean 


Start 


6767 


End 


7099 


GI 


4397580 


Score 


185 


Exons 


6767.. 6907, 6775.. 6918, 6983. 


.7099, 7000.. 7098 


GI Descrip. 


3152576 6.0e-14 (AC002986) Similar to 


liver-specific transport 




protein gb_L27 651 from Rattus 


norviegicus . [Arabidopsis 



thaliana] 



Seq. No. 18844- Seq. ID 

Gene No. 39537 Strand 

Start' 20550 End 

Name OJ990506_04 . 9924 . C37 . o2 . tc Method 

Start 7004 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990506_04 . 9924 .C37 
21775 

TBLASTX: Cress 

8967 

72 



7004. .7099, 8629.. 8967, 8630. .8890 



18844 Seq. ID 

39537 Strand 

20550 End 
OJ990506_04 . 9924 . C37 . o2 . ts Method 

8 657 End 

none Score 

8657. .8935, 8659. .8919, 8936. .9103, 8962. .9102 



OJ990506_04 . 9924 .C37 
21775 

TBLASTX : Soybean 
9103 
322 



Seq. No. 18844 Seq. ID 

Gene No. 39537 Strand 

Start 20550 End 

Name OJ990506_04 . 9924 . C37 . o5 . ts Method 

Start 9209 End 

GI none Score 

Exons 9209.. 9490, 9557.. 9604 



Seq. No. 18844 

Gene No. 39537 

Start 20550 

Name OJ990506_04 . 9924 . C37 . o3 . tm 

Start 15017 

GI none 

Exons 15017. . 15067, 15018 .. 15110, 
15226. .15327, 15689 .. 15835 , 

Seq. No. 18844 

Gene No. 39537 

Start 20550 

Name OJ990506_04 . 9924 . C37 . ol . tc 

Start 15018 

GI none 

Exons 15018. .15110, 15190 .. 15333, 
15703. .15933, 16054 .. 1614 0, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990506_04.9924.C37 
21775 

TBLASTX : Soybean 

9604 

269 



OJ990506 04.9924.C37 



21775 

TBLASTX: Maize 
15874 
158 

15184. .15333, 15225. .1532 6, 
15701. .15874, 15703. .15873 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15225 

16055 



OJ990506 04.9924.C37 



21775 

TBLASTX: Cress 
16387 
93 

15326, 15701. . 15934, 
16171, 16250.. 16387 



19338 



Seq. No. 18844 Seq. ID 

Gene* No. 39537 Strand 

Start 20550 End 

Name OJ990506_04 . 9924 . C37 . ol . ts Method 

Start 15018 End 

GI none Score 
Exons 



OJ990506_04.9924.C37 
21775 

TBLASTX: Soybean 

16387 

115 



15018. .15110, 15223. .15333, 15225 .. 15326, 15701 .. 15934 , 
15703. .15936, 1 6054 .. 16143, 16055 .. 16171, 1624 9 .. 16386, 
16250. .16387 



Seq. No. 18844 

Gene No. 39537 

Start 20550 

Name OJ990506_04 . 9924 . C37 . ol . tm 

Start 15875 

GI none 
Exons 



Seq. ID OJ990506_04.9924.C37 
Strand 

End 21775 

Method TBLASTX: Maize 

End 16457 

Score 103 



15875. .15934, 15959 .. 15973, 16054 1 6395, 16055 1 6399, 
16437.. 16457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18844 
39537 
20550 

OJ990506_04.9924.C37.o5.gs 

20550 

none 



Seq. ID OJ990506_04.9924.C37 
Strand 

End 21775 . 

Method GENSCAN 

End 21775 

Score .75 



20550. .20907, 211 64 .. 21357 , 21773.. 21775 



18844 
39537 
20550 

OJ990506_04 . 9924 . C37 . o4 . np 
20553 
531389 
20553.. 21400 

(U12626) copia-like retrotransposon Hopscotch polyprotein [Zea 
mays] 



Seq. ID OJ990506_04.9924.C37 
Strand 

End 21775 

Method AAT/NAP 

End 21400 

Score 553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18844 
39537 
20550 

OJ990506_04 . 9924 . C37 . o4 . tm 

20586 

none 



Seq. ID OJ990506_04.9924.C37 
Strand 

End 21775 

Method TBLASTX: Maize 

End 20930 

Score 187 



20586. .20627, 20628 .. 20930, 20628.. 20930 



18844 
39537 
20550 

OJ990506_04 . 9924 . C37 . o3 . ts 

20628 

none 



Seq. ID OJ990506_04.9924.C37 
Strand 

End 21775 * .> 

Method TBLASTX : Soybean 

End 21222 

Score 96 



20628. .20984, 20635 20985, 21005 .. 2104 0, 21085 .. 21222 , 
21104 . .21202 



Seq. No. 
Gene No. 



18844 
39537 



Seq. ID OJ990506_04.9924.C37 
Strand 



19339 



Start 
Name 
Start 
GI 

Exons 



20550 End 

OJ990506_04 . 9924 . C37 . o2 . tm Method 

20931 End 

none Score 



21775 

TBLASTX: Maize 

21376 

191 



20931. .20981, 21005 .. 21085, 21092 . . 2137 6, 21095 21370, 
21097.. 21375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18844 
39537 
20550 

OJ990506_04 , 

21011 

none 



9924.C37.ol.tw 



Seq. ID OJ99050~6_04.9924.C37 
Strand 
End 

Method 
End 
Score 



21775 

TBLASTX: Wheat 

21375 

87 



21011. .21073, 21097. .21243, 21098 .. 2124 4 , 21256. .21375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18845 
39538 
1 

OJ990506_04 , 
1 

5441880 
1..19, 240., 



9924.C38.ol.np 



538, 618. .719 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990506_04 
+ 

719 

AAT/NAP 

719 

621 



9924. C38 



(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 18845 Seq. ID 

Gene No. 39538 Strand 

Start 1 End 

Name OJ990506_04 . 9924 . C38 . ol . gs Method 

Start 123 End 

GI none Score 

Exons 123.. 149, 240.. 538 



OJ990506_04.9924.C38 
+ 

719 

GEN SCAN 

538 

.71 



Seq. No. 18845 

Gene No. 39538 

Start 1 

Name OJ990506_04 . 9924 .C38 . ol .gp 

Start 366 

GI LIB3475-007-P1-K1-G8 

Exons 366.. 538, 618.. 719 

GI Descrip. ' 54 4 1880/dbj | BAA82378 . 1 | 5. 

corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990506_ 
+ 

719 

AAT/GAP 

719 

499 



04.9924.C38 



0e-75 (AP000367) EST 
the predicted gene.; 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 18846 Seq. ID 

Gene No. 39539 Strand 

Start 822 End 

Name OJ990526_04 . 992 1 . C3 . ol . gp Method 

Start 822 End 

GI none Score 

Exons 822.. 1329 



OJ990526_04.9921.C3 

1368 
AAT/GAP 
1329 
983 



Seq. No. 18846 Seq. ID 

Gene No. 39539 Strand 

Start 822 End 

Name OJ990526 04 . 9921 . C3 . ol . tm Method 



OJ990526_04 . 9921. C3 
1368 

TBLASTX: Maize 



19340 



Start 
GI 

Exons 



1152 End 1368 

none Score 71 

1152.. 1205, 1162.. 1203, 1203.. 1307, 1206.. 1328, 1207.. 1368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18847 
39540 
138 

OJ99052 6_04 . 9921 . C4 . ol . gp 
138 

3597 2.R1084 



Seq. ID OJ990526_04.9921.C4 
Strand 

End 1257 

Method AAT/GAP 

End 1254 

Score 697 



138. .204, 395. .490, 574. .657, 747. .839, 1140. .1254 

■ 34 02817/emb I CAA07704 | 2.0e-35 (AJ007829) lacZ 1 ' [Cloning vector 

pGreen] 1 



Seq. No. 18847 

Gene No. 39540 

Start 138 

Name OJ990526JD4 . 9921 . C4 . ol . tm 

Start 140 

GI none 
Exons 



Seq. ID OJ990526_04.9921.C4 
Strand 

End 1257 

Method . TBLASTX: Maize 

End 1257 

Score 62 



140. .196, 141. .206, 142. .207, 142. .207, 393. .494, 395. .493, 
411. .494, 412. .495, 560. .658, 574. .660, 574 .. 666, 575. .661, 
747. .836, 752. .850, 752. .841, 1137. .1217, 1141. .1257 



Seq. No. 18848 

Gene No. 39541 

Start 904 

Name OJ990526JD4 . 9921 . C6 . ol . tm 

Start 904 

GI none 
Exons 



Seq. ID OJ990526_04 . 9921.C6 
Strand 

End' 2150 

Method TBLASTX : Maize 

End . 2091 

Score 128 



904. .1005, 915. .1007, 982. .1743, 1002. .1067, 1009. .1710, 
1584. .1709, 1588. .1710, 1588. .1710, 1779. .1814, 1957. .2091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18848 
39541 
904 

OJ990526JD4 . 9.921 . C6 . ol . tc 

1285 

none 



Seq. ID OJ990526JD4 . 9921.C6 
Strand 

End 2150 

Method TBLASTX: Cress 

End 2115 

Score 7 4 

1285. .1554, 1630. .1905, 1696. .2043, 1807. .2079, 1852. .2004, 
1945. .2115, 1957. .2073 



Seq. No. 18848 

Gene No. 39541 

Start 904 

Name OJ990526_04 . 9921 . C6 . ol . ts 

Start 1753 

GI none 
Exons 



Seq. ID OJ990526_04.9921.C6 
Strand 

End 2150 

Method ' TBLASTX: Soybean 

End 2150 

Score 72 



1753. .1974, 1848. .2150, 1849. .2148. 



Seq. No. 18848 

Gene No. 39541 

Start 904 

Name OJ990526_04 . 9921 . C6 . o2 . tm 

Start 1814 

GI none 

Exons 1814.. 1954, 1816.. 1953 



Seq. ID OJ990526_04.9921.C6 
Strand 

End 2150 

Method TBLASTX: Maize 

End 1954 

Score 206 



19341 



Seq. No. 


18849 




Seq. ID 


OJ990526_04.9921.C8 


Gene No. 


39542 




Strand 


+ 


Start 


512 




End 


579 


Name 


OJ990526 04. 


9921.C8.ol.gp 


Method 


AAT/GAP 


Start 


512 




End 


579 


GI 


26364 1.R1084 


Score 


107 


Exons 


512. .579 








GI Descrip. 


'3402817/emb|CAA07704 | 2.0e-35 (AJ007829) lacZ" [Cloning vect< 




pGreen] 1 








Seq. No. 


18850 




Seq. ID 


OJ990526_04.9921.C9 


Gene No. 


39543 




Strand 




Start 


1730 




End 


2045 


Name 


OJ990526 04. 


9921.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


1730 




End 


2045 


GI 


none 




Score 


326 


Exons 


1730. .2029, 


1730. .2002, 1738. 


.2028, 1821.. .2045 


Seq. No. 


18850 




Seq. ID 


OJ990526_04.9921.C9 


Gene No. 


39544 




Strand 




Start 


2876 




End' 


3129 


Name 


OJ990526 04. 


9921.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


2876 




End 


3129 


GI 


none 




Score 


206 


Exons 


2876. .3118,.. 


2877.. 3i22, 2878. 


.3129, 2878.. 3123 


Seq. No. 


18851 




Seq. ID 


OJ990526_04. 9921. C10 


Gene No. 


39545 




Strand 




Start 


222 




End 


793 


Name 


OJ990526 04. 


9921. C10. ol.gp 


Method 


AAT/GAP 


Start 


222 




End 


793 


GI 


5144- 2.R1084 




Score 


882 


Exons 


222. .598, 689. .793 






GI Descrip. 


'1173104/spl 


P42814 |RNS2 ARATH 


2.0e-69 


RIBONUCLEASE 2 PRECURSOR 




>gi 289210 ( 


M98336)* ribonuclease [Arabidopsis thaliana] 




>gi_2642160 


(AC003000) ribonuclease, RNS2 • [Arabidopsis 




thaliana] ' 








Seq. No. 


18852 




Seq. ID 


OJ990526_04.9921.C17 


Gene No. 


39546 




Strand 


+ 


Start 


1 




End 


57 


Name 


OJ990526 04. 


9921. C17. ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


57 


GI 


4880236 




Score 


80 


Exons 


1. .57 








GI Descrip. 


3915826/sp| P49625 |RL5_ORYSA 3 


. Oe-26 60S RIBOSOMAL PROTEIN L5 


Seq. No. 


18853 




Seq. ID 


OJ9905'26_04.9921.C21 


Gene No. 


39547 




Strand 


+ 


Start 


1 




End 


217 


Name 


OJ990526 04. 


9921. C21. ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


217 


GI 


LIB3433-060- 


P1-K1-H10 


Score 


411 


Exons 


1. .217 









GI Descrip. ' 59214 4 6/sp | Q38774 | CC2C_ANTMA 1.0e-52 CELL DIVISION CONTROL 
PROTEIN 2 HOMOLOG C >gi_1321 67 6_emb_CAA66235 (X97639) 



19342 



# • 

cyclin-dependent kinas [Antirrhinum ma jus] * 



Seq. No. 


18853 




Seq. ID 


OJ990526 04.9921.C21 


Gene No . 


39547 




Strand 


+ 


Start 


1 




End 


217 


Name 


OJ990526 04 . 9921 .C21 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1 ~ 




End 


217 


GI 


none 




Score 


113 


Exons 


1..90, 2. .88, 95. .217, 


106. . 165 




Seq. No. 


18854 




Seq. ID 


OJ990526 04.9921.C23 


Gene No . 


39548 




Strand 




Start 


730 




End 


933 


Name 


OJ990526 04 . 9921 .C23 .ol 


.tc 


Method 


TBLASTX : Cress 


Start 


375 ~ 




End 


831 


GI 


none 




Score 


193 


Exons 


375. .512, 376. .516, 727 


. .831, 


729. .827 




Seq. No. 


18854 




Seq. ID 


OJ990526 04.9921.C23 


Gpne No 


39548 




Strand 




Start 


730 




End 


933 


Name 


OJ990526 04.9921.C23.ol 


. tm 


Method 


TBLASTX :Maize 


Start 


375 ~~ 




End 


842 


GI 


none 




Score 


234 


Exons 


375. .515, 376. .516, 415 


. .519, 


727. .831, 


729. .830, 738. .842 


Seq. No. 


18854 




Seq. ID 


OJ990526 04 9921 C23 


Gene No . 


39548 




Strand 


+ 


Start 


730 




End 


933 


Name 


OJ990526 04.9921.C23.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


375 ~~ 




End 


798 


GI 


none 




Score 


198 


Exons 


375. .515, 376. .516, 727 


. .798 






Seq.. No. 


18854 




Seq. ID 


OJ990526 04.9921.C23 


Gene No . 


39548 




Strand 


+ 


Start 


730 




End 


933 


Name 


OJ990526 04 . 9921 .C23 . ol 


.gp 


Method 


AAT /GAP 


Start 


730 ~~ 




End 


933 


GI 


none 




Score 


349 


Exons 


730. . 933 








Seq. No. 


18855 




Seq. ID 


OJ990526_04 . 9921. C27 


Gene No . 


39549 




Strand 




Start 


1 




End 


1726 


Name 


OJ990526 04.9921.C27.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


1697 


GI 


none 




Score 


121 


i»J A V*/ HO 


1 96 3 95 41 103 


173. .334, 174. .356, 54 8. .688, 54 9. .689, 




804. .968, 847. .966, 848 


. . 985, 


849. .983, 


850. .990, 1047. .1139, 




1047. .1127, 1048. .1137, 


1081. 


.1167, 1210. . 1341, 1219. . 1341, 




1220. . 1345, 1221. . 1367, 


1433. 


.154 6, 14 57. . 154 6, 14 7 6. . 1547, 




1576. .1692, 1634. .1693, 


1638. 


.1697 




Seq. No. 


18855 




Seq. ID 


OJ990526_04 . 9921.C27 


Gene No. 


39549 




Strand 




Start 


1 




End 


1726 



19343 



Name 

Start 

GI 

Exons 



OJ990526 04.9921.C27.ol.tm 



Method TBLASTX: Maize 



1 End 1703 

none Score 103 

1..96, 3..9S, 173. .334, 173. .337, 174. .356, 548. .688, 549. .689, 
584. .709, 847. .966, 848. .982, 848. .970, 849. .983, 850. .984, 

1046. .1126, 1047. .1127, 1048. .1137, 1049. .1129, 1220. .1345, 

1221. .1367, 1454. .1543, 1457. .1543, 1476. .1544, 1621. .1695, 
1634. .1696, 1638. .1703 



Seq. No. 18855 Seq. ID 

Gene No. 3954 9 Strand 

Start 1 End 

Name OJ990526_04 . 9921 . C27 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..96, 3. .95, 222. .254, 223. .255, 554. 



OJ990526_04.9921.C27 
1726 

TBLASTX: Cress 

1697 

81 

.580, 581. .688, 594. .689, 



847. .966, 848. .985, 849. .989, 850. .990, 1048. .1137, 1049. .1129, 



1205. .1342, 1220. .1345, 1221, 
1638. .1697 



.1367, 1463. .1540, 1476. .1547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18855 
39549 
1 

OJ990526_04 . 9921 . C27 . ol . gp 
1 

211_1.R1084 

1..93, 178. .347, 548. .682, 849. .965, 104? 
1455. ,1546, 1630. .1726 

'3915826/sp|P4 9625|RL5_ORYSA 1.0e-147 60S RIBOSOMAL PROTEIN L5 ' 



Seq. ID OJ990526_04.9921.C27 
Strand 

End 1726 

Method AAT/GAP 

End 1726 

Score 1552 

1127, 1219. .1345, 



18855 
39549 
1 

OJ990526_04 . 9921 . C27 . ol . ts 
1 

none 



Seq. ID OJ990526_04.9921.C27 
Strand 

End 1726 

Method TBLASTX : Soybean 

End 1692 

Score 81 



1..102, 3. .95, 6. .128, 162. .311, 165. .356, 178. .342, 545. .688, 
552. .743, 807. .968, 847. .966, 848. .985, 848. .970, 849. .983, 
850. .990, 1046. .1129, 1048. .1137, 1049. .1129, 1210. .1269, 
1220. .1345, 1221. .1367, 1456. .1497, 1476. .1547, 1636. .1692 



18856 
39550 
707 

OJ99052 6_04 . 9921 . C29 . o2 . tm 
3 

none 



Seq. ID OJ990526_04.9921.C29 

Strand + 

End 1172 

Method TBLASTX: Maize 

End 209 

Score 68 



3. .68, 78. .131, 80. .130, 110. .208, 111. .209 



18856 
39550 
707 

OJ990526_04 . 9921 . C29 . ol . ts 

132 

none 



Seq. ID OJ990526_0.4 . 9921.C29 

Strand + 

End 1172 

Method TBLASTX: Soybean 

End 1154 

Score 161 



132. .374, 463. .564, 504. .560, 644. .760, 652. .798, 653. .760, 
1058. .1141, 1092. .1154 



19344 



# 



Seq. No. 18856 

Gene No. 39550 

Start 707 

Name OJ990526_04 . 9921 . C29 . ol . tm 

Start 209 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

209. .373, 210. .374, 454. .567, 454. .567, 464. .571, 504. .584, 
644. .760, 645. .761, 650. .799, 655.-798, 1052. .1165, 1092. .1172 



OJ990526_04.9921.C29 
+ 

1172 

TBLASTX: Maize 

1172 

216 



Seq. No. 18856 

Gene No. 39550 

Start 707 

Name OJ990526_04 . 9921 . C29 . ol . gp 

Start 707 

GI 3597_2.R1084 

Exons 707.. 760, 1092.. 1171 

GI Descrip. 1 3402817/emb | CAA07704 | 2 . Oe- 
pGreen] ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_ 
+ 

1172 
AAT/GAP 
1171 
208 



04.9921.C29 



35 (AJ007829) lacZ' 1 [Cloning vector 



Seq. No. 18857 Seq. ID 

Gene No. 39551 Strand 

Start 307 End 

Name OJ990526_04 . 9921 . C30 . ol . tm Method 

Start 298 End 

GI none Score 
Exons 



OJ990526_04.9921.C30 
+ 

947 

TBLASTX: Maize 

922 

76 

71, 



298. .360, 302. .373, 521. .580, 522. .581, 712. .867, 767 
767. .868, 869. .922, 871. .912 



Seq. No. 


18857 








Seq. ID 


OJ990526_04.9921.C30 


Gene No. 


39551 








Strand 


+ 


Start 


307 








End 


947 


Name 


OJ990526 


04 . 9921. C30 


.ol. 


-gp 


Method 


AAT/GAP 


Start 


307 








End 


947 


GI 


none 








Score 


503 


Exons 


307. .349, 


522. .580, 


745. 


. . 947 






Seq. No. 


18858 








Seq. ID 


OJ990526_04 . 9921. C31 


Gene No. 


39552 








Strand 




Start 


564 








End 


1168 


Name 


"OJ990526 


04.9921.C31 


.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


564 








End 


999 


GI 


none 








Score 


51 


Exons 


564. .620, 


565. . 609, 


715. 


. .765, 


728. .808 


, 887. .997, 889. .999 


Seq. No. 


18858 








Seq. ID 


OJ990526_04.9921.C31 


Gene No. 


39552 








Strand 




Start 


564 








End 


1168 


Name 


OJ990526 


04.9921.C31 


.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


715 








End 


1168 


GI 


none 








Score 


47 


Exons 


715. .762, 


716. .760, 


887. 


. .1042, 


889. .1044, 1112. .1162, 1115. 



Seq. No. 18859 Seq. ID OJ990526_04 . 9921 . C33 

Gene No. 39553 Strand 

Start 120 End 362 

Name OJ990526 04 . 9921 . C33 . o2 . tm Method TBLASTX: Maize 



19345 




Start 


120 








End 


362 




GI 


none 








Score" 


84 




Exons 


120. . 218, 


131. .241, 


131 


. .217, 


132. .227, 


210 . . 362, 218 . . 


325 


Seq. No. 


18859 








Seq. ID 


OJ990526 04.9921 


.C33 


Gene No. 


39554 








Strand 






Start 


398 








End 


719 




Name 


OJ990526 


04.9921.C33 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


398 








End 


719 




GI 


none 








Score 


261 




Exons 


398 . . 556, 


403. .534, 


404 


. . 538, 


566. . 637, 


580. . 636, 581. . 


637, 




635 . .718, 


636. .719 












Seq. No. 


18860 








Seq. ID 


OJ990526 04.9921 


.C34 


Gene No. 


39555 








Strand 


+ 




Start 


382 








End 


589 




Name 


OJ990526 


04 . 9921 .C34 


.ol . 


. tc 


Method 


TBLASTX: Cress 




Start 


131 








End 


534 




GI 


none 








Score 


82 




Exons 


131. .310, 


132. .257, 


376, 


. . 534, 


395 . . 523 






Seq. No. 


18860 








Seq. ID 


OJ990526_04.9921 


.C34 


Gene No. 


39555 








Strand 


+ 




Start 


382 








End 


589 




^Name 


OJ990526 


04 . 9921 .C34 


. ol , 


. ts 


Method 


TBLASTX: Soybean 




Start 


131 








End 


519 




GI 


none 








Score 


40 




Exons 


131 . . 169, 


200. .310, 


210 , 


. .272, 


376. . 519, 


392 . . 469 




Seq. No. 


18860 








Seq. ID 


OJ990526 04.9921 


. C34 


Gene No. 


39555 








Strand 


+ ~~ 




Start 


382 








End 


589 




Name 


OJ990526 


04 . 9921 .C34 


.ol , 


. tm 


Method 


TBLASTX: Maize 




Start 


131 








End 


589 




GI 


none 








Score 


75 




Exons 


131. .187, 


132. .188, 


134 , 


. . 193, 


188 . . 310, 


189. .293, 370. . 


588, 




380. .589 














Seq. No. 


18860 








Seq. ID 


OJ990526 04.9921 


.C34 


Gene No. 


39555* 








Strand 


+ ~~ 




Start 


382 








End 


589 




Name 


OJ990526 


04.9921.C34 


.ol. 


,gp 


Method 


AAT/GAP 




Start 


382 








End 


580 




GI 


uC-osflcypl7 6e09bl 






Score 


367 




Exons 


382. .580 














GI Descrip. 


•4191779 


3.0e-72 (AC005917) putative recA protein [Arabidops 




thaliana] 














Seq. No. 


18861 








Seq. ID 


OJ990526_04.9921 


.C35 


Gene No. 


39556 








Strand 






Start 


201 








End 


630 




Name 


OJ990526 


04.9921.C35 


.ol. 


, ts 


Method 


TBLASTX : Soybean 




Start 


201 








End 


630 




GI 


none 








Score 


113 




Exons 


201. .278, 


218. .277, 


441. 


, .500, 


565. . 630, 


571. . 630 




Seq. No. 


18862 








Seq. ID 


OJ990526_04. 9921 


.C36 



19346 






Gene No. 


395-57 


Strand 






Start 


321 


End 


1545 




Name 


OJ990526 04.9921.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


321 


End 


1545 




GI 


none 


Score 


75 




Exons 


321. .425, 326. .400, 330. .425, 


334. .426, 338. .490, 744. .851, 






759. .872, 761. .868, 1238. .1324, 1244. 


.1324, 1254. .1331, 






1441. .1545, ■ 1442. .1543, 1447. 


.1545 






Seq. No. 


18863 


Seq. ID 


OJ990526_04.9921.C39 




Gene No. 


39558 


Strand 






Start 


428 


End 


653 




Name 


OJ990526 04.9921.C39.ol.tm 


Method 


TBLASTX : Maize 




Start 


428 


End 


653 




GI 


none 


Score 


199 




Exons 


428. .502, 489. .650, 501. .653 








Seq. No. 


18863 


Seq. ID 


OJ990526_04 . 9921 . C39 




Gene No. 


39558 


Strand 






Start 


428 


End 


653 




Name 


OJ990526 04.9921.C39.ol.tc 


Method 


TBLASTX: Cress 




Start 


501 


End 


651 




GI 


none 


Score 


136 




Exons 


501.. 650, 523.. 651 






": tJ 


Seq. No. 


18864 


Seq. ID 


OJ990526_04.9921.C41 


':. ; 3 


Gene No. 


39559 


Strand 


+ 




Start 


1178 


End 


1542 




Name 


OJ990526 04 . 992 1 . C4 1 . ol . gp 


Method 


AAT/GAP 




Start 


1178 


End 


1542 


V? 


GI 


2312232 


Score 


667 


r L| 


Exons 


1178. .1542 








Seq. No. 


18865 


Seq. ID 


OJ990526_04.9921.C42 


!* * | 


Gene No. 


39560 


Strand 




"- e 


Start 


2121 


End 


2245 


"5 


Name 


OJ990526 04.9921.C42.ol.gp 


Method 


AAT/GAP 




Start* 


2121 


End 


2245 




GI 


5144 2.R1084 


Score 


242 




Exons 


2121. .2245 








GI Descrip. 


'1173104/ sp| P42814 | RNS2 ARATH 


2.0e-69 


RIBONUCLEASE 2 PRECURSOR 






>gi_289210 (M98336) ribonuclease [Arabidopsis thaliana] 






>gi 2642160 (AC003000) ribonuclease, RNS2 [Arabidopsis 






thaliana] 1 








Seq. No. 


18866 


Seq. ID 


OJ990526_04.9921.C43 . 




Gene No. 


39561 


Strand 


+ 




Start 


1 


End 


1402 




Name 


OJ990526 04.9921.C43.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1402 




GI 


5144 2.R1084 


Score 


798 



Exons 1..53, 126. .177, 318. .391, 538. .639, 933. ,1028, 1241... 1402 

GI Descrip. 1 1173104/sp | P42814 | RNS2_ARATH 2.0e-69 RIBONUCLEASE 2 PRECURSOR 
>gi__289210 (M98336) ribonuclease [Arabidopsis thaliana] 
>gi_2642160 (AC003000) ribonuclease, RNS2 [Arabidopsis 
thaliana] 1 



19347 




Seq. No. 18866 

Gene No. 39561 

Start 1 

Name OJ990526_04 . 9921 . C43 . ol . tm 

Start 977 

GI none 
Exons 



Seq. ID OJ990526_04.9921.C43 

Strand + 

End 1402 

Method TBLASTX : Maize 

End 1402 

Score 73 



977. .1033, 978. .1028, 1240. .1401, 1241. .1402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18867 
39562 
1 

OJ990526_04.9921.C4 6.ol.tm 
1 

none 



Seq. ID OJ990526_04.9921.C46 
Strand 

End 276 

Method TBLASTX : Maize 

End 276 

Score 4 8 



1..36, 3. .29, 96. .218, 113. .217, 187. .249, 213. .272, 218. .274, 
219. .275, 226. .276 



Seq. No. 18868 

Gene No. 39563 

Start 1358 

Name OJ990526_04 . 9921 . C54 . ol . gp 

Start 1358 

GI LIB3433-026-P1-K1-E11 

Exons 1358... 1462 

GI Descrip. 1 544 1872/dbj | AP000366 . 1 1 AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 1 



Seq. ID OJ990526_04.9921.C54 

Strand + 

End 14 62 

Method AAT/GAP 

End 14 62 

Score 150 



Seq-. No. 18869 

Gene No. 39564 

Start 43 

Name OJ990526_04 . 9921 . C55 . ol . tc 

Start 43 

GI none 
Exons 



Seq. ID OJ990526_04 . 9921.C55 
Strand 

End 1262 

Method TBLASTX : Cress 

End 1257 

Score 193 



43. .168, 44. .172, 354. .434, 355. .441, 727. .840, 727. .780, 
777. .839, 926. .1036, 930. .1052, 1132. .1257, 1137. .1175 



Seq. No. 18869 

Gene No. 39564 

Start 43 

Name OJ99052 6_04 . 9921 . C55 . ol . ts 

Start 4 6 

GI none 
Exons 



Seq. ID- OJ990526_04.9921.C55 
Strand 

End 1262 

Method TBLASTX : Soybean 

End 783 

Score 186 



46. .168, 47. .172, 360. .434, 361. .435, 727. .783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18869 
39564 
43 

OJ990526_04 . 9921 . C55 . ol . tm 

941 

none 



Seq. ID OJ990526_04.9921.C55 
Strand 

End 1262 

Method TBLASTX : Maize 

End 1262 

Score 136 



941. .1045, 942. .1046, 943. .1059, 1102. .1254, 1122. .1262, 
1125. .1256, 1126. .1260 



Seq. No. 18870 

Gene No. 39565 

Start 1807 

Name OJ990526__04 . 9921 . C56 . ol . gp 



Seq. ID OJ990526_04.9921.C56 

Strand + 

End 3128 

Method AAT/GAP 



19348 



Start 1807 End 3128 

GI LIB3433-047-P1-K1-D2 Score 877 

Exons 1807.. 1841, 1937.. 2086, 2441.. 2516, 2751.. 2878, 2977.. 3128 

GI Descrip. '2335096 3.0e-19 (AC002339) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18870 
39566 
4052 

OJ990526_04, 
556 
none 

556. .750, 562. .702, 567. .752 



9921.C56.o3.ts 



Seq. ID OJ990526_04.9921.C56 
..Strand 

End 4 417 

Method TBLASTX : Soybean 

End 752 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18870 
39566 
4052 

OJ990526_04 , 

860 

none 



9921.C56.o2.ts 



Seq. ID OJ990526_04.9921.C56 
Strand 
End 

Method 
End 
Score 



4417 

TBLASTX : Soybean 

1275 

101 



860. .982, 862. .951, 985. .1158, 996. .1157, 1239. .1268, 1243. .1275 



Seq. No. 18870 
Gene No. 39566 
Start - 4052 

Name OJ990526_04 . 9921 . C-56 . ol . tm 

Start 939 

GI none 

Exons 939. .995, 940. .981, 985. .1158, 996. 

1025. .1189, 1228. .1299, 1230. .1394, 
1438. .1785, 1476. .1796, 1476. .1790, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 04.9921.C56 



4417 

TBLASTX: Maize 
1804 
52 

1166, 996. .1157, 
1237. .1395, 1241. 
1478. .1804 



1000. .1188, 
.1405, 



Seq. No. 18870 

Gene No. 39566 

Start 4052 

Name OJ990526_04 . 9921 . C56 . o2 . tm 

Start 3071 

GI none 
Exons 



Seq. ID OJ990526_04.9921.C56 
Strand 
End 

Method 
End 
Score 



4417 

TBLASTX: Maize 

3575 

116 



3071.. 3178, 3071.. 3172, 3072.. 3176, 3097.. 3177, 3272.. 3445, 
3277. .3417, 3278. .3433, 3279. .3446, 3507. .3575 * 



Seq. No. 18870 

Gene No. 39566 

Start 4052 

Name OJ990526_04 . 9921 . C56 . ol . tw 

Start 3292 

GI none 

Exons 3292.. 3417, 3292.. 3417, 3293. 

3513. .3650, 3513. .3647, 3563. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 04.9921.C56 



4417 

TBLASTX: Wheat 
3897 
222 

3418, 3336. .3446, 3475. .3636, 
3649, 3759.. 3896, 3760. .3897 



Seq. No. 18870 

Gene No. 39566 

Start 4052 

Name OJ990526_04 . 9921 . C56 . ol . ts 

Start 3295 

GI none 

Exons 3295.. 3420, 3510.. 3650, 3563. 



Seq. ID OJ990526_04.9921.C56 
Strand 

End 4417 

Method TBLASTX: Soybean 

End 3903 

Score 109 

.3658, 3759. .3896, 3760. .3903 



19349 




Seq. No. 


18870 




Seq. ID 


OJ990526_04.9921 


C56 


Gene No. 


39566 




Strand 






Start 


4052 




End 


4417 




Name 


OJ990526 04.9921.C56.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3855 




End 


4366 




GI 


none 




Score 


74 




Exons 


3855.. 3947, 3855.. 3950, 


3856; 


.3954, 4041. .4169, 4043. .4198, 




4043. .4198, 4093. .4224, 


4319. 


.4366 


-- 




Seq. No. 


18870 




Seq. ID 


OJ990526_04.9921 


C56 


Gene No. 


39566 




Strand 






Start 


4052 




End 


4417 




Name 


OJ990526 04.9921.C56.o2 


.gp 


Method 


AAT/GAP 




Start 


4052 




End 


4417 




GI 


2799378 




Score 


674 




Exons 


4052. .4417 










Seq. No. 


18871 




Seq. ID 


OJ990526_04.9921 


C60 


Gene No. 


39567 




Strand 






Start 


1 




End 


361 




Name 


OJ990526 04 . 9921.C60.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


361 




GI 


none 




Score 


235 




Exons 


1..348, 4. .360, 5. .361 










Seq. No. 


18871 




Seq. ID 


OJ990526_04.9921 


C60 


Gene No. 


39567 




Strand 






Start 


1 




End 


361 




Name 


OJ990526 04.9921.C60.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


28 




End 


357 




GI 


none 




Score 


208 




Exons 


28. .234, 29. .223, 223.. 


357, 226.. 357 






Seq. No. 


18872 




Seq. ID 


OJ990526_04 . 9921 


C62 


Gene No. 


39568 




Strand 






Start 


301 




End 


997 




Name 


OJ990526 04.9921.C62.o2 


. tm 


Method • 


TBLASTX: Maize 




Start 


65 




End 


233 




GI 


none 




Score 


147 




Exons 


65.-232, 66.. 233 










Seq. No. 


18872 




Seq. ID 


OJ990526_04.9921 


C62 


Gene No. 


39568 




Strand 






Start 


301 




End 


997 




Name 


OJ990526 04.9921.C62.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


233 




End 


669 




GI 


none 




Score 


198 




Exons 


233. .370, 446. .661, 447 


. .608, 


448. .669, 


596. . 661 




Seq. No. 


18872 




Seq. ID 


OJ990526_04. 9921 


C62 


Gene No. 


39568 




Strand 






Start 


301 




End 


997 




Name 


OJ990526 04.9921.C62.ol 


• gp 


Method 


AAT/GAP 




Start 


301 




End 


993 




GI 


24131 1.R1084 




Score 


1156 




Exons 


301. .658, 749. .993 











19350 




GI Descrip. '2281090 6.0e-58 (AC002333) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


18872 




Seq. ID 


OJ990526 04.9921 


.C62 


Gene No. 


39568 




Strand 


_ 




Start 


301 




End 


997 




Name 


OJ990526 04.9921.C62.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


347 




End 


899 




GI 


none 




Score 


356 




Exons 


347. .661, 348. .656, 349. 


.657, 


350. .661 


, 748. .873, 749.. 


898, 




750. .899' 










Seq. No. 


18872 




Seq. ID 


OJ990526_04.9921 


.C62 


Gene No. 


39568 




Strand 


- 




Start 


301 




End 


997 




Name 


OJ990526 04.9921.C62.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


416 




End 


995 




GI 


none 




Score 


240 




Exons 


416. .661, 426. .608, 436. 


.666, 


437. .661 


, 747. .887, 749., 


895, 




750. .896, 938. .994, 939. 


. 995 








Seq. No. 


18872 




Seq. ID 


OJ990526_04 . 9921 


.C62 


Gene No. 


39568 




Strand 






Start 


301 




End 


997 




Name 


OJ990526 04.9921.C62.o2. 


ts ' 


Method 


TBLASTX : Soybean 




Start 


750 




End 


997 




GI 


none 




Score 


173 




Exons 


750. .896, 752. .904, 752. 


.895, 


938 . . 997 






Seq. No. 


18873 




Seq. ID 


OJ990526_04 . 9921 


.C64 


Gene No. 


39569 




Strand 


+ 




Start 


529 




End 


767 




Name 


OJ990526 04.9921.C64.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


116 




End 


251 




GI 


none 




Score 


180 




Exons 


116. . 244 , 117 . . 251 










Seq. No. 


18873 




Seq. ID 


-OJ990526_04.9921 


.C64 


Gene No. 


39569 




Strand 


+ 




Start 


529 




End 


767 




Name 


OJ990526 04.9921.C64.ol. 


gp 


Method 


AAT/GAP 




Start 


529 




End 


767 




GI 


none 




Score 


427 




Exons 


529, .767 










Seq. No. 


18874 




Seq. ID 


OJ990526_04.9921 


,C66 


Gene No. 


39570 




Strand 


-f 




Start 


1 




End 


736 




Name 


• OJ990526 04.9921.C66.ol. 


gp 


Method 


AAT/GAP 




Start 


■1 




End 


736 




GI 


5144 2.R1084 




Score 


167 




Exons 


1..42, 88. .196, 718. .736 








GI Descrip. 


, 1173104/sp| P42814 | RNS2_ 


ARATH 


2.0e-69 


RIBONUCLEASE 2 PRECURSOR 



>gi_289210 (M98336) ribonuclease [Arabidopsis thaliana] 
>gi_2642160 (AC003000) ribonuclease, RNS2 [Arabidopsis 
thaliana] ' 



19351 




Seq. No. 


18875 


Seq. ID 


OJ990526_04 . 9921 . C70 


Gene No. 


39571 


Strand 


+ 


Start 


36 


End 


306 


Name 


OJ990526 04.9921.C70.ol.gp 


Method 


AAT /GAP 


Start 


36 ~~ 


End 


306 


GI 


572216 


Score 


514 


Exons 


36. . 306 






Seq. No . 


18875 


Seq. ID 


OJ990526 04.9921.C70 


Gene No. 


39572 


Strand 


+- — 


Start 


430 


End 


550 


Name 


OJ990526 04.9921.C70.o2.gp 


Method 


AAT /GAP 


Start 


430 


End 


550 


GI 


4768977 


Score 


211 


Exons 


430. .550 






GI Descrip. 


4768978/gb|AAD29702.1|AF140489 1 9.0e- 


95 (AF140489) kiaa0078 




protein [Oryza sativa] 






Seq. No. 


18876 


Seq. ID 


OJ990526_04 .9921.C71 


Gene No. 


39573 


Strand 


+ 


Start 


718 


End 


1309 


Name 


OJ990526 04.9921.C71.o2.tm 


Method 


TBLASTX: Maize 


Start 


717 


End 


902 


GI 


none 


Score 


120 


Exons 


717. .830, 717. .836, 718. .864, 


724 . .861 


, 829. . 870, 834 . . 902 


Seq. No. 


18876 


Seq. ID 


OJ990526 04.9921.C71 


Gene No. 


39573 


Strand 


+ ~~ 


Start 


718 


End 


1309 


Name 


OJ990526 04.9921.C71.ol.gp 


Method 


AAT /GAP 


Start 


718 


End 


1286 


GI 


4768977 


Score 


714 


Exons 


718. .977, 1061. .1155, 1254. .1286 




GI Descrip. 


4768978/gb|AAD29702.1|AF140489 1 9.0e- 


95 (AF140489) kiaa0078 




protein [Oryza sativa] 






Seq. No. 


18876 


Seq. ID 


OJ990526 04.9921.C71 


Gene No. 


39573 


Strand 


+ • ~~ 


Start 


718 


End 


1309 


Name 


OJ990526 04.9921.C71.ol.tc 


Method 


TBLASTX: Cress 


Start 


889 


End 


1309 


GI 


none 


Score 


118 


Exons 


889. .963, 891. .962, 1062. .1154 


, 1067.. 


1153, 1067.. 1162, 




1071. .1154, 1253. .1309 






Seq. No. 


18876 


Seq. ID 


OJ990526_04.9921.C71 


Gene No. 


39574 


Strand 




Start 


2296 


End 


2538 


Name 


OJ990526 04.9921.C71.o3.tm. 


Method 


TBLASTX: Maize 


Start 


2296 


End 


2538 


GI 


none 


Score 


84 


Exons 


2296. .2394, 2307. .2417, 2307.. 


2393, 2308. .2403, 2386. .2538, 




2394. .2501, 2395. .2532 






Seq. No. 


18876 


Seq. ID 


OJ990526_04.9921.C71 


Gene No. 


39575 


Strand 




Start 


2574 


End 


3426 



19352 



Name 

Start 

GI 

Exons 



OJ990526 04 .9921.C71.ol.tm 



Method TBLASTX : Mai ze 



2574 End 3426 

none Score 261 

2574. .2732, 2579. .2710, 2580. .2714, 2742. .2813, 2756. .2812, 

2757. .2813, 2811. .2912, 2812. .2901, 2986. .3087, 3200. .3412, 

3200.. 3397, 3205.. 3426, 3210.. 3425 



Seq. No. 18877 *., Seq. ID 

Gene No. 39576 " Strand 

Start 223 End 

Name OJ990526_04 . 9921 . C72 . ol . gp Method 

Start 223 End 

GI none Score 

Exons 223. .824 



OJ990526_04 . 9921 . C72 
+ 

824 

AAT/GAP 

824 

1043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18877 
39577 
1058 

OJ990526_04.9921.C72.ol.tm 

302 

none 

302. .406, 304. .405, 477. .548, 
604. .822, 605.. 823, 718.. 822, 



Seq. ID OJ990526_04.9921.C72 

Strand + 

End 1552 

Method TBLASTX: Maize 

End 823 

Score 70 

492. .548, 590. .793, 591. .794, 
719. .823, 752. .796 



Seq. ID OJ990526_04.9921.C72. 

Strand + 

End 1552 

Method AAT/GAP 

■ End 1552 

Score 753 



18877 
39577 
1058 

OJ990526_04 . 9921 . C72 . o2 . gp 
1058 

uC-osflM202037f07bl 
1058. .1305, 1381. .1552 

M768978/gb|AAD29702.1|AF140489_l 9.0e-95 (AF140489) kiaa0078 
protein [Oryza sativa] 1 



18877 
39578 
1704 

OJ99052 6_04.9921.C72.o2.tm 

1704 

none 



Seq. ID OJ990526_04.9921.C72 
Strand 

End 2390 

Method TBLASTX : Maize 

End 2390 

Score 75 



1704. .1745, 1705. .1746, 1833. .1967, 1835. .1966, 1836. .1967, 
2246. .2380, 2247. .2348, 2349. .2390 



18878 
39579 
3 

OJ990526_04 . 9921 . C7 6 . ol . tc 
3 

none .■ . 



Seq. ID OJ990526_04.9921.C76 

Strand 

End 406 

Method TBLASTX : Cress 

End 397 

Score 64 



3. .50, 118. .195, 137. .397, 265. .309 



Seq. No. 18878 

Gene No. 39579 

Start 3 

Name OJ990526_04 . 9921 . C7 6 . ol . ts 

Start 137 

GI none 



Seq. ID OJ990526_04.9921.C76 
Strand 

End 406 

Method TBLASTX : Soybean 

End 406 

Score 65 



19353 




Exons 


137 . . 196, 194 . .406 










Seq. No. 


18878 




Seq. ID 


OJ990526_04.9921 


.C76 


Gene No. 


39579 




Strand 






Start 


3 




End 


406 




Name 


OJ990526 04 . 9921.C76.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


197 




End 


.397 




GI 


none 




Score 


225 




Exons 


197. .397, 224.. 376, 265 


. . 381 








Seq. No. 


18879 




Seq. ID 


OJ990526_04.9921 


.C77 


Gene No. 


39580 




Strand 


+ 




Start 


568 




End 


704 




Name 


OJ990526 04 . 9921 .C77 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


546 ~ 




End 


701 




GI 


none 




Score 


213 




Exons 


546. .701, 550. .696, 561 


. . 701 








Seq. No. 


18879 




Seq. ID 


OJ990526 04.9921 


.C77 


Gene No. 


39580 




Strand 


+ ~~ 




Start 


568 




End 


704 




Name 


OJ990526 04.9921.C77.ol 


.gp 


Method 


AAT/GAP 




Start 


568 




End 


704 




GI 


uC-osflcypl7 6e09bl 




Score 


213 




Exons 


568. .704 










GI Descrip. 


! 4191779 3.0e-72 (AC005917) putative recA protein" [Arabidopsis 




thaliana] 1 










Seq. No. 


18880 




Seq. ID 


OJ990526_04.9921 


.C78 


Gene No. 


39581 




Strand 






Start 


440 




End 


1110 




Name 


OJ990526 04.9921.C78.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


440 




End 


1110 




GI 


none 




Score 


96 




Exons 


440. .502, 441. .491, 442 


. .492, 


814. .954, 


816. .950, 822.. 


974, 




1030. .1110, 1031. .1108, 


1032. 


.1109, 1033.. 1110 




Seq. No. 


18881 




Seq. ID 


OJ990526 04.9921 


.C83 


Gene No. 


39582 




Strand 


+ 




Start 


589 




End 


1894 




Name 


OJ990526 04.9921.C83.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


588 




End 


870 




GI 


none 




Score 


77 




Exons 


588. .653, 607. .651, 752 


. .868, 


760. .870, 


761. .868 




Seq. No. 


18881 




Seq. ID 


OJ990526_04.9921 


.C83 


Gene No. 


39582 




Strand 


+ 




Start 


589 




End 


1894 




Name 


OJ990526 04.9921.C83.ol 


• gp 


Method 


AAT/GAP 




Start 


589' 




End 


821 




GI 


LIB34 33-060-P1-K1-H10 




Score 


190 




Exons 


589. . 650, 760. .821 










GI Descrip. 


? 5 92 1446/ sp|Q3 8774 | CC2C ANTMA 


1.0e-52 CELL DIVISION CONTROL 




PROTEIN 2 H0M0L0G C >gi 


_1321676_emb_CAA66235_ (X97639) 






cyclin-dependent kinas 


[Antirrhinum ma jus] f 




Seq. No. 


18881 




Seq. ID 


OJ990526_04.9921 


.C83 



19354 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



39582 Strand 

589 End 

OJ990526J34 . 9921 .C83 . ol . tc Method 

600 End 

none Score 



+ 

1894 

TBLASTX: Cress 
-1894 
88 



600. .653, 607. .651, 760. .870, 761. .877, 931. .1041, 948. .1055, 
950. .1042, 1424. .1498, 1425. .1496, 1425. .1499, 1810. .1893, 
1811. .1894 



Seq. No. 18881 

Gene No. 39582 

Start 589 

Name OJ990526_04 . 9921 . C83 . ol . tm 

Start 602 

GI none 
Exons 



Seq. ID OJ990526_04.9921.C83 

Strand + 

End 1894 v " 

Method TBLASTX : Maize 

End 1894 

Score 73 



602. .649, 606. .650, 606. .653, 607. .651, 744. .872, 760. .870, 
761. .877, 948. .1043, 950. .1042, 1424. .1498, 1425. .1496, 
1425. .1502, 1427. .1498, 1810. .1893, 1811. .1894 



Seq. No. 18881 

Gene No. 39582 

Start 589 

Name OJ990526_04 . 9921 . C83 . ol . ts 

Start 613 

GI none 

Exons 613.. 651, 760.. 873, 761. 

1425. .1496, 1811. .1870 



Seq. ID OJ990526_04.9921.C83 

Strand + 

End 1894 

Method TBLASTX : Soybean 

End 1870 

Score 59 
377, 939. .1055, 939. .1025, 953.. 1039, 



Seq. No. 18882 

Gene No. 39583 

Start 1 

Name OJ990526_04 . 9921 . C84 . ol . gp 

Start 1 

GI none 

Exons 1 . . 68 



Seq. ID OJ990526_04 . 9921.C84 

Strand + 

End 68 

Method AAT/GAP 

End 68 

Score 110 



Seq. No. 18883 

Gene No. 39584 

Start 56 

Name OJ990526_04 . 9921 . C85 . ol . gp 

Start 56 

GI 3161_1.R1084 

Exons 56. . 126 

GI Descrip. '1236961 6.0e-30 (U50201) prunasin hydrolase precursor [Prunus 
serotina] ' 



Seq. ID OJ990526_04.9921.C85 

Strand + 

End 126 

Method AAT/GAP 

End 12 6 

Score 97 



Seq. No. 18884 

Gene No. 39585 

Start 105 

Name ' " OJ990426_08 . 9924 . CI . ol . gs 

Start 105 

GI none 

Exons 105.. 156, 331.. 428 



Seq. ID OJ990426_08. 9924 .CI 
Strand 

End 428 

Method GENSCAN 

End 428 

Score .46 



Seq. No. 
Gene No. 
Start 



18885 
39586 
2 



Seq. ID OJ990426_08 . 9924 . C2 
Strand 

End 435 



19355 




Name 


OJ990426 08. 


9924. 


C2 


,ol. 


gs 


Method 


GENSCAN 








Start 


2 










End 


435 








GI 


none 










Score 


.88 








Exons 


2. .27, 198.. 


435 


















Seq. No. 


18886 










Seq. ID 


OJ990426_ 


08, 


.9924 


.C3 


Gene No. 


39587 










Strand 










Start 


67 










End 


362 








Name 


OJ990426 08. 


9924. 


C3 


.ol. 


gs 


Method 


GENSCAN 








Start 


67 










End 


362 








GI 


none 










Score 


.87 








Exons - 


67.. 234, 345 


». .362 
















Seq. No. 


18887 










Seq. ID 


OJ990426_ 


08, 


. 9924 


.C4 


Gene No. 


39588 










Strand 


+ 








Start 


367 










End 


435 








Name 


OJ990426 08. 


9924 . 


C4 


.ol. 


gs 


Method 


GENSCAN 








Start 


367 










End 


435 








GI 


none 










Score 


.76 








Exons 


367. .435 




















Seq. No. 


18888 










Seq. ID 


OJ990426_ 


_08, 


. 9924 


.C6 


Gene No. 


39589 










Strand 


+ 








Start 


1 










End 


555 








Name 


OJ990426 08. 


9924. 


C6 


.ol. 


QP 


Method 


AAT/GAP 








Start 


1 










End 


555 








GI 


none 










Score 


1022 








Exons 


1. .555 




















Seq. No. 


18889 










Seq. ID 


OJ990426_ 


_08, 


,992*4 


,C7 


Gene No. 


39590 










Strand 


+ 








Start 


904 










End 


998 








Name 


OJ990426 08. 


9924 . 


C7 


.ol. 


gs 


Method 


GENSCAN 








Start 


904 










End 


998 








GI 


none 










Score 


.47 








Exons 


904. .979, 985. .998 
















Seq. No. 


18890 










./Seq. ID 


OJ990426_ 


_08. 


.9924 


.C8 


Gene No. 


39591 










Strand 


+ 








Start 


1566 










End 


1961 








Name 


OJ990426 08. 


9924. 


C8 


.ol. 


gs 


Method 


GENSCAN 








Start 


1566 










End 


1961 








GI 


none 










Score 


.5 








Exons 


1566. .1961 




















Seq. No. 


18890 










Seq. ID 


OJ990426_ 


OS. 


.9924 


,C8 


Gene No. 


39592 










Strand 


+ 








Start 


4641 










End 


4901 








Name 


OJ990426 08. 


9924 . 


C8 


.o2. 


gs 


Method 


GENSCAN 








Start 


4641 










End 


4901 








GI 


none 










Score 


.47 








Exons 


4641. .4712, 


4771. 


.4835, 


4844 . 


.4901 










Seq. No. 


18890 










Seq. ID 


OJ990426_ 


08. 


,9924 


.C8 


Gene No. 


39593 










Strand 


+ 








Start 


7170 










End 


9380 








Name 


OJ990426 08. 


9924. 


C8 


.ol. 


np 


Method 


AAT/NAP 









19356 



Start 
GI 

Exons 

GI Descrip. 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6958 End 9380 

5915839 Score 978 

6958.. 7862, 8746.. 9380 

CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94 588 | (AF022459) 
CYP71D10p [Glycine max] 



18890 
39593 
7170 

OJ990426_08.9924 .C8.o2.tm 

7091 

none 



Seq. ID OJ990426_08.9924.C8 

Strand + 

End 9380 

Method TBLASTX : Maize 

End 7475 

Score 201 



7091. .7306, 7092. .7331, 7307. .7402, 7317. .7475, 7338. .7475 



18890 
39593 
7170 

OJ990426_08. 9924 .C8.ol.ts 

7092 

none 



Seq. ID OJ990426_08.9924.C8 

Strand + 

End 9380 

Method TBLASTX : Soybean 

End 9294 

Score 133 



7092. .7304, 7341. .7478, 7527. .7781, 8774. .8959, 8774. .8977, 
8955.. 9008, 9002.. 9280, 9065.. 9223, 9154.. 9294 



Seq. No. 18890 

Gene No. 39593 

Start 7170 

Name OJ990426_08 . 9924 . C8 . ol . tc 

Start 7095 

GI none 
Exons 



Seq. ID OJ990426_08.9924.C8 

Strand + 

End 9380 

Method TBLASTX : Cress 

End 9295 

Score 36 



7095. .7127, 7158. .7340, 7347. .7553, 8767. .8874, 8774. .9295, 
8816. .8968, 9154. .9276 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



18890 
39593 
7170 

OJ990426_08.9924 .C8.o3.gs 

7170 

none 

7170. .7935, 8691. .9301 

18890 
39593 
7170 

OJ990426_08.9924 .C8.ol.tw 

8767 

none 

8767. .9078, 8768. .9079 

18890 
39593 
7170 

OJ990426_08.9924.C8.ol.tm 

8773 

none 



Seq. ID OJ990426_08 . 9924 .C8 

Strand + 

End 9380 

Method GENSCAN 

End 9301 

Score .59 



Seq. ID OJ990426_08. 9924 .C8 

Strand + 

End 9380 

Method TBLASTX : Wheat 

End 9079 

Score 259 



Seq. ID OJ990426_08. 9924 .C8 

Strand + 

End 9380 

Method TBLASTX : Mai ze 

End 9223 

Score 190 



8773.-9222, 8774. .8959, 8775. .9113, 9002. .9223 

18890 Seq. ID OJ990426 08. 9924. C8 



19357 



Gene No. 


39593 


Strand 


+ 




Start 


7170 


End 


9380 




Name 


OJ990426 08 . 9924 .C8 ,o2 . tw 


Method 


TBLASTX: Wheat 




Start 


9110 ~~ 


End 


9373 




GI 


none 


Score 


181 




Exons 


9110.. 9295, 9151.. 9285, .9299. 


.9373, 9308.. 9352 




Seq. No. 


18891 


Seq. ID 


OJ990426_08 . 9924 


.C9 ■ 


Gene No. 


39594 


Strand 


+ 




Start 


217 


End 


718 




Name 


OJ990426 08 . 9924 .C9.ol .gs 


Method 


GENbCAN 




Start 


217 


End 


718 




GI 


none 


Score 


.52 




Exons 


217. .370, 692. .718 








Seq. No. 


18892 


Seq. ID 


OJ990426_08 . 9924 


.C10 


Gene No. 


39595 


Strand 


+ 




Start 


1216 


End 


1344 




Name 


OJ990426 08.9924.C10.ol.np 


Method 


AAT/NAP 




Start 


1216 


End 


1344 




GI 


5042462 


Score 


112 




Exons 


1216. . 1344 








GI Descrip. 


(AC007789) putative negatively light- 


regulated protein 


[Ory za 




sativa] 








Seq. No. 


18892 


Seq. ID 


OJ990426_08. 9924 


.C10 


Gene No. 


39596 


Strand 


+ 




Start 


2358 


End 


4963 




Name 


OJ990426 08.9924.C10.o2.np 


Method 


AAT/NAP 




Start 


2358 


End 


4963 




GI 


5524155 


Score 


870 




Exons 


2358. .3210, 4325. .4963 








GI Descrip. 


(AF124815) cytochrome p450 [Mentha spicata] 




Seq. No. 


18892 


Seq. ID 


OJ990426_08.9924 


.C10 


Gene No. 


39597 


Strand 


+ 




Start 


6153 


End 


6235 




Name 


OJ990426 08.9924.C10.o2.gp 


Method 


AAT/GAP. 




Start 


6153 


End 


6235 




GI 


5867 1.R1084 


Score 


111 




Exons 


6153. .6235 








GI Descrip. 


•464986/spl P35132 | UBC9 ARATH 


5.0e-58 


UBIQUITIN-CONJUGATING 




ENZYME E2-17 KD 9 {UBIQUITIN- 


PROTEIN 


LIGASE 9) (UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 1857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 87 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 18892 Seq. ID OJ990426_08 . 9924 . C10 

Gene No. 39598 Strand 

Start 1487 End 3618 

Name OJ990426_08 . 9924 . C10 . ol . gp Method AAT/GAP 

Start 1487 End 3618 

GI LIB3477-003-P1-K1-E9 Score 132 

Exons 1487.. 1553, 3577.. 3618 

GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



19358 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 r 



Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. C10 


Gene No . 


39599 








Strand 




Start 


6850 








End 


7386 


Name 


OJ990426 08 


. 9924 


,C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2459 








End 


2866 


GI 


none 








Score 


68 


Exons 


2459. .2665, 


2472 


. .2555, 


2487. 


.2693, 2601.. 2693, 2673. .2837, 




2678. .2866, 


2700 


. .2861 








Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. C10 


Gene No . 


39599 








Strand 




Start 


6850 








End 


7386 


Name 


OJ990426 08 


. 9924 


.ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2708 








End 


4975 


GI 


none 








Score 


169 


Exons 


2708. .2821, 


2709 


. .2864, 


2796. 


.3140, 4352. .4549, 4357. .4464, 




4528. .4869, 


4589 


. .4888, 


4880. 


.4975 




Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. C10 


Gene No . 


39599 








Strand 




Start 


6850 








End 


7386 


Name 


OJ990426 08 


. 9924 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4352 < 








End 


4824 


GI 


none 








Score 


180 


Exons 


4352. .4564, 


4360 


. .4824, 


4361. 


.4549, 4363. .4677, 4592. .4810 


Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. C10 


Gene No . 


39599 








Strand 




Start 


6850 








End 


7386 


Name 


OJ990426 08 


9924 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4361 








End 


4917 


GI 


none 








Score 


113 


Exons 


4361. .4477, 


4363 


. .4467, 


4484 . 


.4549, 4489. .4917, 4607. .4879 


Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. CIO 


Gene No . 


39599 








Strand 




Start 


6850 








End 


7386 


Name 


OJ990426 08 


9924 


,C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4361 








End 


4666 


GI 


none 








Score 


157 


Exons 


4361. .4549, 


4375 


. .4665, 


4592. 


.4666 




Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. C10 


Gene No . 


39599 








Strand 




Start 


6850 








End 


7386 


Name. 


OJ990426 08 


9924 


.ClO.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


4696 








End 


4957 


GI 


none 








Score 


220 


Exons 


4696. .4881, 


4697 


. .4879, 


4880. 


.4957 




Seq. No. 


18892 








Seq. ID 


OJ990426_08. 9924. C10 


Gene No. 


39599 








Strand 




Start 


6850 








End 


7386 


Name 


OJ990426 08. 


9924 


.C10.o2 


gs 


Method 


GENSCAN 



. 19359 



Start 


6850 


End 


7386 




GI 


none 


Score 


.83 




Exons 


6850. .7386 








Seq. No. 


18893 


Seq. ID 


OJ990426_ 


08.9924 


Gene No. 


39600 


Strand 


+ 




Start 


272 


End 


348 




Name 


OJ990426 08.9924.Cll.ol.gs 


Method 


GENSCAN 




Start 


272 


End 


348 




GI 


none 


Score 


. 93 




Exons 


272. .348 








Seq. No. 


18894 


Seq. ID 


OJ990426_ 


08.9924 


Gene No. 


39601 


Strand 


+ 




Start 


3603 


End 


6257 




Name 


OJ990426 08.9924.C12.o2.gs 


Method 


GENSCAN 




Start 


3603 


End 


6257 




GI 


none 


Score 


. 68 ' 




Exons 


3603. .4608, 5647. . 6257 








Seq. No. 


18894 


Seq. ID 


OJ990426 


08 . 9924 


Gene No. 


39601 


Strand 


+ 




Start 


3603 ' 


End 


6257 




Name 


OJ990426 08. 9924.C12.ol.np 


Method 


AAT/NAP 




Start 


3627 


End 


6245 




GI 


591 £837 


Score 


897 




Exons 


3627. .3723, 3752. .4608, 5634. .6245 






GI Descrip. 


CYTOCHROME P4 50 71D8 (P4 50 


CP7) gi| 3334667 | emb | CAA7 1517 




(Y10493) putative cytochrome P450 [Glycine max] 




Seq. No. 


18894 


Seq. ID 


OJ990426_ 


08.9924 


Gene No. 


39602 


Strand 


+ 




Start 


10312 


End 


12713 




Name 


OJ990426 08.9924.C12.ol.gp 


Method 


AAT/GAP 




Start 


10312 


End 


12713 




GI 


23880 4.R1084 


Score 


108 




Exons 


10312. .10333, 12065. .12105, 


12127. .12153, 12677. 


.12713 


GI Descrip. 


? 5777619/emb|CAB53480.1| 4. 


Oe-17 (AJ245900) CAA30377.1 




[Oryza sativa] ' 








Seq. No. 


18894 


Seq. ID 


OJ990426_ 


08.9924 


Gene No. 


39603 


Strand 


+ 




Start 


17224 


End 


17485 




Name 


OJ990426 08.9924.C12.o6.gs 


Method 


GENSCAN 




Start 


17224 


End 


17485 




GI 


none 


Score 


.5 




Exons 


17224. .17290, 17391. .17485 








Seq. No. 


18894 


Seq. ID 


OJ990426_ 


08.9924 


Gene No. 


39604 


Strand 


+ 




Start 


24051 


End 


28502 




Name 


OJ990426 08.9924.C12.o9.gs 


Method 


GENSCAN 




Start 


24051 


End 


28502 




GI 


none 


Score 


.45 




Exons 


24051. .24128, 24 185 .. 24451, 


24509. .25275, 25293. 


.28068, 




28443. .28502 









19360 



Seq. No. 18894 Seq. ID 

Gene No. 39604 Strand 

Start 24051 End 

Name OJ990426_08 . 9924 . C12 . o3 . np Method 

Start 24287 End 

GI 6539558 Score 

Exons 24287 . .28137 

GI Descrip. (AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



OJ990426_08. 9924 .C12 
+ 

28502 
AAT/NAP 
28137 
2733 



Seq. No. 18894 Seq. ID 

Gene No. 39605 Strand 

Start 29015 End 

Name OJ990426_08 . 9924 . C12 . o5 . np Method 

Start 29015 End 

GI 3695376 Score 

Exons 29015. .29472, 30012.. 30157 

GI Descrip. (AF096370) contains similarity to Arabidopsis thaliana reverse 

transcriptase-like proteins [Arabidopsis thaliana] 



OJ990426_08.9924.C12 
+ 

30157 
AAT/NAP 
30157 
153 



Seq. No. 18894 Seq. ID 

Gene No. 39606 Strand 

Start 7266 End 

Name OJ990426_08 . 9924 . C12 . o3 . gs Method 

Start t' 7266 End 

GI - none Score 

Exons 7266.. 7904* 8005.. 8880 



OJ990426_08. 9924 .C12 

8886 
GENSCAN 
8880 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18894 Seq. ID 

39606 Strand 

7266 End 

OJ9904 26_08 . 9924 . C12 . o2 . np Method 

7290 End 

6739506 Score 
7290. .7904, 8005. .8886 

(AF122821) cytochrome P450 [Capsicum annuum] 



OJ990426_08.9924 .C12 

8886 
AAT/NAP 
8886 
987 



18894 
39607 
10126 

OJ99042 6_08. 9924 .C12.o4 .gs 

10126 

none 

10126. .102 93, 10532. .10699, 
11673. . 11882 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_08.9924.C12 

11882 
GENSCAN 
11882 
.84 



10810. .10997, 11100. .11244, 



Seq. No. 18894 Seq. ID OJ99042 6_08 . 9924 . C12 

Gene No. 39608 Strand 

Start 13000 End 13117 

Name OJ990426_08 . 9924 . C12 . o2 . gp Method AAT/GAP 

Start 13000 End 13117 

GI LIB3475-012-P1-K1-B11 , Score 178 

Exons 13000. . 13117 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 3.0e-29 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. No. 



18894 



Seq. ID OJ990426_08.9924.C12 



19361 




Gene No. 


39609 








Strand 






Start 


18524 








End 


18834 




Name 


OJ990426 08 


.9924 


,C12.o7 


.gs 


Method 


GENSCAN 




Start 


18524 








End 


18834 




GI 


none 








Score 


. 57 




Exons 


18524. .18580, 18655.. 18834 








Seq. No. 


18894 








Seq. ID 


OJ990426 


_08.9924.C12 


Gene No. 


39610 








Strand 






Start : 


20440 








End 


21375 




Name 


OJ990426 08 


.9924 


.C12.o8 


.gs 


Method 


GENSCAN 




Start 


20440 








End 


21375 




GI 


none 








Score 


. 64 




Exons 


20440. .20880, 21136.. 21375 








Seq. No. 


18894 








Seq. ID 


OJ990426 


_08.9924.C12 


Gene No. 


39611 








Strand 






Start 


27060 








End 


33613 




Name 


OJ990426 08 


. 9924 


.C12 .o5 


. tc 


Method 


TBLASTX : 


Cress 


Start 


3735 








End 


8751 




GI 


none 








Score 


55 




Exons 


3735. .3803, 


3861 


. .4148, 


8479. 


. 8751 






Seq. No. 


18894 






- 


Seq. ID 


OJ990426 


08 . 9924 .C12 


Gene No . 


39611 








Strand 






Start 


27060 








End 


33613 




Name 


OJ990426 08 


9924 


.C12.o5 


. tm 


Method 


TBLASTX : 


Maize 


Start 


3744 








End 


8803 




GI 


none 








Score 


103 




Exons 


3744 . . 3815, 


3752 


. . 3802, 


3873. 


.4148, 3876. .4145, 


4197 . . 4394, 




8197. .8388, 


8201 


. .8389, 


8482 . 


.8736, 8507. .8551, 


8745. .8789, 




8746. .8790, 


8753 


. .8803 










Seq. No. 


18894 








Seq. ID 


OJ990426 


08 . 9924 . C12 


Gene No . 


39611 








Strand 






Start 


27060 








End 


33613 




Name 


OJ990426 08 


9924 


.C12.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3873 








End 


8778 




GI 


none 








Score 


258 




Exons 


3873. .4148, 


4197 


. .4454, 


5594 . 


.6226, 5634. .6227, 


7284 . . 7568, 




7420. .7518, 


7452 


. .7550, 


7575. 


.7646, 7671. .7904, 


7792 . . 7905, 




8131. .8391, 


8479 


. .8778 










Seq. No. 


18894 








Seq. ID 


OJ990426 


08 . 9924 .C12 


Gene No. 


39611 








Strand 






Start 


27060 








End 


33613 




Name 


OJ990426 08 


9924 


.C12.ol 


tm 


Method 


TBLASTX : 


Mai ze 


Start 


.5633 








End 


7916 




GI 


none 








Score 


103 




Exons 


5633. .5755, 


5634 


. .5765, 


5766. 


.6224, 5810. .6214, 


7305 . .7562, 




7405. .7527, 


7575 


. .7655, 


7665. 


.7772, 7782. .7916 




Seq. No. 


18894 








Seq. ID 


OJ990426 


_08.9924 .C12 


Gene No . 


39611 








Strand 






Start 


27060 








End 


33613 




Name 


OJ990426 08. 


9924 


.C12.o3 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5633 








End 


7905 





19362 




GI 


none 




Score 


354 


Exons 


5633. . 


5941, 5634.. 5942, 7593 


..7643, 7596. .7655, 7641. .7694, 




7665. . 


7904, 7717.. 7905 






Seq. No. 


18894 




Seq. ID 


OJ990426 08.9924.C12 


Gene No. 


39611 




Strand 




Start 


27060 




End 


33613 


Name 


OJ9904 


26_08. 9924 .C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


5649 




End 


7904 


GI 


none 




Score 


503 


Exons 


5649: . 


6233, 5702.. 6148, 7311 


..7568, 74 


14. .7518, 7575. .7658, 




7665. . 


7904, 7714.. 7899 






Seq. No. 


18894 




Seq. ID 


OJ990426_08 . 9924 .C12 


Gene No. 


39611 




Strand 




Start 


27060 




End 


33613 


Name 


OJ9904 


26 08.9924.C12.o4.tw 


Method 


TBLASTX: Wheat 


Start 


5969 




End 


24686 


GI 


none 




Score 


313 


Exons 


5969. . 


6238, 5970.. 6239, 7287 


..7562, 72 


96. .7379, 7405. .7527, 




7443. . 


7574, 24573. .24686 






Seq. No. 


18894 




Seq. ID 


OJ99042 6_08 . 9924 ,C12 


Gene No. 


39611 




Strand 




Start 


27060 




End 


33613 


Name 


OJ9904 


26 08.9924~.C12.o3.tc 


Method 


TBLASTX: Cress 


Start 


10334 




End 


31782 


GI 


none 




Score 


99 


Exons 


10334. 


.10435, 31425. .31565, 


31430. .315 


28, 31611. .31781, 




31612. 


.31782 






Seq. No. 


18894 




Seq. ID 


OJ990426_08 . 9924 .C12 


Gene No. 


39611 




Strand 




Start 


27060 




End 


33613 


Name 


OJ9904 


26 08 . 9924 . C12 . o5 . ts 


Method 


TBLASTX : Soybean 


Start 


10343 




End 


32143 


GI 


none 




Score 


80 


Exons 


10343. 


.10435, 10592. . 10702, 


10826. .11005, 10855. .10974, 




31430. 


.31528, 31430. .31528, 


31611. .31790, 31612. .31788, 




31915. 


.32082, 31924 . .32082, 


31949.. 32143 


Seq. No. 


18894 




Seq. ID 


OJ990426_08.9924.C12 


Gene No. 


39611 




Strand 




Start 


27060 




End 


33613 


Name 


OJ9904 


26_08. 9924.C12.o6.tm 


Method 


TBLASTX: Maize 


Start 


10343 




End 


33044 


GI 


none 




Score 


89 


Exons 


10343. 


.10435, 10592. . 10702, 


10820. .10960, 10855. . 10962, 




31419. 


.31526, 31420,. .31518, 


31428. .31526, 314 30 .. 31528 , 




31611. 


.31790, 31615. .31788, 


31616. .31789, 31915 .. 32151 , 




31928. 


.32146, 32885. .33043, 


32885. .33043, 32886.. 33044 


Seq. No. 


18894 




Seq. ID 


OJ990426_08.9924.C12 


Gene No. 


39611 




Strand 




Start 


27060 




End 


33613. 


Name 


OJ990426 08.9924.C12.o5.tw 


Method 


TBLASTX: Wheat 


Start 


10613 




End 


32958 



19363 



GI 

Exons 



none 

10613. .10702, 10614. .10700, 
31611. .31658, 31615. .31656, 
31924. .32118, 31928 .. 3214 6, 
32881. .32958 



Score 63 
10820. .10957, 10855. .10962, 
31695. .31790, 31696 31788, 
31929. .32111, 31930. .32145, 



Seq. No. 18894 

Gene No. 39611 

Start 27060 

Name OJ990426_08 . 9924 .C12 . 08 . tm 

Start 24400 

GI none 

Exons 24400. .24519, 24401 .. 24724 , 24607.. 24711 



Seq. ID OJ990426_08.9924 .C12 
Strand 

End 33613 

Method TBLASTX : Maize 

End 24724 

Score 227 



Seq. No. 18894 

Gene No. 39611 

Start 27060 

Name OJ9904 26_08 . 9924 . C12 . 06 . ts 

Start 25396 

GI none 

Exons 25396. .25725, 25492.. 25572 

Seq. No. 18894 

Gene No. 39611 

Start 27060 

Name OJ990426_08 . 9924 . C12 . ol . tw 

Start 25531 

GI none 

Exons 25531. .25995, 25563.-25985, 

Seq. No. 18894 

Gene No. 39611 

Start 27060 

Name OJ990426_08 . 9924 . C12 . o2 . tm 

Start 25734 

GI , ■ none 

Exons 25734. .26063, -25738 .. 2 6079, 

Seq. No. 18894 

Gene No. 39611 

Start 27060 

Name OJ990426_08 . 9924 . C12 . 06 . tc 

Start 25756 

GI none 

Exons 25756. .26169, 25782.. 25982 

Seq. No. 18894 

Gene No. 39611 

Start 27060 

Name OJ990426_08 . 9924 . C12 . o3 . ts 

Start 25765 

GI none 

Exons 25765.-26256, 25770.. 26138 



Seq. No. 
Gene No. 
Start 



18894 
39611 
27060 



Seq. ID OJ990426_08.9924.C12 
Strand 

End 33613 

Method TBLASTX : Soybean 

End 25725 

Score 235 



Seq. ID OJ990426_08. 9924 .C12 
Strand 

End 33613 

Method TBLASTX : Wheat 

End 26091 

Score 34 4 
26001. .26078, 26002.. 26091 

Seq. ID OJ990426_08.9924.C12 
Strand 

End 33613 

, Method TBLASTX: Maize 

End 26163 

Score 442 
26092. .26163, 26103.. 26162 

Seq. ID OJ990426_08.9924.C12 
Strand 

End 33613 

Method TBLASTX : Cress 

End 26169 

Score 234 



Seq. ID OJ990426_08.9924.C12 
Strand 

End 33613 

Method TBLASTX : Soybean 

End 26256 

Score 412 



Seq. ID OJ990426_08.9924.C12 
Strand 

End 33613 



19364 




Name 


OJ990426 08.9924.C12 


,o2 . ts 


Method 


TBLASTX : Soybean 




Start 


26587 






End 


27084 




GI 


5509260 




Score 


4 68 




Exons 


26587. . 


27084, 26589. 


. 26876, 


26907. .27065 




GI Descrip. 














Seq. No. 


18894 






Seq. ID 


OJ990426_08.9924 


.C12 


Gene No. 


39611 






Strand 






Start 


27060 






End 


33613 




Name 


OJ990426 08.9924.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


26614 






End 


26934 




GI 


none 






Score 


403 




Exons 


26614 . . 


26934, 26616. 


.26933, 


26656. .26934 




Seq. No. 


18894 






Seq. ID 


OJ990426_08. 9924 


.C12 


Gene No. 


39611 






Strand 






Start 


27060 






End 


33613 




Name 


OJ990426 08.9924.C12 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


26700 






End 


26973 




GI 


none 






Score 


276 




Exons 


26700. . 


26954, 26701. 


.26973, 


26725. .26964 




Seq. No. 


18894 






Seq. ID 


OJ990426_08. 9924 


.C12 


Gene No. 


39611 






Strand 






Start 


27060 






End 


33613 




Name 


OJ990426 08.9924.C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


26755 






End 


27294 




GI 


none 






Score 


314 




Exons 


26755. . 


27099, 26772. 


. 26885, 


26910. .27062, 27088.. 27294 




Seq. No. 


18894 






Seq. ID 


OJ990426_08.9924 


.C12 


Gene No. 


39611 






Strand 






Start 


27060 






End 


33613 




Name 


OJ990426 08.9924.C12 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


26935 






End 


27327 




GI 


none 






Score 


248 




Exons 


26935. . 


27327, 26955. 


.27065 








Seq. No. 


18894 






Seq. ID 


OJ990426_08.9924 


.C12 


Gene No. 


39611 






Strand 






Start 


27060 






End 


33613 




Name 


OJ990426 08.9924.C12 


. 06 . np 


Method 


AAT/NAP 




Start 


27060 






End 


32027 




GI 


6063557 






Score 


124 




Exons 


27060. . 


27090, 29483. 


.29762, 


31969.. 32027 




GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z988E 


i5) [Oryza sativa] 




Seq. No. 


18894 






Seq. ID 


OJ990426_08. 9924 


.C12 


Gene No. 


39611 






Strand 






Start 


27060 






End 


33613 




Name 


OJ990426 08.9924.C12 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


27310 






End 


27702 




GI 


none 






Score 


69 




Exons 


27310. . 


27414, 27439. 


.27633, 


27649. .27702 




Seq. No. 


18894 






Seq. ID 


OJ990426_08.9924 


.C12 


Gene No. 


39611 






Strand 







19365 




Start 


27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


. o3 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


27334 




End - 


27855 






GI 


none 




Score 


256 






Exons 


27334. .27639, 27436. 


.27606, 


27649. .27855, 27654 


. . 27854 




Seq. No. 


18894 




Seq. ID 


OJ990426 


08 . 9924 


.C12 


Gene No. 


39611 




Strand 








Start 


27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


,o2.tc 


Method 


TBLASTX : 


Cress 




Start 


27438 




End 


28134 






GI 


none 




Score 


169 






Exons 


27438. .27632, 27439. 


.27633, 


27646. .27735, 27663 


. . 27710, 






27739. .27882, 27744 . 


.27896, 


27886. .27975, 27894 


. .28064, 






28027. .28104, 28069. 


.28134 










Seq. No. 


18894 




Seq. ID 


OJ990426 


_08. 9924 


.C12 


Gene No. 


39611 




Strand 








Start 


27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


27460 




End 


28101 




GI 


none 




Score 


135 






Exons •■ 


27460. .27621, 27646. 


.28101, 


27924. .28061 






Seq. No. 


18894 




Seq. ID 


OJ990426 


_08. 9924 


.C12 


Gene No. 


39611 




Strand 








Start 


27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


. olO . tm 


Method 


TBLASTX: 


^a i ze 




Start 


27885 




End 


28101 • 






GI 


none 




Score 


185 






Exons 


27885. .28100, 27886. 


. 28101 










Seq. No. 


18894 




Seq. ID 


OJ990426 


08 . 9924 


. C12 


Gene No. 


39611 




Strand 








Start 


• 27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


. o4 . np 


Method 


AAT/NAP 






Start 


28809 




End 


30234 






GI 


5852084 




Score 


90 






Exons 


28809. .28892, 29880. 


.29926, 


30151. .30234 






GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


18894 




Seq. ID 


OJ990426 


_08.9924 


.C12 


Gene No. 


39611 




Strand 








Start 


27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


. o9 . tm 


Method 


TBLASTX: 


yiai ze 




Start 


29030 




End 


29395 






GI 


none 




Score 


194 






Exons 


29030. .29395 












Seq. No. 


18894 




Seq. ID 


OJ990426 


_08.9924 


.C12 


Gene No. 


39611 




Strand 








Start 


27060 




End 


33613 






Name 


OJ990426 08.9924.C12 


. o3 . gp 


Method 


AAT/GAP 






Start 


30984 




End 


33044 






GI 


36132 2.R1084 




Score 


2058 






Exons 


30984. .31516, 31614. 


31787, 


31930. .32156, 32886 


. .33044 





GI Descrip. 1 5902382/gb | AAD55484 . 1 | AC009322_24 1.0e-29 (AC009322) Unknown 



19366 



protein [Arabidopsis thaliana] ' 



Seq. No. 


18894 


Seq. ID 


OJ990426_ 


08.9924 


.C12 


Gene No. 


39611 


Strand 








Start 


27060 


End 


33613 






Name 


OJ990426 08.9924.C12.o7.np 


Method 


AAT/NAP 






Start 


31433 


End 


33613 






GI 


5902382 


Score 


'292 






Exons 


31433. .31516, 31614 .. 31787, 


31930. .32132, 33573. 


.33613 




GI Descrip. 


(AC009322) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


18895 


Seq. ID 


OJ990426_ 


08.9924 


.C13 


Gene No. 


39612 


Strand 


+ 






Start 


260 


End 


953 






Name 


OJ990426 08.9924.C13.ol.gs 


Method 


GENSCAN 






Start 


260 


End 


953 






GI 


none 


Score 


. 85 






Exons 


260. .296, 823. .953 










Seq. No. 


18895 


Seq. ID 


OJ990426_ 


08.9924 


. C13 


Gene No. 


39613 


Strand 


+ 






Start 


17991 


End 


19806 






Name 


OJ990426 08. 9924 .C13.o3.np 


Method 


AAT/NAP 






Start 


17991 


End 


19806 






GI 


6539570 


Score 


146 






Exons 


17991. .18209, 19762. .19806 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


18895 


Seq. ID 


OJ990426 


08 . 9924 


.C13 


Gene No. 


' 39614 


Strand 


— 






Start 


1 


■ End 


96 






Name 


OJ990426 08.9924.C13.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


96 






GI 


none 


Score 


176 






Exons 


1. .96 










Seq. No. 


18895 


Seq. ID 


OJ990426_ 


08.9924 


.C13 


Gene No. 


39615 


Strand 








Start 


3203 


End 


17734 






Name 


OJ990426 08.9924.C13.o2.gp 


Method 


AAT/GAP 






Start 


3203 


End 


3953 






GI 


none 


Score 


1332 






Exons 


3203.. 3953 










Seq. No. 


18895 


Seq. ID 


OJ990426__ 


08.9924 


.C13 


Gene No. 


39615 


Strand 








Start 


3203 


End 


17734 






Name 


OJ990426 08.9924..C13.o2.gs 


Method 


GENSCAN 






Start 


3674 


End 


17734 






GI 


none 


Score 


.86 






Exons 


3674.. 3952, 4638.. 4856, 6232 


. .6474, 6573. .6737, 


6904. .7577, 




7703. .7811, 7921. .8013, 9642 


..9770, 10415. .10434 


, 10870 


. .11 




11203. .11368, 12773. .12898, 


13458. .13542, 14153. 


.14242, 






15329. .15481, ' 15534. .15715, 


15795. .15996, 17595. 


.17734 




Seq. No. 


18895 


Seq. ID 


OJ990426_ 


08.9924 


.C13 


Gene No. 


39615 


Strand 









19367 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3203 End 

OJ990426_08 . 9924 . C13 . o2 . tm Method 

3773 End 

none Score 



17734 

TBLASTX: Maize 

7021 

129 



3773.. 3955, 3773.-3967, 3868.. 3960, 4633.-4836, 4638.-4826, 



4638. . 
6287. . 
6901. . 

18895 
39615 
3203 

OJ990426_08. 9924 .C13.ol.np 

3942 

2827621 



,4862, 4639.-4857, 6228.-6263, 6231. .6473, 6262.-6366, 
,6481, 6560. .6739, 6573. .6740, 6576. .6734, 6583. .6765, 
7020, 6901.. 7020, 6902.. 7021 

Seq. ID OJ990426 08.9924.C13 



Strand 
End 

Method 

End 

Score 



17734 
AAT/NAP 
10962 
811 



3942. .3973, 4655. .4856, 6232. .6474, 6573.-6737, 6904. .7578, 
7662. .7811, 7921. .8013, 8627. .8747, 9607. .9770, 10870. .10962 



GI Descrip. (AL021636) putative protein [Arabidopsis thaliana] 



Seq. No. 18895 
Gene No. 39615 • 

Start 3203 

Name OJ990426_08 . 9924 . C13 . o2 . ts 

Start 6576 
GI none 

Exons ■ 6576. . 6740, 
7130. .7249 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_08.9924.C13 
17734 

TBLASTX: Soybean 

7275 

77 



6S76..6734, 6893. .7045, 6901. .7059, 7129. .7275, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18895 
39615 
3203 

OJ990426_08, 
7148 
none 
7148, 
7547, 
7704, 



.7342, 
.7573, 
.7802 



9924.C13.o3.tm 



7150. .7350, 7314. 
7699. .7797, 7700. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 08.9924.C13 



17734 

TBLASTX: Maize 
7802 
192 

7433, 7315.. 7437, 7336. 
7798, 7703.. 7798, 7704. 



,7437, 
,7799, 



Seq. No. 18895 

Gene No. 39615 

Start 3203 

Name OJ990426_08 . 9924 . C13 . o4 1 tm 

Start 8610 

GI none 
Exons 



Seq. ID OJ990426_08. 9924 .C13 



Strand 
End 

Method 

End 

Score 



17734 

TBLASTX: Maize 

10995 

153 



8610. .8723, 8626. .8724, 8627. .8725, 8636.-8725, 9624. .9794, 
9642. .9770, 10854 .. 10937 , 10855 10 935 , 10870 .. 10995 , 
10889. .10957 



Seq. No. 18895 Seq. ID OJ990426_08 . 9924 . C13 

Gene No. 39615 Strand 

Start 3203 End 17734 

Name OJ990426_08 . 9924 . C13 . o3 . gp Method AAT/GAP 

Start 12634 End 15896 

GI 20862JL.R1084 Score 1511 

Exons 12634. .12898, 131 62 .. 13256, 13458 .. 13542 , 14 153 .. 14242 , 

15329. .15436, 15534 .. 15715, 15795.. 15896 

GI Descrip. 1 5263324/gb | AAD41426 . 1 | AC007727_15 1.0e-102 (AC007727) Identical 



19368 




to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T7 6747 comes from this gene 1 



Seq. No. 


18895 




Seq. ID 


OJ990426_08.9924 


.C13 


Gene No. 


39615 




Strand 






Start 


3203 




End 


17734 




Name 


OJ990426 08.9924.C13 


. o2 .np 


Method 


AAT/NAP 




Start 


12853 




End 


15721 




GI 


2982322 




Score 


778 




Exons 


12853. . 12898, 13162. 


.13256, 


13458. .13542, 14 153 .. 14 242, 






15329. . 15436, 15534 . 


.15721 








GI Descrip. 


(AF05124 6) probable 


proteasome subunit 


[Picea mariana] 




Seq. No. 


18895 




Seq. ID 


OJ990426_08. 9924 


.C13 


Gene No. 


39615 




Strand 






Start 


3203 




End 


17734 




Name 


OJ990426 08.9924.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13161 




End 


15730 




GI 


none 




Score 


80 




Exons 


13161. .13256, 13162. 


. 13272, 


13438. .13545, 13440. .1354 4, 






13454 . . 13558, 14149. 


. 14244, 


14152. .14244, 14 156 .. 1424 5, 






14159. . 14245, 15328 . 


. 15435, 


15329. .15436, 15531. .15716, 






15533. . 15730 










Seq. No. 


18895 




Seq. ID 


OJ990426_08. 9924 


.C13 


Gene No. 


39615 




Strand 






Start 


3203 




End 


17734 




Name 


OJ990426 08.9924.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13161 




End 


15730 




GI 


none 




Score 


76 




Exons 


13161. .13256, 13162. 


. 13233, 


13412. .13531, 13458. .13532, 






13458 . . 13544, 13459. 


. 13542, 


14152. .14244, 14 153 .. 14245, 






14153. . 14245, 15326. 


. 15403, 


15328. .15435, 15329 .. 15436, 






15531. .15716, 15533. 


.15730, 


15533. .15724, 15649. .15729 




Seq. No. 


18895 




Seq. ID 


OJ990426_08. 9924 


.C13 


Gene No. 


39615 




Strand 






Start 


' 3203 




End 


17734 




Name 


OJ990426 08.9924.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14158 




End 


15717 




GI 


none 




Score 


130 




Exons 


14158. .14244, 14159. 


. 14245, 


14159. .14245, 15328 .. 154 35, 






15329. . 15433, 15533. 


. 15715, 


15537. .15716, 15649. .15717 




Seq. No. 


18896 




Seq. ID 


OJ990426_08.9924 


.C20 


Gene No. 


39616 




Strand 






Start 


602 




End 


801 




Name 


OJ990426 08.9924.C20 


.ol.gp 


Method 


AAT/GAP 




Start 


602 




End * 


801 




GI 


700067 




Score 


384 




Exons 


602. .801 










Seq. No. 


18897 




Seq. ID 


OJ990426_08.9924 


.C22 


Gene No. 


39617 




Strand 






Start 


1 




End 


634 




Name 


OJ990426 08.9924.C22 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


634 





19369 



GI 3550983 Score 275 

Exons 1.-.148, 242. .319, 394. .444, 570. .634 

GI Descrip. (AB010690) mutM homologue-2 [Arabidopsis thaliana] gi 13820622 
(AF099971) putative f ormamidopyrimidine-DNA glycosylase 2 
[Arabidopsis thaliana] gi | 5903054 | gb | AAD55613 . 1 |AC008016_23 
(AC008016) Identical to gb|AB010690 mutM homologue-2 
(f ormamidopyrimidine-DNA glycosylase 1) from Arabidopsis ** 
thaliana. EST gb|Z18192 comes from this gene. 



Seq. No. 18897 

Gene No. 39618 

Start 561 

Name OJ990426_08 . 9924 . C22 . ol . tm 

Start 31 

GI none 
Exons 



Seq. ID OJ990426_08.9924.C22 

Strand 

End 634 

Method TBLASTX : Mai ze 

End 605 

Score 135 



31. .150, 38. .169, 44. .160, 231. .320, 236. .331, 237. .320, 
238. .327, 239. .328, 390. .446, 394. .447, 396. .461, 406. .495, 
565. .603, 565. .603, 567. .605, 567. .605 



Seq. No. 18897 

Gene No. 39618 

Start 561 

Name OJ990426_08 . 9924 . C22 . ol . tc 

Start 41 

GI none 
Exons 



Seq. ID OJ990426_08.9924.C22 
Strand 
End 

Method 
End 
Score 



634 

TBLASTX: Cress 

632 

68 



41. .160, 44. .151, 77. .157, 236. .331, 240. .317, 386,.. 439, 
406. .453, 570. .632 



Seq. No. 18897 Seq. ID OJ990426__08 . 9924 . C22 

Gene No. 39618 Strand 

Start 561 End 634 

Name OJ990426_08 . 9924 . C22 . ol . gp Method AAT/GAP 

Start 561 End 634 

GI LIB3431-058-P1-K1-A9 Score 120 

Exons 561 . . 634 

GI Descrip. 1 3550983/dbj | BAA32703 | 5.0e-34 (AB010690) mutM homologue-2 
[Arabidopsis thaliana] >gi_3820622 (AF099971) putative 
f ormamidopyrimidine-DNA glycosylase 2 [Arabidopsis thaliana] 
>gi_5903054_gb_AAD55613.1_AC008016_23 (AC008016) Identical to 
gb_AB010690 mutM homologue-2 ( f ormamidopyrimidine-DNA 
glycosylase 1) from Arabidopsis thaliana. EST gb_Z18192 comes 
from this gene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18898 
39619 
3929 

OJ99042 6_08.9924 .C23.ol.gp 
3929 

66948 1.R1084 



Seq. ID 

Strand 
End 

Method 
End 

_ Score 
3929. .4242, 4344. .4439, 4827. .4881, 6044. .6118 
'4539340/emb I CAB37488.il 2.0e-ll (AL035539) putative protein 
[Arabidopsis thaliana] ' 



OJ990426_08.9924.C23 
+ 

6980 
AAT/GAP 
6118 
975 



Seq. No. 18898 Seq. ID 

Gene No. 39619 Strand 

Start 3929 End 

Name OJ990426_08 . 9924 . C23 . ol . gs Method 



OJ990426_08.9924.C23 
+ 

6980 
GENS CAN 



19370 




Start 


3977 








End 


5357 


GI 


none 








Score 


.78 


Exons 


3977 . . 4242, 


4344 


. .4439, 


4827 


. .4881, 5241. .5357 


Seq. No. 


18898 








Seq. ID 


OJ990426_08.9924 .C23 


Gene No. 


39619 








Strand 


+ 


Start 


3929 








End 


6980 


Name 


OJ990426 08 


. 9924 


.C23.ol 


.np 


Method 


AAT/NAP 


Start 


3992 ~~ 








End 


6727 


GI 


4468993 








Score 


679 


Exons 


3992. .4242, 


4344 


. .4518, 


5442 


. .5563, 6128. . 6727 


GI Descrip. 


(AL035605) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


18898 








Seq. ID 


OJ990426_08.9924 .C23 


Gene No. 


39619 








Strand 


+ 


Start 


3929 








End 


6980 


Name 


OJ990426 08 


.9924 


.C23.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4103 ~ 








End 


6727 


GI 


none 








Score 


179 


Exons 


4103. .4246, 


4114 


. .4248, 


4169 


..4246, 6137. .6727, 6139. .6471, 




6562. .6639 












Seq. No. 


18898 








Seq. ID 


OJ990426_08.9924 .C23 


Gene No. 


39619 








Strand 


+ 


Start 


3929 








End 


6980 


Name 


OJ990426 08 


. 9924 


.C23.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4196 _ 








End 


4914 


GI 


none 








Score 


81 


Exons 


4196. .4246, 


4199 


. .4267, 


4341 


..4439, 4345. .4440, 4364. .4411, 




4396. . 4440, 


4821 


. .4880, 


4825 


..4875, 4827. .4880, 4828. .4914 


Seq. No. 


18898 








Seq. ID 


OJ990426JD8. 9924 .C23 


Gene No. 


39619 








Strand 


+ 


Start 


3929 








End 


6980 


Name 


OJ990426 08 


.9924 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6136 ~ 








End 


6475 


GI 


none 








Score 


438 


Exons 


6136. . 6471, 


6137 


. . 6475 








Seq. No. 


18898 








Seq. ID 


OJ990426_08. 9924 .C23 


Gene No. 


39619 








Strand 


+ 


Start 


3929 








End 


6980 


Name 


OJ990426 08 


. 9924 


.C23.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6295 ~~ 








End 


6727 


GI 


none 








Score 


295 


Exons 


6295. . 6471, 


6296 


. .6727, 


6562 


. .6636 




Seq. No. 


18898 








Seq. ID 


OJ990426_08.9924.C23 


Gene No. 


39619 








Strand 


+ 


Start 


3929 








End 


6980 ■ 


Name 


OJ990426 08 


. 9924 


.C23.o2 


■ gp 


Method 


AAT/GAP 


Start 


6603 








End 


6980 


GI 


700067 








Score 


723 


Exons 


6603. .6980 












Seq. No. 


18899 








Seq. ID 


OJ990426_08.9924.C24 


Gene No. 


39620 








Strand 


+ 



19371 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



1003 
AAT/NAP 
1003 
203 



OJ990426_08.9924 .C24 .ol.np 
1 

3550983 

1..32, 60. .110, 185. .242, 787. .855, 947. .1003 

(AB010690) mutM homologue-2 [Arabidopsis thaliana] gi 13820622 
(AF099971) putative f ormamidopyrimidine-DNA glycosylase 2 
[Arabidopsis thaliana] gi I 5903054 | gb | AAD55613 . 1 1 AC008016_23 
(AC008016) Identical to gb|AB010690 mutM homologue-2 
{ f ormamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb|Z18192 comes from this gene. 



OJ9904 26JD8. 9924 .C24 
+ 

1003 
AAT/GAP 
242 
161 



18899 Seq. ID 

39620 Strand 
1 End 
OJ990426_08 . 9924 . C24 . ol . gp Method 
59 End 
LIB34 31-058-P1-K1-A9 Score 
59. .110, 185. .242 

1 3550983/dbj | BAA32703 | 5.0e-34 (AB010690) mutM homologue-2 
[Arabidopsis thaliana] >gi_3820622 (AF099971) putative 
f ormamidopyrimidine-DNA glycosylase 2 [Arabidopsis thaliana] 
>gi_5903054_gb_AAD55613. 1_AC008016_23 (AC008016) Identical to 
gb_AB010690 mutM homologue-2 ( f ormamidopyrimidine-DNA 
glycosylase 1) from Arabidopsis thaliana. EST gb_Z18192 comes 
from this gene 1 



OJ990426_08.9924.C24 
+ 

1003 
AAT/GAP 
242 
159 



18899 Seq. ID 

39620 Strand 
1 . End 

OJ99042 6_08 . 9924 . C24 . o2 . gp Method 
59 End 
LIB34 31-058-P1-K1-A9 Score 
59. .110, 185. .242 

1 3550983/dbj | BAA32703 | 5.0e-34 (AB010690) mutM homologue-2 
[Arabidopsis thaliana] >gi_3820622 (AF099971) putative 
f ormamidopyrimidine-DNA glycosylase 2 [Arabidopsis thaliana] 
>gi_5903054_gb_AAD55613. 1_AC008016_23 (AC008016) Identical to 
gb_AB010 690 mutM homologue-2 ( f ormamidopyrimidine-DNA 
glycosylase 1) from Arabidopsis thaliana. EST gb_Z18192 comes 
from this gene' 



18899 Seq. ID 

39620 Strand 

1 End 
OJ9904 26_08. 9924 .C24 .ol.gs Method 

151 End 

none Score 

151. .242, 738. .855 



OJ990426_08. 9924 .C24 
+ 

1003 
GENSCAN 
855 
. 66 



Seq. No. 18900 Seq. ID 

Gene No. 39621 Strand 

Start 1 End 

Name OJ9904 2 6_08 . 9924 . C25 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .293 



OJ990426_08. 9924 .C25 
293 

AAT/GAP 

293 

574 



19372 



Seq.- No. 18900 

Gene No. 39622 

Start 2206 

Name OJ990426_08 . 9924 . C25 . o2 . gp 

Start 1597 

GI 36398_1.R1084 

Exons 1597.. 1859, 2149.. 2331 

GI Descrip. 1 153175 6/emb I CAA57810 | 2.0e-16 (X82413) proline-rich-like 
protein [Asparagus officinalis] ' 



Seq. ID OJ990426_08.9924 .C25 
Strand 

End 3041 

Method AAT/GAP 

End 2331 

Score 864 



Seq. No. 


18900 








Seq. ID 


OJ99042 


Gene No. 


39622 








Strand 




Start 


2206 








End 


3041 


Name 


OJ990426 08 


.9924 


.C25.ol 


. ts 


Method 


TBLASTX 


Start 


2200 








End 


2473 


GI 


none 








Score 


182 


Exons 


2200. . 2472, 


2201 


. . 2473 








Seq. No. 


18900 








Seq. ID 


OJ99042 


Gene No . 


39622 








Strand 




Start 


2206 








End 


3041 


Name 


OJ990426 08 


.9924 


.C25.ol 


gs 


Method 


GENSCAN 


Start 


2206 








End 


2973 


GI 


none 








Score 


1 


Exons 


2206. .2973 












Seq. No. 


18900 








Seq. ID 


OJ99042 


Gene No. 


39622 








Strand 




Start 


2206 








End 


3041 


Name 


OJ990426 08 


.9924 


.C25.ol 


. tc 


Method 


TBLASTX 


Start 


2206 








End 


2464 


GI 


none 








Score 


203 


Exons 


2206. .2460, 


2210 


. .2464 








Seq. No. 


18900 








Seq. ID 


OJ99042 


Gene No. 


39622 








Strand 




Start 


2206 








End 


3041 


Name 


OJ990426 08 


.9924 


.C25.ol 


np 


Method 


AAT/NAP 


Start 


2209 








End 


2970 


GI 


1531756 








Score 


537 


Exons 


2209. .2606, 


2685 


. .2802, 


2924. 


.2970 




GI Descrip. 


(X82413) proline 


-rich-like protein [Asparagus 


Seq. No. 


18900 








Seq. ID 


OJ99042 


Gene No. 


39622 








Strand 




Start 


2206 








End 


3041 


Name 


OJ990426 08 


.9924 


.C25.ol 


tm 


Method 


TBLASTX 


Start 


2215 








End 


2473 - 


GI 


none 








Score 


156 


Exons 


2215. .2280, 


2260 


. .2460, 


2272. 


.2472, 2312. .2473 


Seq. No. 


18900 








Seq. ID 


OJ99042 


Gene No. 


39622 








Strand 




Start 


2206 








End 


3041 


Name 


OJ990426 08 


. 9924 


.C25.o3 


gp 


Method 


AAT/GAP 


Start 


2530 








End 


3041 



19373 



GI 


none 








Score 


960 


Exons 


2530. .3041 












Seq. No. 


18901 








Seq. ID 


OJ990426_08.9924.C26 


Gene No. 


39623 








Strand 


+ 


Start 


174 








End 


377 


Name 


OJ990426 08. 


9924 


.C26.ol. 


QS 


Method 


GENSCAN 


Start 


174 








End 


377 


GI 


none 








Score 


.77 


Exons 


174. .377 












Seq. No. 


18902 








Seq. ID 


OJ990426 08.9924.C27 


Gene No. 


39624 








Strand 




Start 


5007 








End 


9554 


Name 


OJ990426 08. 


9924 


.C27.ol. 


gp 


Method 


AAT/GAP 


Start 


5007 








End 


8105 


GI 


3133 1.R1084 






Score 


1948 


Exons 


5007. .5290, 


7345 


. .8105 








GI Descrip. 


, 5903092/gb|AAD55650.1|AC008017 23 8. 


Oe-76 (AC008017) Highly 




similar to developmental protein DG1118 [Arabidopsis thaliana] ' 


Seq. No. 


18902 








Seq. ID 


OJ990426_08.9924.C27 


Gene No. 


39624 








Strand 




Start 


5007 








End 


9554 


Name 


OJ990426 08. 


9924 


.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5213 








End 


7994 


Gr 


none 








Score 


66 


Exons 


5213. . 5278, 


5215 


. .5277, 


7354 . 


.7434, 7354. .7413, 7390. .7686, 




7459. .7686, 


7460 


. .7687, 


7692. 


.7724, 7692. .7841, 7693. .7989, 




7899. .7994 












Seq. No. 


18902 








Seq. ID 


OJ990426_08.9924.C27 


Gene No. 


39624 








Strand 




Start 


5007 








End 


9554 


Name 


OJ990426 08. 


9924 


.C27.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7360 








End 


7977 


GI 


none 








Score 


67 


Exons 


7360. .7413, 


7423 


. .7524, 


7459. 


.7689, 7463. .7687, 7576. .7689, 




7687. .7977, 


7692 


. .7841, 


7899. 


.7976 




Seq. No. 


18902 








Seq. ID 


OJ990426JD8. 9924. C27 


Gene No. 


39624 








Strand 




Start 


5007 








End 


9554 


Name 


OJ990426 08. 


9924 .C27.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7360 








End 


7991 


GI 


none . 








Score 


112 


Exons 


7360. .7413, 


7444 


. .7524, 


7445. 


.7528, 7459. .7560, 7460. .7561, 




7561. .7692, 


7562 


. .7693, 


7692. 


.7742, 7693. .7767, 7743. .7799, 




7744 ..7800, 


7800 


. .7841, 


7801. 


.7986, 7 


B99. .7991 


Seq. No. 


18902 








Seq. ID 


OJ990426_08.9924.C27 


Gene No. 


39624 








Strand 




Start 


5007 








End 


9554 


Name 


OJ990426 08. 


9924 


.C27.o2. 


gs 


Method 


GENSCAN 


Start 


7360 








End 


9554 


GI 


none 








Score 


.6 


Exons 


7360. .7641, 


7710 


. .8014, 


8199. 


.8342, 8 


356. . 9554 



19374 




Seq. No. 


18902 


Seq. ID 


OJ990426_08.9924.C27 


Gene No. 


39624 


Strand 




Start 


5007 


End 


9554 


Name 


OJ990426 08.9924.C27.ol.np 


Method 


AAT/NAP 


Start 


7363 


End 


7976 


GI 


5903092 


Score 


828 


Exons 


7363. .7976 






GI Descrip. 


(AC008017) Highly similar to 


developmental protein DG1118 




[Arabidopsis thaliana] 






Seq. No. 


18902 


Seq. ID 


OJ990426_08.9924.C27 


Gene No. 


39624 


Strand 




Start 


5007 


End 


9554 


Name 


OJ990426 08.9924.C27.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7690 


End 


7986 


GI 


none 


Score 


337 


Exons 


7690. .7722, 7692.. 7841, 7693. 


.7986, 7899. .7985 


Seq. No. 


18903 


Seq. ID 


OJ990426_08.9924.C28 


Gene No. 


39625 


Strand 


+ 


Start 


58 


End 


570 


Name 


OJ990426 08.9924.C28.ol.gp 


Method 


AAT/GAP 


Start 


58 


End 


570 


GI 


3133 1.R1084 


Score 


929 


Exons 


58. .570 






GI Descrip. 


'5903092/gb|AAD55650.1|AC008017 23 8.0e-76 (AC008017) Highly 




similar to developmental protein DGlllt" 


3 [Arabidopsis thalian; 


Seq. No. 


18903 


Seq. ID 


OJ990426_08.9924.C28 


Gene No. 


39626 


Strand 




Start 


1 


End 


459 


Name 


OJ990426 08.9924.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


441 


GI 


5903092 


Score 


557 


Exons 


1..441 






GI Descrip. 


(AC008017) Highly similar to 


developmental protein DG1118 . 




[Arabidopsis thaliana] 






Seq. No. 


18903 


Seq. ID 


OJ990426_08.9924.C28 


Gene No. 


39626 


Strand 




Start 


1 


End 


459 


Name 


OJ990426 08.9924.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


58 


End 


442 


GI 


none 


Score 


147 


Exons 


58. .303, 58. .306, 59. .442, 364. .441 




Seq. No. 


18903 


Seq. ID 


OJ990426_08.9924.C28 


Gene No. 


39626 


Strand 




Start 


l' 


End 


459 


Name 


OJ990426 08.9924.C28.ol.tm 


Method 


TBLASTX : Maize 


Start 


58 


. End 


459 


GI 


none 


Score 


197 


Exons 


58. .195, 58. .306, 59.-454, 364. .459 




Seq. No. 


18903 


Seq. ID 


OJ990426_08.9924.C28 


Gene No. 


39626 


Strand 





19375 



# 



Start 
Name 
Start 
GI 

Exons 



OJ990426__08 . 9924 . C28 . ol . ts 
58 

none 



End 4 59 

Method TBLASTX : Soybean 

End 456 

Score 144 



58. .195, 58. .207, 208. .264, 242. .265, 265. .306, 266. .451, 
364. .456 ■ 



Seq. No. 18903 

Gene No. 39626 

Start 1 

Name OJ990426JD8 . 9924 .C28 . ol . tw 

Start 146 

GI none 

Exons 146.. 451, 148.. 306, 364.. 450 



Seq. ID OJ990426_08.9924 .C28 

Strand 

End 459 

Method TBLASTX : Wheat 

End 451 

Score 285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990426_08 .9924 .C29 
+ 

7 60 

AAT/NAP 

760 

347 



18904 Seq. ID 

39627 Strand 
1 End 
OJ990426_08 . 9924 . C29 . ol . np Method 
1 End 
5922620 Score 
1..82, 109. .276, 324. .500, 537. .760 

(AP000492). EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi-| 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



18905 Seq. ID 

39628 Strand 

256 End 
OJ990426_08 . 9924 . C30 . ol . gs Method 

256 End 

none Score 
256. .373 



OJ990426_08.9924.C30 
+ 

373 

GENSCAN 

373 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18906 Seq. ID OJ990426_08 . 9924 . C32 

39629 Strand 

1255 End 1365 

OJ990426_08. 9924 .C32.ol.gp Method AAT/GAP 

1255 End 1365 

20862_1.R1084 * Score 176 

1255. . 1365 

, 5263324/gb|AAD41426.1|AC007727_15 1.0e-102 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit . 
EST gb_T76747 comes from this gene' 



18907 
39630 
1 

OJ990426_08. 9924 .C33.ol.np 
1 

2827621 
1..152, 262. .362 

(AL021636) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990426__08.9924 .C33 
Strand 

End 362 

Method AAT/NAP 

End 362 

Score 115' 



Seq. No. 



18907 



Seq. ID OJ990426_08.9924 .C33 



19376 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39630 Strand 

1 End 

OJ990426_08 . 9924 . C33 . ol . tm Method 

4 0 End 

none Score 



362 

TBLASTX: Maize 

354 

140 



40. .153, 45. .155, 45. .155, 262. .354, 264. .344, 287. .352 



18907 
39630 
1 

OJ990426_08.9924 .C33.ol.gs 
44 

none 

44. .152, 262. .354 



.Seq. ID OJ990426_08 . 9924 .C33 
Strand 

End 362 

Method GENSCAN 

End 354 

Score .75 



18908 
39631 
1 

OJ990426JD8 . 9924 . C38 . ol . np 
1 

5295955 
1..21, 387. .459, 574. .917 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. ID OJ990426_08.9924.C38 

Strand + 

End 917 

Method AAT/NAP 

End 917 

Score 112 



Seq. No. 


18908 








Seq. ID 


OJ990426 


_08 


9924 


.C38 


Gene No. 


39631 








Strand 


-f 








Start 


1 








End 


917 








Name 


OJ990426 


08.9924.C38 


ol 


. gs 


Method 


GENSCAN 








Start 


391 








End 


733 








GI 


none 








Score 


1 








Exons 


391. .733 


















Seq. No. 


18909 








Seq. ID 


OJ990426_ 


_08 


9924 


.C39 


Gene No. 


39632 








Strand 










Start 


79 








End 


199 








Name 


OJ990426 


08.9924.C39 


ol 


.gs 


Method 


GENSCAN 








Start 


79 * 








End 


199 








GI 


none 








Score 


.87 








Exons 


79. .199 


















Seq. No. 


18910 








Seq. ID 


OJ990426_ 


_08 


9924 


.C40 


Gene No. 


39633 








Strand 


+ 








Start 


1 








End 


277 








Name 


OJ990426 


_08.9924.C40 


ol 


.gp 


Method 


AAT/GAP 








Start 


1 








End 


277 








GI 


none 








Score 


478 








Exons 


1. .277 


















Seq. No. 


18910 








Seq. ID 


OJ990426_ 


_08 


9924 


.C40 


Gene No. 


39634 








Strand 










Start 


154 








End 


1208 








Name 


OJ990426 


08. 9924 .C40. 


ol 


.gs 


Method 


GENSCAN 








Start 


154 








End 


850 








GI 


none 








Score 


.56 








Exons 


154. .489, 


758. .850 

















19377 



Seq. No. 18910 Seq. ID 

Gene No. 39634 Strand 

Start 154 End 

Name OJ990426_08 . 9924 . C40 . ol . tm Method 

Start 380 End 

GI none Score 
Exons 



OJ990426_08 . 9924 .C40 
1208 

TBLASTX: Maize 

1153 

65 



380. .409, 430. .489, 437. .478, 571. .615, 577. .615, 747. .803, 
753. .803, 757. .825, 828. .881, 828. .872, 943. .1032, 948. .1043, 
949. .1032, 951. .1040, 1106. .1153, 1107. .1151, 1118. .1153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18910 Seq. ID OJ990426_08.9924.C40 

39634 Strand 

154 End 1208 

OJ99.0426_08 . 9924 . C40 . o2 . gp Method AAT/GAP 

448 End 834 

LIB34 31-008-P1-K1-E9 Score 329 

448. .614, 758. .834 

'3550982/dbj |BAA32702| 1.0e-10 (AB010690) mutM homologue-1 
[Arabidopsis thaliana] >gi_5903053_gb_AAD55612 . 1_AC008016_22 
(AC008016) Identical to gb_AB010690 mutM homologue-1 
(formamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb_Z18192 comes from this gene' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990426_08. 9924 .C40 

1208 
AAT/NAP 
1208 
179 



18910 Seq. ID 

39634 Strand 
154 End 
OJ9904 2 6_08 . 9924 . C40 . ol . np Method 
698 End 
3550983 Score 
698. .860, 954. .1031, 1106. .1208 

(AB010690) mutM homologue-2 [Arabidopsis thaliana] gi 13820622 
(AF099971) putative formamidopyrimidine-DNA glycosylase 2 
[Arabidopsis thaliana] gi | 5903054 | gb | AAD55613 . 1 | AC008016_23 
(AC008016) Identical to gb|AB010690 mutM homologue-2 
(formamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb|Z18192 comes from this gene. 



Seq. No. 18911 Seq. ID 

Gene No. 39635 Strand 

Start 101 End 

Name OJ990426_08 . 9924 . C4 1 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101 . . 470 



OJ990426_08 . 9924 .C41 
470 

GENSCAN 
470 
. 62 



Seq. No. 18912 Seq. ID 

Gene No. 39636 Strand 

Start 135 End 

Name OJ9904 26_08 . 9924 . C42 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 337, 451.. 640,. 682.. 885 

Seq. No. 18913 Seq. ID 

Gene No. 39637 Strand 

Start 27 End 

Name OJ990426_08 . 9924 . C4 4 . ol . gs Method 



OJ990426_08. 9924 .C42 
+ 

885 

GENSCAN 

885 

.63 



OJ990426_08.9924.C44 
+ 

186 

GENSCAN 



19378 



Start 
GI 

Exons 



27 

none 
27. .186 



End 
Score 



186 
.44 



Seq. No. 18914 Seq. ID OJ990426_08 . 9924 . C4 6 

Gene No. 39638 Strand + 

Start 1 End 715 

Name OJ990426_08~. 9924 . C4 6 . ol . np Method AAT/NAP 

Start 1 End 4 96 

GI 5263324 . Score 136 

Exons 1..35, 93.. 187, 451. .496 

GI Descrip. (AC007727) Identical to gb|Y13173 Arabidopsis thaliana mRNA for 
proteasome subunit. EST gb|T76747 comes from this gene. 



Seq. No. 18914 
Gene No. 39638 
Start 1 

Name OJ990426_08 . 9924 . C4 6 . ol . gp 

Start 92 
GI 20862_1.R1084 
Exons 92.. 187, 451.. 715 

GI Descrip. ■ 5263324/gb IAAD41426. 1 | AC007727_15 1.0e-102 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T7 67 47 comes from this gene 1 



Seq. ID OJ990426_08.9924.C46 

Strand + 

End - 715 

Method *' r: AAT/GAP 

End 715 

Score 662 



Seq. No. 18915 Seq. ID 

Gene No. 39639 Strand 

Start 292 End 

Name OJ990426_08 . 9924 . C4 9 . ol . gs Method 

Start 292 End 

GI none Score 

Exons 292.. 621 



OJ990426_08 . 9924 .C4 9 
+ 

621 

GENSCAN 

621 

.86 



Seq. No. 18916 Seq. ID 

Gene No. 39640 Strand 

Start 287 End 

Name OJ990426_08 . 9924 . C50 . ol . gs Method 

.Start 287 End 

GI none Score 

Exons 287. .404, 506.. 615 



OJ990426_08.9924.C50 
+ 

619 

GENSCAN 

615 

.73 



Seq. No. 


18916 


Seq. ID 


OJ990426_08.9924 , 


.C50 


Gene No. 


39640 . 


Strand 


+ 




Start 


287 


End 


619 




Name 


OJ990426 08. 9924.C50.ol.np 


Method 


AAT/NAP 




Start 


304 


End 


619 




GI 


2827621 


Score 


113 




Exons 


304. .396, 510. .619 








GI Descrip. 


(AL021636) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


18916 


Seq. ID 


OJ990426_08.9924, 


.C50 


Gene No. 


39640 


Strand 


+ 




Start 


287 


End 


619 




Name 


OJ990426 08.9924.C50.ol.tm 


Method 


TBLASTX: Maize 




Start 


304 


End 


619 




GI 


none 


Score 


99 




Exons 


304. .396, 306. .422, 510. .614 


, 510. .614, 


, 524. .619 





19379 - 



Seq. No. 18917 

Gene No. 39641 

Start 166 

Name OJ990426_08 . 9924 . C51 . ol . gs 

Start 166 

GI none 

Exons 166.. 294 



Seq. ID OJ990426_08.9924.C51 

Strand + 

End 294 

Method GENSCAN 

End 294 . - 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18917 
39642 
231 

OJ990426JD8. 9924.C51.ol.gp 
231 

36132_2.R1084 
231. .327 

l 5902382/gb|AAD55484.1|AC009322_24 1.0e-29 (AC009322) Unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990426_08.9924.C51 
Strand 

End 327 

Method AAT/GAP 

End 327 

Score 153 



18918 
39643 
61 

OJ990426_08.9924 .C52.ol.gs 
61 

none 

61. .435, 457. .669 



Seq. ID OJ990426_08.9924.C52 
Strand 

End 700 

Method GENSCAN 

End 669 

Score .44 



Seq. No. 18918 

Gene No. 39643 

Start 61 

Name OJ990426_08 . 9924 . C52 . ol . ts 

Start 154 

GI none 

Exons 154. .441, 448. .600, 500. .583 



Seq. ID OJ990426_08.9924.C52 
Strand 

End 700 

Method TBLASTX : Soybean 

End 600 

Score 69 



Seq. No. 18918 

Gene. No. 39643 

Start 61 . 

Name OJ990426_08 . 9924 . C52 . ol . tm 

Start 211 

GI none 
Exons 



Seq. ID OJ990426_08.9924.C52 
Strand 

End 700 

Method TBLASTX : Mai ze 

End 700 

Score 73 



211. .426, 215. .427, 226. .441, 251. .442, 451. .588, 461. .589, 
463. .612, 613. .699, 638. .700 



Seq. No. 18919 

Gene No. 39644 

Start 1 

Name OJ99042 6_05 . 9924 . CI . ol . np 

Start 1 

GI 6630685 

Exons 1 . . 774 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ990426_05. 9924 .CI 

Strand + 

End 777 

Method AAT/NAP 

End 774 

Score 799 



Seq. No. 
Gene No. 
Start 



18919 
39644 
1 



Seq. ID OJ990426_05. 9924 .CI 
Strand + 
End 777 



19380 



Nairie 


OJ990426 05.9924.Cl.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


777 




GI 


none 


Score 


. 9 




Exons 


19. .777 








Seq. No. 


18919 


Seq. ID 


OJ990426_05.9924 


.CI 


Gene- No. 


39645 


Strand 


+ 




Start 


1983 


End 


4124 




Name 


OJ990426 05.9924.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


100 


End 


756 




GI 


none 


Score 


709 




Exons 


100. .756, 108. .614, 340. .741 








Seq. No. 


18919 


Seq. ID 


OJ990426_05.9924 


.CI 


Gene No. 


39645 


Strand 


+ 




Start 


1983 


End 


4124 




Name 


OJ990426 05 . 9924 .CI ,ol . ts 


Method 


TBLASTX : Soybean 




Start 


118 


End 


786 




GI 


none 


Score 


263 




Exons 


118. .507, 309. .464, 526. .786, 


540. . 611 






Seq. No. 


18919 


Seq. ID 


OJ990426 05.9924 


.CI 


Gene No. 


39645 


Strand 


+ . 




Start 


.1983 


End 


4124 




Name 


OJ990426 05.9924.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


256 


End 


7.11 




GI 


none 


Score 


121 




Exons 


256. .516, 520. .711, 535. .711 








Seq. No. 


18919 


Seq. ID 


OJ990426_05.9924 


.CI 


Gene No. 


39645 


Strand 


+ 




Start 


1983 


End 


4124 




Name 


OJ990426 05.9924.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


391 


End 


756 




GI 


none 


Score 


89 




Exons 


391. .522, 511. .756 








Seq. No. 


18919 


Seq. ID 


OJ990426_05. 9924 


.CI 


Gene No. 


39645 


Strand 


+ 




Start 


1983 


End 


4124 




Name 


OJ990426 05. 9924.Cl.o2.gs 


Method 


GENSCAN 




Start 


1983 


End 


3323 




GI 


none 


Score 


.84 




Exons 


1983.. 2052, 275S..2997, 3163. 


. 3323 






Seq. No. 


18919 


Seq. ID 


OJ990426 05.9924 


.CI 


Gene No. 


39645 


Strand 


+ 




Start 


1983 


End 


4124 




Name 


OJ990426 05. 9924.Cl.o2.np 


Method 


AAT/NAP 




Start 


2716 


End 


4124 




GI 


6539588 


Score 


212 




Exons 


2716. .2993, 4099. .4124 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


18920 


Seq. ID 


OJ990426_05.9924 


.C2 


Gene No. 


39646 


Strand 






Start 


3717 


End 


5393 





19381 



Name 


OJ990426 05.9924 .C2.ol.np 


Method 


AAT/NAP 






Start 


3717 


End 


5393 






GI 


6539588 


Score 


186 






Exons 


3717. .3745, 5094. .5393 










\J -X !■/ \^ J- J- k-/ • 


(AP000837) hypothetical protein [Oryza 


sat i va 1 






Seq. No. 


18920 


Seq. ID 


OJ990426 05. 


9924 


. C2 


Gene No. 


39647 


Strand • 








Start 


5861 


End 


7109 






Name 


OJ990426 05.9924.C2.o2.np 


Method 


AAT/NAP 






Start 


5861 


End 


7109 






GI 


6907086 


Score 


729 






Exons 


5861. .6209, 6440. .6685, 6746 


. .7109 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva ] 






Seq. No. 


18921 


Seq. ID 


OJ990426JD5. 


9924 


.C3 


Gene No. 


39648 


Strand 


-f 






Start 


844 


End 


1437 






Name 


OJ990426 05.9924.C3.ol.gs 


Method 


GENSCAN 






Start 


844 


End 


1437 






GI 


none 


Score 


. 78 






Exons 


844. .898, 1364. .1437 










Seq. No. 


18921 


Seq. ID 


OJ990426_05. 


9924 


.C3 


Gene "No". 


39649 


Strand 








Start 


7804 


End ■ 


16712 






Name 


OJ990426 05.9924.C3.o3.gs 


Method 


GENSCAN 






Start 


7804 


End 


12275 






GI 


none 


Score 


. 83 






Exons 


7804. .7933, 8216. .10211, 10304. .12275 








Seq. No. 


18921 


Seq. ID 


OJ990426 05 


9924 


.C3 


Gene No. 


39649 


Strand 


+ ~~ 






Start 


7804 


End 


16712 






Name 


OJ990426 05.9924.C3.o4.np 


Method 


AAT/NAP 






Start 


8266 


End 


12462 






GI 


5295971 


Score 


3500 






Exons 


8266. .9175, 9203. .12462 










GI Descrip. 


(AB026295) EST D24 315 (R1718 ) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



18921 Seq. ID 

39649 Strand 
7804 End 
OJ99042 6_05. 9924 .C3.o5.np Method 
10240 End 

4680207 ■ Score 



OJ990426_05.9924.C3 
+ 

16712 
AAT/NAP 
16712 
1071 



10240. .10303, 11322. .11393, 13370. .14192, 15591. .16712 
(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 18921 Seq. ID 

Gene No. 3964 9 Strand 

Start 7804 End 

Name OJ9904 2 6_05. 9924 . C3 . o4 . gs Method 

Start 13372 End 



OJ990426_05. 9924 ,C3 
+ 

16712 

GENSCAN 

16614 



19382 




GI 


none 


Score 


.58 




Exons 


13372. .13927, 14057. .14192, 


15984. .16614 




Seq. No. 


18921 


Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39650 


Strand 






Start 


1 


End 


1754 




Name 


OJ990426 05.9924.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


101 




GI 


5667165 


Score 


177 




Exons 


1. . 101 








GI Descrip. 


5670155/gblAFl 61269.1 IAF161269 4.0e-8 6 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 




Seq. No. 


18921 


Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39650 


Strand 


- 




Start 


1 


End 


1754 




Name 


OJ990426 05.9924.C3.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


912 




GI 


6907088 


Score 


465 




Exons 


1..24, 365. .599, 775. .912 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


18921 


Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39650 


Strand 


- 




Start 


1 


End 


1754 




Name 


OJ990426 05.9924.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1754 




GI 


6069659 


Score 


123 




Exons 


1..51, 98. .256, 1731. .1754 








GI Descrip. 


(AP'000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


18921 


Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39651 


Strand 






Start 


3281 


End 


4704 




Name 


OJ990426 05.9924.C3.o3.np 


Method 


AAT/NAP 




Start 


3281 


End 


4704 




GI 


4416302 


Score 


1415 




Exons 


3281. .4704 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


18921 


Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39652 


Strand 






Start 


12745 


End 


12904 




Name 


OJ990426 05.9924.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3272 


End 


12437 




GI 


none 


Score 


54 




Exons. 


3272.. 3532, 3354.. 3518, 3551 


..3940, 3594. .3836, 11787.. 


11957, 




11958. . 12437, 11960 .. 12157 , 


12120.. 12380 




Seq. No. 


18921 


'•> 

Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39652 


Strand 






Start 


12745 


End 


12904 




Name 


OJ990426 05.9924.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


3302 


End 


12431 




GI 


none 


Score 


267 




Exons 


3302. .3547, 3536. .3667, 11756 .. 1188 1 , 


11757. .12053, 





11987. . 12058, 12063. .12179, 12071 12157, 12177 .. 12431, 



19383 



12230. .12388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No , 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



18921 
39652 
12745 

OJ990426JD5. 9924 .C3.ol.tm 
" 3302 
none . 



Seq. ID OJ990426_05. 9924 .C3 
Strand 

End . 12904 

Method TBLASTX: Maize 
End - 12434 

Score 361 



3302.. 3958, 3312.. 3950, 11742 .. 11927 , 11955 .. 1217 9, 
11972. .12130, 12186. . 12434, 12204 .. 12320 



18921 
39652 
12745 

OJ990426JD5.9924 .C3.o5.tw 

3347 

none 



Seq. ID OJ990426_05. 9924 . C3 
Strand 

End 12904 

Method TBLASTX : Wheat 

End 12392 

Score 58 

3347. .3523, 3351. .3521, 3356. .3538, 3542. .3781, 11979 12182, 
12083. .12154, 12219. .12392 



18921 
39652 
12745. 

OJ990426_05. 9924.C3.o7. tw 

3785 

none 



Seq. ID OJ990426_05.9924.C3 
Strand 

End ■, 12904 

Method TBLASTX: Wheat 

End 11939 

Score 66 



3785. .3961, 3998. .4093, 11619. .11747, 11766. .11939 



18921 
39652 
12745 

OJ990426JD5. 9924 .C3.o6.tm 

3959 

none 



Seq. ID OJ990426_05. 9924 .C3 
Strand 

End 12904 

Method TBLASTX : Maize 

End 11741 

Score 215 



3959. .4198, 1154 4 .. 1174 1, 11627. .11740 



18921 
39652 
12745 

OJ99042 6_05. 9924 .C3.ol.tw 

4109 

none 



Seq. ID OJ990426_05.9924.C3 
Strand 

End 12904 

Method TBLASTX : Wheat 

End 11618 

Score 69 



4109. .4261, 4304. .4465, 4467. .4649, 4467. .4655, 11078 .. 11209, 
11079. . 11426, 11234. .11305, 11415. .11618 



18921 
39652 
12745 

OJ99042 6_05. 9924.C3.o3. tm 

4211 

none 



Seq. ID OJ990426_05.9924.C3 
Strand 

End 12904 

Method TBLASTX : Mai ze 

End 11543 

Score 88' 



4211. .4456, 4211. .4447, 4275. .4466, 4470. .4655, 4471. .4656, 
1107 8 . . 11209, 1107 9. . 11543, 11234 . . 11386 



18921 
39652 
12745 



Seq. ID OJ990426_05.9924 .C3 
Strand 

End 12904 



19384 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990426_05 . 9924 . C3 . ol . ts Method TBLASTX : Soybean 

4311 End 11411 

5509260 Score 142 

4311. .4466, 4316. .4465, 4465.-4575, 4468.-4536, 4470. .4694, 
4470. .4700, 4621. .4698, 1094 4 .. 114 11 , 11006. .11386 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18921 
39652 
12745 

OJ990426_05. 9924.C3.o3.tc 

4470 

none 



Seq. ID OJ990426_05.9924.C3 
Strand 

End 12904 

Method TBLASTX : Cress 

End 11297 

Score 250 



4470. .4703, 11022 11297 , 11036. .11170 



Seq. No. 18921 

Gene No. 39652 

Start 12745 

Name OJ990426_05 . 9924 . C3 . o2 . tc 

Start 4705 

GI none 
Exons 



Seq. ID OJ990426_05.9924.C3 
Strand 

.End 12904 

Method TBLASTX : Cress 

End 10556 

Score 62 



4705. .4779, 4783. .5064, 4891. .5064, 10113. .10556 



Seq. No. 18921 

Gene No. 39652 

Start 12745 

Name OJ990426_05 . 9924 . C3 . o4 . tw 

Start 4705 

GI none 
Exons 



Seq. ID OJ990426_05.9924.C3 
Strand 

End 12904 

Method TBLASTX : Wheat 

End 10421 

Score 65 



4705. .4770, 4765.-4845, 4864. .5025, 4873. .5112, 5155. .5298, 
10088. .10312, 10089. .10322, 10332.. 10421 



Seq. No. 18921 

Gene No. 39652 

Start 12745 

Name OJ990426_05 . 9924 . C3 . o2 . tm 

Start 4768 
GI ' none 
Exons 



Seq. ID OJ990426_05.9924.C3 
Strand 

End 12904 

Method TBLASTX : Mai ze 

End 10553 

Score 227 



4768. .5127, 4775. .5104, 5189. .5251, 5191. .5256, 9931. .9990, 
10089. .10553, 10124. .10390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18921 
39652 
12745 

OJ990426_05. 9924 .C3.o3.ts 

4778 

none 



Seq. ID OJ990426_05.9924.C3 
Strand 

End 12904 

Method TBLASTX : Soybean 

End 10580 

Score 126 

4778. .5062, 4786. .5082, 4894. .5064, 10095 .. 10580 , 10124 .. 10390, 
10260. .10574 



Seq. No. 18921 

Gene No. 39652 

Start 12745 

Name OJ9904 2 6_05 . 9924 . C3 . o5 . t s 

Start 5155 

GI none 
Exons 



Seq. ID OJ990426_05. 9924 .C3 
Strand 

End 12904 

Method TBLASTX : Soybean 

End 10002 

Score 66 



5155. .5298, 5164. .5283, 9727. .10002, 9823. .9903 



19385 




Seq. No. 


18921 




Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39652 




Strand 






Start 


12745 




End 


12904 




Name 


OJ990426 05. 9924. C3 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5404 




End 


9783 




GI 


none 




Score 


287 




Exons 


5404.. 5472, 9337.. 9702, 9378 


..9566, 9421.. 9705, 9703.. 9783 


Seq. No. 


18921 




Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39652 




Strand 






Start 


12745 




End 


'12904 '* 




Name 


OJ990426 05. 9924. C3 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


8260 




End 


8505 




GI 


none 




Score 


192 




Exons 


8260. .8505, 8305. .8 


424 








Seq. No. 


18921 




Seq. ID 


OJ990426_05.9924 


,C3 


Gene No. 


39652 




Strand 






Start 


12745 




End 


12904 




Name 


OJ990426 05. 9924. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


9253 




End 


9723 




GI 


none 




Score 


60 




Exons 


9253.. 9.339, 9315.. 9545, 9316 


..9534, 9418. .9648, 9568. .9723 


Seq. No. 


18921 




Seq. ID 


OJ990426_05.9924 


>C3 


Gene No. 


39652 




Strand 






Start 


12745 




End 


12904 




Name 


OJ990426 05. 9924. C3 


.o2.gp 


Method 


AAT/GAP 




Start 


12745 




End 


12904 




GI 


20688 1.R1084 




Score 


252 




Exons 


12745. . 12904 










GI Descrip. 


, 4521193/dbj | AB0134 50 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 


i 






Seq. No. 


18921 




Seq. ID 


OJ990426_05. 9924 


.C3 


Gene No. 


39653 




Strand 






Start 


13951- 




End 


16458 




Name 


OJ990426 05. 9924. C3 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


13951 




End 


16245 




GI 


none 




Score 


75 




Exons 


13951. .14013, 13953 


. . 14009, 


15504. .15593, 15505 .. 15606, 






15748. .15834, 15786 


. . 15848, 


15901. .16047, 15921. . 16046, 






16063. .16128, 16071 


. . 16136, 


16156. .16245 




Seq. No. 


18921 




Seq. ID 


OJ990426JD5. 9924 


C3 


Gene No. 


39653 




Strand 






Start 


13951 




End 


16458 




Name . ; 


OJ990426 05. 9924. C3 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


15547 




End 


16215 




GI 


none 




Score 


71 




Exons 


15547. .15729, 15736 


. . 16083, 


15768. . 158 


39, 15915. . 16049, 






16149. .16187, 16156 


. .16215 








Seq. No. 


18921 




Seq. ID 


OJ990426_05. 9924 


C3 


Gene No. 


39653 




Strand 






Start 


13951 




End 


16458 





19386 




Name 


OJ990426 05. 9924. C3. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


15736 




End 


16005 




GI 


none 




Score 


209 




Exons 


15736. . 16005, 15768. 


. 16001 








Seq. No. 


18921 




Seq. ID 


OJ990426_05.9924 


.C3 


Gene No. 


39653 




Strand 






Start 


13951 




End 


16458 




Name 


OJ990426 05. 9924. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


15822 




End 


16089 




GI 


none 




Score 


272 




Exons 


15822. .16061, 15826. 


. 16089, 


15832. . 16065 




Seq. No. 


18921 




Seq. ID . 


OJ990426_05.9924 


.C3 


Gene No. 


39653 




Strand 






Start 


13951 




End 


16458 




Name 


OJ990426 05. 9924. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16009 




End 


16458 




GI 


none 




Score 


125 




Exons 


16009. . 16131, 16015. 


. 16158, 


16016. .16183, 16155. .16220, 






16156. . 16227, 16258. 


.16323, 


16324. .16458 




Seq. No. 


18922 




Seq. ID 


OJ990426_05.9924 


.C4 


Gene No. 


39654 




Strand 


+ 




Start 


43 




End 


885 




Name 


OJ990426 05. 9924. C4. 


ol . gs 


Method 


GENSCAN 




Start 


43 




End 


885 




GI 


none 




Score 


.86 




Exons 


43. .885 










Seq. No. 


18922 




Seq. ID 


OJ990426JD5.9924 


.C4 


Gene No. 


39655 




Strand 


+ 




Start 


2754 




End 


10242 




Name 


OJ990426 05. 9924. C4. 


ol . np 


Method 


AAT/NAP 




Start 


2754 




End 


10242 




GI 


4455154 




Score 


64 




Exons 


2754.. 2783, 4871.. 5078, 6207 


..6311, 10124. .10242 




GI Descrip. 


(AL03354 5) extensin- 


■like protein [Arabidopsis thaliana] 




Seq. No. 


18922 




Seq. ID 


OJ990426_05.9924 


.C4 


Gene No. 


39656 




Strand 






Start 


3736 




End 


4380 




Name 


OJ990426 05. 9924. C4. 


o2 . gs 


Method 


GENSCAN 




Start 


3736 




End 


4380 




GI 


none 




Score 


.96 




Exons 


3736. .4380 










Seq. No. 


18922 




Seq. ID 


OJ990426_05. 9924 


.C4 


Gene No. 


39657 




Strand 






Start 


4700 




End 


4980 




Name 


OJ990426 05. 9924. C4. 


o3 . gs 


Method 


GENSCAN 




Start 


4700 




End 


4980 




GI 


none 




Score 


.55 




Exons 


4700. .4824, 4947. .49 


■80 ' 








Seq. No. 


18922 




Seq. ID 


OJ990426_05. 9924 


.C4 


Gene No. 


39658 




Strand 







19387 




Start 


9179 


End 


9626 






Name 


OJ990426 05. 9924 .C4 .o5.gs 


Method 


GENSCAN 






Start 


9179 ~ 


End 


9626 






GI 


none 


Score 


.82 






Exons 

< 


9179. .9503, 9565. .9626 










Seq. No. 


18923 


Seq. ID 


OJ990426_05. 


.9924 


-C5 


Gene No. 


39659 


Strand 








Start 


178 


End 


625 






Name 


OJ990426 05.9924.C5.ol.gs 


Method 


GENSCAN 






Start 


178 


End 


625 






GI 


none 


Score 


.83 






Exons 


178. .502, 564. .625 










Seq. No. 


18924 


Seq. ID 


OJ990426_05. 


.9924 


.C6 


Gene No. 


39660 


Strand 


+ 






Start 


170 


End 


370 






Name 


OJ990426 05.9924.C6.ol.gs 


Method 


GENSCAN 






Start 


170 


End 


370 






GI 


none 


Score 


.79 






Exons 


170. .370 










Seq. No. 


18925 


Seq. ID 


OJ990426_05. 


.9924 


.C7 


Gene No. 


39661 


Strand 








Start 


400 


End 


507 






Name 


OJ990426 05. 9924 .G7.ol.gs 


Method 


GENSCAN 






Start 


400 - ~ 


End 


507 






GI 


none 


Score 


. 54 






Exons 


400. .507 










Seq. No. 


18926 


Seq. ID 


OJ990426 05, 


, 9924 


.C9 


Gene No. 


39662 


Strand 


+ ~~ 






Start 


332 


End 


658 






Name 


OJ990426 05. 9924 .C9.ol.np 


Method 


AAT/NAP 






Start 


332 


End 


658 






GI 


6539588 


Score 


125 






Exons 


332. .526, 624. .658 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


18926 


Seq. ID 


OJ990426_05, 


.9924 


.C9 


Gene No. 


39662 


Strand 


+ 






Start 


332 


End 


658 






Name 


OJ990426 05.9924.C9.ol.gs 


Method 


GENSCAN 






Start 


359 


End 


593 






GI 


none 


Score 


.51 






Exons 


359. .593 










Seq. No. 


18927 


Seq. ID 


OJ990426 05. 


, 9924 


.C10 


Gene No. 


39663 


Strand 


+ 






Start 


1 


End 


550 






Name 


OJ990426 05. 9924 .C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


550 






GI 


5091512 


Score 


650 






Exons 


1..87, 134. .550 










GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


protein 



gene, complete cds.(M11926) [Oryza sativa] 



19388 



Seq. No. 18927 Seq. ID 

Gene No. 39664 Strand 

Start 63 End 

Name OJ990426_05 . 9924 . CIO . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63.. 628 



OJ990426_05. 9924. CIO 
628 

GEN SCAN 

628 

.97 



Seq. No. 18928 Seq. ID 

Gene No. 39665 Strand 

Start 309 End 

Name OJ990426_05. 9924 .Cll . ol . gs Method 

Start 309 End 

GI none Score 

Exons 309.. 411, 501.. 544 



OJ990426_05. 9924. Cll 
544 

GENSCAN 

544 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18929 Seq. ID 

39666 Strand 

3603 End 

OJ990426_05. 9924 .C13.ol.np Method 

3603 End 

221757 Score 



OJ990426_05. 9924 .C13 
+ 

6119 
AAT/NAP 
6119 
52 



3603. .3653, 4084. .4203, 5522.. 5702, 5736. .5918, 6061. .6119 
(D10879) virion protein [human herpesvirus 1] 



18929 Seq. ID 

39667 Strand 

2203 End 
OJ990426_05. 9924 .C13.ol.gs Method 

2203 End 

none Score 

2203. .2444, 2862. .2979 



OJ990426_05. 9924 .C13 

2979 
GENSCAN 
2979 
. 91 



Seq. No. 18929 Seq. ID 

Gene No. 39668 Strand 

Start 3840 End 

Name OJ990426JD5 . 9924 . C13 . o2 . gs Method 

Start 3840 End 

GI none Score 

Exons 3840. .4296, 4396. .4492, 4532. .4666, 
5849. . 6044 



OJ990426 05.9924.C13 



6044 
GENSCAN 
6044 
.72 

5220. .5301, 



5555. .5755, 



OJ9904 26_05. 9924 .CI 4 
+ 

2587 
AAT/NAP 
2587 
504 



Seq. No. 18930 Seq. ID 

Gene No. 39669 Strand 

Start 320 End 

Name OJ99042 6_05 . 9924 . C14 . ol . np Method 

Start 320 End 

GI 6721562 Score 

Exons 320.. 1084, 2555.-2587 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 |dbj IBAA90373.1 | (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 
Gene No . 



18930 
39670 



Seq. ID 
Strand 



OJ990426 05. 9924 .C14 



19389 



Start 


3731 






End 


13132 


Name 


OJ990426 05.9924. 


C14 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3182 ~ 






End 


5291 


GI 


none 






Score 


69 


Exons 


3182.. 3253, 4475. 


. 4597, 


4482 . 


.4604, 4505. .4615, 4957.. 5133, 




4993. .5133, 5241. 


. 5291 








Seq. No. 


18930 






Seq. ID 


OJ990426JD5. 9924 .C14 


Gene No. 


39670 






Strand 




Start 


3731 






End 


13132 


Name 


OJ990426. 05. 9924 . 


C14.o2. 


QS 


Method 


GENSCAN 


Start 


3731 






End 


13132 


GI 


none 






Score 


.66 


Exons 


3731. .3988, 4219. 


. 4289, 


4651 . 


.4738, 5238.. 5290, 5562.. 5853, 




6196.. 6334, 6417. 


. 6479, 


10940 


. .11021, 


11838. .11982, 13001. .1313 


Seq. No. 


18930 






Seq. ID 


OJ990426_05. 9924 .C14 


Gene No. 


39670 






Strand 




Start 


3731 






End 


13132 


Name 


OJ990426 05.9924. 


C14 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5603 






End 


5749 


GI 


none 






Score 


134 


Exons 


5603.. 5749, 5605. 


. 5748 








Seq. No. 


• 18930 






Seq. ID 


OJ990426_05. 9924 .C14 


Gene No. 


39670 






Strand 




Start 


3731 






End 


13132 


Name 


OJ990426 05.9924. 


C14 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


6193 






End 


11220 


GI 


none 






Score 


128 


Exons 


6193. . 6336, 6212'. 


. 6334, 


6422 . 


.6481, 10945. . 11019, 11118 11219, 




11119. . 11220 










Seq. No. 


18931 






Seq. ID 


OJ990426_05. 9924 .C15 


Gene No. 


39671 






Strand 


+ 


Start 


1597 






End 


3678 


Name 


OJ990426 05.9924. 


C15.ol. 


as 


Method 


GENSCAN 


Start 


1597 






End 


3678 


GI 


none 






Score 


.74 


Exons 


1597. .1904, 2413. 


. 2597, 


3019. 


.3214, 3240.. 3291, 3551.. 3678 


Seq. No. 


18931 






Seq. ID 


OJ990426_05.9924.C15 


Gene No. 


39672 






Strand 




Start 


4562 






End 


5036 


Name 


OJ990426 05.9924. 


C15 . o2 . 


as 


Method 


GENSCAN 


Start 


4562 






End 


5036 


GI 


none 






Score 


.94 


Exons 


4562. .4618, 4680. 


. 4823, 


4893. 


.5036 




Seq. No. 


18931 






Seq. ID 


OJ990426_05. 9924 .C15 


Gene No. 


39673 






Strand 




Start 


5681 






End 


5977 


Name 


OJ990426 05.9924. 


C15.ol. 


gp 


Method 


AAT/GAP 


Start 


5681 






End 


5977 


GI 


61605 3.R1084 






Score 


431 


Exons 


5681. .5977 










GI Descrip. 


*1402920/emb|CAA6 


69651 2 


.0e-20 (X98321) peroxidase [Arabidopsis 



19390 



thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18931 
39674 
6414 

OJ990426_05, 
6414 
6063554 
6414. .6588, 



9924 .C15.ol.np 



7228. .7255, 7599. 



Seq. ID OJ990426_05.9924.C15 
Strand 

End 12229 

Method AAT/NAP 

End • 8196 

Score 478 
.7829, 7947. .8196 



(AP000615) ESTs AU075609 (C6334 4 ) , C71850 ( E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 18931 Seq. ID OJ99042 6_05 . 9924 . C15 

Gene No. 39674 Strand 

Start 6414 End 12229 

Name OJ990426_05 . 9924 .C15 . o2 . gp Method AAT/GAP 

Start 7025 End 7761 

GI 101153JL.R1084 Score 647 

Exons 7025.. 7255, 7599.. 7761 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


18931 




Seq. ID 


OJ990426 


Gene No. 


39674 




Strand 




Start 


6414 




End 


12229 


Name 


OJ990426 05.9924.C15.o2 


np 


Method 


AAT/NAP 


Start 


7494 




End 


9175 


GI 


6539588 




Score 


203 


Exons 


7494. .7579, 8845. .9175 








GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


18931 




Seq. ID 


OJ990426 


Gene No. 


39674 




Strand 




Start 


6414 




End 


12229 


Name 


OJ990426 05.9924.C15.o3 


gp 


Method 


AAT/GAP 


Start 


7599 




End 


7943 


GI 


101153 1.R1084 




Score 


474 


Exons 


7599. .7943 








GI Descrip. 


f 5852170/emb IAL117265. 1 IOST17804 1 . Oe- 


115 Oryza 



05.9924.C15 



sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


18931 


Seq. ID 


OJ990426_05. 9924 


Gene No. 


39674 


Strand 




Start 


6414 


End 


12229 


Name 


OJ990426 05.9924.C15.o4.gs 


Method 


GENSCAN 


Start 


8875 


End 


12080 


GI 


none 


Score 


.48 


Exons 


8875.. 9072, 9491. .9591, 11723.. 12080 




Seq. No. 


18931 


Seq. ID 


OJ990426_05. 9924 


Gene No. 


39674 


Strand 




Start 


6414 


End 


12229 


Name 


OJ990426 05.9924.C15.ol.ts 


Method 


TBLASTX : Soybean 


Start 


11031 


End 


11706 


GI 


none 


Score 


84 


Exons 


11031. . 11309, 11328. .11567, 


11371. . 11529, 11560. . 11667, 



19391 




11587. .11706 



Seq. No. 


18931 


Seq. ID 


y"V rt rt f\ A rt S~ rt ^ rt rt rt jt 

OJ990426 05.9924 


.C15 


Gene No. 


39674 


Strand 






Start 


6414 


End 


12229 




Name 


OJ990426 05.9924.C15.o3.np 


Method 


AAT/NAP 




Start 


11058 


End 


12229 




GI 


4416302 


Score 


1117 




Exons 


11058. .12229 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


18931 


Seq. ID 


OJ990426_05.9924 


.C15 


Gene No. 


39674 


Strand 






Start 


6414 


End 


12229 




Name 


OJ990426 05.9924.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


11079 


End 


11706 




GI 


none 


Score 


47 




Exons 


11079. .11570, 11089. .11151, 


11094. .11300, 11212. .11568, 





11587. .11706 





Seq. No. 


18931 




Seq. ID 


OJ990426_05.9924 


.C15 




Gene No. 


39674 




Strand 








Start 


6414 




End 


12229 




: n? 


Name 


OJ990426 05.9924.C15 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


11481 




End 


11915 




"SI 


GI 


none 




Score 


106 




LI 


Exons 


11481. .11567, 11587. 


.11706, 


11778. .11915 ■ 




: i 


Seq. No. 


18931 




Seq. ID 


OJ990426_05. 9924 


.C15 


: W 


Gene No . 


39674 




Strand 






: ;.*? 


Start 


6414 




End 


12229 






Name 


OJ990426 05.9924.C15 


,o2.ts 


Method 


TBLASTX : Soybean 






Start 


11709 




End 


11954 




' "k 


GI 


none 




Score 


66 






Exons 


11709. .11954, 11791. 


.11937 










Seq. No. 


18931 




Seq. ID 


OJ990426_05.9924 


.CIS 




Gene No. 


39674 




Strand 








Start 


6414 




End 


12229 






Name 


OJ990426 05.9924.C15 


.o2.tm 


Method 


TBLASTX: Maize 






Start 


11853 




End 


12228 






GI 


none 




Score 


130 






Exons 


11853. . 12227, 11883. 


.12227, 


12055. .12228 






Seq. No. 


18932 




Seq. ID 


OJ990426_05.9924 


.C16 




Gene No. 


39675 




Strand 


+ 






Start 


6952 




End 


7057 






Name 


OJ990426 05.9924.C16 


.ol.gp 


Method 


AAT/GAP 






Start 


6952 




End 


7057 






GI 


5816518 




Score 


159 






Exons 


6952. .7057 












GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 3.0e-. 


40 Oryza sativa DNA, 






similar sequence to 


Pib gene 










Seq. No. 


18932 




Seq. ID 


OJ990426_05.9924 


.C16 




Gene No. 


39676 




Strand 








Start 


1 




End 


6664 





19392 



Name OJ990426_05 . 9924 . C16 . ol . np Method AAT/NAP 

Start 1 End 5043 

GI 3777527 Score 1628 

Exons 1..1183, 1337.. 2734, 2994.. 3106, 3695.. 5043 

GI Descrip. (AF053008) gag-pol polyprotein [Glycine max] 



Seq. No. 18932 Seq. ID 

Gene No. 39676 Strand 

Start 1 End 

Name OJ9904 26_05 . 9924 . CI 6 . o2 . np Method 

Start 1 End 

GI 6539588 Score 

Exons 1..76, 2793.. 2879, 5282.. 5466 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990426_05.9924.C16 

6664 
AAT/NAP 
5466 
199 



Seq. No. 


18932 






Seq. ID 


OJ990426 05.9924.C16 


Gene No. 


39676 






Strand 




Start 


1 






End 


6664 


Name 


OJ990426 


05.9924.C16. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


58 






End 


277 


GI 


none 






Score 


96 


Exons 


58. .276, 


64. .264, 140 


. .277 






Seq. No. 


18932 






Seq. ID 


OJ990426JD5. 9924 .C16 


Gene No. 


39676 






Strand 




Start 


1 






End 


6664 


Name 


OJ990426 


05.9924.C16. 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


58 






End 


309 


GI 


none 






Score 


61 


Exons 


58. .309, 


146. .292 








Seq. No. 


18932 






Seq. ID 


OJ990426_05.9924.C16 


Gene No. 


39676 






Strand 




Start 


1 






End 


6664 


Name 


OJ990426 


05.9924.C16. 


ol . gs 


Method 


GENSCAN 


Start 


78 






End 


6664 


GI . 


none 






Score 


.45 


Exons 


78. .1022, 


1101.'". 1298, 


1365. 


.1923, 2011, 


. .2652, .2839. .3003, 



3956. .4195, 4258. .5080, 5339. .5459, 5697. .5820, 5990. .6246, 
6614. .6664 



Seq. No. 18932 

Gene No. 39676 

Start 1 

Name OJ99042 6_05 . 9924 . CI 6 . ol . tm 

Start 349 

GI none 

Exons 349.. 783, 406.. 756, 410.. 784 



Seq. ID OJ990426_05.9924.C16 
Strand 

End 6664 

Method TBLASTX : Maize 

End 784 

Score 129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18932 
39676 
1 

OJ990426_05. 9924 .C16.ol.ts 
446 

5509260 



Seq. ID OJ990426_05. 9924 .C16 
Strand 

End 6664 

Method TBLASTX : Soybean 

End 1059 

Score 364 



446. .970, 451. .987, 757. .996, 1009. .1059 



19393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



18932 
39676 
1 

OJ990426_05. 9924 ,C16.ol. tw 

454 

none 



Seq. ID OJ990426_05.9924.C16 
Strand 

End 6664 

Method TBLASTX : Wheat 

End 930 

Score 111 



454. .633, 459. .632, 460. .861, 470. .640, 662. .799, 673. .801, 
841.. 930, 847.. 930 



18932 
39676 
1 

OJ990426_05.9924 .C16.ol.tc 

565 

none 

565.. 825, 566.. 826 



Seq. ID OJ990426_05.9924.C16 
Strand 

End 6664 

Method TBLASTX : Cress 

End 826 

Score 116 



Seq. No. 18932 

Gene No. 39676 

Start 1 

Name OJ990426_05 . 9924 . C16 . o2 . tm 

Start 1369 

GI none 

Exons 1369.. 1497, 1507.. 1938, 1517. 
1939. .2004 



Seq. ID OJ990426_05.9924.C16 
Strand 

End 6664 

Method TBLASTX : Maize 

End 2004 

Score 247 

.1852, 1621. .1974, 1937. .1999, 



Seq. No. 18932 

Gene No. 39676 

Start 1 

Name OJ9904 2 6_05 . 9924 . CI 6 . o2 . ts 

Start 1519 

GI none 

Exons 1519.. 1830, 1526.. 1813 



Seq. ID OJ990426JD5. 9924 .C16 
Strand 

End 6664 

Method TBLASTX : Soybean 

End 1830 

Score 124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



18932 
39676 
1 

OJ990426_05. 9924 .C16.o2.tw 

1675 

none 



Seq. ID OJ990426_05. 9924 .C16 
Strand 

End 6664 

Method TBLASTX : Wheat 

End 2226 

Score 115 



1675. .1956, 1676. .1846, 1681. .1851, 2020. .2226 



18933 
39677 
3068 

OJ99042 6_05.9924 .C17.ol.gp 
3068 

uC-osflcyp053f07al 
3068. .3336 

, 5091496/dbj | AB0234 82 . 2 | AB0234 82 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. ID OJ990426_05.9924.C17 

Strand + 

End 3336 

Method AAT/GAP 

End 3336 

Score 337 



18933 
39678 
13202 

OJ99042 6_05.9924 .C17.o3.gs 



Seq. ID OJ990426_05.9924.C17 

Strand + 

End 14945 

Method GENSCAN 



19394 






13202 




End 


14945 




GI 


none 




Score 


.51 




P von 


13202 13410 13488 


. 14235, 


14628. .14688, 14782. 


. 14 94 5 


O C *J • INU • 


18933 




Seq. ID 


OJ990426_ 


OS CM 


Gene No . 


39678 




Strand 


+ 




Start 


13202 




End ' 


14945 




Name 


OJ990426 05.9924.C17 


. o3 . gp 


Method 


AAT/GAP 




Start 


14351 




End 


14597 




GI 


3761181 




Score 


440 




FvAn c 

J— J 1 t_7 


14351 14597 










GT Dp^rrin 


4521193/dbi IAB013450 


.1IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to 


Pib gene 






Seq. No. 


18933 




Seq. ID 


OJ990426_ 


05 9924 C17 


Gene No. 


39679 




Strand 


+ 




Start 


15859 




End 


22893 




Name 


OJ990426 05 9924 C17 


. o4 . gs 


Method 


GENSCAN 




Start 


15859 _ 




End 


16620 




GI 


none 




Score 


.84 




F.xon 


15859 16620 










Sea No 


18933 




Seq. ID 


OJ990426_ 


05 9924 C17 




39679 




Strand 


+ 




Start 


15859 




End 


22893 




Name 


OJ990426 05.9924.C17 


.ol .np 


Method 


AAT/NAP 




-Start 


15878 




End 


21183 




GI 


5091513 




Score 


1919 




F, von <=? 


15878. .16780, 17436. 


.18205, 


19131. .19210, 19319. 


.19493, 




21112. .21183 










GI Dp^rriD 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


18933 




Seq. ID 


OJ990426_ 


05 9924 C17 


Gene No. 


39679 




Strand 


+ 




Start 


15859 




End 


22893 




Name 


OJ990426 05.9924.C17 


.o5.gs 


Method 


GENSCAN 




Start 


17637 




End 


18829 




GI 


none 




Score 


.91 




Exons 


17637. .17878, 18101. 


.18348, 


18501. .18829 




Seq. No. 


18933 




Seq. ID 


OJ990426_ 


_05.9924.C17 


Gene No. 


39679 




Strand 


+ 




Start 


15859 




End 


22893 




Name 


OJ990426 05.9924.C17 


.06. gs 


Method 


GENSCAN 




Start 


20701 




End 


22816 




GI 


none 




Score 


.61 




F! von s 


20701. .20774, 21181. 


.21354, 


22678. .22816 




Sea No 


18933 




Seq. ID 


OJ990426_ 


05. 9924 .C17 


Gene No. 


39679 




Strand 


+ 




Start 


15859 




End 


22893 




Name 


OJ990426 05.9924.C17 


. o4 . gp 


Method 


AAT/GAP 




Start 


20904 




End 


21150 




GI 


3761181 




Score 


438 




Exons 


20904. .21150 










GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 1.0e-9S 


Oryza sativa DNA, 



similar sequence to Pib gene 



19395 




Seq. No. 


18933 


Seq. ID 


OJ990426_05.9924.C17 


Gene No. 


39679 


Strand 


+ 


Start 


15859 


End 


22893 


Name 


OJ990426 05.9924.C17.o2.np 


Method 


AAT/NAP 


Start 


21303 


End 


22893 


GI 


6721550 


Score 


429 


Exons 


21303. .21354, 22051.. 22893 






GI Descric 


(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 


Seq. No. 


18933 


Seq. ID 


OJ990426_05.9924.C17 


Gene No . 


39680 


Strand 




Start 


1623 


End 


4311 


Name 


OJ990426 05.9924.C17.ol.gs 


Method 


GENSCAN 


Start 


1623 


End 


4311 


GI 


none 


Score 


.6 


Exons 


1623. .1802, 1923. .2077, 2187. 


.2572, 3382. .3698, 4105. .4311 


Seq. No. 


18933 


Seq. ID 


OJ990426_05.9924.C17 


Gene No. 


39681 


Strand 




Start 


4618 


End . 


4866 • 


Name 


OJ990426 05.9924.C17.o2.gp 


Method 


AAT/GAP 


Start 


4618 


End 


4866 


GI 


3761181 


Score 


401 


R von s 


4618. .4866 






GI Descrio 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe-! 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


18933 


Seq. ID 


OJ990426_05.9924.C17 


Gene No. 


39682 


Strand 




Start 


6644 


End 


22855 


Name 


OJ990426 05.9924.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5127 


End 


22855 


GI 


none 


Score 


90 


Exons 


5127. .5216, 5128. .5217, 22559 


. .22783, 


22562. .22741, 




22693. .22782, 22796.. 22855 






Seq. No. 


18933 


Seq. ID 


. OJ990426_05.9924.C17 


Gene No. 


39682 


Strand 




Start 


6644 


End 


22855 


Name 


OJ990426 05.9924.C17.o2.gs 


Method 


GENSCAN 


Start 


6644 


End 


12142 


GI 


none 


Score 


.8 


Exons 


6644. .6814, 9082. .9131, 9403., 


.9599, 10192. .10440, 11224. .11: 




12059. . 12142 






Seq. No. 


18933 


Seq. ID 


OJ990426_05.9924.C17 


Gene No 


39682 


Strand 




Start 


6644 


End 


22855 


Name 


OJ990426 05. 9924 .C17.o2.tm 


Method 


TBLASTX: Maize 


Start " 


13624 


End 


14076 


GI 


none 


Score 


138 


Exons 


13624. .13806, 13831. .14076 






Seq. No. 


18933 


Seq. ID 


OJ990426_05.9924.C17 


Gene No. 


39682 


Strand 




Start 


6644 


End 


'22855 



19396 



Name 

Start 

GI 

Exons 



OJ990426_05 . 9924 . C17 . ol . ts Method TBLASTX : Soybean 

22090 End 22768 

none Score 59 

22090. .22257, 22091 .. 22273, 22277 22603, 22279 22353, 

22456. .22590, 22598 .. 22768 , 22598.. 22741 



Seq. No. 18933 

Gene No. 39682 

Start 6644 

Name OJ990426JD5 . 9924 . C17 . o2 . tw 

Start 22274 

GI none 

Exons 22274. .22558 



Seq. ID OJ990426_05.9924.C17 
Strand 

End 22855 

Method TBLASTX : Wheat 

End 22558 

Score 189 



Seq. No. 18933 

Gene No. 39682 

Start 6644 

Name OJ990426_05 . 9924 . C17 . ol . tm 

Start 22363 

GI none 

Exons 22363. .22629, 22367.. 22630 



Seq. ID OJ990426_05.9924.C17 
Strand 

End 22855 

Method TBLASTX: Maize 

End 22630 

Score 280 



Seq. No. 18934 

Gene No. 39683 

Start 1 

Name OJ990426_05 . 9924 . C18 . ol . np 

Start . 1 " 

GI ' - 4680207 

Exons 1..581, 672.. 1806 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. ID OJ990426_05.9924.C18 

Strand + 

End 1846 

Method AAT/NAP 

End 1806 

Score 550 



Seq. No. 18934 

Gene No. 39683 

Start 1 

Name OJ99042 6_05 . 9924 . C18 . ol . gs 

Start 255 

GI none 

Exons 255.. 1846 



Seq. ID OJ990426_05. 9924 .C18 

Strand + 

End 1846 

Method GENSCAN ' 

End 1846 

Score .51 



Seq. No. 18934 

Gene No. 39684 

Start 5223 

Name OJ99042 6_05 . 9924 . C18 . o3 . gs 

Start 5223 

GI none 

Exons 5223.. 5401, 5650.. 5851 



Seq. ID OJ990426_05. 9924 .C18 

Strand + 

End 5851 

Method GENSCAN 

End 5851 

Score .47 



Seq. No. 18934 

Gene No. 39685 

Start 4171 

Name OJ990426_05 . 9924 . C18 . o2 . gs 

Start 4171 

GI none 

Exons 4171.. 4280, 4399.. 4450 



Seq. ID ,OJ990426_05. 9924. CIS- 
Strand - 
End 4450 
Method GENSCAN 
End 4450 
Score .79 



Seq. No. 



18934 



Seq. ID OJ990426 05.9924.C18 



19397 




Gene No. 


39686 


Strand 






Start 


6528 


End 


7412 




Name 


OJ990426 05 9924 C18 o2 tw 


Method 


TBLASTX • Wheat 

X 1—J LuiU J. • will CL v 




Start 


278 ~~ 


End 


574 






none 


Score 


225 




J? von <=: 


278 502 281 460. 412 501. 


515 574 






Seq. No. 


18934 


Seq. ID 


OJ990426_05.9924. 


C18 


Gene No. 


39686 


Strand 






Start 


6528 


End 


7412 




Name 


OJ9904 26 05. 9924 . C18 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


680 _ 


End 


1054 




GI 


none 


Score 


242 




Rxons 


680 1054, 947. 1048 








Seq. No. 


18934 


Seq. ID 


OJ990426_05.9924. 


C18 


Gene No. 


39686 ; 


Strand 






Start 


6528 


End 


7412 




Name 


OJ990426 05 9924 C18 o4 as 


Me t hod 


GEN SCAN 




Start 


6528 ~~ 


End 


7412 




GI 


none 


Score 


. 6 




R von ^ 


6528 6756 7300 7412 








Sea No 


18935 


Sea ID 


OJ990426 05 9924 


C21 


fipnp No 


39687 


Strand 


+ — 




Start 


1 


End 


510 




Name 


OJ990426 05.9924.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


510 






101153 1.R1084 


Score 


387 




ill AUl I O 


1..48, 280. .510 










' 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, 


BAC clone :tl7804 


i 


Seq. No. 


18935 


Seq. ID 


OJ990426_05.9924. 


C21 


Gene No. 


39688 


Strand 






Start 


251 


End 


376 




Name 


OJ990426 05.9924. C21.ol.gs 


Method 


GENSCAN 




Start 


251 


End 


37 6 




GI 


none 


Score 


.57 




Rxons 


251. .376 








Seq. No. 


18936 


Seq. ID 


OJ990426JD5. 9924 . 


C22 


Gene No. 


39689 


Strand 






Start 


90 


End 


551 




Name 


OJ990426 05. 9924 .C22.ol.gs 


Method 


GENSCAN 




Start 


90 


End 


551 




GI 


none 


Score 


.52 




P. vnn ^ 


90. .194, 275. .329, 392. .551 








Seq . No . 


18937 


Seq. ID 


OJ990426JD5.9924. 


C23 


Gene No . 


39690 


Strand 






Start 


1 


End 


761 




Name 


OJ990426 05.9924.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


761 




GI 


5295971 


Score 


712 




Exons 


1. .761 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 



19398 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 18937 Seq. ID 

Gene No. 39690 Strand 

Start 1 End 

Name OJ990426_05 . 9924 . C23 . ol . tm Method 

Start 61 ' End 

GI none Score 

Exons 61.. 261, 62.. 262 



OJ990426_05.9924.C23 
761 

TBLASTX: Maize 

262 

182 



Seq. No. 18937 Seq. ID 

Gene No. 39690 Strand 

Start 1 End 

Name OJ990426_05 . 9924 . C23 . o2 . t s Method 

Start 61 End 

GI none Score 

Exons 61.. 255, 62.. 226 



OJ990426_05.9924.C23 
761 

TBLASTX : Soybean 

255 

104 



Seq. No. 18937 Seq. ID 

Gene No. 39690 Strand 

Start 1 End 

Name OJ990426_05 . 9924 . C23 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96. . 605 



OJ990426_05.9924.C23 
761 

GEN SCAN 
605 
. 91 



Seq. No. 18937 Seq. ID 

Gene No. 39690 Strand 

Start 1 End 

Name OJ990426__05 . 9924 . C23 . o2 . tm Method 

Start 339 End 

GI none Score 

Exons 339.. 569, 388.. 570, 567.. 650 



OJ990426_05.9924.C23 
761 

TBLASTX: Maize 

650 

58 



Seq. No. 18937 Seq. ID 

Gene No. 39690 Strand 

Start 1 End 

Name OJ990426_05 . 9924 . C23 . ol . ts Method 

Start 348 End 

GI none Score 

Exons 348.. 623, 447.. 527 



OJ990426_05.9924.C23 
761 

TBLASTX : Soybean 

623 

193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



18938 Seq. ID 

39691 Strand 

1 End 
OJ990426_05 . 9924 . C27 . ol . np Method 

1 End 

6907088 Score 
1..346 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990426_05.9924.C27 
+ 

346 

AAT/NAP 
346 
243 



18938 Seq. ID 

39692 Strand 

327 End 

OJ990426JD5 . 9924 . C27 . ol . gs Method 

327 End 



OJ990426_05. 9924 .C27 
336 

GENSCAN 
336 



19399 



GI 

Exons 



none 

327. .336 



Score 



.79 



Seq. No. 18939 Seq. ID 

Gene No. 39693 Strand 

Start 184 End 

Name OJ990426_05 . 9924 . C28 . ol . gs Method 

Start - 184 End 

GI none Score 

Exons 184.. 351 



OJ990426_05 . 9924 .C28 
351 

GENSCAN 

351 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18940 Seq. ID 

39694 Strand 

1 End 

OJ990426_05. 9924 .C29.ol.np Method 

1 End 

5295971 Score 
1..439 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990426_05.9924.C29 
+ 

439 

AAT/NAP 

439 

263 



18940' 

39694 

1 

OJ990426_05. 9924.C29.ol.tm 
44 

none 

44. .130, 106. .336, 107. .325 

18940 
39694 
1 

OJ990426_05.9924.C29.ol.gs 
91 

none 
91. .337 



Seq. ; ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990426_05.9924.C29 
+ 

439 

TBLASTX: Maize 

336 

60 



OJ990426_05.9924.C29 
+ 

439 

GENSCAN 

337 

.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



18940 
39694 
1 

OJ990426_05. 9924 .C29.ol.tw 

128 

none 

128. .367, 169. .366. 

18941 
39695 
690 

OJ990426_05 . 9924 . C30 . ol . gs 

690 

none 

690.. 834, 911.. 1212 

18942 
39696 
1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990426_05.9924.C29 
+ 

439 

TBLASTX: Wheat 

367 

196 



OJ990426 05.9924.C30 



1212 
GENSCAN 
1212 
.46 



OJ990426_05.9924.C31 
+ 

694 



19400 



Name OJ990426_05 . 9924 . C31 . ol . np Method AAT/NAP 

Start 1 End 694 

GI 5295971 Score 144 
Exons 1..297, 472.. 694 

GI Descrip. (AB026295) EST D24315 (R1718) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


18942 


Seq. ID 


OJ990426_05.9924 


.C31 


Gene No. 


39696 


Strand 


+ 




Start 


1 


End 


694 




Name 


OJ990426 05 9924 C31 ol tm 


Method 


TBLASTX • Maize 




Start 


3 ~ 


End 


272 




GI 


none 


Score 


119 




Exons 


3. .125, 44. .124, 120. .272 








Seq. No. 


18943 


Seq. ID 


OJ990426_05. 9924 


.C32 


Gene No. 


39697 


Strand 






Start 


75 


End 


617 




Name 


OJ990426 05 9924 C32 ol as 


Mpfhod 


GENSCAN 




Start 


75 ~~ 


End 


617 




GI 


none 


Score 


. 59 




Exons 


75 202. 462 513. 539 617 








Seq. No. 


18944 


Seq. ID 


OJ990426 04.9924 


.C2 


Gene No. 


39698 


Strand 


+ 




Start 


100 - 


End 


278 




Name 


OJ990426 04 9924 C2 ol as 


Mpt h nti 


V_J l_j L\ Vw/XiLN 




Start 


100 ~ 


End 


278 




GI 


none 


Score 


. 73 




F.xon s 


100 278 








Sea No 


18945 


Seq. ID 


OJ990426 04 9924 


. C3 


Gene No. 


39699 


Strand 


+ _ 




Start 


108 


End 


429 




Name 


OJ9904 26 04 . 9924 . C3 . ol . gs 


Method 


GENSCAN 




Start 


108 ~~ 


End 


429 




GI 


none 


Score 


.65 




Exons 


108 301. 396 429 








Sea No 


18946 


Seq. ID 


OJ990426_04 . 9924 


. C4 




39700 


Strand 


+ 




Start 


177 


End 


474 




Name 


OJ990426 04.9924.C4.ol.gp 


Method 


AAT/GAP 




Start 


177 


End 


474 




GI 


44649 1.R1084 


Score 


580 




Exons 


177. .474 








GI Descrip. 


'3420239 5.0e-72 (AF059484) 


actin [Gossypium hirsutum] 1 




Seq. No. 


18947 


Seq. ID 


OJ990426_04.9924, 


.C5 


Gene No. 


39701 


Strand 


+ 




Start 


298 


End 


381 




Name 


OJ990426 04.9924.C5.ol.gp 


Method 


AAT/GAP 




Start 


298 


End 


381 




GI 


4722 1.R1084 


Score 


122 




Exons 


298. .381 








GI Descrip. 


'6014934/sp|Q42463|DCL LYCES 


4.0e-55 DCL PROTEIN, CHLOROPLAST 



19401 



PRECURSOR (DEFECTIVE CHLOROPLASTS AND LEAVES PROTEIN) 
>gi_1305531 (U55219) defective chloroplasts and leaves; required 
for chloroplast development and palisade cell differentiation in 
leaves [Lycopersicon esculentum] >gi_1323698 (U55278) DCL 
[Solanum ly coper sicum] ' 

Seq. No. 18947 Seq. ID OJ990426_04 . 9924 . C5 

Gene No. 39702 Strand 

Start 1 End 471 

Name OJ990426_04 . 9924 . C5 . ol . np Method AAT/NAP 

Start 1 End 471 

GI 6014934 Score 127 

Exons 1..25, 300.. 471 

GI Descrip. DCL PROTEIN, CHLOROPLAST PRECURSOR (DEFECTIVE CHLOROPLASTS AND 
LEAVES PROTEIN) gi | 1305531 (U55219) defective chloroplasts and 
leaves; required for chloroplast development and palisade cell 
differentiation in leaves [Lycopersicon esculentum] gi 11323698 
(U55278) DCL [Solanum lycopersicum] 



Sea No 


18948 






Seq. ID 


OJ990426_04 


.9924 


. C6 




39703 






J 1 L d 1 1U 








Start 


604 






End " 


903 






Name 


OJ990426 


04 9924 C6 


o 1 . gs 


Mpf h or! 


GENSCAN 






Start 


604 






End 


903 






GI 


none 






Score 


.62 






F.xon s 

1_J *v V-/ x 1 *J 


604 903 














Seq. No. 


18949 






Seq. ID 


OJ990426JD4 


.9924 


.C7 


Gene No 


39704 






Strand 








Start 


441 






End 


562 






Name 


OJ990426 


04. 9924. C7 


. ol . gs 


Method 


GENSCAN 






Start 


441 






End 


562 






GI 


none 






Score 


.99 






Exons 


441. .562 














Seq. No. 


18950 






Seq. ID 


OJ990426_04 


.9924 


.C8 


Gene No. 


39705 






Strand 








Start 


340 






End 


927 






Name 


OJ990426 


04. 9924. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


334 






End 


813 






GI 


none 






Score 


99 






Exons 


334. .414, 


335. .412, 


335. .421, 


336. . 422, 


514. .606, 


516. . 


608, 




516. . 608, 


691. .813, 


691. .801, 


696. .809 








Seq. No. 


18950 






Seq. ID 


OJ990426_04 


.9924 


.C8 


Gene No. 


39705 






Strand 








Start 


340 






End 


927 






Name 


OJ990426 


04. 9924. C8 


.ol.np 


Method 


AAT/NAP 






Start 


340 






End 


927 .. 






GI 


5262201 






Score 


271 






Exons 


340. .411, 


516. .602, 


693. . 927 










GI Descrip. 


(AL080252) putative 


protein [Arabidopsis thaliana] 






Seq. No. 


18950 






Seq. ID 


OJ990426_04 


.9924 


.C8 


Gene No. 


39705 






Strand 








Start 


340 






End 


927 






Name 


OJ990426 


04 . 9924 .C8 


. ol . gs 


Method 


GENSCAN 







19402 



Start 


341 




End 


850 


GI 


none 




Score 


. 67 


Exons 


341. .472, 516. .605, 678 


. . 850 






Seq. No. 


18950 




Seq. ID 


OJ990426_04 . 9924 .C8 


Gene No. 


39705 




Strand 




Start 


340 




End 


927 


Name 


OJ990426 04 . 9924 .C8 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


358 ~~ 




End 


836 


GI 


none 




Score 


50 


Exons 


358 . .414, 362 . . 412, 514 


. . 609, 


516. .608, 


696 . . 836, 715 . . 810 


Seq. No. 


18950 




Seq. ID 


OJ990426 04. 9924. C8 


Gene No. 


39705 




Strand 




Start 


340 




End 


927 


Name 


OJ990426 04.9924.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


543 




End 


927 


GI 


uC-osf Icyp081a04bl 




Score 


522 


Exons 


543. . 605, 696. . 927 








GI Descrip. 


' 5262201/emb | CAB4 57 98 . 1 


I 2 . 0e 


-19 (AL080252) putative protein 




[ Arabidopsis thaliana] 1 








Seq. No. 


18951 




Seq. ID 


OJ990426_04 . 9924 .C9 


Gene No. 


39706 . 




Strand 


+ 


Start 


211 . 




End 


467 


Name 


OJ990426 04 . 9924 .C9.ol. 


OS 


Method 


GENSCAN 


Start 


211 ~~ 




End 


4 67 


GI 


none 




Score 


.72 


Exons 


211 . . 341, 347 . . 467 








Seq. No. 


18951 




Seq. ID 


OJ990426_04.9924.C9 


Gene No. 


39707 




Strand 




Start 


4137 




End 


12884 


Name 


OJ990426 04.9924.C9.o2. 


as 


Method 


GENSCAN 


Start 


4137 




End 


M2884 


GI 


none 




Score 


.65 


Exons 


4137 ..4304, 4512. .4729, 


7298 . 


.7405, 7551.. 7623, 8199.. 8336, 




8486. .8588, 9184 . . 9242, 


9544 . 


.9667, 11371. .11465, 12834. .128! 


Seq. No. 


18952 




Seq. ID 


OJ990426_04. 9924. C10 


Gene No. 


39708 




Strand 


+ 


Start 


407 




End 


512 


Name 


OJ990426 04 . 9924 .C10 . ol 


. OS 


Method 


GENSCAN 


Start 


407 ~ 




End 


512 


GI 


none 




Score 


.54 


Exons 


407. .512 








Seq. No. 


18953 




Seq. ID 


OJ990426_04.9924.C12 


Gene No . 


39709 




Strand .. 


+ 


Start 


402 




End 


4859 


Name 


OJ990426 04 . 9924 .C12 .ol 


.gs 


Method 


GENSCAN 


Start 


402 




End 


4316 


GI 


none 




Score 


.83 


Exons 


402. .575, 676. .1029, 1117. .1214, 1516.. 


1576, 1744. .1804, 




1892. .1968, 2299. .2348, 


2755. 


.2837, 3113.. 3183, 3507.. 3657, 




3969. .4102, 4173. .4316 









19403 



Seq. No. 18953 

Gene No. 39709 

Start 402 

Name OJ990426_04 . 9924 . C12 . ol . gp 

Start 917 

GI 58686_1.R1084 

Exons 917.. 1029, 1462.. 1521, 1608. 
GI Descrip. ' 4 176420/dbj | BAA37167 | 2.0e- 
[Arabidopsis thaliana] ' 

Seq. No. 18953 

Gene No. 39709 

Start 402 

Name OJ990426_04 . 9924 . C12 . o2 . gp 

Start 3520 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1661, 1744 



OJ990426_04 . 9924 .C12 
+ 

4859 
AAT/GAP 
1939 
565 

..1804, 1892. 



11 (AB008097) cytochrome 



,1939 
P450 



Seq. ID OJ990426_04.9924.C12 



Strand 
End 

Method 

End 

Score 



+ 

4859 
AAT/GAP 
4859 
1124 



3520. .3657, 3969. .4102, 4173. .4264, 4603. .4859 



Seq. No. 18953 
Gene No. 39710 
Start 5072 

Name OJ990426_04 . 9924 . C12 . ol . ts 

Start 1452 
GI none 

Exons 1452.. 1517, 1456.. 1521, 1608. 

1728.. 1796, 1729.. 1803, 1729. 
1891.. 1971, 2287.. 2364, 2298. 
2768. .2830, 3112. .3183, 3129. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 04.9924.C12 



5826 

TBLASTX: Soybean 
3620 
71 

1661, 1616. .1654, 1728. .1793, 
1803, 1890. .1925, 1890. .1970, 
2345, 2755..2826, 2759. .2842, 
3188, 3501.. 3620, 3512.. 3565 



Seq. No. 18953 

Gene No. 39710 

Start 5072 

Name OJ99042 6_04 . 9924 . C12 . ol . tc 

Start 1456 

GI none 

Exons 1456.. 1521, 1608.. 1661, 1729. 

1891. .1974, 2287. .2364, 2759. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 04.9924.C12 



5826 

TBLASTX: Cress 
2818 
79 

.1803, 1729. .1803, 1890. .1970, 
.2818 



Seq. No. 18953 Seq. ID 

Gene No. 39710 Strand 

Start 5072 End. 
Name OJ990426_04 . 9924 . C12 . ol . tm Method 

Start 1456 End 

GI none Score 

Exons 1456.. 1521, 1459.. 1521, 1463.. 1522, 

1608.. 1661, .1728.. 1802, 1729.. 1803, 

1893.. 1970, 2281.. 2364, 2747. .2842, 2752 

3111. .3182, 3112. .3183, 3113. .3184, 3501 

3573. .3632, 3585. .3632, 3965. .4009, 3966 

4024. .4101, 4026. .4106, 4027. .4104, 4028 



1606 
1738 



OJ990426 04.9924.C12 



5826 

TBLASTX: Maize 
4258 
97 

1662, 1607.. 1663, 

1803, 1891.. 1971, 

2835, 2753..2839, 

3584, 3506.. 3583, 

4010, 3968. .4015, 

4111, 4160.. 4258 



Seq. No. 18953 Seq. ID 

Gene No. 39710 Strand 

Start 5072 End 

Name OJ990426_04 . 9924 . C12 . o2 . gs Method 

Start 5072 End 

GI none Score 



OJ990426_04.9924.C12 

5826 
GENSCAN 
5826 
.55 



19404 



Exons 5072.. 5130, 5604.. 5826 



Seq. No. 


18954 


Gene No. 


39711 


Start 


706 


Name 


OJ990426 04 . 9924 .C13. ol . 


Start 


706 ~~ 


GI 


none 


Exons 


706. .1193, 2002. .2363, 2 


Seq. No. 


18954 


Gene No. 


39711 


Start 


706 


Name 


OJ990426 04.9924.C13.ol. 


Start 


759 ~~ 


GI 


61 1.R1084 


Exons 


759. .1193, 2002. .2363, 2 


GI Descrip. 


1 3318 615/dbj IBAA31584 . 1 | 




phosphate transporter [0 


Seq. No. 


18954 


Gene No. 


39711 


Start 


706 


Name 


OJ990426 04 9924 C13 ol 


Start 


785 ~ 


GI 


none 


Exons 


785 .820. 899 931. 924 




102 8.. 11 92, 1056.. 1196. 




2463.-2534, 24 65. . 2 50 6, 


Seq. No. 


18954 


Gene No. 


39711 


Start 


706 


Name 


OJ990426 04 . 9924 .C13.ol. 


Start 


900 ~~ 


GI 


3318615 


Exons 


900. .1193, 2002. .2363, 2 


GI Descrip. 


(AB016065) mitochondrial 


Seq. No. 


18954 


Gene No. 


39711 


Start 


706 


Name 


OJ990426 04.9924.C13.ol. 


Start 


1068 


GI 


none 


Exons 


1068. .1196, 1079. .1192, 




2465. .2506, 3359. .3577, 



Seq. ID OJ990426_04.9924.C13 

Strand + 

End 3953 

gs Method GENSCAN 

..End 3578 

"Score .62 
464. .2507, 3364. .3578 

Seq. ID OJ990426_04 .9924 .C13 

Strand + 

End 3953 
gp Method AAT/GAP 

End 3580 

Score 2019 
464. .2507, 3364. .3580 

0.0e+00 (AB016065) mitochondrial 
ryza sativa] 1 

Seq. ID OJ990426_04.9924.C13 

Strand + 

End 3953 
tm Method TBLASTX : Maize 

End . 3586 

Score 42 
.986, 926. .994, 956. .1192, 1020. .1196, 
1999. .2364, 2001. .2363, 2169. .2378, 
33S9..3586, 3360. .3578, 3523. .3579 

Seq. ID OJ990426_04.9924.C13 

Strand + 

End 3953 
np Method AAT/NAP 

End 3953 

Score 1458 
464. .2507, 3364..3648, 3928. .3953 
phosphate transporter [Oryza sativa] 

Seq. ID OJ990426_04.9924.C13 

Strand + 

End 3953 

tc Method TBLASTX : Cress 

End 3578 

Score 196 
1999. .2355, 1999. .2355, 2001. .2363, 
3360. .3578 



Seq. No. 18954 . .. 

Gene No. 39711 

Start 706 

Name OJ990426_04 . 9924 .C13.ol 

Start 1077 

GI none 

Exons 1077.. 1196, 1079.. 1192, 
2465. .2506, 3359. .3577, 



Seq. ID OJ990426_04.9924.C13 

Strand + 

End 3953 
.ts Method TBLASTX : Soybean 

End 3579 

Score 200 
1991. .2293, 1999. .2364, 2001. .2363, 
3360. .3578, 3436. .3579 



19405 



Seq. No. 18954 

Gene No. 39711 

Start 706 

Name OJ990426_04 . 9924 .C13 . ol . tw 

Start 1999 

GI none 
Exons 



Seq. ID OJ990426_04.9924.C13 

Strand + 

End 3953 

Method TBLASTX : Wheat 

End 2494 

Score 514 



1999. .2364, 2000. .2365, 2001. .2363, 2462. .2494, 2465. .2494 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18955 
39712 
1 

OJ990426_04.9924.C14.ol.gp 
1 

61_1.R1084 
1..99, 196. .566 

'3318615/dbj | BAA31584.il 0.0e+00 (AB016065) mitochondrial 
phosphate transporter [Oryza sativa] 1 



Seq. ID OJ990426_04.9924.C14 

Strand + 

End 1598 

Method AAT/GAP 

End 566 

Score 894 



18955 
39712 
1 

OJ990426_04 . 9924 . C14 . ol . np 
1 

3318615 
1..99, 196. .259 

(AB016065) mitochondrial phosphate transporter [Oryza sativa] 



Seq. ID OJ9904 2 6_04 . 9924 .C14 

Strand + 

End 1598 

Method AAT/NAP 

End 259 

Score 229 



18955 
39712 
1 

OJ99042 6_04 . 9924 . C14 . ol . gs 
35 

none 

35. .99, 1250. .1598 



Seq. ID OJ990426_04 . 9924 .C14 

Strand + 

End 1598 

Method GENSCAN 

End 1598 

Score .81 



Seq. No. 18955 

Gene No. 39713 

Start 2381 

Name OJ990426_04 . 9924 . C14 . o2 . gs 

Start 2381 

GI none 

Exons 2381.. 2560 



Seq. ID OJ.990426_04.9924.C14 

Strand + 

End 2560 

Method GENSCAN 

End 2560 

Score .92 



Seq. No. 18955 

Gene No. 39714 

Start 2864 

Name OJ990426_04 . 9924-. C14 . ol . tm. 

Start 1 

GI none 
Exons 



Seq. ID OJ990426_04.9924.C14 
Strand 

End 3369 

Method TBLASTX : Maize 

End 502 

Score 166 



1..99, 2. .97, 3. .107, 7. .99, 196. .237, 197. .232, 221. .265, 
340. .453, 355. .444, 424. .501, 425. .502, 428. .502 



Seq. No. 18955 

Gene No. 39714 

Start 2864 

Name OJ990426JD4 . 9924 . C14 . ol . tw 

Start 1 



Seq. ID OJ990426_04.9924.C14 
Strand 

End 3369 

Method TBLASTX : Wheat 

End 4 03 



19406 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1..99, 2. .97, 196. .243, 215 

18955 
39714 
2864 

OJ990426_04 . 9924 . C14 . o3 . gs 

2864 

none 

2864.. 2958, 3186.. 3369 

18956 
39715 
762 

OJ990426_04 .9924 .C15.ol.gp 
762 

uC-osroM202029b04bl 
762. .1254 

'3047096 l.Oe-14 (AF058826) 
domains (Pfam: pkinase . hmm, 
thaliana] 1 

18956 
39715 
762 

OJ990426_04. 9924 .C15.ol.gs 

828 

none 

828. .3527 



Score 166 
.346, 275. .352, 355. .402, 359. .403 

Seq. ID OJ990426_04.9924.C14 
Strand 

End 3369 

Method GEN SCAN 

End 3369 

Score .59 



Seq. ID OJ990426_04.9924.C15 

Strand + 

End 3683 

Method AAT/GAP 

End 1254 

Score 962 

similar to eukaryotic protein kinase 
score: 189.74) [Arabidopsis 



Seq. ID OJ990426_04.9924.C15 

Strand + 

End 3683 

Method GENSCAN 

End 3527 

Score .84 



18956 
39715 
762 

OJ990426_04 . 9924 . C15 . ol . np 
870 

3047096 



Seq. ID 
Strand 
End 

Method 
End 
Score 

870.. 1774, 1847.. 2260, 2352.. 3524 

(AF058826) similar to eukaryotic protein kinase domains (Pfam: 

[Arabidopsis thaliana] 



OJ990426_04.9924.C15 
+ 

3683 
AAT/NAP 
3524 
1520 



pkinase. hmm, score: 189.74) 



18956 
39715 
762 

OJ990426_04.9924. 
2915 

15443_1.R1084 
2915. .3683 
''3047096 6.0e-21 
domains (Pfam: 
thaliana] 1 



C15.o2.gp 



(AF058826) 
pkinase . hmm, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_ 
+ 

3683 
AAT/GAP 
3683 
1400 



04. 9924.C15 



similar to eukaryotic protein kinase 
score: 189.74) [Arabidopsis 



Seq. No. 18956 

Gene No. 39716 

Start 4566 

Name OJ990426_04 . 9924 . C15 . o3 . gp 

Start 4508 

GI uC-osflcyp034a05bl 



Seq. ID OJ990426_04.9924.C15 

Strand + 

End 5726 

Method AAT/GAP 

End 4954 

Score 851 



19407 




Exons 4508.. 4954 

GI Descrip. 1 4 126403/dbj | BAA36554 | 2.0e-22 (AB011796) flavonol synthase 
[Citrus unshiu] ' 



Seq. No. 


18956 






Seq. ID 


OJ990426 


04 . 9924 


. C15 


Gene No. 


39716 






Strand 


+ 






Start 


4566 






End 


5726 






Name 


OJ990426 04 


.9924 


.C15.o2 .np 


Method 


AAT/NAP 






Start 


4560 ~~ 






End 


5723 






GI 


4126403 






Score 


1009 






Exons 


4560. .5020, 


5094 


..5421, 5514 


. .5723 








GI Descrip. 


(AB011796) 


flavonol synthase 


[Citrus unshiu] 






Seq. No. 


18956 






Seq. ID 


OJ990426 


04 . 9924 


. C15 


Gene No - 


39716 






Strand 


+ 






Start 


4566 






End 


5726 






Name 


OJ990426 04 


.9924 


.C15.o2.gs 


Method 


GENSCAN 






Start 


4566 






End 


5726 






GI 


none 






Score 


.99 






Exons 


4566. .5020, 


5094 


..5421, 5514 


. .5726 








Sea No 


18956 






Seq. ID 


OJ990426 


04 . 9924 


. C15 


Gene No . 


39717 






Strand 


+ 






Start 


12773 






End 


15035 






Name 


OJ990426 04 


.9924 


.C15.o4.gs 


Method 


' GENSCAN 






Start 


12773 






End 


15035 






GI 


none 






Score 


.95 






Exons 


12773. .13112, 13729. .13922, 


14017. .14050, 14389 


. . 15035 




Seq. No. 


18956 






Seq. ID 


OJ990426 


04 . 9924 


. C15 


Gene No . 


39718 






Strand 


+ 






Start 


15452 






End 


15890 






Name 


OJ990426 04 


. 9924 


. C15 . o5 . gs 


Method 


GENSCAN 






Start 


15452 






End 


15890 






GI 


none 






Score 


. 69 






Exons 


15452. .15505, 15639. .15890 










Seq. No. 


18956 






Seq. ID 


OJ990426 


_04 . 9924 


.C15 


Gene No . 


39719 






Strand 








Start 


16250 






End 


17679 






Name 


OJ990426 04 


.9924 


C15.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


1059 






End 


3323 






GI 


none 






Score 


56 






Exons 


1059. .1109, 


1200 


.1295, 1944 


..2057, 2382.. 2501, 


2408. .2608, 




2523. .2681, 


2694 


.3014, 2720 


..3022, 3117.. 3323 






Sea No 


18956 






Seq. ID 


OJ990426 


_04 . 9924 


C15 


Gene No. 


39719 






Strand 








Start 


16250 






End 


17679 






Name 


OJ990426 04 


.9924 


C15.o2.tw 


Method' 


TBLASTX: Wheat 




Start 


2334 






End 


2542 






GI 


none 






Score 


208 






Exons 


2334. .2537, 


2357 


.2542 










Seq. No. 


18956 






Seq. ID 


OJ990426_ 


_04 . 9924 


C15 


Gene No. 


39719 






Strand 








Start 


16250 






End 


17679 







19408 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990426_04, 

2346 

none 

2346. .2513, 

18956 
39719 
16250 

OJ990426_04, 

2384 

none 

2384. .2629, 



9924 .C15.o5.ts 



2366.. 2506, 2520. 



9924 .C15.o4 . tm 



2385. .2630 



Method 
End 
Score 
.2618 



TBLASTX : Soybean 

2618 

125 



Seq. ID OJ990426_04.9924.C15 
Strand 

End 17679 

Method TBLASTX :Maize 

End 2630 

Score 364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18956 
39719 
16250 

OJ990426_04 , 

2544 

none 

2544 . .2864, 

18956 
39719 
16250 

OJ990426_04, 

2618 

none 

2618. .2662, 

18956 
39719 
16250 

OJ990426_04. 
2631 
none 
2631. 
2957. 
3123. 



.2675, 
.3046, 
.3197 



9924 .C15.ol.tw 



2555.. 2860, 2895. 



9924 .C15.o3.ts 



Seq. ID OJ990426_04 . 9924 .C15 
Strand 

17679 

TBLASTX: Wheat 
2957 
298 



End 

Method 
End 
Score 
.2957 



Seq. ID OJ990426_04.9924.C15 
Strand 

End 17679 

Method TBLASTX : Soybean 

End 3016 

Score 87 



2619.. 2672, 2672. .3016, 2694.. 3014 



9924 .C15.ol.tm 



2631.. 2681, 2663. 
2958.. 3029, 3029. 



Seq. ID OJ990426_04.9924.C15 
Strand 

End 17679 
Method TBLASTX: Maize 
End 3197 
Score 76 

.2956, 2685.. 2957, 2895.. 2957, 
.3127, 3080. .3127, 3114. .3185, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18956 
39719 
16250 

OJ990426_04 , 

4580 

none 

4580. .4825, 



9924 .C15.o6.tm 



4617. .4829 



Seq. ID OJ990426_04 . 9924 .C15 
Strand 

End 17679 

Method TBLASTX : Mai ze 

End 4829 

Score 236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18956 
39719 
16250 

OJ990426_04 , 

4617 

none 

4617. .4673, 
5502. .5588, 



9924 .C15.ol.tc 



4752.. 5021, 4763, 
5507.. 5587, 5637. 



Seq. ID OJ990426_04.9924.C15 
Strand 

End 17679 
Method TBLASTX : Cress 
End 5723 
Score 70 

.5008, 5092.. 5418, 5232.. 5429, 
.5723, 5648.. 5719 



Seq. No. 



18956 



Seq. ID OJ990426_04 . 9924 .C15 



19409 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



39719 Strand 

16250 End 

OJ990426_04 . 9924 . C15 . ol . ts Method 

4 617 End 

none Score 



17679 

TBLASTX : Soybean 

5717 

47 



4617. .4661, 4752. .5021, 4775. .5020, 5092. .5424, 5217. .5429, 
5474.. 5587, 5502.. 5588, 5640.. 5717 



Seq. No. 18956 

Gene No. 39719 

Start 16250 

Name OJ990426_04 . 9924 . C15 . o2 . tm 

Start 4830 

GI none 

Exons 4830.. 5021, 5092.. 5421, 5217, 
5640. .5717 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_04 . 9924 .C15 
17679 

TBLASTX: Maize 

5717 

237 



,5411, 5511. .5588, 5519. .5587, 



Seq. No. 18956 

Gene No. 39719 

Start 16250 

Name OJ990426_04 . 9924 . C15 . o2 . ts 

Start 12949 

' GI none 

Exons 12949. . 13077, 12953 13096, 
14366. . 14602, 14388 .. 14 609, 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990426 04.9924.C15 



17679 

TBLASTX : Soybean 
15862 
114 

13728. .13838, 13809 .. 1394 9, 
14648. .14851, 14 64 9 . .15011 , 



14778. .15011, 15633. .15779, 15644. .15862 



Seq. No. 18956 
Gene No. 39719 
Start 16250 

Name OJ9904 2 6_04 . 9924 . C15 . o3 . tm 

Start 13848 
GI none 
Exons 13848. 

14448. 

14904. 

15834. 



,13949, 14014. 

,14597, 14646. 

,14960, 14907. 
,15872 



14049, 
14852, 
14951, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 04.9924.C15 



17679 

TBLASTX: Maize 
15872 
73 

14375. .14 596, 14 388 .. 14 597, 
14648. .14848, 14649. . 14900, 
14967. .15014, 15648. . 15770, 



Seq. No. 18956 

Gene No. 39719 

Start 16250 

Name OJ990426_04 . 9924 . C15 . o3 . tc 

Start 14379 

GI none 
Exons 



Seq. ID OJ990426_04.9924.C15 
Strand 

End 17679 

Method TBLASTX : Cress 

End 15881 

Score 193 



14379. . 14594, 14471. 
14967. .15020, 15636, 



14593, 14652. .14954, 14726 .. 14 974 , 
15782, 15638. .15880, 15837. .15881 



Seq. No. 18956 Seq. ID 

Gene No. 39719 Strand 

Start 16250 End 

Name OJ990426_04 . 9924 . C15 . o4 . gp Method 

Start 16177 End 

GI none Score 

Exons 16177. . 16899 



OJ990426_04 . 9924 .C15 

17679 
AAT/GAP 
16899 
1372 



Seq. No. 
Gene No. 



18956 
39719 



Seq. ID OJ990426_04 . 9924 .C15 
Strand 



19410 



Start 


16250 




End 


17679 






Name 


OJ990426 04. 9924. CIS 


. 06 . gs 


Method 


GEN SCAN 






Start 


16250 ~~ 




End 


17679 






GI 


none 




Score 


.74 






Exons 


16250. . 16338, 16880. 


. 16991, 


17275. .17679 






Seq. No. 


18956 




Seq. ID 


OJ990426 


_04.9924 


. CIS 


Gene No. 


39719 




Strand 








Start 


16250 




End 


17679 






Name 


OJ990426 04. 9924. CIS 


. oS . tm 


Method 


TBLASTX: 


Mai ze 




Start 


16725 ~~ 




End 


16902 






GI 


none 




Score 


159 






Exons 


16725. .16901, 16731. 


. 16901, 


16732. .16902, 16732 


. . 16902 




Seq. No. 


18956 




Seq. ID 


OJ990426 


04 . 9924 


.CIS 


Gene j^o t 


39719 




Strand 








Start 


16250 




End 


17679 






Name 


OJ990426 04 . 9924 . CIS 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16743 




End 


17500 






GI 


none 




Score 


108 






Exons 


16743. . 16865, 16744 . 


. 16878, 


16887. .16955, 16887 


. . 17012, 






17079. . 17105, 17133. 


. 17204, 


17140. . 17199, 17308 


. . 17433, 






17378 . . 17500 












Seq. No. 


18957 




Seq. ID 


OJ990426 


_04 . 9924 


.C16 


Gene No. 


39720 




Strand 








Start 


240 




End 


406 






Name 


OJ990426 04 9924 C16 




Method 


AAT/GAP 






Start 


240 ~~ 




End 


406 






GI 


none 




Score 


311 






Exons 


240 . .406 












Seq. No. 


18957 




Seq. ID 


OJ990426 


_04 . 9924 


.C16 


Gene No. 


39721 




Strand 








Start 


1250 




End 


2916 






Name 


OJ990426 04.9924.C16 


. o2 . ts 


Method 


TBLASTX: 


S o vb e a n 




Start 


228 ~~ 




End 


453 




GI 


none 




Score 


86 






Exons 


228 . . 368, 229. . 357, : 


387 . . 452 


, 388. .453 








Seq. No. 


18957 




Seq. ID 


OJ990426 


_04.9924 


.C16 


Gene No. 


39721 




Strand 








Start 


1250 




End 


2916 






Name 


OJ990426 04.9924.C16 


.o2.gp 


Method 


AAT/GAP 






Start 


1250 




End 


1872 






GI 


none 




Score 


259 






Exons 


1250. .1310, 1761. .1872 










Seq-. No. 


18957 




Seq. ID 


OJ990426 


_04 . 9924 


.C16 


Gene No . 


39721 




Strand 








Start 


1250 




End 


2916 






Name 


OJ990426 04.9924.C16 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1759 




End 


2916 






GI 


none 




Score 


66 






Exons 


1759.. 1857, 1761.. 1889, 1796 


..1852, 1831. .2106, 


1835. .2098, 




1922.. 2122, 2737.. 2916, 2744 


. .2908 









19411 






Seq. No. 


18957 








Seq. ID 


OJ990426 


_04.9924.C16 




Gene No. 


39721 








Strand 










i 9so 








Hi 1 J. Li 


9Q1 fi 






Name 


kJiJ -7I7LI4 _ O 




PI a1 
. LID . Ol . 


-f-m 

Lill 


trio LllvJU 


TRT Z1QTY • i 
1 DixrtO I A . ! 


L v J_x Zc 




C *- -a y- 4- 


1 7 fi9 ~~ 










90fi9 






CIJ 










Q OO T"<3 


J JJ 






Hi X L> i 1 0 


m f>9 ?nfii 


1 7 fi? 


90fi9 












O fci Lj . IN U . 


1 ft QS7 








Seq. ID 


OJ990426 


04 QQ94 PI 

U4 . .7 .7^ 4 . LID 




P 0 n 0 Mo 


^Q799 








Strand 








Start 


2837 








End 


3394 






Name 


OJ990426 04 


.9924, 


.C16.o2. 


tm 


Method 


TBLASTX : 1 


Maize 




Cfa rt 
O L ai L 


2837 








End 


3394 






p,t 


1 1U1 ic 








Score 


163 






Hi Avjl 1 O 


9ft^7 9Q47 

Z. O J / ■ . _ _7 4 / , 


9R ^7 


9 Q4 7 


9ft 

O J -7 • . 


.2970, 2940. .2975, 


9Q4ft 9Q74 

.7 4 O ■ . £ .7 / 4 , 






9Q70 ^0"39 


?ooo 
0 \j \j \j < 


^0^9 


?1 04 


.3184, 3113.. 3205, 


"3191 ^^19 

JIlI . , D J> ± f 






3122 . . 3271, 


3344 . 


^Q4 


^4 S 


.3392 








C ori No 


18958 








Seq. ID 


OJ990426 


04 QQ9 4 PI ft 

U 4 . _7 .7 _ 4 . LIO 




Gene No. 


39723 








Strand 


+ 






Start 


422 








End 


5387 






Name 


OJ990426 04 


.9924. 


.C18.01. 


gs 


Method 


GENSCAN 








422 








End 


5387 






rz T 


none 








Score 


. 65 






Hj aui 1 0 


422. .530, 617. .721, 812. 


Q4 ^ 

. .74 J , 


1409.. 1588, 2567. 


9 Q 9 4 


* 7.. 




A 079 41 

4 U f _ • . 4 J. _) J , 


4298. 


. .4396, 


4 67 7 


.4752, .5359. .5387 




*y 


Seq. No. 


18958 








Seq. ID 


OJ990426 


_04 . 9924 .C18 


7i 


Gene No. 


39724 








Strand 


+ 






O Lai C 


6223 








End 


8414 




% 


Name 


OJ990426 04 


.9924. 


.C18.o2. 




Method 


GENSCAN 




y 


oLdl L 


6223 








End 


7853 






CI 

0 -i- 


none 








Score 


.73 




::i 


CiAUllb 


6223. .6576, 


6665. 


. .6826, 


D y 0 J . . 


,7107, 7214. .7410, 


. / gjj 




Cpn Ma 


18958 








Seq. ID 


OJ990426 


04 QQ9 4 P1 ft 




Rpnp Mo 


39724. 








Strand 


■h 






Start 


6223 








End 


8414 




'3 


Name 


OJ990426 04 


.9924. 


.CI8.0I. 


np 


Method 


AAT/NAP 






0 Lai L 


6250 








End 


7873 




i 


0 J. 


6630540 








Score 


867 






T* 1 v 0 n c 


6250. . 6576, 


6665. 


. .6859, 


6985. . 


,7107, 7214. .7410, 


7493. .7873 




P T HpQrri n 


(AC0117O8) 


putative (1-4 


! ) -beta-mannan 


endohydrolase [Arabidopsis 






thaliana] 
















Can Ma 


18958 








Seq. ID 


OJ990426 


_04 . 9924 .C18 




Gene No. 


39724 








Strand 


+ 






Start 


6223 








End 


8414 






Ma mo 


OJ990426 04 


.9924. 


.C18.o2. 


np 


Method 


AAT/NAP 






O -a r-f- 
OLaiL 


7106 








End 


8414 






PT 


5777617 








Score 


85 






Exons 


7106. .7166/ 


8315. 


t .8414 












GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


18958 








Seq. ID 


OJ990426 


_04.9924.C18 




Gene No. 


39725 








Strand 


+ 






Start 


10188 








End 


10509 





19412 



Name 

Start 

GI 

Exons 



OJ990426_04 . 9924 . C18 . ol . gp Method AAT/GAP 

10188 End 10509 

none Score 628 
10188. .10509 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18958 Seq. ID OJ990426_04 . 9924 . C18 

39726 Strand 

10474 End 

OJ990426_04 . 9924 . C18 . o3 . np Method 

10440 End 

6739283 Score 
10440. .10974, 11498. .11524 

(AF093547) abscisic acid responsive elements-binding factor 
[Arabidopsis thaliana] 



OJ990426_04 , 
+ 

11524 
AAT/NAP 
11524 
395 



18958 Seq. ID 

39726 Strand 

10474 End 

OJ990426_04 . 9924 . C18 . o4 . gs Method 

10474 End 

none Score 
10474. .11240, 11255. .11364 

18958 Seq. ID 

39726 Strand 

10474 End 

OJ990426_04 . 9924 . C18 . o4 . np Method 

11225 End 

2911062 Score 
11225. .11397 

(AL021961) bZIP transcription factor - 
[Arabidopsis thaliana] 



18958 
39727 
8562 

OJ990426_04 . 9924 .C18 . o2 . ts 

1000 

none 

1000. .1029, 
1252. .1293 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_04 . 9924 .C18 
+ 

11524 
GENSCAN 
11364 
.62 



OJ990426_04.9924.C18 
+ 

11524 
AAT/NAP 
11397 
87 

like protein (fragment) 



OJ990426_04.9924.C18 
9197 

TBLASTX : Soybean 

1293 

50 



1062. .1088, 1063. .1092, 1131. .1244, 1132. .1254, 



Seq. No. 18958 

Gene No. 39727 

Start 8562 

Name OJ990426_04 . 9924 . C18 . o2 . tm 

Start 1217 

GI none 

Exons 1217.. 1585, 
1477. . 1581 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_04 .9924 .C18 
9197 

TBLASTX: Maize 

1586 

94 



1218. .1340, 1219. .1419, 1223. .1579, 1473. .1586, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



18958 
39727 
8562 

OJ990426_04 , 

2629 

none 



9924.C18.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_04 . 9924 .C18 
9197 

TBLASTX: Maize 

2935 

59 



19413 



Exons 


2629. .2670, 


2629 


. . 2670, 


2651 . 


.2860, 2667.. 2891, 


2668 . . 2931, 




2668. .2934, 


2768 


. . 2935 










Seq. No. 


18958 








Seq. ID 


OJ990426 


04 . 9924 ,C18 


Gene No . 


39727 








Strand 






Start 


8562 








End 


9197 




Name 


OJ990426 04 


.9924 


.C18.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4073 








End 


4518 




GI 


none 








Score 


85 




Exons 


4073. . 4126, 


4075 


. .4119, 


4116. 


.4160, 42J 


34. .4376, 


4285. . 4374, 




4361 . . 4420, 


4363 


. .4425, 


4394 . 


.4474, 4400. .4453, 


4433. . 4516, 




4444 . .4518 














Seq. No. 


18958 








Seq. ID 


OJ990426 


_04.9924.C18 


Gene No. 


39727 








Strand 






Start 


8562 








End 


9197 




Name 


OJ990426 04, 


. 9924 


.C18 .o4 , 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


4280 








End 


4510 




GI 


none 








Score 


152 




Exons 


4280. .4507, 


4282 


. .4509, 


4284 . 


.4502, 4285.. 4503, 


4295. . 4510 


Seq. No. 


18958 








Seq. ID 


OJ990426 


04 9924 C18 


Gene No. 


39727 








Strand 






Start 


8562 








End 


9197 




Name 


OJ990426 04, 


. 9924 


.C18.o5, 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


6312 ~ 








End 


6757 




GI 


none 








Score 


194 




Exons 


6312. .6524, 


6337 


. . 6525, 


6514 . 


.6573, 6520.. 6573, 


6662 . . 6757, 




6664 . . 6756 














Seq. No. 


18958 








Seq. ID 


OJ990426 


04 . 9924 . C18 


Gene No . 


39727 








Strand 






Start 


8562 








End 


9197 




Name 


OJ990426 04. 


. 9924 


.C18.ol, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6315 








End 


7832 




GI 


none 








Score 


270 




Exons 


6315 . . 6551, 


6328 


. . 6573, 


6609. 


.6788, 6629. .6817, 


6630. . 6860, 




6653 . . 6862, 


6661' 


. . 6876, 


6982 . 


.7107, 6984. .7118, 


7208 . . 7303, 




7211. .7300, 


7318 


. .7410, 


7319. 


.7420, 7493. .7816, 


7494 . . 7832 


Seq. No. 


18958 








Seq. ID 


OJ990426 


_04.9924.C18 


Gene No. 


39727 








Strand 






Start 


8562 








End 


9197 




Name 


OJ990426 04. 


. 9924 


. C18 . o2 . 


, tc 


Method 


TBLASTX: 


Cress 


Start 


6315 ~ 








End 


6721 




GI 


none 








Score 


279 




Exons 


6315 . . 6572, 


6328 


. . 6573, 


6656. 


.6721, 6661.. 6720 




Seq. No. 


18958 








Seq. ID 


OJ990426 


04 . 9924 .C18 


Gene No . 


39727 








Strand 






Start 


8562 








End 


9197 




Name 


OJ990426 04. 


.9924 


.C18.ol. 


,tc 


Method 


TBLASTX : 


Cress 


Start 


6758 








End 


7351 




GI ' 


none 








Score 


127 




Exons 


6758. .6871, 


6758 


. .6883, 


6982. 


.7107, 6984 . .7109, 


6984 . .7118, 




7208. .7303, 


7211 


. .7300, 


7310. 


.7351 







19414 



Sea No 


18958 


Seq. ID 


OJ990426_04.9924 


.C18 


Gene No. 


39727 


Strand 






Start 


8562 


End 


9197 




Name 


OJ990426 04 . 9924 . C18 . ol . tm 


Method 


TBLASTX: Maize 




Start 


6982 ~~ 


End 


7841 




GI 


none 


Score 


155 




P von s 


6982.. 7107, 6993.. 7103, 7208 


..7297, 7336. .7404, 7337. .7411, 




7502. .7777, 7503. .7841 








Seq. No. 


18958 


Seq. ID 


OJ990426_04.9924 


C18 


Gene No. 


39727 


Strand 






Start 


8562 


End 


9197 




Name 


OJ990426 04 . 9924 .C18 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


7011 ~~ 


End 


7411 




GI 


none 


Score 


127 




Exons 


7011. .7100, 7012. .7107, 7018 


..7107, 7205. .7303, 7208. .7297, 




7336. .74 04, 7337. .7411 








Seq. No. 


18958 


Seq. ID 


OJ990426_04 . 9924 


C18 


Gene No. 


39727 


Strand 






Start 


8562 


End 


9197 




Name 


OJ990426 04 9924 C18 o3 as 


Method 


GENSCAN 




Start 


8562 ~~ 


End 


9197 




GI 


none 


Score 


.99 




Exons 


8562 .. 9197 








Sea No 


18958 


Seq. ID 


OJ990426_04.9924 


C18 


Gene No. 


39728 


Strand 






Start 


10515 


End 


10827 




Name 


OJ9904 26 04 . 9924 .C18.o6.tm 


Method 


TBLASTX: Maize 




Start 


10515 ~~ 


End 


10827 




GI 


none 


Score 


104 




Exons 


10515.. 10613, 10537.. 10614, 


10570. .10650, 10584. .10661, 






10590.. 10649, 105 91.. 106 62, 


10750. . 10827, 10755. . 10820 




Seq. No. 


18958 


Seq. ID 


OJ990426_04.9924 


.C18 


Gene No. 


39728 


Strand 






Start 


10515 


End 


10827 




Name 


OJ990426 04.9924.C18 o3 tc 


Method 


TBLASTX: Cress 




Start 


10530 ~~ 


End 


10788 




GI 


none 


Score 


178 




Exons 


10530.. 10661, 105 37.. 106 62, 


10750. .1071 


38 




Seq. No. 


18958 


Seq. ID 


OJ990426_04.9924 


C18 


Gene No. 


39729 


Strand 






Start 


11072 


End 


11372 




Name 


OJ990426 04 9924 C18 o7 tm 


Method 


TBLASTX: Maize 




Start 


11072 ~ 


End 


11372 




GI 


none ^ 


Score 


50 




Exons 


11072 11146 11095 11211 


11166. .11372, 11167. .11364 




Seq. No. 


18959 


Seq. ID 


OJ990426_04.9924 


C19 


Gene No. 


39730 


Strand 


+ 




Start 


1 


End 


5143 




Name 


OJ990426 04.9924.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3293 




GI 


6739280 


Score 


144 





19415 




Exons 1..21, 485.. 556, 1631.. 1660, 3216.. 3293 

GI Descrip. (AF093546) abscisic acid responsive elements-binding factor 
[Arabidopsis thaliana] 



Seq. No. 


18959 








Seq. ID 


OJ990426 04 . 9924 .C19 


Gene No . 


39730 








Strand 


+ ~ 


Start 


1 








End 


5143 


Name 


OJ990426 04 


.9924 


.C19.ol, 


,gs 


Method 


GENSCAN 


Start 


476 








End 


5143 


GI 


none 








Score 


.73 


Exons 


476. .556, 1631.. 


1660, 4723.. 


4860, 4869, 


. .4958, 5054 . . 5143 


Seq. No. 


18959 








Seq. ID 


OJ990426 04.9924.C19 


Gene No . 


39730 








Strand 


+ ~ 


Start 


1 








End 


5143 


Name 


OJ990426 04 


. 9924 


.C19.ol, 


■ gp 


Method 


AAT/GAP 


Start 


3481 








End 


3876 


GI 


4715386 








Score 


720 


Exons 


3481. .3876 












Seq. No. 


18959 








Seq. ID 


OJ990426 04.9924.C19 


Gene No . 


39731 








Strand 


+ — 


Start 


5364 








End 


6088 


Name 


OJ990426 04 


.9924 


.C19.o2, 


■ gp 


Method 


AAT /GAP 


Start 


5364 








End 


6088 


GI 


none 








Score 


787 


Exons 


5364 . . 5720, 


6011 


. .6088 








Seq. No. 


18959 








Seq. ID 


OJ990426_04.9924.C19 


Gene No . 


39732 








Strand 




Start 


5638 








End 


11130 


Name 


OJ990426 04 


.9924 


.C19.o2. 


.np 


Method 


AAT /NAP 


Start 


5614 








End 


6613 


GI 


4335725 








Score 


174 


Exons 


5614. .5717, 


6048 


. .6401, 


6583 


. . 6613 




GI Descrip. 


(AC006248) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


18959 








Seq. ID 


OJ990426_04.9924.C19 


Gene No . 


39732 








Strand 




Start 


5638 








End 


11130 


Name 


OJ990426 04 


.9924 


.C19.o2. 


,gs 


Method 


GENSCAN 


Start 


5638 








End 


11130 


GI 


none 








Score 


.72 


Exons 


5638. .5717, 


6009 


. .6705, 


6871 


. .6961, 74 64. .7788, 10341. .10587, 




11077. .11130 










Seq. No. 


18959 








Seq. ID 


OJ990426JD4 . 9924 .C19 


Gene No. 


39732 








Strand 




Start 


5638 








End 


11130 


Name 


OJ990426 04 


.9924 


.C19.ol, 


. tm 


Method 


TBLASTX : Maize 


Start 


5653 








End 


6406 


GI 


none 








Score 


103 


Exons 


5653. .5718, 


5657 


. .5719, 


5997 


..6053, 6008. .6073, 6151. .6216, 




6152. .6202, 


6199 


. . 6306, 


6226 


..6288, 6337.. 6405, 6338. .6406 


Seq. No. 


18959 








Seq. ID 


OJ990426_04 . 9924 .C19 


Gene No. 


39732 








Strand 





■ 19416 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5638 End 11130 

OJ990426_04 . 9924 . C19 . o3 . gp Method AAT/GAP 

6131 End 6427 

20139_1.R1084 Score 521 
6131.. 6427 

, 3297823/emb|CAA19881.1| 9.0e-09 (AL031032) putative protein 
[Arabidopsis thaliana] ' 



18959 Seq. ID 

39732 Strand 

5638 End 
OJ990426_04 . 9924 . CI 9 . o2 . tm Method 

7600 End 

none Score 
7600. .7806 



OJ990426_04.9924.C19 
11130 

TBLASTX: Maize 

7806 

207 



Seq. No. 18960 Seq. ID OJ990426_04 . 9924 . C21 

Gene No. 39733 Strand 

Start 68 End 1999 

Name OJ990426_04 . 9924 . C21 . ol . gp Method AAT/GAP 

Start 68 End 1337 

GI 4963_1.R1084 Score 1165 

Exons 68. .323, 401. .499, 960 1141,. 1237 .. 1337 

GI Descrip. 1 5824411/emb | CAA93107 . 2 | 2.0e-54 (Z68882) Similarity to Bovine 
inorganic pyrophosphatase ( SW: IPYR_BOVIN) ; cDNA EST EMBL:D66533 
comes from this gene; cDNA EST EMBL:D70345 comes from this gene 
cDNA EST yk338a8.3 comes from this gene; cDNA EST yk338a8.5 
comes 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18960 Seq. ID 

39733 Strand 

68 End 

OJ990426_04 . 9924 .C21 . ol . np Method 

104 End 

6647559 Score 



OJ990426 04.9924.C21 



104. .323, 401. .499, 960. .1141, 1237, 
PROBABLE INORGANIC PYROPHOSPHATASE 
PHOSPHO-HYDROLASE) (PPASE) 



1999 
AAT/NAP 
1999 
301 

.1335, 1952. .1999 
PYROPHOSPHATE- 



Seq. No. 18960 

Gene No. 39733 

Start 68 

Name OJ990426_04 . 9924 . C21 . ol . tm 

Start 139 

GI none 
Exons 



Seq. ID OJ990426_04 . 9924 .C21 
Strand 

End 1999 

Method TBLASTX : Mai ze 

End 1358 

Score 40 



139. .222, 199. .225, 222. .323, 223. .324, 227. .325, 230. .325, 
399. .500, 401. .499, 951. .1142, 960. .1145, 1231. .1338, 
1238. .1315, 1239. .1358, 1239. .1346 : - 



Seq. No. 18960 Seq. ID OJ99042 6_04 . 9924 . C21 

Gene No. 39733 Strand 

Start 68 End 1999 

Name OJ990426_04 . 9924 . C21 . ol . ts Method TBLASTX : Soybean 

Start 225 End 1043 

GI none Score 110 

Exons 225. .314, 399. .500, 401. .499, 963. .1043, 973. .1023 



19417 




Seq. No. 


18960 






Seq. ID 


OJ990426_04.9924.C21 


Gene No. 


39733 






Strand 




Start . 


68 






End 


1999 


Name 


OJ990426 04 


.9924.C21.ol 


. OS 


Method 


GENSCAN 


Start 


231 






End 


1369 


GI 


none 






Score 


.83 


Exons 


231.. 323, 401.. 499, 960 


. . 1141 


, 1237.. 1369 


Seq. No. 


18960 






Seq. ID 


OJ990426_04 . 9924 .C21 


Gene No. 


39733 






Strand 




Start 


68 






End 


1999 


Name 


OJ990426 04 


.9924.C21.ol 


tc 


Method 


TBLASTX: Cress 


Start 


232 






End 


509 


GI 


none 






Score 


75 


Exons 


232.. 321, 237.. 323, 238 


. 318, 


239. .325 


, 240. .320, 399. .500, 




401. .499, 402. .509, 403 


.501 






Seq. No. 


18960 






Seq. ID 


OJ990426_04.9924.C21 


Gene No. 


39733 






Strand 




Start 


68 






End 


1999 


Name 


OJ990426 04 


. 9924.C21.o2 


tc 


Method 


TBLASTX: Cress 


Start 


1056 






End 


1358 


GI 


none 






Score 


87 


Exons 


1056. . 1145, 


1056. .1145, 


1081. 


.1146, 1115. .1156, 1185. .1301, 




1232. .1309, 


1238. .1315, 


1239. 


.1358, 1239. .1346, 1240. .1350 


Seq. No. 


18961 






Seq. ID 


OJ990426_04.9924.C22 


Gene No. 


39734 






Strand 


+ 


Start 


1484 






End 


4572 


Name 


OJ990426 04 


.9924.C22.o2 


as 


Method 


GENSCAN 


Start 


1484 






End 


4572 


GI 


none 






Score 


.51 


Exons 


1484. .1583, 


1939. .2118, 


2175. 


.2270, 2369..2546, 2571. .2717, 




2984 . .3146, 


4450. .4572 








Seq. No. 


18961 






Seq. ID 


OJ990426_04.9924.C22 


Gene No. 


39734 






Strand 


+ 


Start 


1484 






End 


4572 


Name 


OJ990426 04 


.9924.C22.o3 


np 


Method 


AAT/NAP 


Start 


2296 






End 


2777 


GI 


5091602 






Score 


382 


Exons 


2296. .2777 










GI Descrip. 


(AC007858) 


10A19I.6 [Oryza sativa] 




Seq. No. 


18961 






Seq. ID 


OJ990426_04.9924.C22 


Gene No. 


39735 






Strand 




Start 


1 






End 


2560 


Name 


OJ990426 04 


.9924.C22.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1024 


GI 


585322 






Score 


193 


Exons 


1..35, 787. 


.1024 









GI Descrip. INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE PHOSPHO-HYDROLASE) 
(PPASE) gi 1539751 |pir||A45153 inorganic pyrophosphatase {EC 
3.6.1.1) - bovine 

Seq. No. 18961 Seq. ID OJ990426_04 . 9924 . C22 

Gene No. 39735 Strand 

19418 



Start 1 End 

Name OJ990426_04 . 9924 . C22 . o2 . np Method 

Start 1 End 

GI 5091602 Score 

Exons 1..55, 1761.. 1938, 2483.. 2560 
GI Descrip. (AC007858) 10A19I.6 [Oryza sativa] 

Seq. No. 18961 Seq. ID 

Gene No. 39735 Strand 

Start 1 End 

Name OJ990426_04 . 9924 . C22 . ol . tm Method 

Start 774 End 

GI none Score 

Exons 774. .878, 777. .1010, 779. .1018, 1026.. 

1059. .1094, 1095. .1127, 1817. .1840, IE 



2560 
AAT/NAP 
2560 
63 



OJ990426_04 . 9924 .C22 
2560 

TBLASTX: Maize 

1976 

372 

1043, 1058.. 1093, 
67. .1884, 1896. .1976 



Seq. No. 18961 Seq. ID 

Gene No. 39735 Strand 

Start 1 End 

Name OJ990426_04 . 9924 . C22 . ol . tc Method 

Start 777 End 

GI none Score 

Exons 777.. 1004, 779.. 1018 



OJ990426_04.9924.C22 
2560 

TBLASTX: Cress 

1018 

221 



Seq. No. 18961 Seq. ID 

Gene No. 39735 Strand 

Start 1 End 

Name OJ990426_04 . 9924 . C22 . ol . ts Method 

Start 779 End 

GI none Score 

Exons 779.. 1006, 780.. 1007 



OJ990426_04.9924.C22 
2560 

TBLASTX : Soybean 

1007 

221 



Seq. No. 18961 Seq. ID 

Gene No. 39735 Strand 

Start 1 End 

Name OJ990426_04 . 9924 . C22 . o2 . gp Method 

Start 865 End 

GI " none Score 

Exons 865. .1233 



OJ990426_04 . 9924 .C22 

2560 
AAT/GAP 
1233 
723 



Seq. No. 18961 Seq. ID 

Gene No. 39735 Strand 

Start 1 End 

Name OJ990426_04 . 9924 . C22 . ol . tw Method 

Start 918 End 

GI none Score 

Exons 918.. 1184, 920.. 1096 



OJ990426_04 . 9924 .C22 
2560 

TBLASTX: Wheat 

1184 

149 



Seq. No. 18962 ■ Seq. ID 

Gene No. 39736 Strand 

Start 1231 End 

Name OJ990426_04 . 9924 . C23 . ol . gs Method 

Start 1231 End 

GI none Score 

Exons 1231.. 1308 



OJ990426_04 . 9924 .C23 

1308 
GENSCAN 
1308 
. 62 



Seq. No. 



18963 



Seq. ID OJ990426 04.9924.C24 



19419 



• # 



Gene No. 


39737 




Strand 










Start 


105 




End 


3259 








Name 


OJ990426 04 . 9924 .C24 .ol 


np 


Method 


AAT/NAP 








Start 


105 ~~ 




End 


1902 








GI 


6907086 




Score 


1497 








P von ^ 


105 474 549 689 924 


.1088, 


1146. . 1902 








VJ J. L-/ \^ X. J. « 


(Ap66ll29) hvoothetical 


protein [Oryza 


sativa ] 








Seq. No. 


18963 




Seq. ID 


OJ990426 


04 . 


9924 


.C24 


Gene No. 


39737 




Strand 










Start 


105 




End 


3259 








Name 


OJ990426 04 9924 C24 ol 


gs 


Method 


GENSCAN 








Start 


1126 ~~ 




End 


3009 








GI 


none 




Score 


.59 








Exons 


1126. . 1640, 2144.. 2279, 


2852. . 


3009 










Seq. No. 


18963 




Seq. ID 


OJ990426_ 


04 . 


9924 


. C24 


Gene No. 


39737 




Strand 










Start 


105 




End 


3259 








Name 


OJ990426 04.9924.C24.ol 


gp 


Method 


AAT/GAP 








Start 


1987 




End 


2178 








GI 


5667165 




Score 


360 








Exons 


1987. .2178 














GI Descrip. 


5670155/gb|AF161269.1 IAF16126S 


4 . 0e-86 


Oryza sativa 


subsp. 



japonica BAC clone 34K24, complete sequence 



Seq. No. 


18963 


Seq. ID 


OJ990426 


_04 


9924 


.C24 


Gene No. 


39737 


Strand 










Start 


105 


End 


3259 








Name 


OJ990426 04.9924.C24.o2.np 


Method 


AAT/NAP 








Start 


2612 


End 


3259 








GI 


4680186 


Score 


170 








Exons 


2612. .3259 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


18964 


Seq. ID 


OJ990426 


_04 


9924 


.C25 


Gene No. 


39738 


Strand 


+ 








Start 


151 


End 


646 








Name 


OJ990426 04.9924.C25.ol.gp 


Method 


AAT/GAP 








Start 


151 


End 


646 








GI 


38782 1.R1084 


Score 


831 








Exons 


151. . 646 












GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP00061 6 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 










Seq. No. 


18964 


Seq. ID 


OJ990426 


_04 


9924 


.C25 


Gene No. 


39738 


Strand 


+ 








Start 


151 


End 


646 








Name 


OJ990426 04 .9924.C25.ol.gs 


Method 


GENSCAN 








Start 


285 


End 


358 








GI 


none 


Score 


1 








Exons 


285. .358 












Seq. No. 


18964 


Seq. ID 


OJ990426 


_04, 


9924 


C25 


Gene No. 


39739 


Strand 


+ 








Start 


1869 


End 


4364 








Name 


* OJ990426 04.9924.C25.ol.np 


Method 


AAT/NAP 









19420 



Start 1869 End 4346 

GI 6552743 Score 787 

Exons 1869.. 2059, 2951.. 3013, 3103.. 3221, 3317.. 3726, 3822.. 3973, 

4111. .4346 

GI Descrip. (AC013482) T26F17.11 [Arabidopsis thaliana] 



Seq. No. 18964 

Gene No. 39739 

Start 1869 

Name OJ990426_04 . 9924 ,C25.o4 .gp 

Start 3605 

GI 15115_1.R1084 

Exons 3605.. 3726, 3822.. 3973, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4111. .4364 

1 4056506 2.0e-26 (AC005896) nodulin-like protein [Arabidopsis 
thaliana] 1 



OJ990426_04 . 9924 . C25 
+ 

4364 
AAT/GAP 
4364 
960 



Seq. No. 18964 

Gene No. 39740 

Start 6936 

Name OJ990426_04 . 9924 . C25 . o3 . gs 

Start 6936 

GI none 
Exons 



Seq. ID OJ990426_04.9924.C25 



Strand 
End 

Method 

End 

Score 



10634 
GENSCAN 
10634 
.78 



6936.. 6938, 7328.. 7597, 9170/. 9379, 9488.. 9564, 1007 1 10099, 
10456.. 10634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18964 
39740 
6936 

OJ990426_04 .9924.C25.o2.np 

7385 

6630552 



Seq. ID OJ990426_04.9924.C25 



Strand 
End 

Method 

End 

Score 



+ 

10634 
AAT/NAP 
10096 
373 



7385. .7597, 9170. .9379, 9488. .9564, 9955. .10096 

(AC011708) putative membrane protein [Arabidopsis thaliana] 



Seq. No. 18964 Seq. ID 

Gene No. 39740 Strand 

Start 6936 End 

Name 0 J9 90 4 2 6_0 4 . 9 92 4 . C2 5 . o 5 . gp Method 

Start 9342 End 

-GI 51163_1.R1084 Score 

Exons 9342.. 9379, 9488.-9564, 9955.. 10355 
GI Descrip. 



OJ990426_04.9924.C25 
+ 

10634 
AAT/GAP 
10355 
930 



1 3548801 4.0e-12 (AC005313) putative transmembrane protein 
[Arabidopsis thaliana] >gi_4 3357 68_gb_AAD174 4 5_ (AC006284) 
putative integral membrane protein [Arabidopsis thaliana] 1 



Seq. No. 18964 Seq. ID 

Gene No. 39741 Strand 

Start 11242 End 

Name . OJ990426_04 . 9924 . C25 . o3 . np Method 

Start 11231 End 

GI 4874269 Score 

Exons 11231. .11411, 11710 
GI Descrip. 



OJ990426_04.9924.C25 
+ 

12821 
AAT/NAP 
12821 
251 



11880, 11954. .12316, 12540.. 12821 
(AC007354) T16B5.7 [Arabidopsis thaliana] 
gi | 6573742 | gb | AAF17 662 . 1 |AC009398_11 (AC009398) F20B24 .21 
[Arabidopsis thaliana] 



Seq. No. 



18964 



Seq. ID OJ990426_04 . 9924 .C25 



19421 



Gene No. 


39741 






Strand 


+ 




Start 


11242 






End 


12821 




Name 


OJ990426 04 


.9924.C25.o4 


.gs 


Method 


GENSCAN 




Start 


11242 






End 


12340 




GI 


none 






Score 


.71 




Rynn^ 


11242. .114 73, 11765. .11874, 


11954. .12340 




Seq. No. 


18964 






Seq. ID 


OJ990426 


04 9924 C25 


No. 


39742 






Strand 


— 




Start 


2949 






End 


3014 




Name 


OJ990426 04 


.9924.C25.o3 


• gp 


Method 


AAT/GAP 




Start 


2949 






End 


3014 




GI 


uC-osroM202011f01bl 




Score 


112 




Ry on ^ 


2949. .3014 












GI Descrip. 


■2623304 1. 


Oe-16 (AC002409) 


similar to 


Medicago 


nodulin N21 




[Arabidopsis thaliana] 1 










Seq. No. 


18964 






Seq. • ID 


OJ990426 


04 9924 C25 


Gene No. 


39743 






Strand 






Start 


14019 






End 


14299 




Name 


OJ990426 04 


. 9924 .C25.o4 


.np 


Method 


AAT/NAP 




Start 


14018 






End 


14299 




GI 


5262201 






Score 


159 




Pvnn 

J—J \J X 1 _j 


.14018. .14089, 14194. .14299 








GI Descrip. 


(AL080252) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


18964 






Seq. ID 


OJ990426 


_04 . 9924. C25 


Gene No. 


39743 






Strand 






Start 


14019 






End 


14299 




Name 


OJ990426 04 


. 9924.C25.o5 


.gs 


Method 


GENSCAN 




Start 


14019 






End 


14247 




GI 


none 






Score 


.76 




Exons 


14019. .14150, 14194. .14247 








Seq. No. 


18964 






Seq. ID 


OJ990426 


_04.9924.C25 


Gene \#q 9 


39744 






Strand 






Start 


14221 






End 


14299 




Name 


OJ990426 04 


. 9924.C25.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1861 






End 


3461 




GI 


none 






Score 


97 




Exons 


1861. .1950, 


1868. .2059, 


1869 


..2060, 2942. .3004, 


2948. .3019, 




2949. .3014, 


2976. .3029, 


3069 


..3131, 3095. .3220, 


3103. .3234, 




3316. .3456, 


3318. .3461 










Seq. No. 


18964 






Seq. ID 


OJ990426 


_04 . 9924 .C25 


Gene No. 


39744 






Strand 






Start 


14221 






End 


14299 




Name 


OJ990426 04 


. 9924.C25.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1881 






End 


3416 




GI 


none 






Score 


74 




Exons 


1881. . 1937, 


1883. .1933, 


1931 


. .2056, 1932. .2060, 


2958. .3014, 




3094. .3216, 


3095. .3220, 


3313 


. .3414, 3321. .3416, 


3321. .3416 


Seq. No. 


18964 






Seq. ID 


OJ990426 


_04 . 9924 .C25 


Gene No. 


39744 






Strand 






Start 


14221 






End 


14299 




Name 


OJ990426 04 


.9924.C25.ol 


ts 


Method 


TBLASTX: 


Soybean 



19422 



Start 1887 End 3884 

GI none Score 162 

Exons 1887.. 2060, 1898.. 2062, 2931.. 3014, 3098.. 3220, 3103.. 3219, 

3313.. 3432, 3318.. 3422, 3499.. 3666, 3507.. 3665, 3631.. 3726, 

3821.. 3883, 3822.. 3884 



Seq. No. 18964 

Gene No. 39744 

Start 14221 

Name OJ990426_04 . 9924 . C25 . ol 

Start 3101 

GI none 

Exons 3101.. 3220, 3313.. 3435, 

Seq. No. 18964 

Gene No. 39744 

Start 14221 

Name OJ990426_04 . 9924 . C25 . ol 

Start 3529 

GI none 

Exons 3529.. 3726, 3531.. 3740, 
4109. .4174 



Seq. ID ..OJ990426_04 . 9924 .C25 
Strand " - 
End 14299 
.tc Method TBLASTX : Cress 
End 3974 
Score 122 
3499.. 3669, 3667.. 3726, 3822.. 3974 

Seq. ID OJ990426_04.9924.C25 
Strand 

End 14299 

.tm Method TBLASTX : Maize 

End 4180 

Score 276 
3821. .3973, 3822. .3971, 4106. .4180, 



Seq. No. 18964 

Gene No. 39744 

Start f'4221 

Name OJ990426_04 . 9924 .C25.o2 

Start 7384 

GI none 

Exons 7384.. 7539, 7451.. 7519, 
9168. .9350, 9173. .9349 

Seq. No. 18964 
Gene No. 39744 
Start 14221 

Name OJ990426_04 . 9924 . C25 . o2 

Start 7418 
GI none 

Exons 7418.. 7519, 7456.. 7602, 

9173.. 9379, 9313.. 9381, 
9916. .10074, 9952.. 1011 
10205. .10234 



Seq. ID OJ990426_04.9924.C25 
Strand 

End 14299 

.tw Method TBLASTX : Wheat 

End 9350 

Score 86 
74 53. .7 602, 74 60. .7597, 9163. .934 8, 



Seq. ID OJ990426_04.9924.C25 
Strand 

End 14299 
.tm Method TBLASTX : Maize 
End 10234 
Score 224 
7460. .7600, 9163. .9411, 9168. .9356, 
9485. .9565, 9486. .9569, 9488. .9565, 
0, 9953.. 10111, 10201. .10233, 



Seq. No. 18964 
Gene No. 39744 
Start 14221 

Name OJ990426_04 . 9924 .C25.o2 

Start 74 4 4 

GI none 

Exons 7444.. 7545, 7463.-7567, 

9302.. 9379, 9311.. 9379, 
9500. .9571, 9567. .9614, 



Seq. ID OJ990426_04.9924.C25 
-Strand 

End 14299 
.ts Method TBLASTX: Soybean 

End 10129 

Score 126 
9163. .9300, 9168. .9284, 9173. .9301, 
9313. .9405, 9316. .9381, 9488.-9565, 
9952. .10089, 9953. .10129 



Seq. No. 18964 Seq. ID OJ990426_04 . 9924 . C25 

Gene No. 39744 Strand 

Start 14221 End 14299 

Name OJ990426 04 . 9924 . C25 . o2 . tc Method TBLASTX : Cress 



19423 



Start 
GI 

Exons 



• 



7459 End 10104 

none Score 138 

7459.. 7560, 7460.. 7567, 9160.. 9279, 9169.. 9258, 9173.. 9298, 

9305. .9379, 9307. .9405, 9488. .9565, 9949.. 10104, 9953.. 10102 



Seq. No. 


18964 


Seq. ID 


OJ990426_04.9924. 


C25 


Gene No . 


3974.4 


Strand 






Start 


14221 


End 


14299 




Name 


OJ990426 04 . 9924 .C25.o4 . tm 


Method 


TBLASTX: Maize 




Start 


14012 


End 


14286 




GI 


none 


Score 


99 • 




Exons 


14012. .14092, 14013. . 14090, 


14013. .14099, 14014. .14100, 






141 92.. 14284, 141 94.. 14286, 


14194. .14286 




Seq. No. 


18964 


Seq. ID 


OJ990426_04; 9924. 


C25 


Gene No. 


39744 


Strand 






Start 


14221 


End 


14299 




Name 


OJ990426 04 .9924.C25.o6.gp 


Method 


AAT/GAP 




Start 


14221 


End 


14299 




GI 


uC-osflcyp081a04bl 


Score 


106 




Exons 


14221. . 14299 








GI Descrip. 


' 5262201/emb | CAB45798 . 1 | 2 . 


0e-19 (AL080252) putative protei 




[ Arabidopsis thaliana] 1 








Seq. No. 


18965 


Seq. ID 


OJ990426 04 9924 


C28 


Gene No . 


39745 


Strand 






Start 


28 


End 


569 




Name 


OJ990426 04 . 9924 .C28.ol.gs 


Method 


GENSCAN 




Start 


28 


End 


569 




GI 


none 


Score 


.54 




Exons 


28. .139, 255. .354, 515. .569 








Seq. No. 


18966 


Seq. ID 


OJ990426_04.9924. 


C32 


Gene No . 


39746 


Strand 


+ 




Start 


68 


End 


285 




Name 


OJ990426 04.9924.C32.ol.gs 


Method 


GENSCAN 




Start 


68 


End 


285 




GI 


none 


Score 


.88 




Exons 


68 . . 285 








Seq. No. 


18967 


Seq. ID 


OJ990426_06. 9924 . 


CI 


Gene No . 


39747 


Strand 


+ 




Start 


85 


End 


222 




Name 


OJ990426 06. 9924 .Cl.ol.gs 


Method 


GENSCAN 




Start 


85 


End 


222 




GI 


none 


Score 


.79 




Exons 


85. .222 








Seq. No. 


18968 


Seq. ID 


OJ990426_06. 9924 . 


C3 


Gene No. 


39748 


Strand' 






Start 


1 


End 


3932 




Name 


OJ990426 06.9924 .C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1878 




GI 


6815109 


Score 


197 




Exons 


1..33, 826. .1301, 1713. .187 


8 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 





19424 



f 



♦ 



Seq. No. 


18968 


Seq. ID 


OJ990426 


Gene No. 


39748 


Strand 




Start - 


1 


End 


3932 


Name 


OJ990426 06. 9924 .C3. ol .gs 


Method 


GENSCAN 


Start 


659 ~ 


End 


3824 


GI 


none 


Score 


. 56 


Rxon *? 

X_J *W \J I X 


659 771. 1699 1750, 2056 


2106. 3043 


. . 3204, 3 




3817 . . 3824 






Seq. No. 


18968 


Seq. ID 


OJ990426 


Gene No. 


39748 


Strand 




Start 


1 


End 


3932 


Name 


OJ990426 06.9924.C3.o2.np 


Method 


AAT/NAP 


Start 


2949 


End 


3932 


GI 


5042454 


Score 


309 


Exons 


2949.. 3313, 3792.. 3932 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat iva ] 


Seq. No. 


18969 


Seq. ID 


OJ990426 


Gene No. 


39749 


Strand 


+ 


Start 


873 


End 


994 


Name 


OJ990426 06.9924.C4.ol.gs 


Method 


GENSCAN 


Start 


873 


•End 


994 


GI 


none 


Score 


. 91 


Exons 


873. . 994 






Seq. No. 


18969 


Seq. ID 


OJ990426 


Gene No. 


39750 


Strand 


+ 


Start 


4954 


End 


5965 


Name 


OJ990426 06.9924.C4.o2.gs 


Method 


GENSCAN 

i-pJ i-N k-J Villi 


Start 


4954 


End 


5913 


GI 


none 


Score 


. 8 


Exons 


4954 . .5913 






Qprr No 


18969 


Seq. ID 


W KJ ^ \J *i \J 


Gene No. 


39750 


Strand 


+ 


Start 


4954 


End 


5965 


Name 


OJ990426 06.9924.C4.o2.np 


Method 


AAT/NAP 


Start 


4954 


End 


5965 


GI 


118306 


Score 


883 


Exons 


4954. .5965 







,C4 



06. 9924. C4 



GI Descrip. AROMAT I C - L- AM I NO- AC I D DECARBOXYLASE (DOPA DECARBOXYLASE) 
(TRYPTOPHAN DECARBOXYLASE) gi | 68027 | pir | | DC JAAP 
aromatic-L-amino-acid decarboxylase (EC 4.1.1.28) - Madagascar 
periwinkle gi | 18226 | emb | CAA47898 . 1 | (X67662) tryptophan 
decarboxylase [Catharanthus roseus] gi 1167490 (M25151) 
tryptophan decarboxylase (EC 4.1.1.28) [Catharanthus roseus] 

Seq. No. 18969 Seq. ID OJ990426_06 . 9924 . C4 

Gene No. 39751 Strand 

Start 1 End 5965 

Name OJ99042 6_06 . 9924 . C4 . ol . np Method AAT/NAP 

Start 1 End 5965 

GI 6815109 Score 191 

Exons 1..417, 5893.-5965 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



19425 




Seq. No. 


18969 








Seq. ID 


OJ990426_06.9924 


.C4 


Gene No. 


39751 








Strand 






Start 


1 








End 


5965 




Name 


OJ990426 06 


9924 


. C4 . ol . 


ts 


Mpt* hoH 

liCLl H™*\_1 


TRLASTX ■ Sovhp^n 




Start 


5005 ~~ 








End 


5279 




GI 


none 








Score 


226 




R von s 


5005 5277, 


5058 


. . 5279 










Seq. No. 


18969 








Seq. ID 


OJ990426_06. 9924 


,C4 


Gene No. 


39751 








Strand 






Start 


1 








End 


5965 




Name 


O.T990426 06 


9924 


C4 . o2 . 


tc 


M(2» +■ h nrl 

LiC L11UU 


TRT.A9TX 'Prpqq 




u Lai L 


5064 ~~ 








End 


596? 




\J X 


none 








Score 


1 RR 

J. o o 




R von ^ 


5064 5258 


5065 


. 5262 










Seq. No. 


18969 








Seq. ID 


OJ990426JD6.9924 


.C4 


Gene No. 


39751 








Strand 






Start 


1 








End 


5965 




Name 


OJ990426 06 


9924 


C4 . ol . 


tc 


M^t - hoH 


TRT.A9TX • frp^q 




J Lai L 


5557 ~~ 

•j -j >j t 








Rnd 

Eji lv_l 


SQ04 

J ^ U *i 






nunc 










1 QS 

X .7 wJ 






5557 5778 


5795 


. 5839, 


5839 . 


. 5904 






Seq. No. 


18969 








Seq. ID 


OJ990426_06.9924 


.C4 


Gene No. 


39751 








Strand 






Start 


1 








End 


5Qfi5 

•J Z> \J *J 




Name 


OJ9904 2 6 0 6 


9924" 


C4 . ol . 


tm 


Mfi t" hriH 


TRT.A9TX • Ma i ve* 
x DLtriij x /\ . rid X c 






55R Q ~~ 

J *J o -7 








RnH 


SR SS> 

JO Ji, 




GI 


none 








Score 


101 




R von q 


55R9 5fi7R 

*J *-) \J Z7 • * *J \J 1 \J f 


5589 


• ~j \j -j f 




RR SO 

• JO JU 








1 R Q7 0 








c orr t n 

O C . ± U 




c ^ 


Gene No. 


39752 








Strand 


+ _ 




Start 


1 








End 


577 




Name 


OJ990426 06, 


9924 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


577 




GI 


118306 








Score 


540 




Exons 


1. .577 















GI Descrip. AROMAT I C- L- AM I NO- AC I D DECARBOXYLASE (DOPA DECARBOXYLASE) 
(TRYPTOPHAN DECARBOXYLASE) gi | 68 027 | pir || DC JAAP 
aromatic-L-amino-acid decarboxylase (EC 4.1.1.28) - Madagascar 
periwinkle gi | 1822 6 | emb | CAA478 98 . 1 | (X67662) tryptophan 
decarboxylase [Catharanthus roseus] gi 1167490 (M25151) 
tryptophan decarboxylase (EC 4.1.1.28) [Catharanthus roseus] 



Seq. No. 


18970 


Seq. ID 


OJ990426_ 


06. 


9924 


-C5 


Gene No. 


39752 


Strand 


+ 








Start 


1 


End 


577 








Name 


OJ990426 06.9924.C5.ol.gs 


Method 


GENSCAN 








Start 


20 


End 


574 








GI 


none 


Score 


. 98 








Exons 


20. .574 












Seq. No. 


18970 


Seq. ID 


OJ990426_ 


06. 


9924 


.C5 


Gene No . 


39753 


Strand 


+ 








Start 


6972 


End 


9701 









19426 




Name 


OJ990426 06 9924 C5 o4 as 


Method 


GENSCAN 








Start 


6972 ~ 


End 


9701 








GI 


none 


Score 


. 5 








Exons 


6972.. 7053, 8889.. 8978, 9010 


. . 9701 










Seq. No. 


18970 


Seq. ID 


OJ990426_ 


06 


9924 


.C5 


Gene No. 


39754 


Strand 


+ 








Start 


32282 


End 


42553 








Name 


OJ990426 06 9924 C5 o9 as 


Method 


GENSCAN 








Start 


32282 ~~ 


End 


36507 








GI 


none 


Score 


.86 








Exons 


32282. .32768, 33195. .33287, 


34642.-34865, 35866. 


.36507 




Sea No 


18970 


Seq. ID 


OJ990426_ 


06 


9924 


,C5 


Gpne No 


39754 


Strand 


+ 








Start 


32282 


End 


42553 








Name 


OJ990426 06.9924.C5.o6.np 


Method 


AAT/NAP 








Start 


32533 


End 


42553 








GI 


5777618 


Score 


173 








Exons 


32533. .32670, 33757 .. 33954 , 


34674. .34865, 35866. 


.36208, 






36248. .36340, 37426.-3754 3, 


42535. .42553 








GI Descrip. 


(AJ245900) CAA30376.1 protein [Oryza sativa] 








Seq. No. 


18970 


Seq. ID 


OJ990426_ 


06 


9924 


.C5 


Gene No. 


39754 


Strand 


+ 








Start 


32282 


End 


42553 








Name 


OJ990426 06.9924.C5.ol0.gs 


Method 


GENSCAN 








Start 


37318 


End 


37716 








GI 


none 


Score 


. 85 








Exons 


37318. .37716 












Seq.. No. 


18970 


Seq. ID 


OJ990426_ 


06 


9924 


.C5 


Gene No. 


39755 


Strand 










Start 


1014 


End 


1193 








Name 


OJ990426 06.9924.C5.o2.gs 


Method 


GENSCAN 








Start 


1014 


End 


1193 








GI 


none 


Score * ' 


.9 








Exons 


1014. .1193 












Seq. No. 


18970 


Seq. ID 


OJ990426_ 


06 


9924 


.C5 


Gene No. 


39756 


Strand 










Start 


2724 


End 


4689 








Name 


OJ990426 06.9924.C5.o3.gs 


Method 


GENSCAN 








Start 


2724 


End 


4689 








GI 


none 


Score 


.66 








Exons 


2724. .2854, 3147. .3257, 4677 


. .4689 










Sea No 


18970 


Seq. ID 


OJ990426_ 


06. 


9924 


. C5 


Gene No. 


39757 


Strand 










Start 


7241 


End 


9508 








Name 


OJ990426 06.9924.C5.o2.np 


Method 


AAT/NAP 








Start 


7241 


End 


9508 








GI 


5042443 


Score 


131 








Exons 


7241. .7268, 9091. . 9508 












GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 








Seq. No. 


18970 


Seq. ID 


OJ990426_ 


06. 


9924 


.C5 



19427 



Gene No. 39758 Strand 

Start 11793 End 13469 

Name OJ990426_06 . 9924 .C5 . o5 . gs Method GENSCAN 

Start 11793 End 13364 

GI none Score . 98 

Exons 11793. .13364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18970 Seq. ID OJ9904 26_06 . 9924 . C5 

39758 Strand 

11793 End 13469 

OJ990426_06.9924 .C5.o3.np Method AAT/NAP 

11808 End - 13364 

118306 Score 1430 

11808. .13364 

AROMATIC-L-AMINO-ACID DECARBOXYLASE (DOPA DECARBOXYLASE) 
(TRYPTOPHAN DECARBOXYLASE) gi | 68027 | pir | | DC JAAP 
aromatic-L-amino-acid decarboxylase (EC 4.1.1.28) - Madagascar 
periwinkle gi | 18226 | emb | CAA47898 . 1 | (X67662) tryptophan 
decarboxylase [Catharanthus roseus] gi 1167490 (M25151) 
tryptophan decarboxylase (EC 4.1.1.28) [Catharanthus roseus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18970 Seq. ID OJ990426_06 . 9924 . C5 

39758 Strand 

11793 End 13469 

OJ990426_06 . 9924 .C5.ol.gp Method AAT/GAP 

12962 " End 13469 

27421_1.R1084 Score, 933 

12962.. 13469 

! 118306/sp| P17770|DCD_CATRO 2.0e-20 AROMATIC-L-AMINO-ACID 
DECARBOXYLASE (DOPA DECARBOXYLASE) (TRYPTOPHAN DECARBOXYLASE) 

>gi_68027_pir DCJAAP aromatic-L-amino-acid decarboxylase (EC 

4.1.1.28) - Madagascar periwinkle >gi_1822 6_emb_CAA478 98_ 
(X67 662) tryptophan decarboxylase [Catharanthus roseus] 
>gi_167490 (M25151) tryptophan decarboxylase (EC 4.1.1.28) 
[Catharanthus roseus] ' 



Seq. No. 


.18970 




Seq. ID 


OJ990426_ 


06. 9924 , 


.C5 


Gene No. 


39759 




Strand 








Start 


19856 




End 


30442 






Name 


OJ990426 06. 9924. C5, 


. o4 . np 


Method 


AAT/NAP 






Start 


19856 




End 


25721 






GI 


5777618 




Score 


194 






Exons 


19856. .19941, 23608- 


. .23752, 


23795. .24120, 24346. 


.24498, 






25315. .25721 












GI Descrip. 


(AJ245900) CAA30376. 


. 1 protein [Oryza 


sativa] 






Seq. No. 


18970 




Seq. ID 


OJ990426_ 


06.9924, 


.C5 


Gene No. 


39759 




Strand 








Start 


19856 




End 


30442 






Name 


OJ990426 06. 9924. C5. 


. o7 . gs 


Method 


GENSCAN 






Start 


23467 




End 


30442 






GI 


none 




Score 


.43 






Exons 


23467. .24134, 25314. 


. .25753, 


26271. .26391, 26815. 


.27397, 






27749. .27898, 27985. 


. .28079, 


28603. .29176, 29860. 


.30368, 





30385. .30442 



Seq. No. 



18970 



Seq. ID OJ990426_06. 9924 .C5 



19428 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



39759 Strand 

19856 End 30442 

OJ990426_06. 9924 .C5.o5.np Method AAT/NAP 

25542 End 28994 

5777618 Score 221 

25542. .25709, 26863 27012 , 27058 .. 27397 , 2774 9.-278 69, 

28590. .28994 



GI Descrip. (AJ245900) CAA30376.1 protein [Oryza sativa] 



Seq. No. 18970 Seq. ID 

Gene No. 39759 Strand 

Start 19856 End 

Name OJ9904 2 6_06 . 9924 . C5 . o2 . gp Method 

Start 26575 End 

GI 2428901 Score 

Exons 26575. .26833 



OJ990426_06.9924.C5 

30442 
AAT/GAP 
26833 
494 



Seq. No. 18970 Seq. ID 

Gene No. 39760 Strand 

Start 31197 End 

Name OJ990426_06 . 9924 . C5 . 08 . gs Method 

Start 31197 End 

GI none Score 

Exons 31197. .31697, 31862.. 31864 



OJ990426_06. 9924 ,C5 

31864 
GENSCAN 
31864 
.98 



Seq. No. 18970 

Gene No. 39761 

Start 39023 

Name OJ990426_06 . 9924 . C5 . ol . tc 

Start 148 

GI none 
Exons 



41005 

TBLASTX: Cress 
12242 
190 

148. .342, 149. .349, 401. .550, 430. .549, 11835 .. 11984 , 
11836. .11931, 12036.. 12242 



Seq. ID OJ990426_06. 9924 ,C5 
Strand 
End 

Method 
End 
Score 



Seq. No. 18970 
Gene No. 39761 
Start .39023 

Name OJ990426_06 . 9924 . C5 . ol . tw 

Start 292 
GI none 

Exons 292.. 345, 293.. 352, 401.. 577, 413 

11821. . 11961, 11844. .11972, 12034 
12042. . 12098 



Seq. ID OJ990426_06. 9924 .C5 
Strand - 

41005 

TBLASTX: Wheat 
12098 
98 

550, 430. .576, 118 17 .. 11984 , 
12075, 12039. . 12098, 



End 

Method 
End 
Score 



Seq. No. 


18970 




Seq. ID 


OJ990426_06. 9924 


.C5 


Gene No. 


39761 




Strand 






Start 


39023 




End 


41005 




Name 


OJ990426 06. 9924. C5 


o2. tc 


Method 


TBLASTX: Cress 




Start 


12411 ' 




End 


12758 




GI 


none 




Score 


194 




Exons 


12411. . 12476, 12537 


.12758 








Seq. No. 


18970 




Seq. ID 


OJ990426_06. 9924 


.C5 


Gene No. 


-39761 




Strand 






Start 


39023 




End 


41005 




Name 


OJ990426 06. 9924. C5 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12463 




End 


12726 





19429 



GI 


none 




Score 


191 






Exons 


12463 


. .12726, 12465. .12725 










Seq. No. 


18970 




Seq. ID 


OJ990426 


_06.9924 


.C5 


Gene No. 


39761 




Strand 








Start 


39023 




End 


41005 






Name 


OJ990426 06.9924.C5.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


13041 




End 


13298 






GI 


none 




Score 


228 






Exons 


13041 


.13298 










Seq. No. 


■ 18970 




Seq. ID 


OJ990426 


06. 9924 


.C5 


Gene No . 


39761 




Strand 








Start 


39023 




End 


41005 






Name 


OJ990426 06.9924.C5.o2.tm 


Method 


TBLASTX: 


Vlai ze 




Start 


23623 




End 


36351 






GI 


none 




Score 


57 






Exons 


23623 


.23706, 23626. .23727, 


23691. .23765, 23716 


. .23781, 






23786 


.23905, 23800. .23943, 


23809. .23964, 23995 


. .24084, 






23996 


.24085, 26885. .26974, 


26890. .26976, 27021 


. .27167, 






27071 


.27226, 27074. .27205, 


27223. .27342, 27254 


. .27343, 






27255 


.27344, 27256. .27345, 


27342. .27407, 27360 


. . 27410, 






35858 


.35908, 35904. .36008, 


35905. .36009, 36037 


. . 36180, 






36058 


.36201, 36205. .36351, 


36205. .36348 






Seq. No. 


18970 




Seq. ID 


OJ990426 


_06.9924 


,C5 


Gene No. 


39761 




Strand 








Start 


39023 




End 


41005 






Name 


OJ990' 


126_06. 9924 .C5. oil. gs 


Method 


GENSCAN 






Start 


39023 




End 


41005 






GI 


none 




Score 


.52 






Exons 


39023 


.39148, 39647. .39873, 


40082. .40411, 40865 


. .41005 




Seq. No. 


18971 




Seq. ID 


OJ990426 


_06.9924 


.C7 


Gene No. 


39762 




Strand 


+ 






Start 


4826 




End 


6881 






Name 


OJ990426 06.9924.C7.ol.gs 


Method 


GENSCAN 






Start 


4826 




End 


6551 






GI 


none 




Score 


.89 






Exons 


4826. . 


5342, 5913.. 5959, 6264 


. .6345, 6433. .6551 






Seq. No. 


18971 




Seq. ID 


OJ990426 


06. 9924 


.C7 


Gene No. 


39762 




Strand 


+ 






Start 


4826 




End 


6881 






Name 


OJ990426 06.9924 .C7.o2.gp 


Method 


AAT/GAP 






Start 


4966 




End 


6286 ' 






GI 


uC-osflm202104f02bl 


Score 


882 






Exons 


4966. . 


5342, 5797.. 5867, 6264 


. .6286 








GI Descrip. 


'5732076/gb| AAD48975.il AF162444- 7 9.0e 


-22 (AF162444) contains 




similarity to Pfam family PF00070 - Pyridine 








nucleotide-disulphide oxidoreductase class-I; score=26. 






E=0.0008, N=l [Arabidopsis thaliana] ? 








Seq. No. 


18971 




Seq. ID 


OJ990426 


_06.9924 


,C7 


Gene No. 


39762 




Strand 


+ 






Start 


4826 




End 


6881 






Name 


OJ990426_06. 9924.C7 .ol.np 


Method 


AAT/NAP 







19430 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5079 End 6881 

1800147 - Score 290 

5079.. 5342, 5797.. 5867, 6264.-6345, 6433.. 6551, 6822.. 6881 
(U83655) membrane associated protein [Arabidopsis thaliana] 



18971 
39762 
4826 

OJ990426_06.9924.C7;ol.tm 

5784 

none 



Seq. ID OJ990426_06.9924.C7 

Strand + 

End 6881 

Method TBLASTX : Mai ze 

End 6551 

Score 111 



5784. .5867, 5795. .5872, 5796. .5867, 6258.-6344, 6259.-6345, 
6263.-6343, 6423.. 6482, 6431.. 6478, 6483.. 6551, 6485.. 6550 



18971 
39762 
4826 

OJ9904 26_06.9924 .C7.ol.ts 

5798 

none 

5798. .5866, 
6263. .6343, 



5799.. 5867, 6258, 
6437. .6550, 6447, 



Seq. ID OJ990426_06.9924.C7 

Strand + 

End 6881 

Method TBLASTX : Soybean 

End 6551 

Score 96 

,6344, 6258. .6317, 6263. .6346, 
.6551 



Seq. No. 18972 Seq. ID 

Gene No. 39763 Strand 

Start 452 End 

Name OJ990426_06. 9924 . C8 . ol . tm Method 

Start 439 End 

GI none Score 
Exons 



OJ990426_06.9924.C8 
+ 

2298 

TBLASTX: Maize 

2298 

60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



439. .522, 443. .511, 450. .518, 450. .527, 451. .522, 912. .998, 
913. .999, 917. .997, 1077. .1136, 1085. .1132, 1137. .1205, 
1139. .1204, 1471. .1554, 1475. .1564, 1476. .1553, 1624. .1713, 
1637. .1756, 1638. .1757, 1639. .1713, 1640. .1756, 1710. .1781, 
1865. .1930, 1866. .1931, 1866. .1931, 1867. .1932, 2037. .2063, 
2063. .2113, 2101. .2199, 2236. .2298 



18972 
39763 
452 

OJ990426_06.9924.C8.ol.np 
452 

1800147 



Seq. ID OJ990426_06. 9924 .C8 

Strand + 

End 2298 

Method AAT/NAP 

End 1926 

Score 498 



452. .522, 918. .999, 1087. .1205, 1476. .1553, 1638. .1757, 
1867. .1926 

(U83655) membrane associated protein [Arabidopsis thaliana] 



18972 
39763 
452 

OJ990426_06. 9924.C8.ol.ts 

453 

none 



Seq. ID OJ990426_06.9924 ,C8 

Strand + 

End 2298 

Method TBLASTX : Soybean 

End 1920 

Score 96 



453. .521, 454.-522, 912. .998, 912. .971, 917. .1000, 917. .997, 
1091. .1204, 1101. .1205, 1475. .1564, 1476. .1556, 1644. .1763, 
1667. .1762, 1719. .1790, 1867. .1920, 1869. .1919 



Seq. No. 



18972 



Seq. ID OJ990426_06.9924 .C8 



19431 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



39763 Strand 

4 52 End 

OJ990426_06. 9924 .C8.ol.gs Method 

568 End 

none Score 



+ 

2298 
GENSCAN 
1926 
.89 



568.. 614, 918.. 999, 1087.. 1205, 1476.. 1553, 1638.. 1757, 
1867. .1926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18972 
39763 
452 

OJ990426_06.9924.C8.ol.gp 
924 

20101 1.R1084 



Seq. ID OJ990426_06.9924.C8 

Strand + 

End 2298 

Method AAT/GAP 

End 2183 

Score 1284 



924. .999, 1087. .1205, 1476. .1553, 1638. .1757, 1867. .2183 

1 3080389/emb | CAA18709 . 1 | 7.0e-42 (AL022603) putative membrane 

associated protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426 06. 9924. C9 



18973 
39764 
397 

OJ990426_06.9924.C9.ol.gp 
397 

3767852 
397. .769, 882. .957 

5732076/gb|AAD48975.1|AF162444_7 9.0e-22 (AF162444) contains 
similarity to Pfam family PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis thaliana] 



4459 
AAT/GAP 
957 
848 



Seq. No. 18973 
Gene No. 39764 
Start 397 

Name OJ9904 26_06 . 9924 . C9 . ol . tm 

Start 495 
GI none 

Exons 495.. 542, 544.. 594, 577.. 612, 

'881. .967, 882. .968, 933. .968, 
1246. .1377, 1246. .1377, 1247. 
1476. .1760, "2110. .2205, 2112. 
2293. .2508, 2293.. 2508, 2297. 
2669. .2923 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 06. 9924. C9 



4459 

TBLASTX: Maize 
2923 
41 

649. .771, 651. .770, 653.-772, 
948.. 1004, 968.. 1003, 1227.. 1376, 
1381, 1247. .1378, 1470. .1763, 
2219, 2112.. 2219, 2283.. 2408, 
2512, 2667.. 2921, 2669.. 2923, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



18973 
39764 
397 

OJ990426_06. 9924 .C9.o3.tc 

674 

none 



Seq. ID OJ990426_06. 9924 .C9 
Strand 

End 4459 

Method TBLASTX : Cress 

End 1007 

Score 86 



674. .772, 682. .771, 881. .1003, 882. .1001, 888. .1007 



18973 
39764 
397 

OJ990426_06. 9924.C9.ol.np 
685 

5732076 



Seq. ID OJ990426_06. 9924 .C9 
Strand 

End 4459 

Method AAT/NAP 

End 4459 

Score 1778 



19432 




Exons 68S..769, 882.. 1001, 1252.. 1373, 1482.. 1754, 2112.. 2216, 

2293.. 2509, 2670.. 2920, 3176.. 3382, 3745.. 4016, 4378.. "4459 

GI Descrip. (AF162444) contains similarity to Pfam family PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis thaliana] 



Sen No 


18973 








Seq. ID 


OJ990426 06 9924 C9 


Gene No. 


39764 








Strand 




Start 


397 








End 


4459 


Name 


O.T9904 2 6 0 6 


. 9924 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


881 








End 


1760 


GI 


none 








Score 


156 


P 1 , von s 


881 1003 


882 


1004, 1227.. 


1376, 1252 


..1374, 1470. .1751, 




1476 1760 


1477 


. .1755 








O ~ • IMU . 


18973 








Seq. ID 


OJ990426_06.9924.C9 


Gene No 


39764 








Strand 




Start 


397 








End 


4459 




OJ9904 2 6 0 6 


9924 


. C9 . ol . 


y & 


Method 


GENSCAN 


Start 


882 








End 


4009 


GI 


none 








Score 


.81 




882 1001 


1252 . 


1 373 


14 82 


.1754, 2112. .2216, 2293. .2509, 




2670 2920 


3176 


3382 


374 5 


. .4009 




O ~ • I » W . 


18973 








Seq. ID 


OJ990426_06.9924.C9 


faerie No 


39764 








Strand - 




Start 


397 








End 


4459 


Name 


0.19904 2 6 06 


. 9924 


. C9 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1308 ~ 








End 


2210 


GI 


none 








Score 


56 


Exons 


1308. .1376, 


1315 


1374 , 


147 6 


..1580, 1477. .1533, 1572. .1751, 




1578. . 1760, 


1588 


. .1755, 


2110 


..2199, 2112. .2210 


Sea No 


18973 








Seq. ID 


OJ990426_06. 9924 .C9 




39764 








Strand 




Start 


397 








End 


4459 


Name 


OJ990426 06 


. 9924 


. C9 . o2 . 


t s 


Method 


TBLASTX: Soybean 


Start 


2154 _ 








End 


4011 


GI 


none 








Score 


41 


Exons 


2154. .2219, 


2155 


. .2199, 


2292 


..2372, 2293.. 2373, 2297.. 2380, 




2383 2508, 


2407 


. .2508, 


2423 


..2512, 2645. .2923, 2669. .2923, 




2754 2927 


3174 


. .3374, 


3176 


..3385, 3742. .3945, 3745. .3921, 




3746 4009 


3773 


. .3949, 


3979 


. .4011 




Oclj. IN (J . 


1 ft 97 ^ 








Seq. ID 


OJ990426_06.9924.C9 


Gene No. 


39764 








Strand 




Start 


397 








End 


4459 


Name 


OJ990426 06 


.9924 


.C9.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


2293 








End 


2513 .. ■ 


GI 


none 








Score 


66 


Exons 


2293. .2373, 


2293 


. .2379, 


2297 


..2422, 2377. .2508, 2442. .2513 


Seq. No. 


18973 








Seq. ID 


OJ990426_06. 9924 .C9 


Gene No. 


39764 








Strand 




Start 


397 








End 


4459 


Name 


OJ990426 06 


.9924 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2672 








End 


4011 



19433 




GI 


none 




Score 


67 


1—2 *\ \-J I I *J 


2672 2923, 2673 2786 


2877 . 


.2921, 3174.. 3362, 3176.. 3382, 




3179. .3403, 3754. .3921, 


3755 . 


.3919, 3759.. 3974, 3761.. 3940, 




3973. .4011 








Seq. No. 


18973 




Seq. ID 


OJ990426_06.9924.C9 


Gene No. 


39764 




Strand 




Start 


397 




End 


4459 


Name 


OJ990426 06. 9924 . C9.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3335 ~ 




End 


3938 


GI 


none 




Score 


54 


F.x on s 


3335 3394, 3335 3385. 


3745 . 


.3921, 3746.. 3919, 3762.. 3938 


Seq. No. 


18973 




Seq. ID 


OJ990426_06.9924.C9 


Gene No. 


39764 




Strand 


- 


Start 


397 




End 


4459 


Name 


OJ990426 06 9924 C9 o2 




Method 


AAT/GAP 


Start 


3915 _ 




End 


4010 


GI 


428528 




Score 


170 


Exons 


3915 . .4010 








Seq. No. 


18974 




Seq. ID 


OJ990426_06. 9924 .C12 


Gene No. 


39765 




Strand 


+ 


Start 


157 




End 


683 


Name 


OJ990426 06 9924 C12 ol 




Method 


GENSCAN 


Start 


157 — ' 




End 


683 


GI 


none 




Score 


.67 


P, von ^ 


157 405 513 683 








Sea No 


18975 




Seq. ID 


OJ990426_06. 9924 .C14 


Gene No. 


39766 




Strand 


+ 


Start 


983 




End 


1370 


Name 


OJ990426 06. 9924 .C14.ol 


.np 


Method 


AAT/NAP 


Start 


983 




End 


1370 


GI 


6002794 




Score 


554 


Exons 


983. .1370 








VJ J. 1^/ \— ' 1^ *W 4- W * 


(AF149813) unknown [Oryza sativa] 




Sea No . 


18976 




Seq. ID 


OJ990426_06.9924.C15 


Gene No. 


39767 




Strand 


+ 


Start 


262 




End 


4839 


Name 


OJ990426 06.9924.C15.ol 


.np 


Method 


AAT/NAP 


Start 


262 




End 


4839 


GI 


4680179 




Score 


4560 


Exons 


262. .1318, 1421. .4839 








GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


18976 




Seq. ID 


OJ99042 6_06. 9924 .C15 


Gene No. 


39767 




Strand 


+ 


Start 


262 




End 


4839 




OJ990426 06. 9924 .C15.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


481 




End 


858 


GI 


none 




Score 


265 


Exons 


481. .858 








Seq. No. 


18976 




Seq. ID 


OJ990426_06. 9924 .C15 


Gene No. 


39767 




Strand 


+ 



19434 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



262 

OJ990426_06. 

739 

none 

739. . 1140 

18976 
39767 
262 

OJ990426_06. 

1449 

none 

1449. .1562, 

18976 
39767 
262 

OJ990426_06. 

1456 

none 

1456. .1677, 

18976 
39767 J 
262 

OJ990426_06. 

1873 

none 

1873. .2070, 

1897 6 
39767 
262 

OJ990426_06. 

2001 

none 

2001. .2456, 

18976 
39767 
262 

OJ990426_06. 

2071 

none 

2071. .2538, 

18976 
39767 
262 

OJ990426_06. 

2425 

none 

2425. .2457, 

18976 
39767 
262 



9924.C15.o6.tm 



9924 .C15.o7.tm 
1450. .1773 

9924.C15.o7.tw 
1462. .1509, 1500. 

9924.C15.o8.tm 
1923. .2069 

9924 .C15.o3. tw 
2002.. 2484, 2017. 

9924 .C15.o3.tm 
2142. .2501 

9924.C15.ol.ts 
2425. .2457, 2461. 



End 4839 

Method TBLASTX : Mai ze 

End 1140 

Score 235 



Seq. ID OJ990426_06.9924 .C15 

Strand + 

End 4839 

Method TBLASTX: Maize 

End 1773 

Score 206 



Seq. ID OJ990426_06.9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Wheat 

End 1854 

Score 166 

.1610, 1686. .1805, 1690. .1854 

Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Maize 

End 2070 

Score 202 



Seq. ID OJ990426_06.9924.C15 

Strand + 

End 4839 

Method TBLASTX : Wheat 

End 2484 

Score 542 
.2475 

Seq. ID OJ990426_06.9924.C15 

Strand + 

End 4839 

Method TBLASTX: Maize 

End 2538 

Score 385 



Seq. ID OJ990426_06.9924.C15 

Strand + 

; End 4839 

Method TBLASTX : Soybean 

End 2820 

Score 56 

.2820, 2461. .2511, 2577. ".2819 

Seq. ID OJ990426_06.9924.C15 

Strand + 

End 4839 



19435 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990426_06. 

2533 

none 

2533. .2829, 

18976 
39767 
262 

OJ990426_06. 

2554 

none 

2554. .2901, 

18976 
39767 
262 

OJ990426_06. 

2835 

none 

2835. .3224, 

18976 
39767 
262 

OJ990426_06. 
2842 ,v 
none 

2842. .3087 

18976 
39767 
262 

OJ990426_06. 
2908 
.none 

2908. .3261, . 

18976 
39767 
262 

OJ990426JD6. 

3304 

none 

3304. .3444, 

18976 
39767 
262 

OJ990426_06. 

3536 

none 

3536. .3709, 

18976 
39767 
262 

OJ990426 06. 



9924 .C15.o6. tw 
2577.. 2825, 2600. 

9924 .C15.o5. tm 
2697. .2900 

9924 .C15.o2.tw 
2836. .3261, 2893. 

9924 .C15.o3.ts 



9924 .C15.o2.tm 



2910. .3209 



9924 .C15.o4 . tw 



3407. .3829, 3457, 



9924 .C15.ol.tc 



Method TBLASTX : Wheat 

End 2830 

Score 364 
.2830 

Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Mai ze 

End 2901 

Score 306 



Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Wheat 

End 3261 

Score 606 
.3246, 2897. .3259 

Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4 839 

Method TBLASTX : Soybean 

End 3087 

Score 213 



Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX: Maize 

End 3261 

Score 4 74 



Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Wheat 

End 3829 

Score 87 
.3825 

Seq. ID OJ990426JD6. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Cress 

End 3853 

Score 101 



3557. .3709, 3710. .3853, 3712. .3837 



9924 .C15.o2.ts 



Seq. ID OJ990426_06. 9924 .C15 

Strand + 

End 4839 

Method TBLASTX : Soybean 



19436 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3622 
none 

3622. .3876, 

18976 

39767 

262 -: 

OJ990426JD6. 

3675 

none 

3675. .3809, 

18976 
39767 
262 

OJ990426_06. 

3836 

none 

3836. .4456, 

18976 
39767 
262 

OJ990426_06. 

4019 

none 

4019. .4177, 
4517. .4612 

18976 
39767 
262 

OJ990426_06. 

4459 

none 

4459. .4731, 

18976 
39767 
262 

OJ990426_06. 

4622 

none 

4622. .4780, 

18977 
39768 
49 ■ 

OJ990426__06. 
49 

none 
49. .492 

18978 
39769 
1 

OJ990426 06. 



3629. .3877 

9924 .C15.o4 . tm 
3677.. 3967, 3688. 

9924.C15.ol.tw 
3892. .4338 

9924.C15.ol.tm 



End 3877 
Score 302 



Seq. ID OJ990426_06.9924.C15 

Strand + 

End . 4839 

Method TBLASTX: Maize 

End 3967 

Score 75 
.3963 

Seq. ID OJ990426_06.9924.C15 

Strand + 

End 4839 

Method TBLASTX : Wheat 

End 4456 

Score 662 



Seq. ID OJ990426_06.9924.C15 

Strand + 

End 4839 

Method TBLASTX: Maize 

End 4612 

Score 219 



4027. .4170, 4175. .4612, 4177. .4317, 4393. .4602, 



9924.C15.o5.tw 
4460. .4795, 4625. 

9924.C15.o9.tm 
4654. .4731 

9924.C16.ol.gs 



9924.C17.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4774 

Seq. ID 

Strand 

End 

Method 
End- 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990426_06.9924 .C15 
+ 

4839 

TBLASTX: Wheat 

4795 

377 



OJ990426_06.9924 .C15 
+ 

4839 

TBLASTX: Maize 

4780 

187 



OJ990426_06.9924.C16 
+ 

492 

GENSCAN 

492 

.48 



OJ990426 06.9924.C17 



675 

AAT/NAP 



19437 



Start 


1 




End 


675 


GI 


6907086 




Score 


298 


Exon <? 


1 131. 174 419 480 


675 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


Qa f- i 1 

«__/ GL \* .JL V C*l J 


Seq. No. 


18978 




Seq. ID 


OJ990426_ 


Gene No. 


39769 




Strand 




Start • 


1 




End 


675 


Name 


OJ990426 06 9924 C17 ol 


.gs 


Method 


GENSCAN 


Start 


468 ~ 




End 


624 


GI 


none 




Score 


.85 


Exons 


4 68 . . 624 








Seq. No. 


18979 




Seq. ID 


OJ990426_ 


Gene No. 


39770 




Strand 




Start 


382 




End 


487 


Name 


OJ990426 06 9924 C21 ol 


.gs 


Method 


VJ i_l LN O ViVLl 


Start 


382 _ 




End 


487 


GI 


none 




Score 


. 65 


Exon s 


382 487 








Seq. No. 


18980 




Seq. ID 


OJ990426_ 


Gene No. 


39771 




Strand 




Start 


894 




End 


1018 


Name 


OJ9904 2 6 06 9924 C22 61 


.gs 


Method 


\J L_il.NO V^xiLN 


Start 


894 _ 




End 


1018 


GI 


none 




Score 


. 4 1 


Exons 

<UJ *V n_/ H J 


894 1018 








Seq. No. 


18981 




Seq. ID 


OJ990426_ 


Gene No. 


39772 




Strand 




Start 


138 




End 


1263 


Name 


OJ990426 06 9924 C23 ol 


.gs 


Method 


GENSCAN 


Start 


138 _ 




End 


1263 


GI 


none 




Score 


.68 


Exon 


138 227. 361 487 785 


. .970, 


1181. .1263 


Seq. No. 


18982 




Seq. ID 


OJ990426_ 


Gene No. 


39773 




Strand 


+ 


Start 


231 




End 


503 


Name 


OJ990426 06 9924 C24 ol 


.gs 


Method 


GENSCAN 


Start 


231 ~~ 




End 


503 


GI 


none 




Score 


.97 


Exons 


231 . . 503 








Seq. No. 


18982 




Seq. ID 


OJ990426_ 


Gene No. 


39774 




Strand 




Start 


617 




End 


1987 


Name 


OJ990426 06 9924 C24 o2 


.gs 


Method 


GENSCAN 


Start 


617 _ 




End 


1987 


GI 


none 




Score 


.69 


Exons 


617. .760, 1901. .1987 








Seq. No. 


18983 




Seq. ID 


OJ990426_ 


Gene No. 


39775 




Strand 


+ 


Start 


2574 




End 


2820 


Name 


OJ990426 06. 9924 .C25.o3 


.gs 


Method 


GENSCAN 



.C17 



.C21 



.C22 



.C23 



,C24 



.C24 



.C25 



194 38 



Start 
GI 

Exons 



2574 
none 

2574. .2691, 2813. .2820 



End 
Score 



2820 
.94 



OJ990426_06.9924.C25 
+ 

3712 
AAT/NAP 
3712 
391 



Seq. No. 18983 Seq. ID 

Gene No. 39776 Strand 

Start 3419 End 

Name OJ990426_06 . 9924 . C25 . ol . np Method 

Start 3419 End 

GI 6069646 Score 

Exons 3419.. 3712 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


18983 








Seq. ID 


OJ990426_ 


06. 9924 


.C25 


Gene No . 


39777 








<5t rand 








Start 


14 4 6 








End 


1745 






Name 


OJ990426 06 


9924 




. yb 




\J Hi LN O V^rilN 






Start 


14 4 6 _ 








End 


1745 






GI 


none 










7 S 






Rxon ^ 


1446 1745 
















Seq. No. 


18983 








Seq. ID 


OJ990426_ 


_06. 9924 


.C25 


Gene No. 


39778 








Strand 








Start 


3102 








End 


3790 






Name 


OJ990426 06 


9924 


.C25.o4 


.gs 


Method 


GENSCAN 






Start 


3102 








End 


3790 






GI 


none 








Score 


.82 






Exons 


3102. .3292, 


3525 


. .3790 












Seq. No. 


18984 








Seq. ID 


OJ990426_ 


_06. 9924 


.C26 


Gene No. 


39779 








Strand 


+ 






Start 


1567 








End 


2401 






Name 


OJ990426 06 


9924 


.C26.ol 


.gs 


Method 


GENSCAN 






Start 


1567 








End 


2401 






GI 


none 








Score 


. 93 






Exons 


1567. .1686, 


2237 


. .2401 












Seq. No. 


18984 








Seq. ID 


OJ990426_ 


_06. 9924 


C26 


Gene No. 


39780 








Strand 








Start 


2870 








End 


4120 






Name 


OJ990426 06. 


9924 


.C26.ol 


np 


Method 


AAT/NAP 






Start 


2692 








End 


4120 






GI 


6907086 








Score 


670 






Exons 


2692. .2832, 


2885 


. .3110, 


3222. 


.3269, 3492.. 3733, 


3794. .4120 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 18984 Seq. ID 

Gene No. 39780 Strand 

Start 2870 End 

Name OJ990426_06 . 9924 . C26 . o2 . gs Method 

Start 2870 End 

GI none Score 

Exons 2870.. 3232 



OJ990426_06.9924.C26 

4120 
GENSCAN 
3232 
.95 



19439 



Seq. No. 18984 Seq. ID 

Gene No. 39780 Strand 

Start 2870 End 

Name OJ990426_06. 9924 .C26.o3.gs Method 

Start 3819 • End 

GI none Score 

Exons 3819. .4106 . - 



OJ990426_06.9924.C26 

4120 
GENSCAN 
4106 
1 



Seq. No. 18985 

Gene No. 39781 

Start 48 

Name OJ990426_06 . 9924 . C27 . ol . gs 

Start 48 

GI none 

Exons 48.. 273, 1203.. 1347, 1402.. 



Seq. ID OJ990426_06.9924.C27 

Strand + 

End 2188 

Method GENSCAN 

End 2188 

Score .89 
1618, 2115. .2188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18985 
39782 
3949 

OJ990426_06. 9924 .C27.ol.gp 
3537 

92055 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
3537. .3757, 3940. .4210, 4567. .5036 

, 5802576/gb|AAD51718.1| 5.0e-50 (AF174294) (+) -delta-cadinene 
sythase [Gossypium arboreum] ' 



OJ990426_06. 9924 .C27 
+ 

7390 
AAT/GAP 
5036 
1858 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18985 Seq. ID 

39782 Strand 

3949 End 

OJ990426JD6. 9924 .C27 . o2 . np Method 

3620 End 

5802576 Score 



OJ990426_06.9924.C27 
+ 

7390 
AAT/NAP 
7247 
708 



3620. .3787, 3974. .4210, 4567. .4942, 5416. .5726, 6100. .6264, 
6958..7247 

(AF174294) (+) -delta-cadinene sythase [Gossypium arboreum] 



18985 
39782 
3949 

OJ99042 6_06. 9924 .C27.o2.gs 

3949 

none 



Seq. ID OJ990426_06. 9924.C27 

Strand + 

End 7390 

Method GENSCAN 

End 7244 

Score .58 ' 



3949. .4210, 4567. .4942, 5416. .5634, 5776. .5911, 6000. .6260, 
6948.. 7244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18985 Seq. ID 

39782 Strand 

3949 End 

OJ990426_06. 9924 .C27 . o2 . gp Method 

5416 End 

LIB34 31-04 2-P1-K1-A2 Score 



OJ990426_06. 9924 .C27 
+ 

7390 
AAT/GAP 
6046 
747 



5416. .5634, 5776. .5911, 6000. .6046 

f 4 733937 /gb | AAC3157 0 . 2 | 3.0e-32 (AF080245) sesquiterpene 
synthase [Elaeis oleifera] ' 



Seq. No. 



18985 



Seq. ID OJ990426JD6. 9924 .C27 



19440 



Gene No. 


39782 






Strand 


+ 




Start 


3949 






End 


7390 




Name 


OJ990426 06.9924 


.C27.o3 


.gp 


Method 


AAT/GAP 




Start 


6179 






End 


7390 




GI 


2277 1.R1084 






Score 


951 




Exons 


6179.. 6260, 6948 


. .7390 










GI Descrip. 


'4733937/gb|AAC31570.2| 


3.0e 


-10 (AF080245) sesquiterpene 




synthase [Elaeis 


oleifera] 1 








Seq. No. 


18985 






Seq. ID 


OJ990426 


06 . 9924 .C27 


Gene No. 


39783 






Strand 






Start 


194 






End 


1632 




Name 


OJ990426 06.9924 


.C27.ol 


.np 


Method 


AAT/NAP 




Start 


194 






End 


1632 




GI 


6907088 






Score 


1070 




Exons 


194. .581, 1081.. 


1319, 1495.. 


1632 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


18985 






Seq. ID 


OJ990426 


06 9924 C?l 


Gene No . 


39784 






Strand 






Start 


814 4 






End 


8970 




Name 


OJ990426 06.9924 


.C27.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3704 






End 


5635 




GI 


none 






Score 


73 




Exons 


3704.. 3760, 3939 


. .4073, 


3940 


. .4128, 4075. .4206, 


11 Jl • • *± X .J , 




4158.. 4235, 4566 


. .4616, 


4566 


. .4616, 4638. .4739, 


*± ' *J\J • • *± .7 Tt -*J , 




4737. .4946, 5417 


. .5527, 


5446 


..5526, 5528. .5635 




Seq. No. 


18985 






Seq. ID 


OJ990426 


06 9924 C27 


Gene No. 


39784 






Strand 






Start 


8144 






End 


8970 




Name 


OJ990426 06.9924 


.C27.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4755 






End 


5881 




GI 


none 






Score 


116 




Exons 


4755.. 4955, 5405 


. .5635, 


5417 


..5635, 5774 . .5881 




Seq. No. 


18985 






Seq. ID 


OJ990426 


06 9924 G27 


Gene No. 


39784 






Strand 






Start 


8144 






End 


8970 




Name 


OJ990426 06.9924 


.C27.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5774 






End 


7244 




GI 


none 






Score 


107 




Exons 


5774.. 5914, 5845 


. .5916, 


6000 


. .6050, 6002. .6049, 






6086.. 6121, 6161 


. . 6259, 


6945 


. .7025, 7011. .7076, 


7176. .7244 


Seq. No. 


18985 






Seq. ID 


OJ990426 


_06.9924.C27 


Gene No. 


39784 






Strand. 






Start 


8144 






End 


8970 




Name 


OJ990426 06.9924 


.C27.o3 


. gs 


Method 


GENSCAN 




Start 


8144 






End 


8970 




GI 


none 






Score 


.54 




Exons 


8144.. 8314, 8374 


. .8970 










Seq. No. 


18986 






Seq. ID 


OJ990426 


_06. 9924 .C32 


Gene No. 


39785 






Strand 






Start 


543 






End 


617 




Name 


OJ990426 06.9924 


.C32.ol 


. gs 


Method 


GENSCAN 





19441 











pt 


none 






Exons 


c; / O £T1 7 
J4 J . .OX/ 






oeq. in o . 








Gene No. 


39786 






Start 


345 






Name 


OJ990426 


06.9924.C33.ol 


. np 


C4- a 


345 






P T 
LjX 


4680179 






C v An o 
LaOIIo 


345. .941 








(AF111709) polyprotein 


f Pit* W7 3 


Seq. No. 


18987 






Gene No. 


39786 






OLdl L 


345 






Name 


OJ990426_ 


06.9924.C33.ol 


. gs 


Cf 2 r~ f- 
uLdiL 


*Z~1 A 
J / ft 






P T 
oX 


none 








374. .724 






Seq. No. 


18987 






Gene No. 


39786 








345 






Name 


OJ990426_ 


06.9924.C33.ol 


•htAi 
. LW 




JO? 






PT 
oX 


none 






HjaUHo 


389. .811, 


410.. 559, 453 


1 Q1 
. . / _? X 


Seq. No. 


18987 






Gene No. 


39786 






u Lai L 


345 






Name 


OJ990426 


06.9924.C33.o2 


• LIU 


Of a v-4- 

ouar t_ 


404 






PT 


none 








404. .562, 


453. .530 




Seq. No. 


18987 






Gene No. 


39786 








345 






Name 


OJ990426 


06.9924.C33.ol 


. Oil 




572 






PT 
LjX 


none 






Exons 


572. .667, 


572.. 940, 582 


7 Q 1 


beq. wo. 


18988 






Gene No. 


39787 . 






Start 


64 






Name 


OJ990426 


06.9924.C35.ol 


.np 


Start 


64 






GI 


6002794 






Exons 


64. .590 







End 
Score 



617 
.98 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ990426_06. 9924 
Strand 

End 941 

Method AAT/NAP 

End 941 

Score 617 



Seq. ID OJ990426_06.9924 
Strand 

End 941 

Method GENSCAN 

End 724 

Score .48 



Seq. ID OJ990426_06.9924 , 
Strand 

End 941 

Method TBLASTX : Wheat 

End 811 

Score 111 



Seq. ID OJ990426_06. 9924 , 
Strand 

End 941 

Method TBLASTX : Mai ze 

End 562 

Score 59 



Seq. ID OJ990426_06. 9924 , 
Strand 

941 

TBLASTX: Maize 
940 
66 



.C33 



.C33 



C33 



C33 



C33 



End 

Method 
End 
Score 
867. . 935 



Seq. ID OJ990426_06. 9924 

Strand + 

End 590 

Method AAT/NAP 

End 590 

Score 470 



C35 



GI Descrip. (AF149813) unknown [Oryza sativa] 



18989 
39788 
539 



Seq. ID OJ990426_06.9924, 
Strand 

End 771 



C36 



19442 



Name 


OJ990426 06 9924 P36 ol rrn 


Mo i~ h oH 

l ie I— 1 1UU 


AAT /HAP 






Start 


539 ~ 


End 


771 






GI 


428528 


Score 


4 08 






Exons 


539. . 771 










Seq. No. 


18990 


Seq. ID 


OJ990426_06 


.9924 


.C38 


Gene No. 


39789 


Strand 








Start 


802 


End 


1389 






Name 


OJ99042 6 06 9924 C38 ol as 


Mp1~ hnti 

L JC LI l\J\Ji 


HFNSPAN 






Start 


802 _ 


End 


-L J c. Zf 






GI 


none 


Score 


. 66 






JTvAn o 

I— 1 AVI 1 O 


802 1329 










Seq. No. 


18990 


Seq. ID 




99?4 


■ V_> o 


Gene No. 


39789 


Strand 








Start 


802 


End 


1389 






Name 


OJ990426 06.9924.C38.ol.np 


Method 


AAT /NAP 






Start 


805 


End 


1389 

-L J O _7 






GI 


6002794 


Score 


997 

z* z* t 






E von ^ 


805. .1389 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 








Seq. No. 


18991 


Seq. ID 


OJ990426_06 


.9924 


.C39 


Gene No. 


39790 


Strand 


+ 






Start 


206 


End 


257 






Name 


OJ990426 06.9924.C39.ol.gs 


Method 


PFN^fAN 








206 


End 








GI 


none 


Score 


4 9 

• *± Zs 






TP y ("> Tl c? 


206. .257 












18992 


Seq. ID 


O.T9Qh4?6 Ofi 

v_/ O Z> Z> \J c~ \J \J \J 


9994 

• Z> Z? c~ rt 


P4 1 


Gene No. 


39791 


Strand 


+ " 






Start 


1 


End 


731 






Name 


OJ990426 06.9924.C41.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


731 






GI 


5777618 


Score 


87 






•Exons 


1. .56, 408. .731 










GI Descrip. 


(AJ245900) CAA30376.1 protein 


[Oryza sativa] - 






Qpn Kfo 


18992 


Seq. ID 


OJ990426_06 


.9924 


P4 1 


Gene No. 


39791 


Strand 


+ 






Start 


1 


End 


731 






Name 


OJ990426 06.9924.C41.ol.tm 


Method 


TBLASTX : Maize 




Start 


395 


End 


674 






GI 


none 


Score 


64 






Exon ^ 

A_J A \_y 1 1 O 


39S..445, 398. .463, 399. .515, 


461. .550, 


462. .551, > 


463. . 






579.-674, 638. .673 










Seq. No. 


18992 


Seq. ID 


OJ990426_06 


.9924 


.C41 


Gene No. 


39791 


Strand 


+ 






Start 


1 


End 


731 






Name 


OJ990426 06. 9924 .C41.ol.gs 


Method 


GENSCAN 






Start 


402 


End * 


558 






GI 


none 


Score 


.95 






Exons 


402. .558 










Seq. No. 


18993 


Seq. ID 


OJ990426_06 


. 9924 


.C42 



19443 




Gene No. 


39792 


Strand 




Start 


335 


End 


456 


Name 


OJ990426 06. 9924 .C42.ol .gs 


Method 


GEN SCAN 


Start 


335 ~~ 


End 


456 


GI 


none 


Score 


. 93 


F.xon s 

i_j *\ \*/ 1 1 


335 . .456 






Seq. No. 


18994 


Seq. ID 


OJ990426 06.9924.C43 


Gene No. 


39793 


Strand 




Start 


126 


End 


496 


Name 


OJ990426 06.9924.C43.ol.gp 


Method 


AAT/GAP 


Start 


126 


End 


496 


GI 


38782 1.R1084 


Score 


594 


Exons 


126. .496 






GI Descrip. 


' 6069643/dbj IAP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 





Seq. No. 18995 Seq. ID 

Gene No. 39794 Strand 

Start 206 End 

Name OJ990426_06 . 9924 . C4 4 . ol . gs Method 

Start 206 End 

GI none Score 

Exons 206.. 329 



OJ990426_06. 9924 .C44 
+ 

329 

GENSCAN 

329 

.62 



Seq. No. 18996 Seq. ID OJ990426_06 . 9924 . C4 6 

Gene No. 39795 Strand 

Start 141 End 566 

Name OJ990426_06 . 9924 . C4 6 . ol . np Method AAT/NAP 

Start 141 End 566 

GI 4499798 Score 222 

Exons 141 . . 566 

GI Descrip. (Y10775) orfl5; homologous to ninG gene [Bacteriophage 933W] 
gi | 4 585414 | gb | AAD254 42 . 1 | AF125520_37 (AF125520) hypothetical 
protein [Bacteriophage 933W] gi | 5881629 | dbj | BAA84320 . 1 | 
(AP000363) hypothetical protein [Bacteriophage VT2-Sa] 



Seq. No. 18996 Seq. ID 

Gene No. 39795 Strand 

Start 141 End 

Name OJ990426_06 . 9924.C46.ol.gs Method 

Start 144 End 

GI none Score 

Exons 144 . . 416 



OJ990426_06. 9924 .C46 
566 

GENSCAN 

416 

.68 



Seq. No. 18997 

Gene No. 39796 

Start . 1487 

Name '" ' OJ990526JD9 . 9924 . C2 . ol . tm 

Start 1487 

GI none 

Exons 1487.. 1588, 1490.. 1588, 1495. 

1696. .1749, 1697. .1753, 1806. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 09. 9924. C2 



1896 

TBLASTX: Maize 
1896 
128 

1590, 1495.. 1602, 1669.. 1701, 
1895, 1810.. 1896 



Seq. No. 
Gene No. 
Start 



18998 
39797 
225 



Seq. ID 

Strand 

End 



OJ990526 09. 9924. C4 



858 



19444 



Name 

Start 

GI 

Exons 



OJ990526_09. 9924 .C4 .ol .ts Method 
225 End 
none Score 



TBLASTX: Soybean 

718 

205 



225.-347, 225. .560, 227. .706, 232. .705, 310. .708, 398. .718 



Seq. No. 18998 
Gene No. 39797 
Start 225 

Name OJ990526_09. 9924 . C4 . ol . tw 

Start 513 
GI none 
Exons 513.. 695, 513 

744. .794, 753 

805.. 846, 807 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_09.9924.C4 
858 

TBLASTX: Wheat 

858 

271 



560, 514. .747, 515. .754, 701. .793, 743. .793, 
794, 779. .847, 787. .849, 792. .857, 799. .819, 
851, 809. .856, 811. .858, 826. .858 



Seq. No. 18999 

Gene No. 39798 

Start 290 

Name OJ99052 6_09 . 9924 . C6 . ol . 

Start 290 

GI none 

Exons 290. . 1017 



gp 



Seq. ID OJ990526_09.9924.C6 

Strand + 

End 1017 

Method AAT/GAP 

End 1017 

Score 1307 



Seq. No. 18999 

Gene No. 39799 

Start 1217 

Name OJ990526_09 . 9924 . C6 . ol . ts 

Start 881 

GI none 
Exons 



Seq. ID OJ990526_09.9924.C6 
Strand - ■ 
End 

Method 
End 
Score 



881. .1099, 
1659. .1829 



903. .1100, 1181. .1573, 1182 



1831 

TBLASTX : Soybean 
1831 
108 

. .1538, 1658. .1831, 



Seq. No. 


18999 




Seq. ID 


OJ990526_09.9924.C6 


Gene No. 


39799 




Strand 




Start 


1217 




End 


1831 


Name 


OJ990526 09. 


9924.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


891 




■ End 


1831 


GI 


none 




Score 


131 


Exons 


891. .1094, 8 


96. .1093, 1181. 


.1573, 1182, 


..1538, 1337.. 1561, 




1658. .1831, 


1659. . 1829 







Seq. No. 


18999 








Seq. ID 


OJ990526_09.9924.C6 


Gene No. 


39799 








Strand 




Start 


1217 








End 


1831 


Name 


OJ990526 09 


. 9924 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


905 








End 


1831 


GI 


none 








Score 


208 


Exons 


905. . 1093, 


1151. 


.1480, 


1188. . 


1484, 1484 


. . 1558, 1658. .1831 


Seq. No. 


18999 








Seq. ID 


OJ990526_09.9924.C6 


Gene No. 


39799 








Strand 




Start 


1217 








End 


1831 


Name 


OJ990526 09 


. 9924 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1181 








End 


1549 


GI 


none 








Score 


242 


Exons 


1181. .1480, 


1182 


. .1457, 


1476. 


.1544, 148 


7. .1549 



19445 



Seq. No. 


18999 


Gene No . 


39799 


Start 


1217 


Name 


OJ990526 09.9924.C6.o2. 


Start 


1217 


GI 


35332 1.R1084 


Exons 


1217 . . 1572, 1654 . . 1831 


GI Descrip. 


•3367520 5.0e-77 (AC004 




tyros ine-serine-threoni: 




[Arabidopsis thaliana] 1 


Seq. No. 


19000 


Gene No. 


39800 


Start 


4478 


Name 


OJ990526 09. 9924 .C10. o2 


Start 


4478 ~~ 


GI 


none 


Exons 


4478 . .4940, 5048 . . 5369 


Seq. No. 


19000 


Gene No . 


39801 


Start 


10871 


Name 


OJ990526 09. 9924. C10. ol 


Start 


1954 


GI 


none- 


Rxons 


1954 2079, 1962 2078, 




34 62 3536. 3633 3704. 




4733 . . 4873 


Seq. No. 


19000 


Gene No. 


39801 


Start 


10871 


Name 


OJ990526 09. 9924 .C10. ol 


Start 


9493 ~~ 


GI 


none 


Exons * ^ 


9493. . 9921, 9493. . 9930, 


Seq. No. 


19000 


Gene No. 


39801 


Start 


10871 


Name 


OJ990526 09. 9924 .C10 . ol 


Start 


9536 ~ 


GI 


none 


Exons 


9536. .9931, 9538 . . 9930, 


Seq. No. 


19000 


Gene No . 


39801 


Start 


10871 


Name 


OJ990526 09. 9924. C10. o3 


Start 


10871 


GI 


3338 1.R1084 


Exons 


10871. .11165 


GI Descrip. 


! 2132068/pir| IS67033 l.i 




yeast (Saccharomyces ce: 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_09.9924.C6 

1831 
AAT/GAP 
1831 
1018 



Seq. ID 

Strand 

End 

Method 
, End 
Score 



OJ990526_09. 9924 .C10 
+ 

5369 
AAT/GAP 
5369 
1428 



Seq. ID OJ990526_09. 9924. C10 

Strand + 

End 11165 

Method TBLASTX : Cress 

End 4873 

Score 126 

.2272, 2175. .2363, 3333. .3455, 
.3764, 4506. .4619, 4661. .4705, 



Seq. ID OJ990526_09. 9924. C10 

Strand + 

End 11165 

Method TBLASTX : Maize 

End 11068 

Score 468 



Seq. ID OJ990526_09. 9924. C10 

Strand + 

End 11165 

Method TBLASTX : Soybean 

End 11062 

Score 396 



Seq. ID OJ990526_09. 9924. C10 

Strand + 

End 11165 

Method AAT/GAP 

End 11165 

Score 471 



[Saccharomyces cerevisiae] >gi_1420368_emb_CAA9934 9_ (Z75053) 
ORF YOR145c [Saccharomyces cerevisiae] ' 



19446 



Seq. No. 19000 

Gene No. 39802 

Start 11803 

Name OJ990526_09 . 9924 . CIO . ol . tw 

Start 11803 

GI none 
Exons 



Seq. ID OJ990526_09 . 9924 . C10 
Strand 

End 12345 

Method TBLASTX : Wheat 

End 12345 

Score 157 



11803. .11883, 11907. .12080, 11917. .12078, 12193. .1234 5, 
12196. .12345 



Seq. No. 19001 

Gene No. 39803 

Start 80 

Name OJ990526_09 . 9924 . C13 . ol . tw 

Start 80 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C13 
Strand 

End 299 
Method TBLASTX : Wheat 
End 299 
Score 101 

80. .136, 81. .137, 81. .137, 82. .138, 82. .138, 97. .198, 140. .199, 
167. .259, 183. .257, 189. .260, 199. .261, 199. .261, 260. .298, 
261. .299, 261. .299 



Seq. No. 19001 

Gene No. 39804 

Start 807 

Name OJ990526_09 . 9924 . C13 . ol . tm 

Start 807 

GI none : 
Exons 



Seq. ID OJ990526_09.9924.C13 
Strand 

End 1066 

Method TBLASTX : Mai ze 

End 1066 

Score 55 



807. .845, 813. .845, 817. .846, 817. .846, 840. .887, 841. .888, 
842. .889, 878. .1036, 885. .1031, 889. .1032, 1039. .1065, 
1039. .1065, 1040. .1066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19001 
39805 
976 

OJ990526_09. 9924 .C13.ol.tc 

976 

none 



Seq. ID OJ990526_09.9924.C13 
Strand 

End 1154 

Method TBLASTX : Cress 

End 1144 

Score 167 



976. .1080, 977. .1081, 1082. .1105, 1105. .1143, 1106. .1144 



19001 
39805 
976 

OJ99052 6_09. 9924 .C13.ol.ts 

976 

none 



Seq. ID OJ990526_09.9924.C13 
Strand 

End 1154 

Method TBLASTX : Soybean 

End 1154 

Score 111 



976. .1080, 976. .1080, 977. .1081, 1081. .1104, 1082. .1105, 
1105. .1143, 1106. .1144, 1113. .1154 



19001 
39805 
976 

OJ990526_09!9924 .C13.o2.tw 

979 

none 



Seq. ID OJ990526_09.9924.C13 
Strand 

End 1154 

Method TBLASTX : Wheat 

End 1144 

Score 161 



979. .1080, 980. .1081, 983. .1087, 984. .1100, 1082. .1105, 
1105. .1143, 1106. .1144, 1106. .1144 



Seq. No. 
Gene No. 



19002 
39806 



Seq. ID OJ990526_09. 9924 .C14 
Strand 



19447. 




Start 


301 






End 


449 


Name 


OJ990526 09.9924.C14 


.o7. 


tc 


Method 


TBLASTX: Cress 


Start 


301 






End 


449 


GI 


none 






Score 


188 


Exons 


301. .330, 328. .441, 


330. 


.449, 


330. .443 




Seq. No. 


19002 






Seq. ID 


OJ990526_09.9924 


Gene No. 


39807 






Strand 




Start 


697 






End 


1361 


Name 


OJ990526 09.9924.C14 


.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


697 






End 


1313 


GI 


none 






Score 


482 


Exons 


697.. 1050, 699.. 842, 


704 


..1054, 707. .1054, 805. .1056, 



1040. .1141, 1053. .1142, 1057. .1146, 1058. .1150, 1136. .1222, 
1137. .1250, 1140. .1262, 1147. .1260, 1263. .1313, 1266. .1310 



Seq. No. 19002 Seq. ID 

Gene No. 39807 Strand 

Start 697 End 

Name OJ990526_09 . 9924 . C14 . o3 . ts Method 

Start 697 End 

GI none Score 

Exons 697.. 1053, 699.. 842, 707.. 1054, 805 
1055. .1096 



OJ990526_09.9924.C14 
1361 

TBLASTX : Soybean 

1097 

488 

1056, 1053.. 1097, 



Seq. No. 19002 
Gene No. 39807 
Start 697 

Name OJ990526_09 . 9924 . C14 . ol 

Start 1054 
GI none 

Exons 1054.. 1149, 1055.. 1150, 

1147. .1245, 1158. .1262, 
1274.. 1327, 1321.. 1353, 

Seq. No. 19002 

Gene No. 39807 

Start 697 

Name OJ990526_09 . 9924 . C14 . o3 

Start 1093 

GI none 

Exons 1093.. 1155, 1103.. 1153, 
1263.. 1349, 1265.. 1357, 



Seq. ID OJ990526_09.9924.C14 
Strand 

End 1361 
.tw Method TBLASTX : Wheat 

End 1361 

Score 125 
1118. .1246, 1140. .1247, 1147. .1263, 
1263. .1325, 1266. .1325, 1267. .1329, 
1323. . 1361 

Seq. ID OJ990526_09.9924.C14 
Strand 

End 1361 

.tm Method TBLASTX : Maize 

End 1361 

Score 54 
1147. .1263, 1147. .1245, 1158. .1262, 
1266. .1361 



Seq. No. 19002 

Gene No. 39808 

Start 1369 

Name OJ990526_09 . 9924 . C14 . ol . ts 

Start .1369 

GI none 
Exons 



Seq. ID OJ990526_09.9924.C14 
Strand 
End 

Method 
End 
Score 



2499 

TBLASTX: Soybean 

2499 

134 



1369. .1491, 1387..1497, t 1391. .1495, 1392. .1496, 1491. .2198, 
1491. .1538, 1493... 2200, 1840. .2199, 2198. .2230, 2248. .2292, 
2249. .2296, 2421. .2495, 2421. .2492, 2425. .2499 



Seq. No. 
Gene No. 
Start 



19002 
39808 
1369 



Seq. ID 

Strand 

End 



OJ990526 09.9924.C14 



2499 



19448 



Name 

Start 

GI 

Exons 



OJ990526_09 . 9924 . C14 . o3 . tc Method 

1712 End 

none Score 
1712. .2104, 1713. .2105 



TBLASTX: Cress 

2105 

475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19002 
39808 
1369 

OJ990526_09, 
2000 ' 
none 

2000. .2200, 
2391. .2495, 



9924.C14.o2.tm 



2001. .2198, 
2394. .2495, 



2198. 
2395. 



Seq. ID 
Strand 
End 

Method ' 
End 
Score 



.2230, 
.2496 



OJ990526_09 . 9924 .C14 
2499 

TBLASTX: Maize 
2496 
204 

2248.. 2292, 2249.. 2296, 



Seq. No. 19002 

Gene No. 39808 

Start 1369 

Name OJ990526_09 . 9924 . C14 . 08 . tc 

Start 2108 

GI none 

Exons 2108.. 2197, 2109.. 2195, 2113. 

2237. .2287, 2395. .2460, 2403. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2199, 2198. 
.2459 



OJ990526_09.9924.C14 
2499 

TBLASTX: Cress 
2460 
120 



.2239, 2236.. 2283, 



Seq. No. 19002 Seq. ID OJ990526_09 . 9924 . C14 

Gene No. 39809 Strand 

Start 2472 End 3217 

Name OJ990526_09 . 9924 . C14 . ol . tc Method TBLASTX : Cress 

Start 2472 End 3217 

GI none Score 224 

Exons 2472.. 2720, 2473.. 2700, 2474.. 2722, 2743.. 3216, 2777.. 3217 



Seq. No. 19002 Seq. ID 

Gene No. 39809 Strand 

Start 2472 End 

Name OJ99052 6_09 . 9924 . CI 4 . ol . tm Method 

Start 2498 End 

GI - none Score 
Exons 



OJ990526_09. 9924 .C14 
3217 

TBLASTX: Maize 

2832 

215 



2498. .2734, 24'99..2753, 2776. .2832, 2777. .2830 



Seq. No. 19002 

Gene No. 39809 

Start 2472 

Name OJ99052 6_09 . 9924 . CI 4 . o4 

Start 2500 

GI none 

Exons 2500.. 2700, 2502.. 2762, 
2776.. 2943, 2777.. 2908, 

Seq. No. 19.002 

Gene No. 39810 

Start 3227 

Name OJ990526_09 . 9924 . C14 . o4 

Start 3227 

GI none 

Exons 3227. .34 96, 3228. .3566, 
3603. .3650 



Seq. ID OJ990526_09.9924.C14 
Strand 

End 3217 

. t s Method TBLASTX : Soybean 

End 2943 

Score 198 
2504. .2734, 2587. .2763, 2775. .2912, 
2778. .2927 

Seq. ID OJ990526_09. 9924 .CI 4 
Strand 

End 4020 

. tc Method TBLASTX : Cress 

End 3650 

Score 369 
3229.. 3633, 3229.. 3594, 3545.. 3649, 



19449 




Seq. No. 


19002 








Seq. ID 


OJ990526_09.9924.C14 


Gene No. 


39810 








Strand 




Start 


3227 








End 


4020 


Name 


OJ990526 09. 


9924 


.C14 .o5 


. ts 


Method 


TBLASTX : Soybean 


Start 


3460 








End 


3913 


GI 


none 








Score 


44 


Exons 


3460. .3504, 


3463 


. .3501, 


3500 


..3742, 3505. .3717, 3545.-3742, 




3652. .3756, 


3727 


. .3852, 


3778 


..3852, 3853.-3882, 3854. .3913 


Seq. No. 


19002 








Seq. ID 


OJ990526_09.9924.C14 


Gene No. 


39810 








Strand 




Start 


3227 








End 


4020 


Name 


OJ990526 09. 


9924 


.C14 .06 


. tc 


Method 


TBLASTX: Cress 


Start 


3739 ~ 








End 


4020 


GI 


none 








Score 


253 


Exons 


3739. .4020, 


3794 


. .4012 








Seq. No. 


19002 








Seq. ID 


OJ990526_09. 9924 .C14 


Gene No. 


39811 








Strand 




Start 


3925 








End 


4094 


Name 


OJ990526 09. 


9924 


.C14 .o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3925 








End 


4094 


GI 


none 








Score 


44 


Exons 


3925. . 3960, 


3927 


. . 3968, 


3929 


..3970, 3977. .4045, 3979. .4044, 




4039. .4092, 


4045 


. .4086, 


4047 


. .4094 




Seq. No. 


19002 








Seq. ID 


OJ990526_09.9924.C14 


Gene No. 


39812 








Strand 




Start 


3998 








End 


4567 


Name 


OJ990526 09. 


9924 


.C14 .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3998 ~ 








End 


4567 


GI 


none 








Score 


507 


Exons 


3998. .4453, 


3999 


. .4412, 


4003 


..4455, 4003. .4452, 4353. .4472, 




4453. .4566, 


4454 


. .4567, 


4481 


. .4567 




Seq. No. 


19002. 








Seq. ID 


OJ990526_09. 9924 .C14 


Gene No. 


39812 








Strand 




Start 


3998 








End 


4567 


Name 


OJ990526 09. 


9924 


.C14 .o5 


. tc 


Method 


TBLASTX: Cress 


Start 


4314 ~~ 








End 


4567 


GI 


none 








Score 


83 


Exons 


4314 . .4442, 


4315 


. . 4446, 


4316 


..4444, 44 


53. .4566, 4475.-4567 


Seq. No. 


19003 








Seq. ID 


OJ990526_09. 9924 .C15 


Gene No. 


39813 








Strand 


+ 


Start 


1347 








End 


1696 


Name 


OJ990526 09. 


9924 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


39 








•End 


1696 


GI 


none 








Score 


304 


Exons 


39. .356, 43. 


.357 


, 175..: 


357, 


424. .504, 


508. .651, 516. .614, 




535. .633, 1635..: 


1694, 1636.. 


1695, 1639 


..1695, 1640. .1696 


Seq. No. 


19003 








Seq. ID 


OJ990526_09. 9924 .CIS 


Gene No. 


39813 








Strand 


+ 


Start 


1347 








End 


1696 


Name 


OJ990526 09. 


9924 


.C15.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


39 








End 


755 



19450 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



304 



39. .380, 43. .357, 424. .504, 508. .651, 544. .633, 663. .755 



19003 
39813 
1347 

OJ990526_09. 9924.C15.o3.tc 
94 

none 



Seq. ID OJ990526_09.9924 .C15 

Strand + 

End 1696 

Method TBLASTX : Cress 

End '639 

Score 295 



94. .357, 102. .356, 424. .498, 508. .639, 535. .633 



19003 
39813 
1347 

OJ990526_09. 9924 .C15.o4 .tc 

642 

none 

642. .830, 642. .827 



Seq. No. 19003 

Gene No. 39813 

Start 1347 

Name OJ990526_09 . 9924 . C15 . ol . tc 

Start 830 

GI none 
Exons 



Seq. ID OJ990526_09.9924 .C15 

Strand + 

End 1696 

Method TBLASTX : Cress 

End 830 

Score 324 



Seq. ID OJ990526_09.9924.C15 

Strand + 

End 1696 

Method TBLASTX : Cress 

End 1229 

Score 701 



830.. 1219, 830.. 1219, 832.. 1227, 832.. 1227, 1152.. 1229 



Seq. No. 19003 

Gene No. 39813 

Start 1347 

Name OJ990526_09 . 9924 . C15 . o3 . tm 

Start 834 

GI none 

Exons 834.. 980, 834.. 980, 835.. 981 

Seq. No. 19003 

Gene No. 39813 
Start " 1347 

Name OJ990526_09 . 9924 . C15 . o3 . ts 

Start 996 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C15 

Strand + 

End 1696 

Method TBLASTX : Maize 

End 981 

Score 168 



Seq. ID OJ990526_09.9924 ,C15 

Strand + 

End 1696 

Method TBLASTX : Soybean 

End 1248 

Score 136 ■ 



996. .1097, 997. .1104, 1000. .1248, 1001. .1219, 1153. .124* 



Seq. No. 19003 

Gene No. 39813 

Start 1347 

Name OJ990526_09 . 9924 . C15 . ol . tm 

Start 1035 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C15 

Strand + 

End 1696 

Method TBLASTX: Maize 

End 1634 

Score 212 



1035. .1097, 1044. .1217, 1045. .1533, 1046. .1633, 1046. .1633, 
1152. .1634 



Seq. No. 19003 

Gene No. 39813 

Start 1347 

Name OJ990526_09 . 9924 . C15 . ol . ts 

Start 1251 



Seq. ID OJ990526_09. 9924 .C15 

Strand + 

End 1696 

Method TBLASTX : Soybean 

End 1696 



19451 



GI 


none 


Score 


188 


Exons 


1251. .1448, 1260. .1448, 1261 


..1533, 1262.. 1696, 1582.. 1695 


Seq. No. 


19003 


Seq. ID 


OJ990526_09.9924.C15 


Gene No. 


39813 


Strand 


+ 


Start 


1347 


End 


1696 


Name 


OJ990526 09.9924.C15.ol.gp 


Method 


AAT/GAP 


Start 


1347 


End 


1696 


GI 


uC-osflcyp021gl0bl 


Score 


640 


Exons 


1347. .1696 






GI Descrip. 


' 131148/sp| P12156I PSAB ORYSA 


6.0e-59 PHOTOSYSTEM I P700 




CHLOROPHYLL A APOPROTEIN A2 


>gi 72674 


pir A2RZP7 photosyst 




P700 apoprotein A2 - rice chloroplast 


>gi~ 11981 emb CAA3399 




(X15901) PSI P700 apoprotein 


A2 [Oryza 


sativa ] 




>gi_226604_prf 1603356AA photosystem 


I P700 apoprotein A2 




[Oryza sativa] 1 






Seq. No. 


19003 


Seq. ID 


OJ990526JD9. 9924 .C15 


Gene No. 


39813 


Strand 


+ 


Start 


1347 


End 


1696 


Name 


OJ990526 09.9924.C15.o2.tc 


Method 


TBLASTX: Cress 


Start 


1360 


End 


1696 


GI 


none 


Score 


561 


Exons 


1360. .1533, 1361.. 1696, 1364 


..1693, 15 


82.. 1695 


Seq. No. 


19004 


Seq. ID 


OJ990526_09.9924.C16 




39814 


Strand 




Start 


1152 


End 


1533 


Name 


OJ990526 09.9924.C16.ol.gp 


Method 


AAT/GAP 


Start 


1152 


End 


1533 


GI 


2310739 


Score 


675 


Exons 


1152. .1533 






GI Descrip. 


2326760/embl Y14434 | MTTANAD2X 


0.0e+00 Triticum aestivum 




mitochondrial nad2 gene exons 3, 4 and 


5, and trnY gene 


Seq. No. 


19004 


Seq. ID 


OJ990526_09.9924 .C16 


Gene No. 


39815 


Strand 




Start 


1935 


End 


2283 


Name 


OJ990526 09.9924.C16.ol.tm 


Method 


TBLASTX: Maize . 


Start 


61 


End 


1087 


GI 


none 


Score 


1860 


Exons 


61. .1086, 62. .1087 






Seq. No. 


19004 


Seq. ID 


OJ990526JD9. 9924 .C16 


Gene No. 


39815 


Strand - 




Start 


1935 


End 


2283 


Name 


OJ990526 09.9924.C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


61 


End 


1088 


GI 


none 


Score 


1851 


Exons 


61. .1086, 62. .1087, 63. .1088 






Seq. No. 


19004 


Seq. ID 


OJ990526_09. 9924 .C16 


Gene No. 


39815 


Strand 




Start 


1935 


End 


2283 


Name 


OJ990526 09.9924.C16.o2.tc 


Method 


TBLASTX: Cress 


Start 


61 


End 


384 


GI 


none 


Score 


324 



19452 



Exons 



61. .378, 61. .384, 62. .382 



Seq. No. 19004 

Gene No. 39815 

Start 1935 

Name OJ990526_09 . 9924 . C16 . ol . tc 

Start 385 

GI none 

Exons 385.. 765, 386.. 766, 388.. 768, 
769. .933 



Seq. ID OJ990526_09.9924.C16 
Strand 
End 

Method 
End 
Score 
597. .773,. 



2283 

TBLASTX: Cress 

934 

715 

767. .934, 768. .929, 



Seq. No. 19004 

Gene No. 39815 

Start 1935 

Name OJ990526_09 . 9924 . CI 6 . o3 . tc 

Start 1151 

GI none 

Exons 1151. 

1341. 



,1324, 
,1436, 
1416. .1472, 



1152. .1322, 
1349. .1450, 
1417. .1473 



1153. 
1351. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 1323, 
. 1449, 



OJ990526 09.9924.C16 



2283 

TBLASTX: Cress 
1473 
237 

1263.. 1283, 1328. 
1411. .1467, 1412. 



1414, 
1468, 



Seq. No. 19004 Seq. ID 

Gene No. 39815 Strand 

Start .1935 End 

Name OJ990526_09 . 9924 . C16 . o2 . gp Method 

Start 1935 - End 

GI 3767032 Score 

Exons 1935.. 2283 

GI Descrip. 23267 60/emb | Y14 4 34 | MTTANAD2X 1.0e-147 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 



OJ990526_09.9924'.C16 

2283 
AAT/GAP 
2283 
646 



Seq. No. 19005 

Gene No. 39816 

Start 873 

Name OJ99052 6_09 . 9924 . C17 . ol . tw 

Start 873 

GI none 
Exons 



OJ990526_09. 9924 .C17 
1276 

TBLASTX: Wheat 
1276 
67 

873. .914, 877. .915, 935. .994, 936. .995, 937. .996, 938. .994, 
969. .1055, 980. .1075, 988. .1074, 1057. .1113, 1058. .1114, 
1058.. 1114, 1059. .1115, 1074. .1175, 1116 .. 1175, 1117 .. 1176, 
1144. .1236, 1160. .1234, 1176. .1238, 1176. .1238, 1236:. 1274, 
1237. .1275, 1238. .1276, 1238. .1276 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 19006 Seq. ID OJ990526JD9 . 9924 . C18 

Gene No. 39817 Strand 

Start 1 End 145 

Name OJ990526JD9 . 9924 . C18 . ol . gp Method AAT/GAP 

Start 1 End 14 5 

GI -57581_2.R1084 Score 270 

Exons 1 . . 14 5 

GI Descrip. 1 34 3690/gb | M37274 | WHTMT26SRR 0.0e+00 Wheat mitochondrial 26S. 
rRNA gene, complete cds 1 



Seq. No. 19006 

Gene No. 39817 

Start 1 

Name OJ990526 09 . 9924 . C18 . ol . tc 



Seq.. ID OJ990526_09. 9924 .C18 
Strand 

End 145 

Method TBLASTX : Cress 



19453 



Start 2 End 145 

GI none Score 186 

Exons " 2.. 121, 2.. 145 



Seq: No. 


19007 










Seq. ID 


OJ990526 09 9924 


.C20 


flpnp Mo 


39818 










Strand 






Start 


39 










End 


404 




Name 


OJ990526 


09. 


9924 . 


C20. 


ol . tw 


Method 


TBLASTX * Wheat 

X _S 1 JrlO X * * * Till CpA ^ 




Start 


39 










End 


383 




GI 


none 










Score 


407 




Exons 


39. .383, 


39. 


.374, 


44. 


.382 








Seq. No. 


19007 










Seq. ID 


OJ990526_09.9924 


.C20 


Gene No. 


39818 










Strand 






Start 


39 










End 


404 




Name 


OJ990526 


09. 


9924. 


C20. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


95 










End 


404 




GI 


none 










Score 


183 




Exons 


95. .394, 


95. 


.394, 


96. 


.404 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19008 Seq. ID 

39819 Strand 

115 End 

OJ990526_09 . 9924 . C21 . ol . tc Method 

114 End 

none Score 



OJ990526_09.9924.C21 
+ 

508 

TBLASTX: Cress 

506 

70 



114. .209, 114. .173, 141. .239, 146. .286, 147. .287, 292. .465, 
295. .465, 309. .506, 309. .506 



Seq. No. 19008 Seq. ID 

Gene No. 39819 Strand 

Start 115 End 

Name OJ990526_09 . 9924 . C21 . ol . ts Method 

Start 114 End 

GI none Score 
Exons 



OJ990526_09. 9924 .C21 
+ 

508 

TBLASTX: Soybean 

508 

45 



114. .155, 115. .156, 116. .154, 118. .156, 150. .284, 150. .239, 
151. .285, 152. .283, 292. .465, 295.-465, 297. .506, 297. .506; 
311. .508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ990526_09.9924.C21 
+ 

508 

AAT/GAP 

508 

728 



19008 Seq. ID 

39819 Strand 
115 End 
OJ990526_09.9924 .C21.ol.gp Method 
115 End 
183_1.R1084 Score 
115. .508 

1 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

•>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15* 



19008 
39819 
115 



Seq. ID OJ990526_09.9924.C21 
Strand + 
End 508 



19454 



Name 


OJ990526 


09 9924 C21 ol 


Start 


116 




GI 


none 




Exons 


116. . 154, 


118 . . 156, 142 


Seq. No. 


19009 




Gene No. 


39820 




Start 


457 




Name 


OJ990526 


09. 9924 .C22.ol 


Start 


457 




GI 


none 




Exons 


457. .513, 


533. . 691, 544 


Seq. No. 


19009 




Gene No. 


39820 




Start 


457 




Name 


OJ990526 


09 9924 C22 ol 


Start 


521 ~ 




GI 


none 




Exons 


521 . . 691, 


522 . . 692, 523 


Seq. No. 


19009 




Gene No. 


39820 




Start 


457 




Name 


OJ990526 


09 9924 C22 ol 


Start 


521 




GI 


none 




Exons 


521. . 691, 


525 . . 692, 529 


Seq. No. 


i'9009 




Gene No. 


39820 




Start 


457 




Name 


OJ990526 


09.9924 C22 ol 


Start 


521 ~ 




GI 


none 




Exons 


521. . 691, 


522 . . 692, 523 


Sea No 


19010 




Gene No. 


39821 




Start 


545 




Name 


OJ990526 


09. 9924 .C23.ol 


Start 


76 ~ 




GI 


none 




Exons 


76 . .171, 


85. .171, 89. .1 




414 . .536, 


418 . . 543, 418 


Seq. No. 


19010 




Gene No. 


39821 




Start 


545 




Name 


OJ990526 


09.9924.C23.ol 


Start 


300 




GI 


none 




Exons 


300. .428, 


319. .432, 320 




428. .541, 


429. .542, 429 



Seq. No. 19010 
Gene No. 39821 




j-rn 


Mo t~ hnrl 

l iC u 11UU 








End 


soa 






S core 


u ^ 




. 4 65, 


14 4 S06 


J. .J ^ * . -j v> q 






Seq. ID 


OJ990526_09.-9924 


.C22 




Strand 








End 


693 

\J Z* -J - 




tw 


Method 


TRT.A9TX * Whe^l- 
l Diino x i\ . » v i it; d L. 






End 


691 






Score 


22? 

c- C HL 




. 690 










Seq. ID 


OJ990526_09.9924 


.C22 




Strand 








End 


693 




tc 


Mot" Vi nH 


TRT.A^TX • Pt^c? <5 






End 


U -7 J 






O v_-\_/X. " 


977 




. 693, 


523 . . 693 








Seq. ID 


OJ990526_09. 9924 


.C22 




Strand 








End 






tm 


L iC L, 11UU 


TRT A^TX • Ma i 7p 






Hi i i Li 


U .7 J 






o l-vjx. c 


97 6 




693 


S9Q 








Seq. ID 


OJ990526_09. 9924 


.C22 




Strand 








End 


693 

VJ .7 J 






l IC Li 1UU 


TRT.A^TX • ^ouhp^n 






End 


693 






Score 


27 5 




. 693, 


535 693 








Seq. ID 


O.TQQ0S?fi HQ QQ94 






Strand 


+ _ 






End 


673 




tc 










End 


J U J 






Score 


82 




2 , 90 


..17 9, 92 . 


91 1 ^9Q 4 00 


9 

«j j z. • 


.543, 


419 565 








Seq. ID 


O.TQQO^fi OQ QQ94 

WvJ Zs Z* \J *J £. \J \J ZJ • -7 _7 ^ *i 


P9^ 




Strand 








End 


;673 




tm 


Mp j- hnH 


TRT.A9TX * Ma i 7<= 








9 

J fi ^ 






Score 


146 




.430, 


351. .434, 


400. .531, 428.. 


541, 


.542 










Seq. ID 


OJ990526_09. 9924 


.C23 




Strand 


+ 





19455 




Start 545 End 673 

Name OJ990526_09 . 9924 . C23 . ol . gp Method AAT/GAP 

Start 545 End 673 

GI LIB3431-059-P1-K1-E6 Score 222 

Exons 545 . . 673 

GI Descrip. 1 133999/spt P05424 | RR7_0RYSA 2.0e-36 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - xice 

chloroplast >gi_12037_emb_CAA33942J (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



Qpn No 


19010 






Seq. ID 


OJ990526_09.9924 


. C23 




39821 






Strand 


+ 




Start 


545 






End 


673 




Name 


OJ990526 


09 9924 C23 o2 


. tm 


Method 


TBLASTX: Maize 




JL.QI 1. 


J T U 






End 


673 






none 






Score 


69 




Exons 


546. .584, 


548. .586, 573 


. . 671 * 


574 . . 672, 


580. .672, 581.. 


673 


Sea No 


19011 






Seq. ID 


OJ990526_09.9924 


. C24 


vj d 1 ^ liU • 


39822 






Strand 






Start 


3 






End 


716 




Name 


OJ990526 


09 9924 C24 ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3 






End 


716 




GJ 

\J -L 


none 






Score 


98 




P.vnn Q 

J — J A 1 I O 


3 . . 62, 3 . 


62. 56 685 


60. .716, 61. .669, 92. .682, 680.. 


715 


Seq. No. 


19011 






Seq. ID 


OJ990526_09.9924 


.C24 


Gene No. 


39822 






Strand 






Start 


3 






End 


716 




Name 


OJ990526 


09 9924 C24 ol 


.tc 


Method * 


TBLASTX: Cress 




Start 


116 






End 


715 




GI 


none 






Score 


56 






116. . 172, 


128 148. 183 


. .236, 


200. .235, 


200. .331, 241.. 


357 , 




242. .358, 


246. .365, 353 


. .469, 


365. .469, 


366. .479, 478.. 


570, 




490. .570, 


492.. 575, 668 


. .715 








Seq. No. 


19011 






Seq. ID 


OJ990526_09.9924 


.C24 


Gene No. 


39822 






Strand 






Start 


3 






End 


716 




Name 


OJ990526 


09.9924.C24.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


179 






End 


716 




GI 


none 






Score 


54 




Exons 


179. .235, 


180.. 239, 199 


. .240, 


212. . 334, 


241. .360, 242.. 


370, 




413. .448, 


423. .446, 482 


. .508, 


489. . 563, 


509.. 580, 523.. 


567, 




575. . 601, 


680. .715, 681 


. .716 








Seq. No. 


19012 




'i 


Seq. ID 


OJ990526_09.9924 


.C25 


Gene No. 


39823 




Strand 






Start 


971 






End 


1094 




Name 


OJ990526 


09.9924.C25.ol 


.gp 


Method 


AAT/GAP 




Start 


971 






End 


1094 




GI 


57581 1.R1084 




Score 


186 




Exons 


971. .1094 













GI Descrip. 1 1785675/emb | CAA69780 | 1.0e-23 (Y08501) orfl07a [Arabidopsis 
thaliana] T 



19456 



# 



Seq. No. 19012 Seq. ID 

Gene No. 39823 Strand 

Start 971 End 

Name OJ990526_fl9 . 9924 . C25 . ol . tw Method 

Start 978 End 

GI none Score 

Exons 978. .1049,. 981. .1049, 982.. 1050, 983.. 
1047.. 1094, 1050.. 1094 



OJ990526_09.9924.C25 
1094 

TBLASTX: Wheat 
1094 
• 133 

1051, 1046.. 1093, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



19013 Seq. ID 

39824 Strand 

61 End 
OJ990526_09 . 9924 . C27 . ol . tm Method 

61 End 

none Score 
61. .447, 



OJ990526_09. 9924 .C27 
643 

TBLASTX: Maize 

472 

513 



61. .471, 62. .472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19013 
39824 
61 

OJ990526 09.9924.C27.ol.ts 



61 

none 

61. .207, 62. 
604. .636 



.211, 262. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
306, 328.. 639, 



OJ990526__09.9924.C27 
643 

TBLASTX: Soybean 

639 

58 

332. .433, 479. .550, 



Seq. No. 19013 Seq. ID 

Gene No. 39824 Strand 

Start 61 End 

Name OJ99052 6_09 . 9924 . C27 . ol . tc Method 

Start 97 End 

GI none Score 

Exons 97.. 642, 134.. 643 



OJ990526_09.9924.C27 
643 

TBLASTX: Cress 

643 

680 



Seq. No. 19013 Seq. ID 

Gene -No. 39824 Strand 

Start 61 End 

Name OJ990526_09 . 9924 . C27 . o2 . tm Method 

Start 478 End 

GI none Score 

Exons 478.. 639, 479.. 637 



OJ990526_09.9924.C27 
643 

TBLASTX: Maize 

639 

68 



Seq. No. 19014 Seq. ID 

Gene No. 39825 Strand 

Start 1 End 

Name OJ990526__09 . 9924 . C30 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..165, 2.. 574, 3.. 572, 622.. 657 



OJ990526_09.9924.C30 
657 

TBLASTX: Soybean 

657 

740 



Seq. No. 19014 Seq. ID 

Gene No. 39825 Strand 

Start 1 End 

Name OJ990526_09 . 9924 . C30 . ol . tc Method 

Start 85 End 

GI none Score 



OJ990526_09. 9924 .C30 
657 

TBLASTX: Cress 

479 

498 



19457 




DAUUO 


85 . . 165, 


86. .478, 87. .479 








Seq. No. 


19014 






Seq. ID 


OJ990526_09.9924 


.C30 


Gene No. 


39825 






Strand 






Start 


1 






End 


657 




Name 


OJ990526 


09.9924.C30.ol 


.tm : 


Mp1" hod 


TBLASTX * Ma i 7P 




Start 


374 






End 


657 




GI 


none 






Score 


209 




Rxon 


374 574 , 


375.. 572, 572 


. . 604, 


622 657 


623 655 




Seq. No. 


19015 






Seq. ID 


OJ990526_09.9924 


.C31 


Gene No. 


39826 






Strand 


+ 




Start 


1005 






End 


1368 




Name 


OJ990526 


09.9924.C31.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2 ~ 






End 


411 




GI 


none 






Score 


64 




R von s 


2 . . 52, 2 . 


.49, 50. .223, 


51. .338, 78. .410, 100... 411, 199. 


. 411 


Seq. No. 


19015 






Seq. ID 


OJ990526_09.9924 


.C31 


Gene No. 


39826 






Strand 


+ 




Start 


1005 






End 


1368 




Name 


OJ990526 

\y\J Zs Z* \J ~J \J 


09. 9924 .C31.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2 ~ 






End 


311 




GI 


none 






Score 


50 




R von ^ 

J_l *\ 1 1 o 


2 . . 4 3, 3 . 


.41, 50;.214, 


72. .305, 72. .311 




Seq. No. 


19015 






Seq. ID - 


OJ990526_09.9924 


.C31 


Gene No. 


39826 






Strand 


+ 




Start 


1005 






End 


1368 




Name 


OJ990526 


09.9924.C31.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


258 ~ 






End 


530 




GI 


none 






Score 


92 






258 530. 
\j • . *j *j \j f 


301. .525 










Spa No 


19015 






Seq. ID 


OJ990526_09.9924 


. C31 


Gene No. 


39826 






Strand 


+ 




Start 


1005 






End 


1368 




Name 


. OJ990526 


09.9924.C31.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


670 






End 


1009 




GI 


none 






Score 


34 




R von s 


670 690 


682.. 783, 690 


. .785, 


691. .783, 


773. .838, 776.. 


ft 3R 

O JO f 




789. . 842, 


924.. 959, 925 


. .957, 


962. .100S 


, 963.. 1007, 971 


T0( 


Sea No 


19015 






Seq. ID 


OJ990526_09.9924 


C31 

. J J. 


Gene No. 


39826 






Strand 


+ 




Start 


1005 






End 


1368 




Name 


OJ990526 


09.9924.C31.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


690 ~~ 






End 


1042 




GI 


none 






Score 


129 




R von q 


690 785 


692.. 784, 773 


. .859, 


789. .860, 


899. .946, 916.. 






Q1 ft Qfi? 
Z? J_ o . . y \j j 


957. .1040, 957. .1040, 970. .1041, 971. .1042 




Seq. No. 


19015 






Seq. ID 


OJ990526_09. 9924 


.C31 


Gene No. 


39826 






Strand 


+ 




Start 


1005 






End 


1368 




Name 


OJ990526 


09.9924.C31.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


693 






End 


1208 





19458 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 301 

693.-884, 693. .869, 725. .871, 898. .957, 899. .961, 899. .958, 
907.. 1206, 936.. 1208 



OJ990526_09.9924.C31 
+ 

1368 
AAT/GAP 
1368 
696 



19015 Seq. ID 

39826 Strand 
1005 End 
OJ990526_09.9924 .C31.ol.gp Method 
1005 End 
uC-osflcyp097b05bl Score 
1005. .1368 

, 140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORE 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_22 6660_prf 1603356CL trnl 

intron ORF 133 [Oryza' 



Seq. No. 


19015 




Seq. ID 


OJ990526_09.9924.C31 


Gene No. 


39827 




Strand 




Of a y*+- 






End 


1 DO O 


Name 




.tc 


Method 


rpQT 7\ CTY • C c <=• 


o tar l 






End 


1 DO 3 




none 




Score 




Exons 




1393. 


. 1662 




Seq. No. 


19016 




Seq. ID 


OJ990526_09.9924 .C32 


Gene No. 


39828 




Strand 




o Ldit 


A Qft 7 
4jo / 




End 


5082 


Name 




.gp 


Method 


AAT/GAP 


o uar z 


a o q n 
4 y 0 / 




End 


5082 


GI 


57581 1.R1084 




Score 


175 


Exons 


4987. .5082 








GI Descrip. 


' 1785675/emb|CAA69780 | 


1.0e-23 (Y08501) 


orfl07a [Arabidopsis 




thaliana] 1 








Seq. No. 


19016 




Seq. ID 


OJ990526_09.9924.C32 


Gene No. 


39829 




Strand 




Start 


5120 ' 




End 


5511 


Name 


OJ990526 09.9924.C32.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


222 




End 


466 


GI 


none 




Score 


67 


Exons 


222. .281, 222. .281, 223 


. .282, 


223. .282, 


289. .345, 291. .344, 




295. .345, 329. .466, 335 


. .466 






Seq. No. 


19016 




Seq. ID 


OJ990526_09.9924 .C32 


Gene No. 


39829 




Strand 




Start 


5120 




End 


5511 


Name 


OJ990526 09. 9924 .C32.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


1577 




End 


1780 


GI 


none 




Score 


106 


Exons 


1577. .1651, 1579. .1650, 


1637. 


.1780, 1645.. 1770 


Seq. No. 


19016 




Seq. ID 


OJ990526_09.9924 .C32 


Gene No. 


39829 




Strand 




Start 


5120 




End 


5511 



19459 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990526_09. 

3003 

none 

3003. .3104, 

19016 
39829 
5120 

OJ990526_09. 

3212 

none 

3212. .3415, 

19016 
39829 
5120 

OJ990526_09. 

3416 

none 

3416. .3538, 

19016 
39829 
5120 

OJ990526_09. 

3620 

none 

3620. .4159, 

19016 
39829 
5120 

OJ990526_09. 

3848 

none 

3848. .4162, 

19016 
39829 
5120 

OJ990526_09. 

4088 

none 

4088. .4159, 

19016 
39829 
5120 

OJ990526_09. 

4254 

none 

4254. .4484, 

19016 
39829 
5120 

OJ990526 09. 



9924 .C32.o2.tm 
3008. .3181, 3008, 

9924 .C32.o6.tw 
3267. .3359 

9924 .C32.o2.tw 
3620. .4000, 3621, 

9924 .C32.ol.tm- 
3621. .4151, 3621. 

9924.C32.ol.ts 
3852. .4118 

9924.C32.o3.tw 
4089. .4151, 4173. 

9924 .C32.o3.tm 
4503. .4625, 4549. 

9924 .C32.o5.tw 



Method TBLASTX: Maize 
End 3577 
Score 99 
.3577, 3300.. 3437 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3992 

Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ990526_09.9924.C32 
5511 

TBLASTX: Wheat 

3415 

55 



OJ990526_09.9924.C32 
5511 

TBLASTX : Wheat 

4000 

83 



OJ990526_09.9924.C32 
5511 

TBLASTX: Maize 

4253 

372 



.4160, 4161.. 4253 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_09.9924.C32 
5511 

TBLASTX : Soybean 

4162 

177 



OJ990526_09.9924.C32 
5511 

TBLASTX: Wheat 

4484 

62 



.4484, 4186. .4344 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4614 

Seq. ID 

Strand 

End 

Method 



OJ990526_09.9924.C32 
5511 

TBLASTX: Maize 

4625 

84 



OJ990526_09.9924.C32 
5511 

TBLASTX: Wheat 



19460 



Start 4587 
GI none 

Exons 4587.. 4766, 4610.. 4678, 4611. 

Seq. No. 19016 
Gene No. 39829 
Start 5120 

Name OJ990526_09 .-9924 . C32 . ol . tc 

Start 4742 
GI none 

Exons 4742.. 4852, 4755.. 4862, 4756. 

4849. .4899, 4849. .4896, 4985. 
5229.. 5276, 5230.. 5277, 5230. 
5388. .5498, 5434. .5499 



End 4767 
Score 109 

.4766, 4621. .4767, 4720. .4767 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4836, 4844 
.5119, 4986 



OJ990526 09.9924.C32 



5511 

TBLASTX: Cress 
5500 
102 

4897, 4848. 
5120, 4987. 



5277, 5231.. 5278, 5384, 



. 4898, 
.5121, 
.5500, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19016 
39829 
5120 

OJ990526_09. 

4769 

none 

4769. .4852, 
4858. .4902, 
4986. .5240, 
5221. .5259, 



9924 .C32.ol.tw 



4771. 
4859. 
4987. 
5221. 



.4854, 
.4903, 
.5250, 
,5259 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4773. .4853, 4813. 
4859. .4903, 4860. 
4987.. 5250, 5220. 



OJ990526_09. 9924 .C32 
5511 

TBLASTX: Wheat 
5259 
65 

,4854, 4851. .4901, 
,4901, 4985. .5212, 
5258, 5220.. 5258, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19016 
39829 
5120 

OJ99052 6_09.9924.C32.o3.gp 
5120 

57581_1 .R1084 
5120. .5315, 5381. .5511 

, 1785675/emb|CAA69780| 1.0e-23 (Y08501) orfl07a [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99052 6_09.9924 .C32 

5511 
AAT/GAP 
5511 
504 



Seq. No. 


19016 










Seq. ID 


OJ990526_09.9924.C32 


Gene No. 


39829 










Strand 




Start 


5120 










End 


5511 


Name 


OJ990526 09. 


,9924 


.C32.o4 


. tw 


Method 


TBLASTX : Wheat 


Start 


5260 










End 


5500 


GI 


none 










Score 


57 


Exons 


5260. , 


.5292, 


5261, 


. .5299, 


5262. 


.5306, 5289. .5315, 5291. .5314, 




5292. . 


.5315, 


5384, 


. .5446, 


5385. 


.5447, 5389. .5448, 5390. .5476, 




5425. . 


,5499, 


5429. 


. .5497, 


5437. 


.5499, 5450. .5500 


Seq. No. 


19016 










Seq. ID 


OJ990526_09. 9924 .C32 


Gene No. 


39830 










Strand 




Start 


5818 










End 


6090 


Name 


OJ990526 09. 


9924 . 


,C32.o2. 


, tc 


Method 


TBLASTX: Cress 


Start 


5818 










End 


5955 


GI 


none 










Score 


191 


Exons 


5818. . 


5955, 


5818. 


.5955 








Seq. No. 


19016 










Seq. ID 


OJ990526_09. 9924 .C32 


Gene No. 


39830 










Strand 




Start 


5818 










End 


6090 



19461 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990526_09. 9924 .C32.o4 . tm 

5824 

none 

5824.. 5988, 5824.. 6006, 5825. 



Method TBLASTX : Mai ze 
End 6090 
Score 250 
.6007, 5847.. 6014, 6052. 



6090 



OJ990526_09. 9924 .C33 
+ 

1085 
AAT/GAP 
1085 
1015 



19017 Seq. ID 

39831 Strand 
500 End 
OJ990526_09. 9924 .C33.ol .gp Method 
500 End 
481_1.R1084 Score 
500.. 1085 

, 132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribqsomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



19017 Seq. ID 

39832 Strand 

1272 End 
OJ990526_09. 9924 .C33.o4 .tw Method 

4 End 

none Score 

4. .27, 28. .75, 28. .75, 77. .154, 78 
124. .198, 125. .199 



OJ990526_09.9924.C33 
1530 

TBLASTX: Wheat 
199 
59 

119, 86.. 124, 124.. 198, 



OJ990526 09.9924.C33 



Seq. No. 19017 Seq. ID 

Gene No. 39832 Strand 

Start 1272 End 

Name OJ990526_09 . 9924 . C33 . ol . tc Method 

Start 140 End 

GI none Score 

Exons 140. .451, 142. .462, 148. .447, 186. .461, 442. .507, 453. .500, 
581. .613 



1530 

TBLASTX: Cress 

613 

297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



19017 
39832 
1272 

OJ990526_09. 9924 .C33.ol.ts 

140 

none 



Seq. ID OJ990526_09. 9924 .C33 
'-'Strand 

End 1530 

Method TBLASTX: Soybean 

End 1530 

Score 363 

,741, 



140. .526, 142. .531, 145. .279, 150. .545, 183. .545, 622, 
647. .748, 724. .918, 736. .1038, 737. .1027, 1024. .1089, 
1045. .1353, 1106. .1132, 1130. .1351, 1166. .1357, 1167. .1373, 
1364. .1438, 1368. .1529, 1416. .1526, 1432. .1530 



19017 
39832 
1272 

OJ990526_09. 9924 .C33.ol.tm 

140 

none 



Seq. ID OJ990526_09.9924 .C33 
Strand 
End 

Method 
End 
Score 



1530 

TBLASTX: Maize 

886 

942 



140. .841, 183. .761, 584. .841, 841. .885, 841. .885, 842. .886 



19017 
39832 



Seq. ID 
Strand 



OJ990526 09.9924.C33 



19462 




Start 


1272 




End 


1530 


Name 


OJ990526 09.9924.C33.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


231 




End 


622 


GI 


none 




Score 


527 


Exons 


231. .614, 232. .615, 564. 


.620, 


565. . 618, 


570.. 620, 584.. 622 


Seq. No. 


19017 




Seq. ID 


OJ990526_09. 9924 .C33 


Gene No. 


39832 




Strand 




Start 


1272 




End 


1530 


Name 


OJ990526 09.9924.C33.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


647 




End 


1065 


GI 


none 




Score 


135 


Exons 


647. .748, 649. .741, 736. 


.828, 


737. .829, 


829.. 1065, 830.. 1033 


Seq. No. 


19017 




Seq. ID 


OJ990526 09.9924.C33 


Gene No. 


39832 




Strand 


- 


Start 


1272 




End 


1530 


Name 


OJ990526 09.9924.C33.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


775 




End 


1139 


GI 


none 




Score 


402 


Exons 


775. .1053, 776.. 1036, 778.. 1053, 1062.. 


1118, 1063.. 1113, 




1064.. 1120, 1100.. 1138, 


1104 . 


1139 




Seq. No. 


19017. 




Seq. ID 


OJ990526_09.9924.C33 


Gene No. 


39832 




Strand 




Start 


1272 




-End 


1530 


Name 


OJ990526 09.9924.C33.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


.927 




End 


1530 


GI 


none 




Score 


78 


Exons 


927. .989, 928. .1362, 92S 


. .152* 


i, 945. .1529, 1138. .1530 


Seq. No. 


19017 




Seq. ID 


OJ990526_09. 9924 .C33 


Gene No. 


39832 




Strand 




Start 


1272 




End 


1530 


Name 


OJ990526 09.9924.C33.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1101 




End 


1530 


GI 


none 




Score 


40 


Exons 


1101. .1142, 1109. .1141, 


1157. 


1351, 1158. .1346, 1164. .1373, 




1166. .1360, 1368. .1529, 


1376. 


1447, 1407. .1529, 1408. .1530 


Seq. No. 


19017 




Seq. ID 


OJ990526_09.9924.C33 


Gene No. 


39832 




Strand 




Start 


1272 




End 


1530 


Name 


OJ990526 09.9924.C33.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1218 




End 


1530 


GI 


none 




Score 


492 


Exons 


1218. .1529, 1219. .1530, 


1219. . 


1530 




Seq. No. 


19017 




Seq. ID 


OJ990526_09.9924 .C33 


Gene No. 


39832 




Strand 




Start 


1272 




End 


1530 


Name 


OJ990526 09.9924.C33.o2. 


gp 


Method 


AAT/GAP 


Start 


1272 




End 


1530 


GI 


uC-osflcyp08 6h07al 




Score 


478 


Exons 


1272. .1530 








GI Descrip. 


' 5881726/dbj |BAA84417.1| 


3.0e- 


■24 (AP000423) RNA polymerase alpha 



subunit [Arabidopsis thaliana] 1 



' 19463 



Seq. No. 


19018 




Seq. ■ ID 


OJ990526_09.9924.C34 


Gene No. 


39833 




Strand 


+ 


Start 


875 




End 


1440 


Name 


OJ990526 09.9924.C34.ol. 


gp 


Method 


AAT/GAP 


Start 


875 




End 


1440 


GI 


2798177 




Score 


1014 


Exons 


875. .1440 








GI Descrip. 


5881726/dbj | BAA84 417.il 


3.0e- 


24 (AP000423) RNA polymerase alpha 




subunit [Arabidopsis thaliana] 




Seq. No. 


19018 




Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39834 




Strand 


+ 


Start 


4578 




End 


4741 


Name 


OJ990526 09.9924.C34.o3. 


gp 


Method 


AAT/GAP 


Start 


4578 




End 


4741 


GI 


uC-osflcyp084g07al 




Score 


201 


Exons 


4578. .4741 








GI Descrip. 


* 1 1 957 /emb 1X15901 1 CHOSXX 


; 7.0e 


-38 Rice complete chloroplast 




genome 1 








■Seq. No. 


19018 




Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39835 




Strand 




Start 


3915 




End 


4421 


Name 


OJ990526 09.9924.C34.o2. 


gp 


Method 


AAT/GAP 


Start 


3915 




End 


4421 


GI 


uC-osflcypOllbOlbl 




Score 


979 


Exons 


3915. .4421 








GI Descrip. 


'343210 5.0e-78 (M35995) 


apocytochrome 


b6 (alt.) [Oryza sativa] 




>gi_226762_prf 1604469A cytochrome b6 


[Oryza sativa] 1 


Seq. No. 


19018 




Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 




Strand 




Start 


5074 




End 


5264 


Name 


OJ990526 09.9924.C34.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


55 




End 


339 


GI 


none 




Score 


61 - . 


Exons 


55. .96, 56.-94, 57. .95, 


93. .338, 99. .311, 100. .339, 121. .339 


Seq. No. 


19018 




Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 




Strand 




Start 


5074 




End 


5264 


Name 


OJ990526 09.9924.C34.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


349 




End 


778 


GI 


none 




Score 


40 


Exons 


349.-387, 355. .372, 356. 


.427, 


375. .662, 


383. .451, 436. .663, 




439. .660, 661. .777, 661. 


.777, 


665. .778 




Seq. No. 


19018 




Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 




Strand 




Start 


5074 




End 


5264 


Name 


OJ990526 09.9924.C34.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


451 




End 


703 


GI 


none 




Score 


84 


Exons 


451. .552, 458. .547, 459. 


.551, 


532. .702, 


532. .693, 611. .703 


Seq. No. 


19018 




Seq. ID 


OJ990526_09.9924.C34 



19464 



Gene No. 


39836 






Strand 


_ 


Start 


5074 






End 


5264 


Name 


OJ990526 09.9924 


.C34 .o2 


. tc 


Method 


TBLASTX : Cress 


Start 


658 






End 


1245 


GI 


none . 






Score 


104 


Exons 


658.. 756, 658.. 756, 732 


. .917, 


733. .888, 


747. .917, 757. .921, 




758. .931, 791. .925, 914 


.958, 


914. .958, 


931.. 990, 973.. 1245, 




1002. .1241 










Seq. No. 


19018 






Seq. ID 


OJ990526 09.9924.C34 


Gene No. 


39836 






Strand 


- 


Start 


5074 






End 


5264 


Name 


OJ990526 09.9924 


.C34.o6 


tm 


Method 


TBLASTX: Maize 


Start 


795 






End 


1057 


GI 


none 






Score 


144 


Exons 


795. .914, 796. .888, 800 


.916, 


800. .916, 


801.. 929, 979.. 1038, 




983. .1057, 983.. 


1036, 999.. 1037 




Seq. No. 


19018 






Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 






Strand 




Start 


5074 






End- 


5264 


Name 


OJ990526 09.9924 


.C34.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


973 






End 


1737 


GI 


none 






Score 


960 


Exons 


973.. 1737, 980.. 


1666, 1002.. 1730, 1027. 


.1737 


Seq. No. 


19018 






Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 






Strand 




Start 


5074 






End 


5264 


Name 


OJ990526 09.9924 


.C34.o2 


tm 


Method 


TBLASTX: Maize 


Start 


1065 






End 


1539 


GI 


none 






Score 


675 


Exons 


1065.. 1538, 1065 


. .1538, 


1066. 


.1539 




Seq. No. 


19018 






Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 






Strand 




Start 


5074 






End 


5264 


Name 


OJ990526 09.9924 


.C34.o5 


tc 


Method 


TBLASTX: Cress 


Start 


1488 






End 


1930 


GI 


none 






Score 


138 


Exons 


1488. .1682, 1499 


. .1630, 


1501. 


.1737, 1501. .1728, 1836. .1874, 




1841. .1879, 1865 


. .1930 








Seq. No. 


19018 






Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 






Strand 




Start 


5074 






End 


5264 


Name 


OJ990526 09.9924 


.C34 ,o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1757 






End 


3319 


GI 


none 






Score 


188 


Exons 


1757. .1951, 1777 


. .1953, 


2108. 


.2188, 2109. .2165, 2207. .2305, 




2209.. 2775, 2211 


. .2765, 


2213. 


.2782, 2236. .2775, 2345. .2800, 




2912.. 2959, 2912 


. .2953, 


3036. 


.3062, 3078. .3224, 3079.. 3168, 




3200.. 3319, 3227 


.'.3319 








Seq. No. 


19018 






Seq. ID 


OJ990526_09. 9924 .C34 


Gene No. 


39836 






Strand 




Start 


5074 






End 


5264 



19465 




Name 


OJ990526 09. 


9924 


.C34.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


2330 








End 


2535 


GI 


none 








Score 


288 


Exons 


2330. .2533, 


2332 


.2535, 


2332. 


.2535 




Seq. No. 


19018 








Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 








Strand 




Start 


. 5074 








End. 


5264 


Name 


OJ990526 09. 


9924 


C34 .o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2536 








End 


2782 


GI 


none 








Score 


313 


Exons 


2536. .2769, 


2537 


.2782 








Seq. No. 


19018 








Seq. ID 


OJ990526_09.9924.C34 


Gene No. 


39836 








Strand 




Start 


5074 








End 


5264 


Name 


OJ990526 09. 


9924 


C34.o5 


tm 


Method 


TBLASTX: Maize 


Start 


3228 








End 


3468 


GI 


none 








Score 


72 


Exons 


3228. .3272, 


3230 


.3271, 


3274. 


.3468, 3276..3467 


Seq. No. 


19018 . 








Seq. ID 


OJ990526_09. 9924 .C34 


Gene No. 


39836 








Strand 




Start 


5074 








End 


5264 


Name 


OJ990526 09. 


9924 


C34.ol 


tc 


Method 


TBLASTX: Cress 


Start 


3404 








End 


4284 


GI 


none 








Score 


67 


Exons 


3404. .3442, 


3405 


.3458, 


3405. 


.3458, 3502.. 3576, 3510.. 3581, 




3511. .3579, 


3617 


.4279, 


3634. 


.4281, 3635. .4273, 3790. .4284 


Seq.- No. 


19018 








Seq. ID 


OJ990526_09. 9924 .C34 


Gene No. 


39836 








Strand 




Start 


5074 








End 


5264 


Name 


OJ990526 09. 


9924 


C34.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


3542 








End 


4742 


GI 


none 








Score 


47 


Exons 


3542. .3577, 


3549 


.3578, 


3607. 


.4323, 3608:. 4273, 3790. .4311, 




4300. .4362, 


4303 


.4362, 


4319. 


.4363, 4644..4682, 4689.-4742 


Seq. No. 


19018 








Seq. ID 


OJ990526_09. 9924 .C34 


Gene No. 


39836 








Strand 




Start 


5074 








End 


5264 


Name 


OJ990526 09. 


9924 


C34.ol 


tm 


Method 


TBLASTX: Maize 


Start 


3634 








End 


4278 


GI 


none 








Score 


613 


Exons 


3634. .4278, 


3635 


.4216, 


3808. 


.4275 




Seq. No. 


19018 








Seq. ID 


OJ99.0526_09. 9924 .C34 


Gene No. 


39836 








Strand 




Start 


5074 








End 


5264 


Name 


OJ990526 09. 


9924 


C34.o4 


gp 


Method 


AAT/GAP 


Start 


5074 








End 


5264 


GI 


2442979 








Score 


250 


Exons 


5074. -.5264 












GI Descrip. 


4584523/embl 


CAB40754.il 


l.Oe- 


10 (AL049607) putative protein 



[Arabidopsis thaliana] 



19466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19019 
39837 
1 

OJ990526_09. 9924 .C35.ol.gp 
1 

uC-osf Icyp084g07al 
1. .154 

' 11957/emb | XI 5901 1 CHOSXX 7.0e-38 Rice" complete chloroplast 
genome 1 



Seq. ID OJ990526_09.9924.C35 

Strand + 

End 154 

Method AAT/GAP 

End 154 

Score 185 



19019 
39838 
255 

OJ99052 6_09.9924 .C35.ol.tc 

233 

none 



Seq. ID OJ990526_09.9924 .C35 
Strand 

End 453 

Method TBLASTX : Cress 

End - 423 

Score 134 



233. .352, 260. .349, 265. .363, 276. .353, 348. .422, 348. .422, 
349. .423 



Seq. No. 19019 

Gene No. 39838 

Start 255 

Name OJ990526_09 . 9924 . C35 . ol . ts 

Start 233 

GI none 
Exons 



Seq. ID OJ990526_09.9924.C35 

Strand 

End 453 

Method TBLASTX : Soybean 

End 453 

Score 137 



233. .352, 251. .349, 265. .363, 276. .353, 348. .434, 348. .434, 
349. .453, 349. .435 



Seq. No. 19019 

Gene No. 39838 

Start 255 

Name OJ99052 6_09 . 9924 . C35 . o2 . gp 

Start 255 

GI 688_1.R1084 

Exons 255. .444 

GI Descrip. ' 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



Seq. ID OJ990526_09.9924 .C35 
Strand 

End 453 

Method AAT/GAP 

End 4 44 

Score 296 



Seq. No. 19020 
Gene No. 39839 
Start 1 

Name OJ990526_09 . 9924 . C36 . ol . gp 

Start 1 
GI 35332_1.R1084 
Exons 1..17, 129.. 200 

GI Descrip. 1 3367520 5.0e-77 (AC004392) Similar to protein kinase APK1A, 
tyrosine-serine-threonine kinase gb_D12522 from A. thaliana. 
[Arabidopsis thaliana] 1 



Seq. ID OJ990526_09. 9924 .C36 

Strand 

End 200 

Method AAT/GAP 

End 200 

Score 116 



Seq. No. 19021 

Gene No. 39840 ■ 

Start 63 

Name OJ990526_09 . 9924 . C37 . ol . tc 

Start 63 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C37 

Strand 

End 4 60 

Method TBLASTX : Cress 

End 4 60 

Score 541 



63. .458, 63. .416, 64. .459, 65. .460 



19467 




Seq. No. 


19021 




Seq. ID 


OJ990526_09.9924.C37 


Gene No. 


39840 




Strand 




Start 


63 




End 


460 


Name 


OJ990526 09.9924.C37.ol.tm 




Method 


TBLASTX: Maize 


Start 


121 




End 


268 


GI 


none 




Score 


252 


Exons 


121. .267, 122. .268 








Seq. No. 


19022 




Seq. ID 


OJ990526_09.9924.C38 


Gene No. 


39841 




Strand 




Start 


62 




End 


540 


Name 


OJ990526 09.9924.C38.ol.gp 




Method 


AAT/GAP 


Start 


62 




End 


410 


GI 


14384 1.R1084 




Score 


636 


Exons 


62. .410 








GI Descrip. 


'5881726/dbj |BAA84417.1| 3. 


Oe 


-24 (AP000423) RNA polymerase alpha 




subunit [Arabidopsis thaliana 


] ' 




Seq. No. 


19022 




Seq. ID 


OJ990526_09.9924.C38 


Gene No. 


39841 




Strand 




Start 


62 




End 


540 


Name 


OJ990526 09. 9924.C38.ol.tw 




Method 


TBLASTX: Wheat 


Start 


62 




, End 


4 98 


GI 


none 




Score 


673 


Exons 


62. .496, 63. .497, 64. .498,, 


64 


. .492 




Seq. No. 


19022 




Seq. ID 


OJ'990526_09.9924.C38 


Gene No. 


39841 




Strand 




Start 


62 




End 


540 


Name 


OJ990526 09.9924.C38.ol.tc 




Method 


TBLASTX: Cress 


Start 


114 




End 


261 


GI 


none 




Score 


198 


Exons 


114. .260, 125. .259, 139. .261 






Seq. No. 


19022 




Seq. ID 


OJ990526_09.9924.C38 


Gene No. 


39841 




Strand 




Start 


62 




End 


540 


Name 


OJ990526 09. 9924.C38.ol.tm 




Method 


TBLASTX: Maize 


Start 


205 




End 


540 


GI 


none 




Score 


235 


Exons 


205. .540, 210. .509 








Seq. No. 


19023 




Seq. ID 


OJ990526_09.9924.C39 


Gene No. 


39842 




Strand 




Start 


67 




End 


935 


Name 


OJ990526 09.9924.C39.ol.tc 




Method 


TBLASTX: Cress 


Start 


67 




End 


935 


GI 


none 




Score 


579 


Exons 


67. .471, ..69. .467, 455. .775, 


468. .767, 


469. .768, 470. .769, 




764. .931, 771. .935, 772. .930, 


837. .932 




Seq. No. 


19023 




Seq. ID 


OJ990526_09.9924.C39 


Gene No. 


39842 




Strand 




Start 


67 




End 


935 


Name 


OJ990526 09. 9924 .C39.o2.tm 




Method 


TBLASTX: Maize 


Start 


67 




End 


317 


GI 


none 




Score 


79 



19468 




Exons 67.. 261, 69.. 317 

Seq. No. 19023 

Gene No. 39842 

Start • 67 

Name OJ990526_09 . 9924 . C39 . o3 

Start 69 

GI none 

Exons 69.. 257, 85.. 144 

Seq. No. 19023 

Gene No. 39842 

Start 67 

Name OJ990526_09. 9924 .C39 . ol 

Start 259 

GI none 

Exons 259.-471, 261.. 467, 455 

Seq. No. 19023 

Gene No. 39842 

Start 67 

Name OJ990526_09 . 9924 . C39 . ol 

Start 318 

GI none 

Exons 318.. 467, 319.. 471, 395 
761. .829, 764. .823, 772 

Seq. No. 19023 

Gene No. 39842 

Start 67 

Name OJ990526__09 . 9924 . C39 . o2 

Start 770 

GI none 

Exons 770.. 931, 771.. 935, 772 

Seq. No. 19024 

Gene No. 39843 

Start 754 

Name OJ990526_09 . 9924 . C40 . o2 

Start 55 

GI none 

Exons 55. .195, 56. .193, 57. .1 

Seq. No. 19024 

Gene No. 39843 

Start 754 

Name OJ990526_09 . 9924 . C40 . o4 

Start 55 

GI .; none 

Exons 55. .201, 56. . 199 

Seq. No. 19024 

Gene No. 39843 

Start 754 

Name OJ990526_09 . 9924 . C40 . o3 

Start 202 

GI none 






Seq. ID 


OJ990526_09.9924 


.C39 




Strand 








End 


935 




.ts 


Method 


TBLASTX : Soybean 






End 


257 






Score 


57 






Seq. ID 


OJ990526 09.9924 


.C39 




Strand 








End 


935 




. ts 


Method 


TBLASTX : Soybean 






End 


535 






Score 


276 




. .535, 


468. .521, 


470. .535 






Seq. ID 


OJ990526_09. 9924 


.C39 




Strand 








End 


935 




.tm 


Method 


TBLASTX : Maize 






End 


831 . 






Score 


248 




. .481, 


450. .578, 


455. .775, 467.. 


769, 


. .831, 


772. .831 








Seq. ID 


OJ990526 09.9924 


.C39 




Strand 








End 


935 




. ts 


Method 


TBLASTX : Soybean 






End 


935 






Score 


157 




. .930, 


837. . 932 








Seq. ID 


OJ990526_09.9924 


.C4 0 




Strand 


+ 






End 


2842 




.ts 


Method 


TBLASTX : Soybean 






End 


197 






Score 


184 




97, 63 


. .197 








Seq. ID 


OJ990526_09.9924 


,C40 




Strand 


+ 






End 


2842 




. tc 


Method 


TBLASTX: Cress 






End 


201 






Score 


203 






Seq. ID 


OJ990526_09. 9924 


.C40 




Strand 


+ 






End 


2842 




. tc 


Method 


TBLASTX: Cress 






End 


408 






Score 


260 





19469 




Exons 202.. 408, 203.. 406 



Seq. No. 


19024 




Seq. ID 


OJ990526_09.9924.C40 


Gene No. 


39843 




Strand 


+ 


Start 


754 




End 


2842 


Name 


OJ990526 09. 9924 .C40.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


225 




End 


1355 


GI 


none 




Score 


742 


Exons 


225.. 677, 225.. 560, 226. 


.678, 


226. .705 


, 652. .765, 655. .711, 




675. .752, 727. .855, 741. 


.857, 


747. .863 


, 858. .887, 859. .888, 




901.. 951, 904.. 951, 929. 


.1033, 


943. .1032, 966. .1046, 1030:-. 




1031.. 1087, 1035.. 1088, 


1082. . 


1162, 1083. .1160, 1084. .1164, 




1084. .1164, 1192. .1344, 


1204 . . 


1341, 1208. .1348, 1209. .1355 


Seq. No. 


19024 




Seq. ID 


OJ990526_09. 9924 .C40 


Gene No. 


39843 




Strand 


+ 


Start 


754 




End 


2842 


Name 


OJ990526 09.9924.C40.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


358 




Lnd 


^ "7 £ 

1 / b 


GI 


none 




Score 


365 


Exons 


358. .675, 358. .693, 362. 


.694, 


365. .694 


, 606. .695, 747. .776 


Seq. No. 


19024 




Seq. ID 


OJ990526_09. 9924 .C4 0 


Gene No. 


39843 




Strand 


+ 


Start 


,754 




End 


2842 


Name 


OJ990526 09.9924.C40.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


409 




End 


776 


GI 


none 




Score 


361 


Exons 


409. .675, 409. .675, 670. 


.753, 


747. .776 




Seq. No. 


19024 




Seq. ID 


OJ990526_09. 9924.C40 


Gene No. 


39843 




Strand 


+ 


Start 


754 




End 


2842 


Name 


OJ990526 09.9924.C40.ol. 


gp 


Method 


AAT/GAP 


Start 


754 




End 


1012 


GI 


uC-osflM202088b07al 




Score 


514 


Exons 


754. .1012 








GI Descrip. 


f 11957/emb|X15901|CHOSXX 2 . Oe- 


■52 Rice 


complete chloroplast 




genome 1 








Seq. No. 


19024 




Seq. ID 


OJ990526_09.9924.C40 


Gene No. 


39843 




Strand 


+ 


Start 


754 




End 


2842 


Name 


OJ990526 09.9924.C40.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1234 




End 


2224 


GI 


none 




Score 


149 


Exons 


1234.. 1389, 1235.. 1390, 


1275. . 


1400, 2106. .2222, 2108. .2224, 




2114. .2224 








Seq. No. 


19024 




Seq. ID 


OJ990526_09.9924.C40 


Gene No. 


39843 




Strand 


+ 


Start 


754 




End 


2842 


Name 


OJ990526 09.9924.C40.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


1284 




End 


1616 


GI 


none 




Score 


114 


Exons 


1284. .1400, 1285. .1425, 


1285. . 


1413, 1292. .1429, 1401. .1466, 




1403. .1456, 1404. .1457, 


1515. . 


1559, 1515.. 1589, 1519.. 1590, 



19470 



1573. .1611, 1578. .1616 



Seq. No. 19024 

Gene No. 39843 

Start 754 

Name OJ990526_09 . 9924 

Start 1410 

GI none 

Exons 1410. 

1567. 



1565, 
1674, 
1703. .1753, 



C40.o3.tm 



1413. 
1663. 
1704. 



.1565, 
.1713, 
.1751 



1515. 
1667. 



Seq. ID OJ990526_09. 9924 .C40 

Strand + 

End 2842 

Method TBLASTX: Maize 

End 1753 

Score 240 
.1637, 1561.. 1677, 1565. 



1750, 1670.. 1732, 1674. 



1690, 
1751, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19024 Seq. ID 

39843 Strand 

754 End 
OJ990526_09.9924 .C40.o2.tc Method 

2084 End 

none Score 

2084. .2341, 2085. .2435, 2087. .2434 



OJ990526_09.9924.C40 
+ 

2842 

TBLASTX: Cress 

2435 

405 



Seq. No. 19024 Seq. ID 

Gene No. 39843 Strand 

Start 754 End 

Name OJ990526JD9 . 9924 . C4 0 . o2 . tm Method 

Start 2093 End 

GI none Score 

Exons 2093.. 2341, 2094.. 2240, 2095.. 2445, 



OJ990526_09.9924.C40 
+ 

2842 

TBLASTX: Maize 
2842 
239 

2095. .2430, 2295. .2447, 



2381. .2446, 2438. .2839, 2444. .2842, 2476. .2841 



Seq. No. 19024 
Gene No. 39843 
Start 754 

Name OJ990526_09 . 9924 . C40 . 06 . tc 

Start 2500 
GI none 

Exons 2500.. 2556, 2512.. 2532, 2567. 

2619. .2741, 2625. .2741, 2626. 
2737. .2841, 2749. .2841 



Seq. ID OJ990526_09. 9924 .C40 

Strand + 

End 2842 

Method TBLASTX: Cress 

End 2841 

Score 56 

.2620, 2584. .2619, 2584. .2715, 
.2742, 2630. .2749, 2733. .2807, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19025 



39844 Strand 

58 End 
OJ990526_09. 9924 .C41.ol. tm Method 

58 End 

none Score 

58. .309, 61. .312, 266. .469, 291. .470, 307 
472. .492 



Seq. ID OJ990526 09.9924.C41 



4 92 

TBLASTX: Maize 
4 92 
329 

471, 308. .472, 



•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19025 
39844 
58 

OJ99052 6JD9. 9924 .C41.ol.tc 
67 

none 



Seq. ID OJ990526_09.9924.C41 
Strand 
End 

Method 
End 
Score 



4 92 

TBLASTX: Cress 

477 

35 



67. .96, 71. .106, 105. .197, 117. .197, 119. .202, 288. .467, 
295. .477, 295. .477 



19471 




Seq. No. 


19025 




Seq. ID 


OJ990526_09.9924.C41 


Gene No. 


39844 




Strand 




Start 


c; q 
DO 




End 


A QO 

4 yz 


Name 


OJ990526 09.9924.C41.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


109 




End 


482 


GI 


none 




Score 


65 


Exons 


109. .135, 116. .190, 136 


. .207, 


150. .194, 


202. .228, 307. .474, 




308. .475, 321. .482 








Seq. No. 


19025 




Seq. ID 


OJ990526_09 . 9924 .C4 1 


Gene No . 


jyo h d 




o l rana 




Start 


660 




End 


933 


Name 


OJ990526 09.9924.C41.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


660 




End 


933 


GI 


none 




Score 


256 


Exons 


660. .680, 664. .927, 684 


. .815, 


703. .933 




Seq. No. 


19025 




Seq. ID 


OJ990526_09.9924.C41 


Gene No . 






Strand 




Start 


1058 




End 


1258 


Name 


OJ990526 09.9924.C41.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1058 




End 


1258 


GI 


none 




Score 


219 


Exons 


1058. .1258 








Seq. No. 


19026 




Seq. ID 


OJ990526_09. 9924 .C42 


Gene No. 


39847 




Strand 


+ 


Start 


711 




End 


1130 


Name 


ojyyuDzb uy . y y^ 4 . C4z . oi 


. gp 


Method 


AAT/GAP 


Start 


711 




End 


1130 


GI 


688 1.R1084 




Score 


768 


Exons 


711. .1130 








GI Descrip. 


, 226661/prf | I1603356CM 


6.0e-54 


trnA intron ORF 109 [Oryza 




sativa] 1 








Seq. No, 


19026 




Seq. ID 


OJ990526_09. 9924 .C42 


Gene No. 


39848 




Strand 




Start 


1163 




End 


1338 


Name 


ujyyuozb u y . y y ^ ^ . C4 z . 01 


. tc 


Method 


TBLASTX: Cress 


Start 


808 ~ " 




End 


1169 


GI 


none 




Score 


40 


Exons 


808. .843, 814. .843, 815 


. .847, 


819. .932, 


831. .941, 844. .942, 




844. .957, 857. .958, 905 


. . 1042, 


961. .1041, 993. .1049, 1001.. 




1044. .1169, 1044. .1169 








Seq. No. 


19026 




Seq. ID 


OJ990526_09.9924.C42 


Gene No. 


39848 




Strand 




Start 


1163 




End 


1338. 


Name 


OJ990526 09.9924.C42.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


961 




End 


1336 


GI 


none 




Score 


133 


Exons 


961.. 1077, 962.. 1042, 993.. 1049, 1056.. 


1085, 1068. .1121, 




1081. . 1134, 1082. .1135, 


1124. . 


1216, 1127. .1204, 1132. .1206, 




1217. .1270, 1218. .1268, 


1219. . 


1281, 1219. .1269, 1281. .1331, 




1286. .1336, 1306. .1332 








Seq. No. 


19026 




Seq. ID 


OJ990526_09.9924.C42 



19472 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39848 Strand 
1163 End 1338 

OJ990526_09. 9924 .C42 . o2 . gp Method AAT/GAP 
1163 End 1338 

2669_1.R1084 Score 295 

1163. .1338 

'3914470/sp|Q40070|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD " 
PSII protein [Hordeum vulgare] 1 



19026 
39848 
1163 

OJ990526_09. 9924 .C42.ol. tm 

1169 

none 



Seq. ID OJ990526_09.9924.C42 
Strand 

End 1338 

Method TBLASTX : Mai ze 

End 1338 

Score 272 



1169. .1336, 1170. .1337, 1181. .1336, 1183. .1338 



Seq. No. 19026 

Gene No. 39848 

Start 1163 

Name OJ990526_09 . 9924 . C42 . o2 . tc 

Start 1181 

GI none 

Exons 1181.. 1333,. 1181.. 1333 



Seq. ID OJ990526_09. 9924 .C4 2 
Strand 

End 1338 

Method TBLASTX : Cress 

End 1333 

Score 215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19027 
39849 
1 

OJ990526_09. 9924.C43.ol.gp 
1 

306_12.R1084 
1..133, 556. .580 

1 11957/emb | XI 5901 | CHOSXX 0.0e+00 Rice complete chloroplast 
genome 1 



Seq. ID OJ990526_09.9924.C43 

Strand + 

End 580 

Method AAT/GAP 

End 580 

Score 237 



Seq. ID OJ990526_09.9924/C43 
Strand 

964 

AAT/GAP 
964 
1357 



19027 
39850' 
172 

OJ990526_09. 9924.C4 3.o2.gp 
172 

14384_1.R1084 
172. .208, 231. .964 

, 5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



19027 
39851 
5163 

OJ990526_09. 9924 .C4 3.o3. tm 
14 

none 

14. .130, 15. .134, 82. .144 



Seq. ID OJ990526_09.9924.C43 
Strand 

End 5463 

Method TBLASTX : Maize 

End 144 

Score 174 



Seq. No. 
Gene No. 
Start 



19027 
39851 
5163 



Seq. ID OJ990526_09. 9924 .C43 
Strand 

End 5463 



19473 



Name 


OJ990526 09.9924.C43.ol.tw 


Method 


TBLASTX: Wheat 




Start 


258 


End 


1052 




GI 


none 


Score 


1106 




Exons 


258.. 1052, 300.. 1046, 322.. 1050, 350.. 


1051 




Seq. No. 


19027 


Seq. ID 


OJ990526_09.9924 


.C43 


Gene No. 


39851 


Strand 






Start 


5163 


End 


5463 




Name 


OJ990526 09.9924.C43.ol.tc 


Method 


TBLASTX: Cress 




Start 


316 


End 


585 




GI 


none 


Score 


359 




Exons 


316. .417, 318. .584, 318. .584, 


454 . . 585 






Seq. No. 


19027 


Seq. ID 


OJ990526_09.9924 


.C43 


Gene No. 


39851 


Strand 






Start 


5163 


End 


5463 




Name 


OJ990526 09. 9924.C43.ol.tm 


Method 


TBLASTX: Maize 




Start 


336 


End 


705 




GI 


none 


Score 


518 




Exons 


336. .680, 336. .683, 346. .705, 


490 . . 696 






Seq. No. 


19027 


Seq. ID 


OJ990526_09.9924, 


.C43 


Gene No. 


39851 


Strand 






Start 


5163 


End 


5463 




Name 


OJ990526 09.9924.C43.o2.tc 


Method 


TBLASTX: Cress 




Start 


668 


End 


814 




GI 


none 


Score 


198 




Exons 


668 . . 814, 679. . 813 








Seq. No. 


19027 


Seq. ID 


OJ990526_09.9924, 


.C43 


Gene No. 


39851 


Strand 






Start 


5163 


End 


5463 




Name 


OJ990526__09 . 9924 . C4 3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


759 


End 


1094 




GI 


none 


Score 


235 




Exons 


759. .1094, 764. .1063 








Seq. No. 


19'027 


Seq. ID 


OJ990526 09.9924, 


,C43 


Gene No. 


39851 


Strand 






Start 


5163 


End 


5463 




Name 


OJ99052 6_09. 9924 .C43.o3.gp 


Method 


AAT/GAP 




Start 


5163 


End 


5463 




GI 


3767033 


Score 


578 




Exons 


5163. . 5463 








GI Descrip. 


2326760/embl Y14434 | MTTANAD2X 


1.0e-53 Triticum aestivum 






mitochondrial nad2 gene exons 


3, 4 and 


5, and trnY gene 




•Seq. No. 


19028 


Seq. ID 


OJ990526_09.9924. 


.C44 


Gene No. 


39852 


Strand 






Start 


81 


End 


1395 




Name 


OJ990526 09. 9924. C44 .61. tc 


Method 


TBLASTX: Cress 




Start 


81 


End 


1395 




GI 


none 


Score 


75 




Exons 


81. .251, 175. .405, 176. .415, 


241. .405, 


248. .409, 336. .419, 




386. .1393, 407. .1393, 607. .1395, 708.. 


1394 




Seq. No. 


19028 


Seq. ID 


OJ990526_09. 9924 . 


.C44 



194 74 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



39852 Strand 

81 End 

OJ990526_09. 9924 .C4 4 . o2 . tm Method 

114 End 

none Score 



1395 

TBLASTX: Maize 

498 

131 



114. .251, 115. .444, 154. .444, 336. .461, 429. .497, 451. .498, 
451. .498 



Seq. No. 19028 

Gene No. 39852 

Start 81 

Name OJ990526_09 . 9924 . C44 . ol . ts 

Start 175 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C44 
Strand 

End 1395 

Method TBLASTX : Soybean 

End 1395 

Score 69 

175. .564, 176. .1381, 177. .251, 266. .1393, 607. .1395 



Seq. No. 19028 
Gene No. - 39852 

Start 81 

Name OJ990526_09. 9924 . C4 4 . ol . tm 

Start 602 

GI none 

Exons 602.. 1372, 607.. 1383, 1027. 



Seq. ID OJ990526_09.9924.C44 
Strand 

End 1395 

Method TBLASTX : Mai ze 

End 1383 

Score 588 
1383 



Seq. No. 19028 

Gene No. 39852 

Start 81 

Name OJ990526_09. 9924 . C4 4 . ol . tw 

Start 634 

GI none 

Exons 634.. 1014, 635.. 991 

Seq. No. 19028 

Gene No. 39852 

Start 81 

Name OJ990526_09 . 9924 . C4 4 . o2 . tw 

Start 1102 

GI none 

Exons 1102.. 1383, 1103.. 1372, 1108. 



Seq. ID OJ990526_09.9924.C44 
Strand 

End 1395 

Method TBLASTX : Wheat 

End 1014 

Score 191 



Seq. ID OJ990526_09. 9924.C44 
Strand 

End 1395 

Method TBLASTX : Wheat 

End 1383 

Score 236 
.1377 



Seq. No. 19029 

Gene No. 39853 

Start 7 

Name OJ990526_09 . 9924 . C4 5 . o2 . ts 

Start 7 

GI none 

Exons 7. .84, 23. .229, 24. .230, 24, 



Seq. ID OJ990526_09.9924.C45 

Strand 

End 523 

Method TBLASTX : Soybean 

End 242 

Score 297 
,242 



Seq. No. 19029 

Gene No. 39853 

Start 7 

Name OJ990526_09 . 9924 . C4 5 . ol . tw 

Start 38 

GI none 
Exons 



End 

Method 
End 
Score 

38. .271, 39. .278, 39. .278, 225. .317, 267. .317, 268. .318, 
277. .318, 303. .371, 311. .406, 323. .343, 329. .370, 331. .408, 
333. .413, 335. .397, 388. .444, 388. .444, 446. .523, 446.-523 



Seq. ID OJ990526_09. 9924.C45 
Strand 

523 

TBLASTX: Wheat 
523 
341 



19475 



Seq. No. 


19029 


Seq. ID 


OJ990526_09. 9924 .C45 


Gene No. 


39854 . 


Strand 




Start 


927 


End 


1135 


Name 


OJ990526 -09.9924.C45.ol.tc 


. Method 


TBLASTX: Cress 


Start 


927 


End 


1135 


GI 


none 


Score 


133 


Exons 


927. .1115, 927. .1127, 928.. 


1119, 953. .1135 ' 


Seq. No. 


19029 


Seq. ID 


-OJ990526_09 . 9924 . C4 5 


Gene No. 


39854 


Strand 




Start 


927 


End 


1135 


Name 


OJ990526 09.9924 .C45.ol.ts 


Method 


TBLASTX : Soybean 


Start 


927 


End 


1127 


GI 


none 


Score 


148 


Exons 


927. .1112, 927. .1127, 934.. 


1119 




Seq. No. 


19030 


Seq. ID 


OJ990526_09. 9924 .C4 6 


Gene No. 


39855 


Strand 


+ 


Start 


1844 


End 


2200 


Name 


OJ990526 09.9924.C46.o2.gp 


Method 


AAT/GAP 


Start 


1844 


End- 


2200 


GI 


57581 1.R1084 


Score 


622 


Exons 


1844. .2200 






GI Descrip. 


' 1785675/emb|CAA69780 | l'.Oe 


-23 (Y08501) 


orfl07a [Arabidopsis 




thaliana] ' 






Seq. No. 


19030 


Seq. ID 


OJ990526 09.9924.C46 


Gene No. 


39856 


Strand 


+ 


Start 


2238 


End 


2335 


Name 


OJ990526 09. 9924 .C46.o3.gp 


Method 


AAT/GAP 


Start 


2238 


End 


2335 


GI 


57581 1.R1084 


Score 


172 


Exons 


2238. .2335 






GI Descrip. 


* 1785675/emb|CAA69780 | 1 . Oe 


-23 (Y08501) 


orfl07a [Arabidopsis 




thaliana] ' 






Seq. No. 


19030 


Seq. ID 


OJ990526_09. 9924 .C46 


Gene No. 


39857 


Strand 


+ 


btart 


2417 


End 


2602 


Name 


OJ990526 09.9924.C46.o4.gp 


Method 


AAT/GAP 


Start 


2417 


End 


2602 


GI 


57581 2.R1084 


Score 


308 


Exons 


2417. .2602 






GI Descrip. 


' 343690/gb|M37274 [WHTMT26SRR 0 . 0e+00 Wheat mitochondrial 26S 




rRNA gene, complete eels' 






Seq. No. 


19030 


Seq. ID * 


O'J990526_09. 9924 .C46 


Gene No. 


39858 


Strand 


+ 


Start 


11160' 


End 


11653 


Name 


OJ990526 09. 9924 .C46.o6.gp 


Method 


AAT/GAP 


Start 


11160 


End 


11653 


GI 


24824 1.R1084 


Score 


961 


Exons 


11160. . 11653 






GI Descrip. 


'476752 5.0e-87 (L24073) rubisco large 


subunit [Oryza sativa 



>gi_1583954_prf 2 1214 8 9A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] ' 



19476 



Seq. No. 19030 Seq. ID OJ990526_09 . 9924 . C4 6 

Gene No. 39859 Strand 

Start 56 End 346 

Name OJ990526_09 . 9924 . C4 6 . ol . gp Method AAT/GAP 

Start 56 End 346 

GI 41109_1.R1084 Score 530 

Exons .56..34 6 

GI Descrip. • 132712/sp | P12138 | RK16_ORYSA 4.0e-56 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L16 >gi_71250_pir R5RZ16 ribosomal protein L16 - rice 

chloroplast >gi_669084_emb_CAA33933_ (X15901) ribosomal protein 

L16 [Oryza sativa] >gi_226645_prf 1603356BV ribosomal protein 

L16 [Oryza sativa] 1 



Seq. No. 19030 

Gene No. 39860 

Start 10180 

Name * OJ990526_09 . 9924 . C4 6 . o2 . tm 

Start 56 

GI none 

Exons 56.. 322, 57.. 323, 58.. 324, 58.. 327 



Seq. ID OJ990526_09. 9924 .C46 
Strand 

End 10904 

Method TBLASTX : Maize 

End 327 

Score 373 



Seq. No. 19030 

Gene No. 39860 

Start 10180 

Name OJ990526_09 . 9924 . C4 6 . o3 . tc 

Start 56 

GI none 

Exons 56. .283, 56. .322, 58. .321, 58. .327 



Seq. ID . OJ990526_09.9924.C46 



Strand 
End 

Method 
End 
Score 



10904 

TBLASTX: Cress 

327 

317 



Seq. No. 19030 Seq. ID 

Gene No. 39860 Strand 

Start 10180 End 

Name OJ99052 6_09 . 9924 . C4 6 . o4 . tw Method 

Start 56 End 

GI none Score 

Exons . 56.. 238, 56.. 235, 58.-237 



OJ990526_09.9924.C46 
10904 

TBLASTX: Wheat 

238 

286 



Seq. No. 19030 

Gene No. 39860 

Start 10180 

Name OJ99052 6_09 . 9924 . C4 6 . o2 . ts 

Start 86 

GI none 

Exons 86. .406, 87. .407, 88. .411, 88. 



Seq. ID OJ990526_09. 9924 .C46 
Strand 
End 

Method 
End 
Score 
, .420 



10904 

TBLASTX: Soybean 

420 

279 



Seq. No. 19030 Seq. ID 

Gene No. 39860 Strand 

Start 10180 End 

Name OJ990526_09 . 9924 . C4 6 . o5 . tw Method 

Start 270 End 

GI none Score 
Exons 



OJ990526_09.9924.C46 
10904 

TBLASTX: Wheat 

594 

131 



270. .344, 271. .345, 271. .345, 315. .440, 341... 445, 345. .440, 
350. .475, 4S9..482, 460. .525, 461. .484, 483. .530, 513. .557, 
525. .563, 526. .594 



Seq. No. 



19030 



Seq. ID OJ990526 09.9924.C46 



19477 




Gene No. 


39860 








Strand 








Start 


10180 








End 


10904 






Name 


OJ990526 09 


9924 . 


C4 6.o8 


. tm 


Method 


TBLASTX : 


Maize 




Start 


1260 








End 


1515 






GI 


none 








Score 


45 






Exons 


1260. . 1304, 


1266. 


.1304, 


1342. 


.1515, 


1349. .1513, 


1350. 


.1514 


Seq. No. 


19030 








Seq. ID OJ990526 


09.9924.C46 


Gene No. 


39860 








Strand 








Start 


10180 








End 


10904 






Name 


OJ990526 09 


9924. 


C46.o2 


.tc 


Method 


TBLASTX: 


Cress 




Start 


1855 








End 


2578 






GI 


none 








Score 


218 






Exons 


1855. .2043, 


1856. 


.1921, 


1857. 


.2042, 


2042. .2089, 


2043. 


.2090, 




2043. .2090, 


2044. 


.2091, 


2199. 


.2333, 


2200. .2334, 


2201. 


.2335, 




2422. .2472, 


2423. 


.2476, 


2424 . 


.2471, 


2458. .2565, 


2468. 


.2578, 




2483. .2560, 


2484. 


.2564 













Seq. No. 19030 
Gene No. 39860 
Start 10180 

Name OJ990526_09 . 9924 . C4 6 . 06 

Start 1855 
GI none 

Exons 1855.. 1905, 1856.. 1930, 

1907.. 1984, 1908.. 2030, 
1973.. 2029, 1985.. 2059, 

Seq. No. 19030 
Gene No. 39860 
Start 10180 

Name OJ990526_09 . 9924 . C46 . o3 

Start 2061 
GI none 

Exons 2061.. 2099, 2062.. 2100, 

2178. .2333, 2417. .2461, 
2466.. 2507, 2466. .2549, 

Seq. No. 19030 

Gene No. 39860 

Start 10180. 

Name OJ99052 6_09 . 9924 . C4 6 . o9 

Start 5389 

GI none 

Exons 5389.. 5424, 5393.. 5434, 
5486.. 5605, 5507.. 5638, 



Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 
tw Method TBLASTX : Wheat 

End 2060 

Score 7 5 
1856.. 1918, 1858.. 1926, 1879 1962 , - 
1908. .1985, 1966. .2031, 1972. .2028, 
2028.. 2060 

Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 
tw Method TBLASTX : Wheat 

End 2552 

Score 378 
2070. .2333, 2080. .2334, 2108. .2335, 
2418. .2462, 2418. .2462, 2419. .2469, 
2467. .2547, 2508. .2552 

Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 

tm Method TBLASTX : Maize 

End 5638 

Score 54 
5439. .5498, 5476. .5607, 5481. .5609, 
5515. .5610 



Seq. No. 19030 

Gene No. 39860 

Start 10180 

Name OJ99052 6_09 . 9924 . C4 6 . o4 . tc 

Start 5682 

GI none 
Exons 



Seq. ID OJ990526_09. 9924.C46 
Strand 

End 10904 

Method TBLASTX : Cress 

End 5943 

Score 65 



5682. .5732, 5683 .. 5736,- 5684 .. 5734 , 5735.-5938, 5737. .5943 



Seq. No. 
Gene No. 



19030 
39860 



Seq. ID OJ990526_09.9924.C46 
Strand 



19478 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 10904 

Method TBLASTX : Soybean 

End 5946 

Score 321 



Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 

Method TBLASTX : Mai ze 

End 8623 

Score 217 



Seq. ID OJ990526_09. 9924 .C46 
Strand 

End 10904 

Method TBLASTX: Maize 

End 8924 

Score 34 6 



Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 

Method AAT/GAP 

End 10696 

uC-osflM202083hl2bl Score 912 

10180. .10696 

f 552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] ' 



Start 


10180 








Name 


OJ990526 09 


.9924 


.C46.o3 


.ts 


Start 


5693 








GI 


none 








Exons 


5693. .5938, 


5693 


. .5938, 


5695 


Seq. No. 


1S030 








Gene No'. 


39860 








Start 


10180 








Name 


OJ990526 09 


.9924 


.C46.o4 


. tm 


Start 


8292 








GI 


none 








Exons 


8292. .8441, 


8301 


. .8432, 


8302 




8452. .8550, 


8456 


. .8623, 


8526 


Seq. No. 


19030 








Gene No. 


39860 








Start 


10180 








Name 


OJ990526 09 


.9924 


.C46.o5 


. tm 


Start 


8702 








GI 


none 








Exons 


8702. .8920, 


8702 


. .8920, 


8703 


Seq. No. . 


19030 








Gene No. 


39860 








Start 


10180 








Name 


OJ990526 09 


.9924 


.C4 6.o5 


.gp 


Start 


10180 









19030 
39860 
10180 

OJ990526_09.9924.C4 6.o4.ts 

10189 

none 



Seq. ID OJ990526_09. 9924 .C46 
Strand 

End 10904 

Method TBLASTX : Soybean 

End 10904 

Score 176 



10189. .10413, 10213. .10413, 10220 .. 104 14 , 10848. .10904 



19030 
39860 
10180 

OJ990526_09.9924 .C4 6.o3.tm 

10201 

none 



Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 

Method TBLASTX : Mai ze 

End 10511 

Score 307 



10201. .10437, 10213. .10422, 10218 .. 104 69, 10220 .. 104 65, 
10460. .10489, 10460. .10489, 10494. .10511 



19030 
39860 
10180 

OJ990526_09. 9924 .C4 6.o5.tc 

10201 

none 

10201. .10416, 10220. .10417 



Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 

Method TBLASTX : Cress 

End 10417 

Score 199 



19479 



Seq. No. 


19030 






Gene No. 


39860 






Start 


10180 






Name 


OJ990526 09.9924.C46, 


;o2. tw 


Start 


10287 






GI 


none 






Exons 


10287. 


.10436, 10289., 


. 10426, 




10434. 


.10508, 10497., 


. 10718, 




10510. 


. 10719 




Seq. No. 


19030 






Gene No. 


39860 






Start 


10180 






Name 


OJ990526 09.9924.C46. 


, o7 . tm 


Start 


10512 






GI 


none 






Exons • 


10512. 


.10649, 10512.. 


. 10649, 




10642. 


.10698, 10646.. 


. 10702, 


Seq. No. 


19030 






Gene No . 


39861 






Start 


10844 






Name 


OJ99052-6 09.9924.C46. 


. ol . tm 


Start 


10844 






GI 


none 






Exons 


10844 . 


.10966, 10848.. 


. 10967, 




10954 . 


.11031, 10956.. 


. 11051, 




11070. 


.11480, 11389.. 


. 11484 


Seq. No. 


19030 






Gene No. 


39861 






Start 


10844 






Name 


OJ990526 09.9924.C46, 


. ol . tw 


Start 


10887 






GI 


none 






Exons 


10887. 


.11015, 10887., 


. 11048, 




11035. 


.11097, 11060., 


. 11134, 




11118. 


.11570, 11147., 


. 11572 


Seq. No. 


19030 






Gene No. 


39861 






Start 


10844 






Name 


OJ990526 09.9924.C46. 


, ol . ts 


Start 


11127 






GI 


none 






Exons 


11127. 


.11651, 11127.. 


. 11651, 


Seq. No. 


19030 






Gpne No 


39861 






Start 


10844 






Name 


OJ990526 09.9924.C46. 


ol.tc 


Start 


11136 






GI 


none 






Exons 


11136. 


.11168, 11170.. 


,11520, 




11175. 


.11612 





Seq. ID OJ990526_09.9924.C46 
Strand 

End 10904 

Method TBLASTX : Wheat 

End 10719 

Score 215 
10388. .10498, 10433 10519, 
10506. .10685, 10507. .10719, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

10513. 

10648. 



10674, 
10701 



OJ990526_09. 9924 .C46 
10904 

TBLASTX: Maize 

10702 

204 

10514. .10651, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10943. .11053, 
10957. .11061, 



OJ990526 09.9924.C46 



11653 

TBLASTX: Maize 
11484 
186 

10952. .11008, 
11028. . 11480, 



Seq. ID OJ990526_09.9924.C46 
Strand 

11653 

TBLASTX: Wheat 
11572 
182 



End 

Method 

End 

Score 



,11570, 



Seq. ID OJ990526_09. 9924 .C46 
Strand 

End 11653 

Method TBLASTX : Soybean 

End 11653 

Score 727 



Seq. ID OJ990526_09. 9924 .C46 
Strand 

End 11653 

Method TBLASTX : Cress 

End 11612 

Score 41 

L171.. 11593, 11172. .11612, 



Seq. No, 



19030 



Seq. ID OJ990526_09.9924.C46 



19480 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39861 Strand 

10844 End 

OJ990526_09. 9924 ,C4 6.06. tm Method 

11485 End 

none Score 



11653 

TBLASTX: Maize 

11653 

258 



11485. .11652, 11487. .11651, 11495.. 11653 



19031 
39862 
1 

OJ99052 
1 

24824_1 
1. .213 
f 476752 
>gi_158 
RuBisCO 



6_09.9924.C47.ol.gp 
.R1084 



Seq. ID OJ990526_09. 9924 .C47 

Strand + 

End 213 

Method AAT/GAP 

End 213 

Score 365 



5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 

3954_prf 2121489A 

SUBUNIT=large:ISOTYPE=truncated [Oryza sativa]' 



OJ990526_09.9924.C47 
+ 

5556 
AAT/GAP 
5556 
589 



19031 Seq. ID 

39863 Strand 
5244 End 
OJ990526_09. 9924 .C47.o2.gp Method 
524 4 End 
2409_1.R1084 Score 
5244. .5556 

, 128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) {EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_-226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



OJ990526_09.9924.C47 
+ 

10160 
AAT/GAP 
10160 
1292 



19031 Seq. ID 

39864 Strand 
9247 End 
OJ990526_09. 9924 .C47 .o5.gp Method 
9247 End 
183_1.R1084 Score 
9247. .9270, 9492. .10160 

'131251/spl P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406 prf 15' 



OJ990526_09. 9924 .C47 



19031 Seq. ID 

39864 Strand 
9247 End 10160 

OJ990526_09. 9924 .C47 .o4 . gp Method AAT/GAP 
9370 End 9485 

LIB34 31-013-P1-K1-B3 Score 181 

9370. .9485 

1 6002093/emb|X84149. 1 ICHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 T 



19481 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 End 

Name OJ990526_09 . 9924 . C47 . olO . tm Method 

Start 1 End 

GI none Score 

Exons 1..201, 39.. 194 



OJ990526_09. 9924 .C47 
12323 

TBLASTX: Maize 

201 

342 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 - End 

Name OJ990526_09 . 9924 .C47 . 08 . tw Method 

Start 1 End 

GI none Score 

Exons 1..165, 1..162, 39. .167 



OJ990526_09. 9924 .C47 
12323 

TBLASTX: Wheat 

167 

291 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 End 

Name OJ99052 6_09 . 9924 . C4 7 . olO . ts Method 

Start 1 End 

GI none Score 

Exons 1..201, 1..192, 39. .194 



OJ990526_09.9924.C47 
12323 

TBLASTX : Soybean 

201 

318 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 . C47 . o2 . ts 

Start 228 - 

GI none 

Exons 228.. 680, 233.. 949, 238.. 948, 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_09. 9924 .C47 
12323 

TBLASTX : Soybean 

12323 

307 



255. .953, 262. .951, 11985. .12323 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 End 

Name OJ99052 6_09 . 9924 . C47 . o5 . tm Method 

Start 4 60 End 

GI none Score 

Exons 460. .744, 460. .744 



OJ990526_09. 9924 .C47 
12323 

TBLASTX: Maize 

744 

452 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 . C47 . o4 . tc 

Start 464 

GI none 

Exons 464. .577, 466. .579, 574. .948, 
1068. .1085 



OJ990526_09.9924.C47 
12323 

TBLASTX: Cress 

1086 • 

118 



Seq. ID 
Strand 
End 

Method 
End 
Score 

575. .949, 577. .951, 1066. .1086, 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 . C47 . o4 . tm 

Start 745 

GI none 

Exons 745. .771, 745. .771, 765. .893, 
1000.. 1083, 1001.. 1093, 1023. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 09.9924.C47 



12323 

TBLASTX: Maize 
1406 
47 

766. .951, 766. .948, 785, 
1085, 1055.. 1099, 1085., 



. 961, 
1150, 



19482 



1085. .1150, 1158. .1199, 1158. .1193, 1197. .1235, 1204. .1236, 
1205.. 1237, 1232.. 1360, 1233.. 1352, 1234.. 1353, 1342.. 1404, 
1345. .1404, 1347. .1406 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ99052 6_09 . 9924 . C4 7 . o3 . tw 

Start 1241 

GI none 
Exons 



Seq. ID OJ990526_09.9924 .C47 
Strand 

End 12323 
Method = : TBLASTX : Wheat 
End " 1650 
Score 123 



1241. .1327, 1241. .1360, 1242. .1352, 1246. .1353, 1246. .1389, 
1248. .1403, 1342. .1641, 1345. .1650, 1347. .1646 



Seq. No. 19031 
Gene No. 39865 
Start 7609 

Name OJ990526_09 . 9924 . C47 . ol . ts 

Start 1281 
GI none 

Exons 1281.. 1382, 1285.. 1383, 1285, 

1380.. 2132, 1408.. 2133, 1756, 
2142. .2297 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 09.9924.C47 



12323 

TBLASTX : Soybean 
2297 
84 

1359, 1344. .1472, 1378. .1710, 
2133, 2141. .2275, 2142. .2276, 



Seq. No. 19031 
Gene No. 39865 
Start 7,609 

Name OJ990526_09 . 9924 . C4 7 . ol . tc 

Start 1286 
GI none 

Exons 1286.. 1396, 1287.. 1382, 1340. 

1401.. 2132, 1408.. 2133, 1432. 
2155.. 2220, 2214.. 2270, 2223. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 09.9924.C47 



12323 

TBLASTX: Cress 
2432 
69 

.2131,-- 1382. . 1480, 1401. 
.2133,'- 2145. .2219, 2155. 
.2267, 2332.. 2424, 2376. 



. 1604, 
,2211, 
,2432 



Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 .C47 


Gene No. 


39865 








Strand 




Start 


7609 








End 


12323 


Name 


OJ990526 09 


9924 . 


C47.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1407 








End 


1701 


GI 


none 








Score 


256 


Exons 


1407. .1607, 


1407. 


.1664, 


1408. 


.1665, 1612. .1701, 1646. .1693 


Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924.C47 


Gene No. 


39865 








Strand 




Start 


7609 








End 


12323 


Name 


OJ990526 09. 


9924. 


C47.ol4 


. tm 


Method 


TBLASTX: Maize 


Start 


1889 








End 


2027 


GI 


none 








Score 


212 


Exons 


1889. .2026, 


1890. 


.2027, 


1890. 


.2027 




Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924.C47 


Gene No. 


39865 








Strand 




Start 


7609 








End 


12323 


Name 


OJ990526 09. 


9924. 


C47.o9. 


tc 


Method 


TBLASTX: Cress 


Start 


2501 








End 


3017 


GI 


none 








Score 


95 


Exons 


2501. .2647, 


2502. 


.2837, 


2503. 


.2646, 2511.. 2648, 2706.. 2837, 




2731. .2838, 


2734. 


.2838, 


2804 . 


.3013, 2832. .3014, 2851. .3015, 



19483 




2853. .3017 



Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 


- 




Start 


7609 








End 


12323 




Name 


OJ990526 09 


9924 


.C47.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2666 








End 


3023 




GI 


none 








Score 


4 93 




Exons 


2666. .3013, 


2667 


. .3011, 


2700. 


.3023 






Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 


- 




Start 


7609 








End 


12323 




Name 


OJ990526 09 


9924 


.C47.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


2739 








End 


3008 




GI 


none 








Score 


376 




Exons 


2739. .3008, 


2741 


. .3007 










Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 






Start 


7609 








End 


12323 




Name 


OJ990526 09 


9924 


.C47.o7. 


tc 


Method 


TBLASTX: Cress 




Start 


3021 








End 


3540 




GI 


none 








Score 


481 




Exons 


3021. .3383, 


3041 


. .3187, 


3046. 


.3357, 3048.. 3374, 3480.. 3536, 




3480. .3536, 


3481 


. .3537, 


3487. 


.354 0 






Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 






Start 


7609 








End 


12323 




Name 


OJ990526 09 


9924 


.C47.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3047 








End 


3578 




GI 


none 








Score 


792 




Exons 


3047. ,3577, 


3048 


. .3578 










Seq. No. 


19031 " 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 






Start 


7609 








End 


12323 




Name 


OJ990526 09 


9924 


,C47.olO 


. tw- 


Method 


TBLASTX: Wheat 




Start 


3121 








End 


3237 




GI 


none 








Score 


205 




Exons 


3121. .3237, 


3123 


. .3236, 


3124. 


.3237 






Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 






Start 


7609 








End 


12323 




Name 


OJ990526 09. 


9924 


C47.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3356 








End 


3683 




GI 


none 








Score 


377 




Exons 


3356. .3619, 


3362 


.3682, 


3363. 


.3683, 3363.. 3683 




Seq. No. 


19031 








Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 








Strand 






Start 


7609 








End 


12323 




Name 


OJ990526 09. 


9924 


C47.oll 


. tc 


Method 


TBLASTX: Cress 




Start 


4507 








End 


4844 




GI 


none 








Score 


273 





19484 



4507. .4752, 4510. .4752, 4791. .4844, 4792. .4842 



Exons 

Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09. 9924 .C47.o6.tm 

Start 4561 

GI none 

Exons 4561,. 4776, 4561.. 4815, 4775, 
4778. .4843 



Seq. ID OJ990526_09.9924.C47 
Strand 

End 12323 

Method TBLASTX : Mai ze 

End 4844 

Score 364 

,4831, 4776. .4844, 4777. .4842, 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 End 

Name OJ990526_09 . 9924 .C47 . o2 . tw Method 

Start 4796 End 

GI none Score 

Exons 4796.. 5203, 4796.. 5239, 4798.. 5238 



OJ990526_09.9924.C47 
12323 

TBLASTX : Wheat 

5239 

649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19031 
39865 
7609 

OJ990526_09.9924 .C47.o8.tc 

4883 

none 

4883. .4936, 4884. .4940, 4884. 
4943. .5071, 4944. .5072, 5076. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 09.9924.C47 



12323 

TBLASTX: Cress 
5239 
74 

4940, 4885. .4941, 4942. 
5237, 5077.. 5238, 5078. 



,5070, 
,5239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19031 
39865 
7609 

OJ990526_09. 
5243 
none 
5243. 
5563. 
5773. 
6088. 
6299. 
6941. 



,5554, 
,5772, 
, 6099, 
,6258, 
,6697, 
,7009,- 
7012. .7062 



9924.C47.ol.tm 



5243. .5554, 5281. 

5589.. 5783, 5745, 

6068.. 6259, 6075, 

6263.. 6301, 6280, 

6693.. 6938, 6694, 

6942.. 7013, 6970. 



Seq. ID OJ990526_09.9924.C47 
Strand 

End 12323 
Method TBLASTX : Mai ze 
End 7062 
Score 442 

.5562, 5540. .5671, 5543. .5773, 
.6098, 5766. .6098, 5767. .6102, 
.6290, 6085.. 6294, 6087.. 6251, 
.6693, 6291.. 6692, 6298.. 6693, 
.6942, 6694. .6942, 6696. .6944, 
.6999, 7002. .7061, 7012. .7062, 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 . C4 7 . 08 . ts 

Start 5243 

GI none 

Exons. 5243.. 5527, 5243.. 5530 

Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 ,C4 7 . olO . tc 

Start 5243 

GI none 

Exons 5243.. 5455, 5264.. 5488, 5281. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990526_09.9924.C47 
12323 

TBLASTX: Soybean 

5530 

389 



OJ990526_09.9924.C47 
12323 

TBLASTX: Cress 

5536 

333 



5487, 5504. .5536 



19485 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 . C4 7 . o3 . ts 

Start 5531 

GI none 

Exons 5531.. 5668, 5546.. 5773, 5572. 

5766.. 6218, 5767.. 6219 



OJ990526_09 . 9924 .C47 
12323 

TBLASTX: Soybean 

6219 

343 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5772, 5589. .5810, 5745. .6218, 



Seq. No. 19031 
Gene No. 39865 
Start 7609 

Name OJ990526_09 . 9924 . C4 7 . o2 . tc 

Start 5558 
GI none 

Exons 5558.. 5773, 5565.-5783, 5566. 

5767. .6000, 5773.. 6000, 5994. 
6098. .6262, 6099. .6287 



Seq. ID OJ990526_09. 9924.C47 
Strand 

End 12323 
Method TBLASTX : Cress 
End 6287 
Score 323 

.5772, 5592.. 5774, 5745. .5999, 
.6050, 5995.. 6261, 6037. .6108, 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 . C4 7 . ol . tw 

Start 5596 

GI none 

Exons 5596.. 5772, 5597.. 5773, 
5766. .6131, 5767. .6132 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_09.9924.C47 
12323 

TBLASTX: Wheat 

6132 

293 



5597. .5773, 5601. .5774, 5745. .6131, 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 End 

Name OJ990526_09 . 9924 . C47 .o5.ts Method 

Start 634 9 End 

GI none Score 

Exons 6349.. 6693, 6365.. 6697, 6639.. 6695, 
6696. .6803 



OJ990526_09.9924.C47 
12323 

TBLASTX: Soybean 
6803 
506 

6693.. 6803, 6694.. 6795, 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ99052 6_09 . 9924 . C4 7 . o3 . tc 

Start 6374 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C47 
Strand 
End 

Method 
End 
Score 



12323 

TBLASTX: Cress 

6855 

451 



6374. .6697, 6376. .6693, 6383. .6694, 6693. .6854, 6694. .6855 



Seq. No. 19031 Seq. ID OJ990526_09 . 9924 . C47 

Gene No. 39865 . . Strand 

Start 7609 End 42323 

Name OJ990526_09 . 9924 . C47 . o3 . gp Method AAT/GAP 

Start 7609 End 7668 

GI 56420_1.R1084 Score 90 

Exons 7609. .7668 

GI Descrip. 1 2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 

thaliana] >gi_338 6623 (AC004 665) unknown protein [Arabidopsis 
thaliana] 1 



19486 



Seq. No. 


19031 










Gene No. 


39865 










Start 


7609 










Name 


OJ990526 09. 


9924 


.C47.ol3 


. tc 


Start 


7653 










GI 


none 










Exons 


7653. 


7676, 


7654 


. .7779, 


7655. 


Seq. No. 


19031 










Gene No. 


39865 










Start 


7609 










Name 


OJ990526 09. 


9924 


.C47.o2. 


tm 


Start 


7678 










GI 


none 










Exons 


7678. 


7779, 


7679 


. .7792, 


7682. 




7790. 


7867, 


7791 


. .7868, 


7791. 




7922. 


7969, 


8041 


. . 8133, 


8045. 




8136. 


8171, 


8138 


. . 8167, 


8167. 




8178. 


8408, 


8388 


. . 8558, 


8400. 




8556. 


8642 








Seq. No. 


19031 










Gene No. 


39865 










Start 


7609 










Name 


OJ990526 09. 


9924 


.C47.o9. 


tw • ' 


Sta-rt - 


8030 










GI 


none 










Exons 


8030. 


8104, 


8030 


. .8116, 


8104 . 




8168. 


8284, 


8175 


. . 8285 




Seq. No. 


19031 










Gene No. 


39865 










Start 


7609 










Name 


OJ990526 09. 


9924 


.C47.oll 


. ts 


Start 


8049 










GI 


none 










Exons 


8049. 


8171, 


8053 


. .8145, 


8054 . 




8167. 


8316, ■ 


8167 


. .8277 




Seq. No. 


19031 










Gene No. 


39865 










Start 


7609 










Name 


OJ990526 09. 


9924 


C47.ol2 


. tc 


Start 


9023 










GI 


none 










Exons 


9023. . 


9118, 


9032 


. 9118, 


9037. 




9276. . 


9347, 


9299 


. 9346, 


9361. 


Seq. No. 


19031 










Gene No. 


39865 










Start 


7609 










Name 


OJ990526 09. 


9924 


C47 .oil 


. tm 


Start 


9247 










GI 


none 










Exons 


9247. . 


9375, 


9266 


. 9379, 


9267. 




9375. . 


9488, 


9376 


.9489, 


9376. 



OJ990526JD9. 9924 .C47 
12323 

TBLASTX: Cress 
7789 
128 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7786, 7666. .7779, 7673. .7789 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7792, 7719 
.7868, 7863 
.8143, 8049 
.8403, 8168 
.8561, 8401 



OJ990526 09.9924.C47 



12323 

TBLASTX: Maize 
8642 
141 

7793, 7786. .7854, 

7961, 7864.. 7962, 

8168, 8052. .8144, 

8404, 8177. .8407, 

8559, 8554. .8613, 



Seq. ID OJ990526_09.9924.C47 
Strand 

End ' . 12323 

Method TBLASTX : Wheat 

End 8292 

Score 73 

.8292, 8128. .8169, 8135. .8188, 



Seq. ID OJ990526_09.9924.C47 
Strand 

End 12323 

Method TBLASTX : Soybean 

End 8 316 

Score 82 

.8170, 8127. .8177, 8133. .8294, 



Seq. ID OJ990526_09.9924.C47 
Strand 

End 12323 
Method TBLASTX: Cress 
End 9490 
Score 82 

.9126, 9039. .9158, 9042. .9119, 
.9483, 9365. .9490, 9366. .9488 

Seq. ID OJ990526_09.9924.C47 
Strand 

End 12323 

Method TBLASTX: Maize 

End 9489 

Score 146 

.9377, 9298. .9381, 9347. .9487, 
.9489 



19487 



Seq. No. 19031 

Gene No. 39865 

Start 7609 

Name OJ990526_09 . 9924 .C47 . o3 . tm 

Start 9491 

GI none 
Exons 



Seq. ID OJ990526_09. 9924 .C47 
Strand 
End 

Method 
End 
Score 



12323 

TBLASTX: Maize 

10016 

69 



9491.. 9532, 9493.. 9531, 9495. .9533, 9519. .9944, 9521.. 9988, 
9528.. 10016, 9529.. 9990, 9674.. 9991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19031 
39865 
7609 

OJ990526_09. 

9491 

none 

9491. .9532, 
9529. .9660, 
9917. .9958 



9924.C47.o7.ts 



9492. 
9669, 



9533, 
,9914, 



9495. 
9674. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9533, 9527.. 9661, 
.9913, 9688.. 9918, 



OJ990526_09. 9924 .C47 
12323 

TBLASTX : Soybean 
9961 
54 

9527. .9616, 
9914. .9961, 



Seq. No. 19031 Seq. ID 

Gene No. 39865 Strand 

Start 7609 End 

Name OJ990526_09 . 9924 . C47 . o5 . tc Method 

Start 9491 End 

GI none Score 
Exons 



OJ990526_09.9924.C47 
12323 

TBLASTX: Cress 

9949 

70 



9491.. 9586, 9491.. 9550, 9518. .9616, 9523. .9663, 9524.. 9664, 
9669.. 9914, 9686.. 9913, 9688.. 9918, 9914. ".9949, 9917.. 9946 



Seq. No. 


19031 






Seq. ID 


OJ990526 


_09.9924 


Gene No. 


39865 






Strand 






Start 


7609 






End 


12323 




Name 


OJ990526 09.9924.C47, 


. 06 . ts 


Method 


TBLASTX: 


Soybean 


Start 


10074 






End 


10526 




GI 


none 






Score 


96 




Exons 


10074. 


.10160, 10074.. 


.10160, 


10075. .101.91, 10076 


. .10189, 




10144. 


.10221, 10145.. 


.10204, 


10147. .10221, 10208 


. .10522, 




10208. 


.10525, 10209.. 


.10526 








Seq. No. 


19031 






Seq. ID 


OJ990526 


_09.9924 


Gene No. 


39865 






Strand 






Start 


7609 






End 


12323 




Name 


OJ990526 09.9924.C47, 


.o9. ts 


Method 


TBLASTX : 


Soybean 


Start 


10527 






End 


10753 


GI 


none 






Score 


372 




Exons 


10527. 


.10751, 10529.. 


. 10753, 


10529. .10753 




Seq. No. 


19031 






Seq. ID 


OJ990526 


_09.9924 


Gene No. 


39865 






Strand 






Start 


7609 






End 


12323 




Name 


OJ990526 09.9924.C47, 


,o6.tc 


Method 


TBLASTX: 


Cress 


Start 


11971 






End 


12318 




GI 


none 






Score 


505 




Exons 


11971. 


.12318, 11973.. 


. 12317 








Seq. No. 


19031 






Seq. ID 


OJ990526 


_09.9924 


Gene No. 


39865 






Strand 






Start 


7609 






End 


12323 





19488 



# 



Name 


OJ990526 09.9924.C47 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


11971 






End 


12317 




GI 


none 






Score 


267 




Exons 


11971. . 


12315, 11973. 


.12317 








Seq. No. 


19031 






Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39865 






Strand 






Start 


7609 






End 


12323 




Name 


OJ990526 09.9924.C47 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


11973 






End 


12278 




GI 


none 






Score 


237 




Exons 


11973. . 


12278, 11983. 


. 12261, 


12099. .12278 




Seq. No. 


19031 






Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39866 






Strand 






Start 


12297 






End 


12803 




Name 


OJ990526 09.9924.C47 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


12297 






End 


12799 




GI 


none 






Score 


105 




Exons 


12297. . 


12374, 12322. 


. 12390, 


12323. . 12391, 12365 .. 124 36, 






12383. . 


12424, 12385. 


. 12474, 


12385. . 12435, 12394 .. 124 68, 






12410. . 


12481, 12473. 


. 12598, 


12475. .12588, 12567. .12761, 






12585. . 


12761, 12685. 


. 12771, 


12731. . 12799 




Seq. No. 


19031 






Seq. ID 


OJ990526_09.9924 


.C4 7~ 


Gene No. 


39866 






Strand 






Start 


12297 






End 


12803 




Name 


OJ990526 09.9924.C47 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


12320 






End 


12572 




GI 


none 






Score 


120 




Exons 


12320. . 


12424, 12322. 


. 12426, 


12323. .12448, 12328 .. 12450 , 






12405. . 


12464, 12406. 


. 12468, 


12406. .12468, 12475 12570 , 






12475. . 


12555, 12477. 


. 12572, 


12477. .12572 




Seq. No. 


19031 






Seq. ID 


OJ990526_09.9924 


.C47 


Gene No. 


39866 






Strand 






Start 


12297 






End 


12803 




Name 


OJ990526 09.9924.C47 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


12574 






End 


12803 




GI 


•none 






Score 


181 




Exons 


12574 . . 


12711, 12585. 


. 12710, 


12585. . 12713, 127 16 .. 12787 , 






12719. . 


12760, 12720. 


. 12761, 


1274 9. .127 99, 12771. . 12803 




Seq. No. 


19032 






Seq. ID 


OJ990526 09.9924 


.C48 


Gene No. 


39867 






Strand 


+ 




Start 


939 






End 


1490 




Name 


OJ990526 09.9924.C48 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


564 




GI 


none 






Score 


939 




Exons 


1. .564, 


3. .563, 4. .564 








Seq. No. 


19032 






Seq. ID 


OJ990526_09.9924 


.C48 


Gene No. 


39867 






Strand 


+ 




Start 


939 






End 


1490 




Name 


OJ990526 09.9924.C48 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


177 




GI 


none 






Score 


316 





19489 



Exons 


1..177, 3. .176 






Seq. No. 


19032 


Seq. ID 


OJ990526_09.9924 


Gene No. 


39867 


Strand 


+ 


Start 


939 


End 


1490 


Name 


OJ990526 09. 9924 .C48.o2. tm 


Method 


TBLASTX: Maize 


Start 


117 


End 


539 


GI 


- none 


Score 


666 


Exons 


117. .539, 118. .537 







Seq. No. 19032 Seq. ID 

Gene No. 39867 Strand 

Start 939 End 

Name OJ990526_09 . 9924 . C4 8 . o2 . tc Method 

Start 261 End 

GI none Score 

Exons 261.. 590, 265.. 588 



OJ990526_09.9924.C48 
+ 

1490 

TBLASTX: Cress 

590 

516 



Seq. No. 19032 Seq. ID 

Gene No. 39867 Strand 

Start 939 End 

Name OJ990526_09 . 9924 . C4 8 . ol . tw Method 

Start 351 End 

GI none Score 

Exons 351.. 773, 352.. 774, 358.. 774 



OJ990526_09.9924.C48 
+ 

1490 

TBLASTX: Wheat 

774 

674 



Seq. No. 19032 Seq. ID 

Gene No. 398 67 Strand 

Start 939 End 

Name OJ990526_09 . 9924 . C48 . ol . ts Method 

Start 772 End 

GI none Score 
Exons 



OJ990526_09.9924.C48 
+ 

1490 

TBLASTX : Soybean 
1490 



772. .1287, 776. .1288, 1121. .1288, 1134. .1490, 1343. .1489 



Seq. No. 19032 Seq. ID 

Gene No. 39867 Strand 

Start 939 End 

Name OJ990526_09 . 9924 . C4 8 . ol . tc Method 

Start 792 End 

GI none Score 

Exons 792.. 1079, 794.. 1288, 796.. 1287, 1134. 



OJ990526_09.9924.C48 
+ 

1490 

TBLASTX: Cress 

1490 

856 

.1490, 1343. .1489 



Seq. No. 19032 Seq. ID 

Gene No. 39867 Strand 

Start 939 End 

Name OJ990526_09 . 9924 . C4 8 . ol . tm Method 

Start 833 End 

GI none Score 

Exons , 833.. 1084, 835.. 1284, 836..1282 



OJ990526_09. 9924 .C48 
+ 

1490 

TBLASTX: Maize 

1284 

754 



Seq. No. 19032 

Gene No. 39867 

Start 939 

Name OJ990526_09 . 9924 . C4 8 . o2 . tw 

Start 936 

GI none 
Exons 



Seq. ID OJ990526 09.9924.C48 



Strand 
End 

Method 

End 

Score 



+ 

1490 

TBLASTX: Wheat 

1340 

576 



936. .1079, 937. .1287, 938. .1288, 1134. .1340, 1138. .1338 



19490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990526JD9.9924 .C48 

Strand + 

End 1490 

Method AAT/GAP 

End 1396 

Score 845 



19032 
39867 
939 

OJ990526_09.9924 .C48.ol.gp 
939 

2231_2.R1084 
939. .1396 

? 11957/emb|X15901|CHOSXX 1.0e-145 Rice complete chloroplast 
genome 1 



19032 



Seq. ID OJ990526_09. 9924 .C48 



39867 Strand 
939 End 
OJ990526_09. 9924 .C48.o3.tm Method 
1321 End 
none Score 
1321. .1488, 1323. .1490, 1336. .1488 



+ 

1490 

TBLASTX: Maize 

1490 

246 



19032 

39867 Strand 

939 End 
OJ990526_09 . 9924 . C48 . o3 . tw Method 

1342 End 

none Score 

1342. .1488, 134 3. .1489, 1347. .14 90 



Seq. ID OJ990526_09. 9924 .C48 



+ 

1490 

TBLASTX: Wheat 

1490 

261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_xons 

GI Descrip. 



OJ990526_09.9924.C49 
+ 

561 

AAT/GAP 

561 

1086 



19033 Seq. ID 

39868 Strand 
1 End 
OJ990526_09 . 9924 . C4 9 . ol . gp Method 
1 End 
7587_1.R1084 Score 
1. .561 

' 131283/sp| P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP4 3) 

>gi_72710_pir F2RZ4 4 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] 1 



19033 



Seq. ID OJ990526_09.9924 ,C49 



39869 Strand + 

616 End 997 

OJ990526_09 . 9924 . C4 9 . o2 . gp Method AAT/GAP 

616 End 997 

5607533 Score 609 
616. .997 

11957/emb 1X15901 | CHOSXX 1.0e-145 Rice complete chloroplast 
genome . 



Seq. No. 19033 Seq. ID 

Gene No. 39870 Strand 

Start 4742 End 

Name OJ99052 6_09 . 9924 . C4 9 . o5 . gp Method 

Start 4742 End 

GI 7528_1.R1084 Score 

Exons 4742.. 5132 



OJ990526_09. 9924 .C49 
+ 

5132 
AAT/GAP 
5132 
716 



19491 




GI Descrip. 1 131205/sp | P12186 | PSAI_ORYSA 9.0e-13 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT VIII (PSI-I) >gi_72 677_pir A1RZI photosystem I 

protein psal - rice chloroplast >gi_11996_emb_CAA33957_ (X15901) 

ORF36 [Oryza sativa] >gi_226617_prf 1603356AP photosystem I 

small peptide [Oryza sativa] 1 



Seq. No. 


19033 




Seq. ID 


OJ990526_09.9924 


.C49 


Gene No. 


39871 




Strand 






Start 


879 




End 


1337 




Name 


OJ990526 09. 9924 ,C49.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


414 




GI 


none 




Score 


585 




Exons 


1. .414, 3. .413 










Seq. No. 


19033 




Seq. ID 


OJ990526_09.9924 


.C49 


Gene No. 


39871 




Strand 






Start 


879 




End 


1337 . 




Name 


OJ990526 09. 9924 .C49.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


99 




GI 


none 




Score 


183 




Exons 


1..99, 3. .98 










Seq. No. 


19033 




Seq. ID 


OJ990526 09.9924 


.C49 


Gene No . 


39871 




Strand 






Start 


879 




End 


1337 




Name 


OJ990526 09. 9924.C49.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


447 




GI 


none 




Score 


600 




Exons 


1. .447, 3. .410 










Seq. No. 


19033 




Seq. ID 


OJ990526_09. 9924 


.C49 


Gene No. 


39871 




Strand 






Start 


879 




End 


1337 




Name 


OJ990526 09. 9924 .C49.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


450 




GI 


none 




Score 


655 




Exons 


1. .420, 3. .407, 3. .422, 


418. . 


450, 419. 


.448 




Seq. No. 


19033 




Seq. ID 


OJ990526_09.9924 


.C4 9 


Gene No. 


39871 




Strand 






Start 


879 




End 


1337 




Name 


OJ990526 09.9924.C49.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


101 




End" 


513 




GI 


none 




Score 


476 




Exons 


101. .448, 101 . .448, 419 


. 502, 


441 . .512 


, 442 . . 513 




Seq. No. 


19033 




Seq. ID 


OJ990526_09.9924 


.C4 9 


Gene No. 


39871 




Strand 






Start 


879 




End 


1337 




Name 


OJ990526 09.9924.C49.o2 


ts 


Method 


TBLASTX : Soybean 




Start 


640 




End 


1217 




GI 


none 




Score 


70 




Exons 


640. .696, 640. .699, 690 


.719, 


691. .723 


, 894. .941, 985.. 


1209, 




993. .1217, 993. .1205 










Seq. No. 


19033 




Seq. ID 


OJ990526__09.9924 


.C4 9 


Gene No. 


39871 




Strand 







19492 



# • 



Start 


879 






End 


1337 




Name 


OJ990526 09.9924 


.C49.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


687 






End 


1302 




GI 


none 






Score 


77 




Exons 


687.. 776, 688.. 735, 689 


. .736, 


747. .785, 


747. .785, 874 . . 


972, 




888. .971, 888. .974, 889 


. .972, 


893. . 991, 


929. . 1243, 939. 


. 124 




975. .1247, 976.. 


1245, 1258.. 1302, 1263. 


.1301 




Seq. No. 


19033 






Seq. ID 


OJ990526 09.9924 


.C49 


Gene No. 


39871 






Strand 






Start 


879 






End 


1337 




Name 


OJ990526 09.9924 


.C49.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


688 






End 


1217 




GI 


none 






Score 


45 




Exons 


688. .726, 767. .8 


35, 798 


. .830, 


896. .943, 


896. . 925, 988. . 


1212 




993. .1217, 993.. 


1205, 994.. 1206, 1001.. 


1216 




Seq. No. 


19033 






Seq. ID 


OJ990526 09.9924 


.C49 


Gene No. 


39871 






Strand 






Start 


879 






End 


1337 




Name 


OJ990526 09.9924 


.C49.o3 


.gp 


Method 


AAT/GAP 




Start 


879 






End 


1337 




GI 


45273 1.R1084 






Score 


850 




Exons 


879. . 1337 












GI Descrip. 


'1022811 4.0e-21 


(U37703) ORF 


62 [Hordeum vulgare] 1 




Sea. No. 


19033 






Seq. ID 


OJ990526J39.9924 


.C49 


Gene No. 


39872 






Strand 






Start 


1714 






End 


2077 




Name 


OJ990526 09.9924 


.C49.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


1714 






End 


2077 




GI 


none 






Score 


44 




Exons 


1714. .1740, 1860 


. .1937, 


1864. . 


.2019, 1865. .2023, 2015. .2074, 




2018. .2077 












Seq. No. 


19033 






Seq. ID 


OJ990526_09.9924 


.C49 


Gene No. 


39873 






Strand 






Start 


2550 






End 


2822 




Name 


OJ990526 09.9924 


,C49.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


2550 






End 


2822 




GI 


none 






Score 


86 




Exons 


2550.. 2618, 2551 


. .2640, 


2600. . 


.2704, 2608. .2745, 2608. .2748, 




2610.. 2789, 2737 


. .2820, 


2738. . 


.2821, 2739.. 2822 




Seq. No. 


19033 






Seq. ID 


OJ990526_09. 9924 


.C49 


Gene No. 


39874 






Strand 






Start 


4775 






End 


5125 




Name 


OJ990526 09.9924 


.C49.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4775 






End 


5125 




GI 


none 






Score 


273 




Exons 


4775..49S4, 4781 


. .4954, 


4957. . 


.5055, 4957. .5037, 4958. .5071, 




5052.. 5123, 5055 


. .5123, 


5057. . 


.5125 






Seq. No. 


19034 






Seq. ID 


OJ990526_09. 9924 


.C50 


Gene No. 


39875 






Strand 


+ 




Start 


1 






End 


448 




Name 


OJ990526 09.9924 


.C50.ol 


.gp 


Method 


AAT/GAP 





19493 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



448 
839 



7528_1.R1084 
1. .448 

' 131205/sp| P12186I PSAI_ORYSA 9.0e-13 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT VIII (PSI-I) >gi_72677_pir A1RZI photosystem I 

protein psal - rice chloroplast >gi_11996_emb_CAA33957_ (X15901) 

ORF36 [Oryza sativa] >gi_226617_prf 1603356AP photosystem I 

small peptide [Oryza sativa] 1 



19034 
39875 
1 

OJ990526_09. 9924 .C50.ol.tm 
2 

none 

2. .154, 5. .154, 157. .255, 158 



Seq. ID OJ990526_09.9924.C50 

Strand + 

End 448 

Method TBLASTX : Mai ze 

End 405 

Score 231 

. .271, 252. .323, 255. .323, 



257. .343, 291. .389, 313. .390, 316. .405, 320. .391 



19035 
39876 
1 

OJ990526_09. 9924.C51.ol.gp 
1 

5003883 
1..390 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



Seq. ID OJ990526_09.9924.C51 

Strand + 

End 785 • 

Method AAT/GAP 

End 390 

Score 656 



19035 Seq. ID 

39876 Strand 

1 End 

OJ990526_09 . 9924 . C51 . ol . tm Method 

7 End 

none Score 



7. .192, 15. .206, 92. .178, 99. .191, 188 
319. .360, 389. .607, 395. .607, 396. .614 
645. .683, 651. .668, 652 . . 723, 679 . . 762 , 680. .742, 681:. 761, 
732. .785, 735. .785 



OJ990526_09.9924.C51 
+ 

785 

TBLASTX: Maize 

785 

130 

.337, 189. .365, 190. .369, 
417. .635, 436. .615, 



Seq. No. 19036 
Gene No. 39877 
Start 116 • 

Name OJ990526_09 . 9924 . C53 . ol 

Start 116 
GI none 

Exons 116.. 193, 116.. 193, 195 

233. .328, 242. .304, 268 
321.. 371, 321.. 368, 322 

Seq. No. 19036 

Gene No. 39877 

Start 116 

Name OJ990526_09 . 9924 . C53 . ol 

Start 195 

GI none 

Exons 195.. 251, 195.. 251, 226 
268. .309, 268. .336, 269 



Seq. ID OJ990526_09. 9924 .C53 
Strand 

End 737 
.tw Method TBLASTX; Wheat 

End 601 

Score 92 
..251, 195. .251, 226. .306, 231. .308, 
..309, 268. .336, 269. .310, 296. .316, 
..399, 322. .372, 361. .600, 368. .601 

Seq. ID OJ990526_09. 9924 .C53 
Strand 

End 737 
.tc Method TBLASTX : Cress 

End 400 

Score 68 
..306, 231. .308, 233. .328, 242. .304, 
..310, 296. .316, 321. .371, 321. .368, 



19494 





322.. 399, 322.. 372, 361.. 399, 


368. .400 






Seq. No. 


19036 


Seq. ID 


OJ990526_09.9924. 


C53 


Gene No. 


39877 


Strand 






Start 


116 


End 


737 




Name 


OJ990526 09.9924.C53.ol.ts 


Method 


TBLASTX : Soybean 




Start 


405 


End 


737 




GI 


none 


Score 


131 




Exons 


405. .503, 412. .735, 417. .737, 


555. .737 






Seq. No. 


19037 


Seq. ID 


OJ990526JD9.9924. 


C54 


Gene No. 


39878 


Strand 






Start 


103 


End 


303 




Name 


OJ990526 09.9924.C54.ol.tm 


Method 


TBLASTX : Maize 




Start 


103 


End 


303 




GI 


none 


Score 


213 




Exons 


103. .303 








Seq. No. 


19037 


Seq. ID 


OJ990526JD9.9924. 


C54 


Gene No. 


39879 


Strand 






Start 


393 


End 


687 . 




Name 


OJ990526 09.9924.C54.o2.tm 


Method 


TBLASTX: Maize 




Start 


393 


End 


687 




GI 


none 


Score 


141 




Exons 


393. .596, 451. .687, 452. .682 








Seq. No. 


19038 


Seq. ID 


OJ990526_09.9924. 


C55 


Gene No. 


39880 


Strand 






Start 


324 


End 


681 




Name 


OJ990526 09.9924.C55.ol.tm 


Method 


TBLASTX: Maize 




Start 


324 


End 


681 




GI 


none 


Score 


97 




Exons 


324.. 392, 325.. 390, 325. .393, 


371. .445, 


390. .440, 391. .501, 




439. .681, 446. .643, 454. .678 








Seq. No. 


19038 


Seq. ID 


OJ990526_09.9924. 


C55 


Gene No. 


39880 


Strand 






Start 


324 


End 


681 




Name 


OJ990526 09.9924 .C55.ol.tc 


Method 


TBLASTX: Cress 




Start 


531 


End 


681 




GI 


none 


Score 


167 




Exons 


531. .680, 532. .681, 532. .678 








Seq. No. 


19039 


Seq. ID 


OJ990526_09.9924. 


C58 


Gene No. 


39881 


Strand 






Start 


35 


End 


238 




Name 


OJ990526 09.9924.C58.ol.gp 


Method 


AAT/GAP 




Start 


35 


End 


238 




GI 


2669 : 1.R1084 


Score 


361 . } 




Exons 


35. .238 








GI Descrip. 


'3914470/sp|Q40070| PSBR HORVU 


8.0e-26 PHOTOSYSTEM II 10 


KD 




POLYPEPTIDE PRECURSOR >gi 1321868 emb CAA66373 (X97771) 


10 




PSII protein [Hordeum vulgare] 








Seq. No. 


19039 


Seq. ID 


OJ990526_09.9924. 


C58 


Gene No. 


39881 


Strand 






Start 


35 


End 


238 





19495 



Name 

Start 

GI 

Exons 



OJ990526_09. 9924 .C58.ol. tw Method TBLASTX : Wheat 

35 End 238 

none Score 78 

35. .91, 36. .92, 36. .92, 37. .99, 77. .238, 91. .237 



Seq. No. 19039 

Gene No. 39881 

Start 35 

Name OJ990526_09 . 9924 . C58 . ol . tc 

Start 36 

GI none 
Exons 



Seq. ID OJ990526_09.9924.C58 

Strand 

End 238 

Method TBLASTX : Cress 

End 237 

Score 92 



36. .98, 36. .98, 37. .99, 68. .106, 77. .229, 78. .230, 78. .230, 
91. .237, 100. .237 



Seq. No. 19039 

Gene No. 39881 

Start 35 

Name OJ990526_09 . 9924 . C58 . ol . ts 

Start 36 

GI none 
Exons 



Seq. ID OJ990526_09.9924.C58 

Strand 

End 238 

Method TBLASTX : Soybean 

End 238 

Score 126 



36. .125, 36. .125, 37. .126, 132. .236, 140. .238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19039 
39881 
35 

OJ990526JD9.9924 .C58.ol.tm 
54 

none 



Seq. ID OJ990526_09.9924.C58 
Strand 

End 238- 

Method TBLASTX: Maize 

End 210 

Score 41 

54. .86, 54. .92, 55. .93, 59. .121, 78. .143, 79. .126, 124. .210, 
128. .208, 130. .210 



Seq. No. 19040 

Gene No. 39882 

Start 288 

Name OJ990426_01 . 9924 . CI . ol . gs 

Start 288 

GI none 

Exons 288.. 360 



Seq. ID OJ990426_01. 9924 .CI 

Strand + 

End 360 

Method GENSCAN 

End 360 

Score . 6 



Seq. No. 19041 

Gene No. 39883 

Start 419 

Name OJ990426_01 . 9924 . C2 . ol . gp 

Start 419 

GI uC-osflcyp088bl2bl 

Exons 419.. 523 

GI Descrip. 1 5257255/db j | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990426_01. 9924.C2 
Strand + 

523 

AAT/GAP 
523 
140 



End 

Method 

End 

Score 



Seq. No. 19042 

Gene No. 39884 

Start 1 

Name OJ990426_01 . 9924 . C4 . ol . np 

Start 1 

GI 4760553 

Exons 1 . . 246 

GI Descrip. (AB019533) Nad-dependent formate dehydrogenase [Oryza sativa] 



Seq. ID OJ990426_01.9924.C4 

Strand + 

End 687 

Method AAT/NAP 

End 246 

Score 166 



19496 



0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19042 
39884 
1 

OJ990426_01.9924 .C4.ol.gp 
123 

81_1.R1084 
123. .687 

•4760553/dbj IBAA77.337.il 0.0e+00 (AB019533) Nad-dependent 
formate dehydrogenase [Oryza sativa] ' 



Seq. ID OJ990426_01 . 9924 .C4 
Strand + 

687 

AAT/GAP 
687 
984 



End 

Method 

End 

Score 



19042 
39884 
1 

OJ990426_01 . 9924 . C4 . ol . tm 

126 

none 



Seq. ID OJ990426_01.9924.C4 

Strand + 

End 687 

Method TBLASTX : Mai ze 

End 256 

Score 90 



126. .248, 132. .248, 133. .249, 155. .256 



Seq. No. 19042 

Gene No. 39884 

Start 1 

Name OJ9904 2 6_01 . 9924 . C4 . ol . ts 

Start' 126 

GI none 

Exons 126.. 242, 133.. 249, 139.. 351 



Seq. ID OJ990426_01 . 9924 .C4 

Strand + 

End 687 

Method TBLASTX : Soybean 

End 351 

Score 184 



Seq. No. 19042 

Gene No. 39884 

Start 1 

Name OJ99042 6_01 . 9924 . C4 . ol . gs 

Start 163 

GI none 

Exons 163.. 223 



Seq. ID OJ990426_01.9924.C4 

Strand + 

End 687 

Method GEN SCAN 

End 223 

Score .96 



Seq. No. 19043 

Gene No. 39885 

Start 1 

Name OJ99042 6_01 . 9924 . C6 . ol . np 

Start 1 

GI 5668638 

Exons 1..437, 1049.. 1260 

GI Descrip. (AL109619) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990426_01.9924.C6 

Strand + 

End 1260 

Method AAT/NAP 

End 12 60- 

Score 437 



Seq. No. 19043 

Gene No. 39885 

Start 1 

Name OJ990426_01 . 9924 . C6 . ol . gs 

Start 84 

GI none 

Exons 84.. 140, 183.. 437 



Seq. ID OJ990426_01. 9924 .C6 

Strand + 

End 1260 

Method GENSCAN 

End 4 37 

Score .82 



Seq. No. 19043 

Gene No. 39885 

Start 1 

Name OJ99042 6_01 . 9924 . C6 . ol . ts 

Start 182 



Seq. ID OJ990426_01.9924.C6 

Strand + 

End 1260 

Method TBLASTX : Soybean 

End 1174 



19497 



GI 


none 


Score 


388 




Exons 


182. .436, 183. .437, 1046. .1174, 1048.. 


1173, 1094.. 1174 




Seq. No. 


19043 


Seq. ID 


OJ990426_01. 9924 


.C6 


Gene No. 


39885 


Strand 


+ 




Start 


1 


End 


1260 




Name 


OJ990426 01.9924.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


297 


End 


1174 




GI 


none 


Score 


170 




Exons 


297. .437, 302. .433, 1046. .1174, 1048.. 


1173 




Seq. No. 


19043 


Seq. ID 


OJ990426_01. 9924 


.C6 


Gene No. 


39885 


Strand 


+ 




Start 


1 


End 


1260 




Nanie 


OJ990426 01. 9924 .C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


353 


End 


1174 




GI 


none 


Score 


137 




Exons 


353. .433, 354. .437, 355. .438 


, 1046. .1174, 1048. .1173, 1094. 


Seq. No. 


19044 


Seq. ID 


OJ990426_01.9924 


.C7 


Gene No. 


39886 


Strand 


+ 




Start 


402 


End 


551 




Name 


OJ990426 01. 9924 -C7.ol.gs 


Method 


GENSCAN 




Start 


402 


End 


551 




GI 


none 


Score 


.92 




Exons 


402. .551 








Seq. No. 


19045 


Seq. ID 


OJ990426_01. 9924 


.C8 


Gene No . 


39887 


Strand 


+ 




Start 


1 


End 


684 




Name 


OJ990426 01.9924.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


681 - 




GI 


5902445 


Score 


586 




Exons 


1 . . 681 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza. sativa] 




Seq. No. 


19045 


Seq. ID 


OJ990426_01.9924 


.C8 


Gene No. 


39887 


Strand 


+ ' 




Start 


1 


End 


684 




Name 


OJ990426 01.9924.C8.ol.tw 


Method 


TBLASTX: Wheat . 




Start 


64 


End 


672 




GI 


none 


Score 


324 




Exons 


64. .516, 78. .167, 541. .672, 


546. .671 






Seq. No. 


19045 


Seq. ID 


OJ990426_01.9924 


.C8 


Gene No. 


39887 


Strand 


+ 




Start 


1 


End 


684 




Name 


OJ990426 01.9924.C8.ol.gs 


Method 


GENSCAN 




Start 


190 


End 


684 




GI 


none 


Score 


.48 




Ex on 


190. .684 








Seq. No. 


19046 


Seq. ID 


OJ990426_01. 9924 


.C12 


Gene No. 


39888 


Strand 






Start 


1 


End 


603 




Name 


OJ990426 01.9924.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


603 





19498 



# • 

GI 6498441 Score - 591 

Exons 1..156, 243.. 603 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Sea No. 


19046 




Seq. ID 


OJ990426 01 9924 


.C12 


Gpne No - 


39888 




Strand 






Start 


1 




End 


603 




Name 


OJ990426 01.9924.C12.ol. 


tnr 


Method 


TBLASTX: Maize 




Start 


122 




End 


478 




GI 


none 




Score 


199 




Exons 


122 478, 123 443 










Seq. No. 


19046 




Seq. ID 


OJ990426 01 9924 


. C12 


Gpnp No 


39888 




Strand 






Start 


1 




End 


603 




Name 


OJ990426 01.9924.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


146 




End 


601 




GI 


none 




Score 


225 




1—1 HO 


146 598. 146 601. 147 


. 599 








Sea No 


19046 




Seq. ID 


OJ990426 01 9924 


. C12 


\j cue n v>* • 


39888 




St rand 






Start 


1 




End 


603 




Name 


OJ990426 01.9924.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


203 




End 


568 




GI 


none 




Score 


118 




Exon <=; 


203 337. 344 568 










Seq. No. 


19047 




Seq. ID 


OJ990426 01 9924 


.C14 


Gpnp No 


39889 




Strand 






Start 


117 




End 


755 




Name 


OJ990426 01. 9924 .C14 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


103 




End 


252 




GI 


none 




Score 


156 




Exons 


103. .252, 129. .245 










Seq. No. 


19047 




Seq. ID 


OJ990426_01.9924 


.C14 


Gene No . 


39889 




Strand 






Start 


117 




End 


755 




Name 


OJ990426 01.9924.C14.ol. 


gp 


Method 


AAT/GAP 




Start 


117 




End 


543 




GI 


LIB34 32-017-P1-K1-H10 




Score 


780 




Exons 


117. .543 










GI Descrip. 


' 4760553/dbj | BAA77337.il 


3.0e 


-14 (AB019533) Nad-dependent 




formate dehydrogenase [Oryza 


sativa] 1 






Seq. No. 


19047 




Seq. ID 


OJ990426_01.9924 


.C14 


Gene No. 


39889 




Strand 






Start 


117 




End 


755 




Name 


OJ990426 01.9924.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


122 




End 


252 




GI 


none 




Score 


90 




Exons 


122. .223, 129. .245, 130. 


.252, 


130. .246 






Seq. No. 


19047 




Seq. ID 


OJ990426_01.9924 


C14 



19499 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39889 Strand 

117 End 755 

OJ990426_01 . 9924 . C14 . ol . np Method AAT/NAP 

132 End 755 

4760553 Score 162 
132. .252, 691.. 755 

(AB019533) Nad-dependent formate dehydrogenase [Oryza. sativa] 



19047 
39889 
117 

OJ990426_01.9924.C14.ol.gs 

155 

none 

155. .215 



Seq. ID OJ990426_01.9924.C14 

Strand 

End 755 

Method GENSCAN 

End 215 

Score .99 



Seq. ID OJ990426_01.9924.C15 
Strand 

End 699 

Method AAT/NAP 

End 699 

Score 1017 



Seq. No. 19048 
Gene No. 39890 
Start 1 

Name OJ990426_01 . 9924 . C15 . ol . np 

Start 1 
GI 6721562 
Exons 1..699 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19048 ; 

39890 

1 

OJ990426_01.9924 .C15.ol.tw 
28 

none 



Seq. ID OJ990426_01.9924.C15 
Strand 

End 699 

Method TBLASTX : Wheat 

End 420 

Score 92 



28. .285, 62. .301, 268. .366, 269. .361, 373. .420 



Seq. No. 19048 

Gene No. 39890 

Start 1 

Name OJ990426_01 . 9924 . C15 . ol . tm 

Start 124 

GI none 

Exons 124.. 378, 125.. 415 



Seq. ID OJ990426_01.9924.C15 
Strand 

End 699 

Method TBLASTX :Maize 

End 415 

Score 110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19049 
39891 
2254 

OJ990426_01. 9924 .C16.o2.gs 

2254 

none 



Seq. ID OJ990426_01.9924.C16 

Strand + 

End 5429 

Method GENSCAN 

End 5300 

Score .66 



2254. .2265, 2503. .2572, 2681. .2789, 2870. .2999, 3215. .3421, 
3475.. 5300 



Seq. No. 
Gene No. 
Start 



19049 
39891 
2254 



Seq. ID OJ990426_01.9924.C16 
Strand + 
End 5429 



19500 



Name OJ990426_01 . 9924 .C16 . o2 . np Method AAT/NAP 

Start 3998* End 5429 

GI 6498441 Score 1754 

Exons 3998.. 5062, 5324.. 5429 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19049 Seq. ID OJ990426_01 . 9924 . C16 

39892 Strand 

213 End 286 

OJ990426_01.9924 .C16.ol.gp Method AAT/GAP 

213 End 286 

LIB3477-003-P1-K1-E9 Score 95 

213. .286 

, 24 98586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] " 



Seq. No. 19049 

Gene No. 39893 

Start 896 

Name OJ990426_01 . 9924 . CI 6 . ol . gs 

Start 896 

GI none 

Exons 896.. 1006, 1030.. 1101 

Seq. No. 19049 

Gene No. 39894 

Start ' 4150 

Name OJ990426_01 . 9924 . CI 6 . ol . tw 

Start 4150 

GI none 

Exons 4150.. 4194, 4201.. 4299, 4218, 

Seq.. No. 19049 

Gene No. 39894 

Start 4150 

Name OJ990426_01 . 9924 . CI 6 . ol . tm 

Start 4189 

GI none 

Exons 4189.. 4437 



Seq. ID OJ990426_01.9924.C16 
Strand 

End 1101 

Method GENSCAN 

End 1101 

Score. .96 



Seq. ID OJ990426_01.9924.C16 
Strand 

End 4539 

Method TBLASTX : Wheat 

End 4539 

Score 54 

.4298, 4266.. 4505, 4282. .4539 

Seq. ID OJ990426_01.9924.C16 
Strand 

End 4539 

Method TBLASTX : Mai ze 

End 4437 

Score 197 



Seq. No. 19050 Seq. ID 

Gene No. 39895 Strand 

Start 1 End 

Name OJ990426_01 . 9924 . C17 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..138, 202.. 575, 759.. 901 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990426_01.9924.C17 
+ 

901 

AAT/NAP 

901 

874 



Seq. No. 
Gene No. 
Start 



19050 
39895 
1 



Seq. ID OJ990426_01.9924.C17 
Strand + 
End 901 



19501 



Name 


OJ990426 


01 9924 C17 ol 


■ y ° 


Met hod 


GENSCAN 


Start 


10 






End 


758 


GI 


none 






Score. 


. 64 


Pvrrns 


10 . .138, 


202 . . 575, 674 . 


. 758 






Seq. No. 


19050 






Seq. ID 


OJ990426_ 


Gene No. 


39895 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990426 


01 . 9924 .C17 . ol , 


. tw 


Method 


TBLASTX : 1 


Start 


209 ~ 






End 


672 


GI 


none 






Score 


203 


Rxon s 


209 652. 


210 665, 211 


672, 


211 . . 666 




Seq. No. 


19050 






Seq. ID 


OJ990426 


Gene No. 


39895 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990426 


01 9924 C17 ol 


. ts 


Method 


TBLASTX: , 


Start 


250 ~ 






End 


615 


GI 


none 






Score 


112 


Py on s 


250 . . 474 , 


481 615 








Seq. No. 


19050 






Seq. ID 


OJ990426 


Gene No. 


39895 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990426 


01 9924 C17 ol 


. tm 


Mpf hod 


TBLASTX ■ 1 


Start 


381 ~ 






End 


696 


GI 


none 






Score 


381 


FvnnQ 


381 686 


382 696, 580 


696 






Seq. No. 


19050 






Seq. ID 


OJ990426 


Gene No. 


39895 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990426 


01 9924 C17 o2 


. tw 


Met hod 


TBLASTX : 1 


Start 


673 






End 


831 


GI 


none 






Score 


180 


1—1 *\. \*/ 11J 


673 831, 


681 830 








Sea No 


19051 






Seq. ID 


OJ990426 

V*** W \J ~ *w \J 


Gene No. 


39896 






Strand 


+ 


Start 


1 






End 


734 


Name 


OJ990426 


01.9924 .C18.ol. 


.np 


Method 


AAT /NAP 


Start 


1 






End 


240 


GI 


5042454 






Score 


72 


i_J Vw' 11J 


1..105, 178. .240 








\J J. W w O v ■ -I 1- Ks . 


(AC007789) putative polyprote 


"i n fOrv7a 


»_> CI u# ^ V CI J 


Sea No 


19051 






Seq. ID 


OJ990426 


Gene No. 


39896 






Strand 


+ 


Start 


1 






End 


734 


Name 


OJ990426 


01.9924 .C18.o2, 


.np 


Method 


AAT/NAP 


Start 


64 






End 


734 


GI 


5042454 






Score 


390 


Exons 


64 . .209, 


286. .393, 447., 


.734 






GI Descrip. 


(AC007789 


') putative polyprotein [Oryza 


sativa] 


Seq. No. 


19051 






Seq. ID 


OJ990426 



Gene No. 



39896 



Strand 



19502 



Start 
Name 
Start 
GI 

Exons 



OJ990426_01.9924.C18.ol.gs 
187 



none 

187. .393, 



447. .602 



End 

Method 

End 

Score 



734 

GENSCAN 

602 

.71 



Seq. No. 19052 

Gene No. 39897 

Start 122 

Name OJ9904 26_01 . 9924 . C22 . ol . gs 

Start 122 

GI none 

Exons 122.. 201, 558.. 686 

Seq. No. 19052 

Gene No. 39898 

Start 1592 

Name OJ990426_01 . 9924 .C22 . o2 .gs 

Start 1592 

GI none 

Exons 1592. .1691, 1804. .1916 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_01. 9924 .C22 
+ 

686 

GENSCAN 

686 

.64 



OJ990426_01.9924 .C22 
+ 

1916 
GENSCAN 
1916 
.81 



"fcjts? 

ru 



•9 ! I 

■ y? 

'a & 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990426_01.9924.C22 
+ 

2005 
AAT/GAP 
2005 
159 



19052 Seq. ID 

39899 Strand 
1900 End 
OJ990426_01. 9924 .C22.o2.gp Method 
1900 End 
5816518 Score 
1900. .2005 

4521193/dbj | AB0134 50 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

19052 Seq. ID OJ990426_01 . 9924 . C22 

39900 Strand 

1661 End 1891 

OJ990426_01 . 9924 . C22 . ol . gp Method AAT/GAP 

1661 End 1891 

3761181 Score 337 
1661. .1891 

4521193/dbj IAB013450. 1IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



19053 
39901 
1 

OJ9904 2 6_01.9924 .C23.ol.np 
1 

4760553 



Seq. ID OJ990426_01. 9924 .C23 
Strand 

End 1628 

Method AAT/NAP 

End 1628 

Score 1227 



1..27, 234. .36.4, 809. .933, 1020. .1628 

(AB019533) Nad-dependent formate dehydrogenase [Oryza sativa] 



19053 
. 39901 
1 

OJ990426 

243 

none 



01.9924.C23.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_01. 9924 .C23 
1628 

TBLASTX: Cress 

1589 

100 



19503 



Exons 



243. .365, 252. .362, 256. .366, 802. .936, 807. .935, 998. .1540, 
1019. .1552, 1020. .1589, 1434. .1565 



Seq. No. 19053 Seq. ID OJ990426_01 . 9924 . C23 

Gene No. 39901 Strand 

Start 1 End 1628 

Name OJ990426_01 . 9924 . C23 . ol . ts Method TBLASTX : Soybean 

Start 243 End 1589 

GI . none Score 142 

Exons 243. .368, 252.-365, 807. .932, 807. .935, 808. .936, 1013. .1549, 
1013. .1552, 1020. .1589 

Seq. No. 19053 Seq. ID OJ9904 26_01 . 9924 . C23 

Gene No. 39901 Strand 

Start 1 End 1628 

Name OJ990426_01 . 9924 . C23 . ol . tm Method TBLASTX : Maize 

Start 243 End 1589 

GI none Score 168 

Exons 243. .368, 252. .365, 807. .935, 808. .936, 811. .936, 1019. .1552, 
1020. .1589, 1450. .1560 



m 
ru 

UI 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19053 Seq. ID OJ9904 2 6_01 . 9924 . C23 

39901 Strand 

1 End 1628 

OJ990426_01 . 9924 . C23 . ol . gp Method AAT/GAP 

245 End 1561 

81_1.R1084 Score 1480 

245. .364, 809. .933, 1020. .1561 

•4760553/dbj IBAA77337.il 0.0e+00 (AB019533) Nad-dependent 
formate dehydrogenase [Oryza sativa] 1 



19053 
39901 

1 End 
OJ990426_01 . 9924 . C23 . ol . gs Method GENSCAN 

252 End 1560 

none Score 

252. .364, 809. .933, 1020. .1560 



Seq. ID OJ990426_01.9924.C23 
Strand 

1628 



66 



□ 



Seq. ID OJ990426_01.9924.C23 
Strand 

End 1628 

Method TBLASTX : Wheat 

End 1562 

Score 613 

1072. .1371, 1073. .1549, 1073. .1552, 1434. .1562, 1441. .1560 



Seq; No. 19053 

Gene No. 39901 

Start 1 

Name OJ990426_01 . 9924 . C23 . ol . tw 

Start 1072 

GI none 
Exons 



Seq. No. 19054 Seq. ID OJ990426_01 . 9924 . C24 

Gene No. 39902 Strand 

Start 1 End 1526 

Name OJ990426_01 . 9924 . C24 . ol . np Method AAT/NAP 

Start 1 End 1526 

GI 4760553 Score 1168 

Exons 1..644, 1284.. 1526 

GI Descrip. (AB019533) Nad-dependent formate dehydrogenase [Oryza sativa] 



Seq. No. 



19054 



Seq. ID OJ990426_01.9924.C24 



19504 




Gene No. 


39902 




Strand 






Start 


1 




End 


1526 




Name 


OJ990426 01. 9924 .C24 .ol. 


tc 


Method 


TBIiASTX: Cress 




Start 


82 ~ 




End 


1515 




GI 


none 




Score 


296 




Exbns 


82. . 624, 103. . 639, 104 . . 


673, 


518 . . 649, 


1294 . . 1515, 1295 


. . 1444 


Seq. No. 


19054 




Seq. ID 


OJ990426_01.9924 


.C24 


Gene No. 


39902 




Strand 






Start 


1 




End 


1526 




Name 


OJ990426 01.9924.C24.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


97 




End 


1452 




GI 


none 




Score 


417 




Exons 


97. .633, 97. .639, 104 .. 673, 


1285. . 1452 


, 1295 . . 1438 




Seq. No. 


19054 




Seq. ID 


OJ990426JU.9924 


.C24 


Gene No. 


39902 




Strand 






Start 


1 




End 


1526 




Name 


OJ990426 01.9924.C24.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


103 




End 


1461 




GI 


none 




Score 


699 




Exons 


103. .639, 104. .673, 534. 


.644 


, 1257. .1460, 1288. .1461, 1295. .1459 


Seq. No. 


19054 




Seq. ID 


OJ990426_01.9924 


.C24 


Gene No. 


39902 




Strand 






Start 


1 




End 


1526 




Name 


OJ990426 01.9924.C24.ol. 


gp 


Method 


AAT/GAP 




Start 


104 




End 


1460 




GI 


81 1.R1084 




Score 


1363 




Exons 


104. .644, 1284. .1460 










GI Descrip. 


, 4760553/dbj | BAA77337.il 


0.0e+00 (AB019533) Nad-dependent 




formate dehydrogenase [Oryza 


sativa] ' 






Seq. No. 


19054 




Seq. ID 


OJ990426_01.9924 


.C24 


Gene No. 


39902 




Strand 






Start 


1 




End 


1526 




Name 


OJ990426 01.9924.C24.ol. 


gs 


Method 


GENSCAN 




Start 


104 




End 


1455 




GI 


none 




Score 


.8 




Exons 


104. .644, 1284. .1455 










Seq. No. 


19054' 




Seq. ID 


OJ990426_01. 9924 


.C24 


Gene No. 


39902 




Strand 






Start 


1 




End 


1526 




Name 


OJ990426 01.9924.C24.ol. 


tw 


Method 


TBLASTX: Wheat " 




Start 


156 




End 


1461 




GI 


none 




Score 


286 




Exons 


156. .467, 156. .455, 157. 


.633 


, 157. .639 


, 518. .646, 525.. 


644, 




1257.. 1460, 1284.. 1343, 


1285 


..1461, 1286. .1459 


*» 


Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39903 




Strand 


+ 




Start 


176 




End 


9352 




Name 


OJ990426 01. 9924.C25.ol. 


gs 


Method 


GENSCAN 




Start 


176 




End 


9352 




GI 


none 




Score 


.46 




Exons 


176. .261, 404. .504, 2199 


..2268, 4050.. 


4105, 5391.. 5449, 





19505 



en 

i LP 
□ 

Up 

! i3 





6356. .6456, 6689. . 67 63, 


6875. 


.7043, 7212.. 7336, 




7600. .7631, 7 695. .794 4, 


8052. 


.8414, 8560.. 8642, 


Seq. No. 


19055 




Seq. ID 


OJ990426 


Gene No. 


39903 




Strand 


+ 


Start 


176 




End 


9352 


Name 


OJ990426 01.9924 .C25.ol, 


.np 


Method 


AAT/NAP 


Start 


4938 




End 


6763 


GI 


6721512 




Score 


81 


Exons 


4938. .5029, 5057. .5183, 


5224. 


.5257, 6720.. 6763 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19055 




Seq. ID 


OJ990426 


Gene No. 


39903 




Strand 


+ 


Start 


176 




End 


9352 


Name 


OJ990426 01.9924.C25.o2. 


.np 


Method 


AAT/NAP 


Start 


6410 




End 


7956 


GI 


6721558 - 




Score 


218 


Exons 


6410 . . 6509, 7212 .. 74 96, 


7885. 


.7956 




GI Descrip. 


(AP00107 3) hypothetical 


protein [Oryza 


sativa] 




gi | 6815083 | dbj | BAA90369. 


.11 (AP001081) 


hypothetic 




[Oryza sativa] 








Seq. No. 


19055 




Seq. ID 


OJ990426 


Gene No. 


39903 




Strand 


+ 


Start 


176 




End 


9352 


Name 


OJ990426 01.9924.C25.o3. 


.np 


Method 


AAT/NAP 


Start 


6840 




End 


8456 


GI 


6721561 




Score 


913 


Exons 


6840. .6892, 7388. .7631, 


7695. 


.8456 




GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to . 



01.9924.C25 



protein 



predicted gene.; hypothetical protein [Oryza sativa] 



gi I 681508 6 | dbj IBAA90372.1 1 

corresponds to a region of the predicted gene 
protein [Oryza sativa] 



(AP001081) EST AU082058 (C12976) 

hypothetical 



Q 

.9 



Seq. No. 


19055 




Seq. ID 


OJ990426_01. 9924 


.C25 


Gene No. 


'39904 




Strand 






Start 


9956 




End 


13051 




Name 


OJ990426 01. 


9924 .C25.o4 .np 


Method 


AAT/NAP 




Start 


9956 




End 


13051 




GI 


5902445 




Score 


2921 




Exons 


9956. . 11191, 


11222. .13051 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01. 


9924.C25.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9965 




End 


10573 




GI 


none 




Score 


60 




Exons 


9965. .10096, 


9966. .10091, 10121. . 10573 






Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01. 


9924 .C25.o6.tw 


Method 


TBLASTX: Wheat 





19506 



Start 


10595 




End 


10922 




GI 


none 




Score 


60 




Exons 


10595. . 10726, 10605. 


. 10724, 


10722. .10922, 10723. .10830 




Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10767 




End 


11071 




GI 


none 




Score 


70 




Exons 


10767 . . 10940, 10768 . 


. 10944, 


10922. .11071, 10929. .11054 




Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


11272 ~ 




End 


11556 




GI 


none 




Score 


80 




Exons 


11272. . 11556, 11315. 


. 11536 








Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


, o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11560 ~~ 




End 


11967 




GI 


none 




Score 


55 




Exons 


11560. . 11733, 11561. 


. 11683, 


1174 0. .11967, 1174 7. .11914 




Seq. No. 


19055 




Seq. ID 


OJ990426_01. 9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


12056 ~ 




End 


12449 




GI 


none 




Score 


90 




Exons 


12056. . 12448, 12306. 


12449 








Seq. No. 


19055 




Seq. ID 


OJ990426_01. 9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12111 ~~ 




End 


12535 




GI 


none 




Score 


267 




Exons 


12111. .12488, 12113. 


12535, 


12143. .12532 




Seq. No. 


19055 




Seq. ID 


OJ990426_01. 9924 


C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12209 " 




End .. 


12592 




GI 


none 




Score 


140 




Exons 


12209. .12592, 12210. 


12488 








Seq. No. 


19055 




Seq.' ID 


OJ990426JD1. 9924 


C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12620 




End 


12976 





19507 




GI 


none 




Score 


219 




Exons 


12620. .12976, 12621. 


. 12914, 


12671. .12922 




Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12651 




End 


13106 




GI 


none 




Score 


384 




Exons 


12651. .13106, 12651. 


.13079, 


12662. .13105 




Seq. No. 


19055 




Seq. ID 


OJ990426JD1.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


12701 




End 


13066 




GI 


none 




Score 


109 




Exons 


12701. .12835, 12842. 


. 13066 








Seq. No. 


19055 




Seq. ID 


OJ990426J31.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


,o5 .np 


Method 


AAT/NAP 




Start 


13118 




End 


16191 




GI 


59G24 4 4 




Score 


977 




Exons 


13118. .14810, 15128. 


.15248, 


16043. .16191 " 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13298 




End 


13753 




GI 


none 




Score 


145 




Exons 


13298. .13534, 13308. 


.13532, 


13571. .13753, 13572.. 13715 




Seq. No. 


19055 




Seq. ID 


OJ990426_01.9924 


.C25 


Gene No. 


39905 




Strand 






Start 


13118 




End 


16191 




Name 


OJ990426 01.9924.C25 


.o7.tw 


Method 


TBLASTX: Wheat 




Start 


14326 




End 


14724 




GI 


none 




Score 


245 




Exons 


14326. .14724 










Seq. No. 


19056 




Seq. ID 


OJ990426_01.9924 


.C26 


Gene No. 


. 39906 




Strand 


+ 




Start 


1 




End 


968 




Name 


OJ990426 01.9924.C26 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


968 




GI 


6721512 




Score 


102 




Exons 


1..21, 713. .812, 840 


. .968 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


19056 




Seq. ID 


OJ990426_01.9924 


.C26 


Gene No. 


39907 




Strand 






Start 


17 




End 


1020 




Name 


OJ990426 01.9924.C26 


. ol . gs 


Method 


GENSCAN 





19508 



Start 
GI 

Exons 



17 

none 

17. .188, 230. .749, 931. 



1020 



End 
Score 



1020 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19057 
39908 
697 

OJ990426_01. 9924 .C27.ol.gs 

697 

none 



Seq. ID OJ990426_01.9924.C27 

Strand + 

End 7439 

Method GENSCAN 

End 7359 

Score .45 



697. .847, 1181. .1284, 1340. .1724, 1748. .3339, 3361. .3720, 
3784. .4531, 4774. .7359 



19057 
39908 
697 

OJ990426_01.9924.C27.ol.np 

1862 

6498441 



Seq. ID OJ990426_01.9924.C27 

Strand + 

End 7439 

Method AAT/NAP 

End 7439 

Score 6556 



1862. .2926, 3257. .3720, 3784. .4157, 4341. .4475, 4649. .4970, 
5163.. 5564, 5736.. 7133, 7227. .7439 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] " 



19057 
39908 
697 

OJ990426_01.9924.C27.o7.tw 

2011 

none 



Seq. ID OJ990426_01. 9924 .C27 

Strand + 

End 7439 

Method TBLASTX : Wheat 

End 22 67 

Score 58 



2011. .2058, 2065. .2163, 2070. .2162, 2130. .2267, 2146. .2265 



19057 
39908 
697 

OJ990426_01. 9924 .C27.o4 .tm 

2016 

none 

2016.. 2306, 2053.. 2307 



Seq. ID OJ990426_01. 9924 .C27 

Strand + 

End 7439 

Method TBLASTX : Maize 

End 2307 

Score 200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19057 
39908 
697 

OJ990426JD1. 9924 .C27 .o4 .tw 

2268 

none 



Seq. ID OJ990426_01.9924.C27 

Strand + 

End 7439 

Method TBLASTX: Wheat 

End 6896 

Score 371 



2268. .2348, 6515. .6571, 6516. .6896, 6617. .6862 



19057 
39908 
697 

OJ990426_01. 9924 .C27 .o3.tw 

3141 

none 



Seq. ID OJ990426_01.9924.C27 

Strand '+ 

End 7439 

Method TBLASTX : Wheat 

End 3600 

Score 398 



3141. .3278, 3142. .3600, 3154. .3570, 3336. .3596 



19509 




Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924. 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


. 9924 


.C27.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3791 








End 


4254 




GI 


none 








Score 


210 




Exons 


3791. .4252, 


3792 


. .4253, 


3793. 


.4254, 3793. .4254 




Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924. 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


.9924 


,C27.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


3832 








End 


4197 




GI 


none 








Score 


118 




Exons 


3832. .4056, 


4063 


.4197 










Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924. 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


. 9924 


C27 ,ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3922 








End 


4278 




GI 


none 








Score 


392 




Exons 


3922. .4278, 


3957 


.4277, 


4162. 


.4278 






Seq. No. 


19057 








^ 

Seq. ID' 


OJ990426_01.9924. 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


. 9924 


C27.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4305 ~ 








End 


4688 




GI 


none 








Score 


280 




Exons 


4305. .4583, 


4306 


.4584, 


4578 . 


.4688 






Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924. 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


. 9924 


C27 ,o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4362 








End 


4786 




GI 


none 








Score 


268 




Exons 


4362. .4583, 


4363 


.4593, 


4462 . 


.4584, 4575. .4781, 4601. .47 


86 


Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924. 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


. 9924 


C27.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4441 








End 


4811 




GI 


none 








Score 


151 




Exons 


4441. .4584, 


4458 


.4583, 


4581 . 


.4811 






Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924 . 


C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01 


.9924. 


C27.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


5412 








End 


5870 




GI 


none 








Score 


239 




Exons 


5412. .5666, 


5436. 


.5660, 


5501. 


.5674, 5721.. 5870, 5730.. 5867, 



5732. .5869 



19510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19057 Seq. ID 

39908 Strand 

697 End 

OJ990426_01. 9924.C27.o2.ts Method 

5559 End 

5666795 Score 



OJ990426_01.9924 .C27 
+ 

7439 

TBLASTX : Soybean 

6125 

68 



5559. .5657, 5733. .587=6, ' 5919. .6125 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 19057 

Gene No. 39908 

Start 697 

Name OJ990426_01 . 9924 . C27 . 08 . tw 

Start 5873 

GI none 
Exons 



Seq. ID OJ990426_01.9924.C27 

Strand + 

End 7439 

Method TBLASTX : Wheat 

End 6327 

Score 198 



5873.. 6049, 5910.. 6185, 6274.. 6327 



Seq. No. 


19057 








Seq. ID 


OJ990426_01.9924, 


.C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01. 


,9924 


.C27.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6378 








End 


6740 




GI 


none 








Score 


361 




Exons 


6378. .6701, 


6407 


. .6688, 


6693. 


.6740 






Seq. No. 


19057 








Seq. ID 


OJ990426_01. 9924 


.C27 


Gene No. 


39908 








Strand 


+ 




Start 


697 








End 


7439 




Name 


OJ990426 01, 


,9924 


.C27.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


6897 








End 


7207 




GI 


none 








Score 


266 




Exons 


6897. .7187, 


6902 


. .7180, 


7037. 


.7207 







Seq. No. 19058 Seq. ID OJ990426 01.9924.C28 

Gene No. 39909 Strand 

Start 1 End 

Name OJ99042 6_01 . 9924 . C28 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons ' 1. . 142, 236. .517 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990426_01. 
+ 

520 

AAT/NAP 

517 

689 



Seq. No. 


19058 












Seq. ID 


OJ990426 


Gene No. 


39909 












Strand 


+ 


Start 


1 












End 


520 


Name 


OJ990426 


01. 


9924 


.C28. 


.ol 


.gs 


Method 


GENSCAN 


Start 


185 












End 


520 


GI 


hone 












Score 


.56 


Exons 


185. .520 
















Seq. No. 


19058 












Seq. ID 


OJ990426 


Gene No. 


39910 












Strand 


•+ 


Start 


682 












End 


912 


Name 


OJ990426 


01. 


9924 


.C28, 


.ol 


.gp 


Method 


AAT/GAP 


Start 


682 












End 


912 



19511 



GI 2428323 Score 398 

Exons 682. .912 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 


19059 


Seq. ID 


OJ990426_ 


01 


9924 


.C29 


Gene No. 


39911 


Strand 


+ 








Start 


276 


End 


398 








Name 


OJ990426 01.9924.C29.ol.gs 


Method 


GENSCAN 








Start 


276 


End 


398 








GI 


none 


Score 


.66 








Exons 


276. .398 












Seq. No. 


19059 


Seq. ID 


OJ990426_ 


01 


9924 


.C29 


Gene No . 


39912 


Strand 










Start 


527 


End 


3149 








Name 


OJ990426 01. 9924 .C29.o2.gs 


Method 


GENSCAN 








Start 


527 


End 


2977 








GI 


none 


Score 


. 96 








Exons 


527.. 2480, 2579.-2977 












Seq. No. 


19059 


Seq. ID 


OJ990426 


01 


9924 


.C2 9 


Gene No . 


39912 


Strand 










Start 


527 


End 


3149 








Name 


OJ990426 01.9924.C29.ol.np 


Method 


AAT/NAP 








Start 


530 ' 


End 


3149 








GI 


5803259 


Score 


3357 








Exons 


530. .2202, 2248. .2480, 2579.. 


3149 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


19060 


Seq. ID 


OJ990426 


01 


9924 


.C30 


Gene No. 


39913 


Strand 


+ 








Start 


1 


End 


1669 








Name 


OJ990426 01. 9924 .C30.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


1669 








GI 


5042454 


Score 


59 








Exons 


1..254, 1476. .1669 












GI Descrip. 


(AC007789) putative' polyprote 


in [Oryza 


sativa] 








Seq. No. 


19060 


Seq. ID 


OJ990426_ 


_01 


9924 


.C30 


Gene No. 


39914 


Strand 










Start 


1 


End 


1248 








Name 


OJ990426 01. 9924 .C30.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1248 








GI 


6907089 


Score 


2026 








Exons 


1. . 1248 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


19060 


Seq. ID 


OJ990426_ 


01 


9924 


.C30 


Gene No. 


39914 


Strand 










Start 


1 


End 


1248 








Name 


OJ990426 01. 9924 .C30.ol.gs 


Method 


GENSCAN 








Start 


12 


End 


1248 








GI 


none 


Score 


.95 








Exons 


12. .130, 145. .1248 












Seq. No. 


19061 


Seq. ID 


OJ990426_ 


01 


9924 


C31 



19512 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39915 Strand + 

206 End 661 

OJ990426_01 . 9924 .C31.ol.np Method AAT/NAP 

206 End 661 

5042454 Score 249 
206.. 378, 608.. 661 

(AC007789) putative polyprotein [Oryza sativa] 



19061 
39916 
5873 

OJ990426_01.9924 .C31.o2.np 

5867 

3176674 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5867. .6034, 8070. .8324, 8936. .9060, 9376. .9421, 9516. .9590, 
9679..9747, 9822.. 9992, 10072 .. 10131 , 10725.. 10811 
(AC003671) Contains similarity to Ste20-like kinase homolog from 
A. thaliana chromosome 4 contig gb|Z97336. [Arabidopsis 
thaliana] 



OJ990426_01.9924.C31 
+ 

15871 
AAT/NAP 
10811 
1036 



Seq. No. 19061 
Gene No. 39916 
Start 5873 

Name OJ990426_01 . 9924 . C31 . o2 . gs - 

Start 5873 
GI none 

Exons 5873.. 6034, 7971.. 8027, 8070 

10066. . 10131, 10725. .10793, 10918 .. 1104 9, 1114 9 .. 11225, 
12157. .12180, 13691. .13779, 13916 .. 13998, 15065 15099, 
154 33. .154 84, 15575. .1564 6 



Seq. ID OJ990426_01.9924.C31 
Strand + 

15871 
GENSCAN 
15646 
.85 



End 

Method 

End 

Score 



.8324, 9679. .9747, 9822. .9992, 



Seq. No. 19061 Seq. ID 

Gene No. 39916 Strand 

Start 5873 End 

Name OJ990426_01 . 9924 . C31 . ol . gp Method 

Start 14774 End 

GI none Score 
Exons 



OJ990426_01.9924.C31 
+ 

15871 
AAT/GAP 
15871 
970 



14774. .14859, 14929. 
15433. .15484, 15575. 



14971, 15065. 
15871 



,15099, 15295. .15356, 



Seq. No. 19061 
Gene No. 39917 
Start 14300 

Name OJ990426_01 . 9924 . C31 . ol . ts 

Start 5953 
GI none 
Exons 5953. 

8069. 

8981. 

9674. 



.6036, 5954. 

.8350, 8070. 

.9061, 9364. 

.9751, 9675. 



,6034, 5954. 
,8339, 8233. 
,9408, 9365. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 01.9924.C31 



16602 

TBLASTX: Soybean 
10799 
100 

6043, 8059.. 8349, 8066.. 8326, 
8352, 8933.. 9061, 8935.. 9060, 
9421, 9506.. 9592, 9507.. 9593, 



9752, 9679. .9747, 9815. .9991, 9822. .9998, 



10051. .10131, 10721. .10792, 10722.. 10799 



Seq. No. 19061 Seq. ID 

Gene No. 39917 Strand 

Start 14300 End 

Name OJ99042 6_01 . 9924 . C31 . ol . tc Method 

Start 8184 End 



OJ990426_01.9924 -C31 
16602 

TBLASTX: Cress 
9732 



19513 



GI 

Exons 



none 

8184.. 8339, 8189.. 8320, 8933. 
9506.. 9592, 9510.. 9593, 9675. 



Score 171 

,9061, 8935.. 9060, 9365.. 9415, 
.9731, 9679.-9732 



Seq. No. 


19061 


Seq. ID 


OJ990426 


_01.9924 


.C31 


Gene No . 


39917 


Strand 








Start 


14300 


End 


16602 






Name 


OJ990426 01.9924.C31.ol.tm~ 


Method 


TBLASTX: 


Maize 




Start 


8229 


End 


9973 






GI 


none 


Score 


123 






Exons 


8229..8339, 8933.. 9061, 8935 


..9060, 9371. .9418, 


9372. .9419, 




9504.. 9593, 9506.. 9592, 9675 


..9743, 9679. .9747, 


9821. .9973, 




9822. .9968 










Seq. No. 


19061 


Seq. ID 


OJ990426 


_01.9924 


.C31 


Gene No. 


39917 


Strand 








Start 


14300 


End 


16602 






Name 


OJ990426 01. 9924 .C31.o2. tm 


Method 


TBLASTX: 


yiaize 




Start 


10776 


End 


12159 






GI 


none 


Score 


68 






Exons 


10776. .10796, 10918. .10989, 


10919. . 10987, 10972 


. . 11049, 






10990. .1104 6, 11141.. 11224, 


11146. . 11244, 11164 


. . 11259, 






11907. .11945, 11908. .11946, 


11912. . 12154, 11935 


. .11976, 






11993. .12154, 12003. .12158, 


12031. .12159 






Seq. No. 


19061 


Seq. ID 


OJ990426 


01. 9924 


.C31 


Gene No . 


39917 


Strand 








Start 


14300 


End 


16602 






Name 


OJ990426 01.9924.C31.o3.np 


Method 


AAT/NAP 






Start 


14300 


End 


16602 






GI 


5852093 


Score 


63 






Exons 


14300. .14365, 16028. .16167, 


16501. . 16602 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


19062 


Seq. ID 


OJ990426 


_01.9924 


.C32 


Gene No. 


39918 


Strand 


+ 






Start 


142 


End 


721 






Name 


OJ990426 6l.9924.C32.ol.gp 


Method 


AAT/GAP 






Start 


142 


End 


721 






GI 


none 


Score 


741 






Exons 


142. .206, 283. .334, 425. .721 










Seq. No. 


19062 


Seq. ID 


OJ990426 


_01.9924 


.C32 


Gene No. 


39918 


Strand 


+ 






Start 


142 


End. 


721 






Name 


OJ990426 01. 9924 .C32.ol.gs 


Method 


GENSCAN 






Start 


283 


End 


496 






GI 


none 


Score 


.95 






Exons 


283. .334, 425. .496 










Seq. No. 


19062 


Seq. ID 


OJ990426 


_01.9924 


.C32 


Gene No. 


39919 


Strand 


+ 






Start 


2975 


End 


3193 






Name 


OJ990426 01. 9924 .C32.o2.gs 


Method 


GENSCAN 






Start 


2975 


End 


3193 






GI 


none 


Score 


. 96 






Exons 


2975. . 3193 











19514 



Seq. No. 


19062 






Seq. ID 


OJ990426 


_01.9924.C32 


Gene No. 


39920 






Strand 


-f 




Start 


11513 






End 


12599 




Name 


OJ990426 01 


.9924 


.C32.o4 ,gs 


Method 


GENSCAN 




Start 


11513 






End 


12599 




GI 


none 






Score 


.75 




Exons 


11513. .11836, 11965. .12069, 12480.. 12599 




Seq. No. 


19062 






Seq. ID 


OJ990426 


_01.9924.C32 


Gene No. 


39921 






Strand 






Start 


1 






End 


2388 




Name 


OJ990426_01 


.9924 


.C32.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


2388 




GI 


5852093 






Score 


59 




Exons 


1. . 58, 897 . 


. 985, 


2355. .2388 








GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza sativa] 






Seq. No. 


19062 






Seq. ID 


OJ990426 


_01.9924.C32 


Gene No. 


39922 






Strand 






Start 


6530 






End 


11806 




Name 


OJ990426_01 


. 9924 


.C32.o3.gs 


Method 


GENSCAN 




Start 


6530 






End 


9560 




GI 


none 






Score 


.86 




Exons 


6530. .6910, 


7326 


. .7454/ 7792. 


.7919, 8206.. 8255 ; , 


837 8 . .8.4 66, 




8625. .8650, 


8767 


..8839, 9166. 


.9282, 9369. .9560 




Seq. No. 


19062 






Seq. ID 


OJ990426 


01.9924 C32 


Gene No . 


39922 






Strand 






Start 


6530 






End 


11806 




Name 


OJ990426 01 


.9924 


.C32.o2.np 


Method 


AAT/NAP 




Start 


6533 






End 


11806 




GI 


6016586 






Score 


2372 




Exons 


6533. .6910, 


7326 


..7454, 7585. 


.7620, 7759.. 7932, 


8061 . . 8101, 




8206. .8255, 


8378 


..8466, 8576. 


.8650, 8767. .8855, 


8961 . . 9021, 




9166. .9282, 


9369 


..9611, 11681 


. .11806 






GI Descrip. 


MLO PROTEIN 


HOMOLOG 1 gi| 2765819 | emb | CAB08 606 | 


(Z95353) OsMlo 




[Oryza sativa] 










Seq. No. 


19062 






Seq. ID 


OJ990426 


_01. 9924.C32 


Gene No. 


39922 






Strand 






Start 


6530 






End 


11806 




Name 


OJ990426 01 


. 9924 


.C32.ol.tm 


Method 


TBLASTX : 1 


Maize 


Start 


7365 






End 


7933 




GI 


none 






Score 


76 




Exons 


7365. .7469, 


7378 


..7470, 7582. 


.7623, 75i 


33. .7624, 


7760. .7933, 




7762. .7932 












Seq. No. 


19062 






Seq. ID 


OJ990426 


_01.9924.C32 


Gene No. 


39922 






Strand 






Start 


6530 






End 


11806 




Name 


OJ990426 01 


.9924 


.C32.ol.ts 


Method 


TBLASTX : ! 


Soybean 


Start 


7753 






End 


7935 


GI 


none 






Score 


104 




Exons 


7753. .7869, 


7753 


..7935, 7757.. 


.7933 







Seq. No. 



19062 



Seq. ID OJ990426 01.9924.C32 



19515 



^ono Mo 


39922 








Strand 




Start 


6530 








End 


11806 


Name 


OJ990426 01 


.9924 


.C32.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7762 








End 


9022 


c T 


none 








Score 


67 


Cj 2\KJl ID 


7762 7932 


8058 


8102, 


8246 


..8287, 8329. .8445, 8372. .8446, 




8577 8651 


8579 


8650, 


8758 


..8856, 8765... 8857, 8965.. 9021, 




8972 9022 














19062 








Seq. ID 


OJ990426_01.9924.C32 


Gene No. 


39922 








Strand 




Start 


6530 








End 


11806 


Name 


OJ990426 01 


.9924 


C32 o2 


ts 


Method 


TBLASTX : Soybean 


Start 


8204 _ 








End 


9285 


GI 


none 








Score 


98 


P von q 


8204 8248 


8368 


. .8445, 


8378 


..8446, 8 


570. .8650, 8577. .8651, 




8758 8856. 


8968 


9021, 


9098 


. .9142, 9163. .9285 


JCv|. IN VJ ■ 


1 Qf)6? 
x 3? u u 








Seq. ID 


OJ990426_01.9924.C32 


Gene No. 


39922 








Strand 




Start 


6530 








End 


11806 


Name 


OJ990426 01 


. 9924 


. C32 . o2 . 


tm 


Method 


TBLASTX: Maize 


j Lai L 


8392 _ 








End 


9285 


O -L 


i l\Ji 1C 








Score 


76 


P von 


8392 8445 


8393 


. .844 6, 


8570 


..8650, 8577. .8651, 8758. .8856, 




8968 9021 


9098 


9142, 


9163 


. .9285 




Seq. No. 


19063 








Seq. ID 


OJ990426_01.9924.C33 


Gene No. 


39923 








Strand 




Start 


1224 








End 


1345 


Name 


OJ9 904 2 6 01 


. 9924 


. C33 . ol . 


y & 


Method 


GENSCAN 


O Lai. L 


1224 ~~ 








End 


1345 


(IT 


none 








Score 


. 61 


P von S 

J_l A VI 1 h3 


1224 1234. 


1294 


1345. 








Seq. No. 


19063 








Seq. ID 


OJ990426_01.9924.C33 


Gene No. 


39924 • 








Strand 




Start 


2697 








End 


5143 


Name 


OJ990426 01 


. 9924 


C33 o2 


y ° 


Method 


GENSCAN 


u Lai L 


2697 _ 








End 


5143 


GI 


none 








Score 


.42 


P von *3 


2697 3103. 


3115 


. .3495, 


5110 


. .5143 




S^o- Mo 


19064 








Seq. ID 


OJ990426_01. 9924.C34 


(Zonp Mo 


39925 








Strand 




Start 


• 1 








End 


676 


Name 


OJ990426 01 


.9924 


.C34.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


676 


GI 


6498441 








Score 


941 


P von q 


1..260, 354 


. . 676 










T c? /"> t* n 

ul UubLlip< 


(AP000815) 


EST C72786 (E2258) 


corresponds to a region of the 




predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3. type 




retrotransposon 


RetroSorl. (AF09880 6) 


[Oryza sativa] 


Seq. No. 


19064 








Seq. ID 


OJ990426_01. 9924 .C34 


Gene No. 


39925 








Strand 




Start 


1 








End 


676 



19516 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 26_01. 9924 .C34 .ol. tw Method TBLASTX : Wheat 
2 End 596 

none Score 65 

2. .115, 7. .114, 145. .231, 175. .231, 280. .450, 300. .596, 307. .564 



19064 
39925 
1 

OJ990426_01. 9924 .C34 .ol.gs 

117 

none 

117. .584 



Seq. ID OJ990426_01.9924.C34 
Strand 

End 67 6 

Method GENSCAN 

End 584 

Score .85 



19065 
39926 
1 

OJ990426_01.9924 .C36.ol.np 
1 

5668638 
1..118, 367. .492, 674. .708 

(AL109619) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990426_01.9924.C36 
Strand + 

708 

AAT/NAP 
708 
141 



End 

Method 

End 

Score 



19065 
39926 
1 

OJ990426_01.9924 .C36.ol'.tc 

364 

none 

364. .492, 366. .491 

19065 
39926 
1 

OJ990426_01. 9924 .C36.ol.ts 

364 

none 

364. .492, 366. .491 

19065 
39926 
1 

OJ990426_01. 9924 .C36.ol.tm 

364 

none 

364. .492, 366. .491, 428. .493 



Seq. ID OJ990426_01. 9924 .C36 

Strand + 

End 708 

Method TBLASTX : Cress 

End 4 92 

Score 204 



Seq. ID OJ990426_01. 9924 .C36 

Strand + 

End 708 

Method TBLASTX : Soybean 

End 4 92 

Score 206 



Seq. ID OJ990426_01.9924.C36 

Strand + 

End 708 

Method TBLASTX : Mai ze 

End 4 93 

Score 231 



19066 
39927 
1 

OJ990426_01. 9924 .C37.ol.np 
1 

6016588 
1..248, 371.'. 420, 525. .681 

MLO PROTEIN gi | 1877221 | emb | CAB06083 j (Z83834) Mlo [Hordeum 
vulgare] gi | 2894 377 | emb | CAA74 909 . 1 1 (Y14573) Mlo protein 
[Hordeum vulgare] 



Seq. ID OJ990426_01.9924.C37 

Strand + 

End 6,8 1 

Method AAT/NAP 

End 681 

Score 172 



19517 



Seq. No. 


19066 




Seq. ID 


OJ990426 


Gene No. 


39927 




Strand 


+ 


Start 


1 




End 


681 


Name 


OJ990426 01 9924 C37 ol 




Met hod 


GENSCAN 


Start 


160 ~~ 




End 


420 


GI 


none 




Score 


. 62 


P von s 


160. . 248, 371 . . 420 








Seq. No. . 


19067 




Seq. ID 


OJ990426 


Gene No. 


39928 




Strand 


+ 


Start 


358 




End 


480 


Name 


OJ9904 2 6 01 9924 C39 ol 




Met* hod 


GENSCAN 


Start 


358 _ 




End 


480 


GI 


none 




Score 


. 64 


R von s 


358 480 








Cpn No 


19067 




Seq. ID 


OJ990426 


Gene No. 


39929 




Strand 




Start 


612 




End 


755 


Name 


OJ9904 26 01 . 9924 .C39.ol 


.np 


Method 


AAT /NAP 


Start 


612 _ 




End 


755 


GI 


J U u J C J ^ 




Score 


214 


R von <~; 


612 755 








fl T DpQrT"i n 

U 1 L/C O ^> i. X . 




protein [Oryza 


^ ^ f~ "i ■"7^1 

O CI 1 L v CI J 


Qpn No 


19068 




Seq. ID 


OJ99042 6 


Gene No. 


39930 




Strand 


+ 


Start 


1 




End 


626 


Name 


OJ990426 01.9924.C43.ol 


.np 


Method 


AAT /NAP 


Start 


1 ~~ 




End 


626 


GI 


6907089 




Score 


24 9 


F. von 9 


1 . .626 








VJ _L I_> W V--* J- J*. KS * 


(AP001129) hvoothetical 


protein [Oryza 


caf i va 1 


Seq. No. 


19068 




Seq. ID 


OJ990426 


Gene No. 


39930 




Strand 


+ 


Start 


1 




End 


626 


Name 


OJ9904 2 6 01 9924 C43 ol 


.gs 


Method 


GENSCAN 


Start 


119 — 




End 


473 


GI 


none 




Score 


. 55 


R von s 


119 193, 305 473 








Seq. No. 


19069 




Seq. ID 


OJ990426 


Gene No. 


39931 




Strand 




Start 


268 




End 


702 


Name 


OJ9904 2 6 01 9924 C44 ol 


.gs 


Method 


CRN SCAN 


Start 


268 _ 




End 


702 


GI 


none 




Score 


. 95 


Rxon s 


268 702 








Qdrr Mo 


1 Q070 




Seq. ID 




Gene No. 


39932 




Strand 




Start 


394 




End 


538 


Name 


OJ990426 01.9924.C46.ol 


.gs 


Method 


GENSCAN 


Start 


394 




End 


538 


GI 


none 




Score 


.44 


Exons 


394. .538 









19518 



Seq. No. 19071 Seq. ID 

Gene No. 39933 Strand 

Start 232 End 

Name OJ990426_01 . 9924 . C47 . ol . gs Method 

Start 232 End 

GI none ^ Score 

Exons 232. .333 



OJ990426_01. 9924 .C47. 
+ 

333 

GENSCAN 

333 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19071 Seq. ID 

39934 Strand 
2254 End 
OJ990426_01 . 9924 .C4 7 . o2 . np Method 
2254 End 
6815109 Score 
2254. .2300, 2735. .2802, 3638. .4516, 4680. .4788 
(AP001081) hypothetical protein [Oryza sativa] 



OJ990426_01.9924.C47 
+ 

4788 
AAT/NAP 
4788 
230 



19071 Seq. ID OJ990426_01 . 9924 . C4 7 

39935 Strand 

768 End 2829 

OJ990426_01 . 9924 . C4 7 . ol . np Method AAT/NAP 

768 End 2829 

6721561 Score 98 

768. .789, 2730.. 2829 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

19071 Seq. ID OJ990426_01 . 9924 . C4 7 

39935 Strand 

768 End 2829 

OJ990426_01.9924.C47.o2.gp Method AAT'/GAP 

2133 End 2237 

uC-osflcyp088bl2bl Score 140 

2133. .2237 

1 52 57 2 55 /dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


19071 






.Seq. ID 


OJ990426_ 


01. 9924.C47 


Gene No. 


39936 






Strand 






Start 


3327 






End 


4715 




Name 


OJ990426 01. 


9924.C47.o2 


.gs 


Method 


GENSCAN 




Start 


3327 






End 


4715 




GI 


none 






Score 


.5 




Exons 


3327. .3422, 


3662. .3826, 


3965. 


.4061, 4188. .4371, 


4598. .4715 


Seq. No. 


19072 






Seq. ID 


OJ990426_ 


_01.9924.C48 


Gene No. 


39937 ■ 






Strand 






Start 


18 






End 


759 




Name 


OJ990426 01. 


9924.C48.ol 


.gs 


Method 


GENSCAN 




Start 


18 






End 


759 




GI 


none 






Score 


.55 




Exons 


18. .141, 613 


. .759 











19519 



Seq. No. 19073 Seq. ID OJ990426_01 . 9924 . C50 

Gene No. 39938 Strand 

Start 1 End 622 

Name OJ990426_01 . 9924 . C50 . ol . np Method AAT/NAP 

Start 1 End 622 

GI 6498441 Score 882 

Exons ... 1. .622 _ . 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 19073 

Gene No. 39938 

Start 1 

Name OJ990426_01 . 9924 .CSO.ol, 

Start 74 

GI none 

Exons 74.-298, 75.. 176 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_01.9924.C50 
622 

TBLASTX: Maize 

298 

58 



Seq. No. 


19073 










Seq. ID 


OJ990426_01.9924 


.C50 


Gene No. 


39938 










Strand 






Start 


1 










End 


622 




Name 


OJ990426 


01 


9924. 


C50 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


76 










End 


322 




GI 


none 










Score 


84 




Exons 


76. .195, 


77 


.322, 


78 


. .182 








Seq. No. 


19074 










Seq. ID 


OJ990426_01. 9924 


.C51 


Gene No. 


39939 










Strand 


+ 




Start 


111 










End 


873 




Name 


OJ990426 


01 


9924. 


C51 


. ol . gs 


Method 


GENSCAN 




Start 


111 










End 


854 




GI 


none 










Score 


. 94 




Exons 


111. .854 

















,OJ990426_01. 9924.C51 
■f 

873 

AAT/NAP 

873 

1127 



Seq. No. 19074 Seq. ID 

Gene No. 39939 Strand 

Start- 111 End 

Name OJ9904 26_01 . 9924 .C51 . ol .np Method 

Start 111 End 

GI 6721562 Score 

Exons 111.. 873 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19075- 
39940 
1 

OJ9904 26_01.9924 .C52.ol.np 



6498441 
1..198, 292 
(AP000815 



573 

EST C72786(E2258) 



Seq. ID OJ990426_01.9924.C52 

Strand + 

End 576 

Method AAT/NAP 

End 573 

Score 687 

corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



19520 




retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


19075 




Seq. ID 


OJ990426 01 


. 9924 


.-C52 


Gene No. 


39940 




Strand 


+ 






Start 


1 




End 


576 






Name 


OJ990426 01.9924.C52.ol 


. qs 


Method 


GENSCAN 






Start 


67 




End 


576 






GI 


none 




Score 


.72 






Exons 


67. .576 












Seq. No. 


19075 




Seq. ID 


OJ990426_01 


9924 


.C52 


Gene No. 


39940 




Strand 


+ 






Start 


1 




End 


576 






Name 


OJ990426 01.9924.C52.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


433 




End 


576 






GI 


none 




Score 


184 






Exons 


433. .576, 438. .572 












Seq. No. 


19076 




Seq. ID 


OJ990426 01 


9924 


.C53 


Gene No. 


39941 




Strand 


+ 






Start 


362 




End 


958 






Name 


OJ990426 01.9924.C53.ol 


.np 


Method 


AAT/NAP 






Start 


362 




End 


958 






GI 


6907089 




Score 


981 






Exons 


362. . 958 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


i'907 6 




Seq. ID 


OJ990426 01 


9924 


.C53 


Gene No. 


39942 




Strand 








Start 


317 




End 


910 






Name 


OJ990426 01.9924.C53.ol 


.gs 


Method 


GENSCAN 






Start 


317 




End 


910 






GI 


none 




Score 


. 74 






Exons 


317. .461, 631. .910 












Seq. No. 


19077 




Seq. ID 


OJ990426 01 


9924 


.C54 


Gene No. 


39943 




Strand 








Start 


208 




End 


378 






Name 


OJ990426 01.9924.C54.ol 


.gs 


Method 


GENSCAN 






Start 


208 




End 


378 






GI ' 


none 




Score 


.98 






Exons 


208. .378 












Seq. No. 


19077 




Seq. ID 


OJ990426_01 


9924 


.C54 


Gene No. 


39944 




Strand 








Start 


325 




End 


770 






Name 


OJ990426 01.9924.C54.ol 


np 


Method 


AAT/NAP 






Start 


325 




End 


770 






GI 


5042454 




Score 


144 






Exons 


325. .385, 688. .770 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


19078 




Seq. ID 


OJ990426_01. 


9924 


.C55 


Gene No. 


39945 




Strand 


+ 






Start 


101 




End 


3294 






Name 


OJ990426 01.9924.C55.ol 


np 


Method 


AAT/NAP 






Start 


101 




End 


3291 







19521 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6907089 Score 4075 

101. .1322, 1426. .3291 

(AP001129) hypothetical protein [Oryza sativa] 



19078 



39945 
101 

OJ990426_01.9924 .C55.ol.gs 
191 
none 

191. .866, 971. .1126, 1154. .1322, 1426 
2025.. 2832, 2902.. 3294 



Seq. ID 
Strand 
End 

Method 
End 
Score 



19079 Seq. ID 

39946 Strand 

105 End 
OJ99042 6_01 . 9924 .C56.ol.np Method 

105 End 

6498441 Score 

105. .385, 479. .1876, 2048. .2771, 2946. 



OJ990426_01.9924.C55 
+ 

3294 
GENSCAN 
3294 
.63 

.1579, 1707.. 2005, 



OJ990426 01.9924.C56 



3219 
AAT/NAP 
3094 
4033 
.3094 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



19079 
39946 
105 ' 

OJ990426_01 . 9924 .C56. o2 . np 
105 

4115365 



OJ990426 01.9924.C56 



Seq. ID 
Strand 

End 3219 
Method AAT/NAP 
End 3219 
Score 857 

105. .853, 896. .1747, 1983. .2239, 2573. .2889, 3094. .3219 
(AC005957) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


19079 








Seq. ID 


OJ990426 


Gene No. 


39946 








Strand 




Start 


105 








End 


3219 


Name 


OJ990426 01.9924 


.C56. 


o4 


. tw 


-Method 


TBLASTX: 


Start 


114 








End 


715 


GI 


none 








Score 


151 


Exons 


114. .239, 270. .3 


44, 4 


32 


. .710, 


434. .715 




Seq. No. 


19079 








Seq. ID 


OJ990426 


Gene No. 


39946 








Strand 




Start 


105 








End 


3219 


Name 


OJ990426 01.9924 


.C56. 


ol 


.gs 


Method 


GENSCAN 


Start 


264 








End 


3145 


GI .;" 


none 








Score 


.61 


Exons 


264. .1346, 1449. 


.2122 




2246. . 


3145 




Seq. No. 


19079 








Seq. ID 


OJ990426 


Gene No. 


39946 








Strand 




Start 


105 








End 


3219 


Name 


OJ990426 01.9924 


.C56. 


o2 


. tw 


Method 


TBLASTX: 


Start 


716 








End 


1097 


GI 


none 








Score 


238 


Exons 


716. .1096, 747.. 


1097 











19522 



Seq. No. 19079 

Gene No. 39946 

Start 105 

Name OJ990426_01 . 9924 . C56 . ol . tm 

Start 902 

GI none 
Exons 



Seq. ID OJ990426_01.9924.C56 
Strand 

End 3219 

Method TBLASTX: Maize 

End 1234 

Score 82 



902. .1114, 911. .1234, 924. .1205 



Seq. No. 19079 

Gene No. 39946 

Start 105 

Name OJ9904 26_01 . 9924 . C56 . o5 . tw 

Start 1427 

GI none 

Exons 1427.. 1687, 1428.. 1739 



Seq. ID OJ990426_01.9924.C56 
Strand 

End 3219 

Method TBLASTX : Wheat 

End 1739 

Score 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19079 
39946 
105 

OJ990426_01.9924 .C56.o2.ts 
1487 
5666795 

1487. .1687, 1742. .1879, 1955. .2053 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ990426_01.9924.C56 
Strand 

End 3219 

Method TBLASTX : Soybean 

End 2053 

Score 68 



19079 
39946 
105 

OJ990426_01.9924 .C56.o3.tw 

1742 

none 



Seq. ID OJ990426_01.9924.C56 
Strand 

End 3219 

Method TBLASTX : Wheat 

End 2200 

Score 88 



1742. .1891, 1743. .1880, 1925. .2176, 1926. .2111, 1946. .2200 



19079 
39946 
105 

OJ990426_01.9924 .C56.ol.ts 

2609 

none 

2609. .2980, 2820. .2963 



Seq. ID OJ990426_01. 9924 .C56 
Strand 

End 3219 

Method TBLASTX : Soybean 

End 2980 

Score 90 



Seq. No. 19079 

Gene No. 39946 

Start 105 

Name OJ990426_01 . 9924 . C56 . ol . tw 

Start 2639 

GI none 

Exons 2639.. 3058, 2664.. 3059 



Seq. ID OJ990426_01.9924.C56 
Strand 

End 3219 

Method TBLASTX : Wheat 

End 3059 

Score 294 



Seq. No. 19079 

Gene No. 39946 

Start 105 

Name OJ990426_01 . 9924 . C56 . o2 . tm 

Start 2732 

GI none 

Exons 2732.. 3115, 2751.. 3116 



Seq. ID OJ990426_01. 9924 .C56 
Strand 

End 3219 

Method TBLASTX: Maize 

End 3116 

Score 236 



19523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19080 
39947 
1 

OJ990426_01.9924 .C57.ol.np 
1 

6498441 

1..375, 439. .902, 1233. .1427 

(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990426_01.9924.C57 
Strand 

End 1427 

Method AAT/NAP 

End 1427 

Score 1498 



19080 Seq. ID 

39947 Strand 

1 End 
OJ990426JD1.9924 .C57.ol.tw Method 

1 End 

none Score 

1..366, 2. .367 



OJ990426_01.9924.C57 
1427 

TBLASTX: Wheat 

367 

271 



Seq. No. 19080 

Gene No. 39947 

Start 1 

Name OJ990426_01 . 9924 . C57 . ol . tm 

Start 4 

GI none 

Exons 4.. 195, 5.. 196 



Seq. ID OJ990426_01. 9924 .C57 
Strand 

End 1427 

Method TBLASTX : Maize 

End 196 

Score 135 



Seq. No. 19080 Seq. ID 

Gene No. 39947 Strand 

Start 1 End 

Name OJ990426_01 . 9924 . C57 . o2 . tw Method 

Start 532 End 

GI none Score 

Exons 532.. 1017, 563.. 823, 845.. 1018 



OJ990426J31. 9924 .C57 
1427 

TBLASTX: Wheat 

1018 

160 



Seq. No. 19081 Seq. ID 

Gene No. 39948 Strand 

Start 7 6 End 

Name OJ990426_01 . 9924 . C59 . ol . gs Method 

Start 7 6 End 

GI none Score 

Exons 76.. 140 



OJ990426_01.9924.C59 
140 

GENSCAN 

140 

.73 



Seq. No. 19082 Seq. ID 

Gene No. 39949 Strand 

Start 87 End 

Name OJ990426_01 . 9924 . C60 . ol . gs Method 

Start 87 End 

GI none Score 

Exons 87 . .566 



OJ990426_01.9924.C60 
+ 

566 

GENSCAN 

566 

.86 



Seq. No. 19082 Seq. ID 

Gene No. 39950 Strand 

Start 1 End 

Name OJ990426_01 . 9924 . C60 . ol .np Method 

Start 1 End 



OJ990426_01.9924.C60 
838 

AAT/NAP 
838 



19524 




GI 


6016586 


Score 


412 




F.xon 

•Lj t I 


1..150, 273. .361, 471. .545, 


662. .838 






GI Descrip. 


MLO PROTEIN HOMOLOG 1 gi i 2765819 | emb I CAB08 606 | (Z95353) 


OsMlo-h 




[Oryza sativa] 








Seq. No. 


19082 


Seq. ID 


OJ990426JD1.9924 


. C60 


Gene No. 


39950 


-Strand 






Start 


1 


End 


838 




Name 


OJ990426 01.9924.C60.ol.gp 


Method 


AAT/GAP 




Start 


101 


End 


360 




GI 


17476 1.R1084 


Score 


189 




Exons 


101. .150, 273. .360 








GI Descrip. 


, 6063540/dbj IBAA85400.il 1. 


0e-141 (AP000615) similar to 






OsMlo-hl. (Z95353) [Oryza sativa] ' 






Seq. No. 


19083 


Seq. ID 


OJ990426 01.9924 


.C61 


Gene No. 


39951 


Strand 






Start 


1 


End 


540 




Name 


OJ990426 01.9924 .C61.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


269 




GI 


5042454 


Score 


109 




Exons 


1. .269 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa ] 




Seq. No. 


19083 


Seq. ID 


OJ990426 01.9924 


.C61 


Gene No. 


39951 


Strand 






Start 


1 


End 


540 




Name 


OJ990426 01.9924.C61.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


540 




GI 


none 


Score 


.87 




Exons 


78. .166, 242. .355, 471. .540 








Seq. No. 


19084 


Seq. ID 


OJ990426_03. 9921 


.CI 


Gene No. 


39952 


Strand 


+ 




Start 


1 


End 


679 




Name 


OJ990426 03.9921.Cl.ol.np 


Method 


AAT /NAP 




Start 


1 ■ 


End 


679 




GI 


' 1706956 


Score 


795 




Exons 


1..388, 481. .679 








GI Descrip. 


(U58283) cellulose synthase 


[Gossypium 


hirsutum] 




Seq. No. 


19084 


Seq. ID 


OJ990426_03.9921 


.CI 


Gene No. 


39952 


Strand 


+ 




Start 


1 


End 


679 




Name 


OJ990426 03.9921.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


15 


End 


618 




GI 


none 


Score 


167 




Exons 


15. .278, 30. .368, 32. .388, 


34. .387, 34 


.390, 35. .418,- 479. .589, 




480. .617, 481. .618 








Seq. No. 


' 19084 


Seq. ID 


OJ990426_03.9921 


.CI 


Gene No. 


39952 


Strand 


+ 




Start 


1 


End 


679 




Name 


OJ990426 03.9921.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


30 


End 


415 




GI 


none 


Score 


111 




Exons 


30. .380, 32. .388, 34. .159, 


34. .393, 35 


.415 





19525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 



19084 
39952 
1 

OJ990426_03.9921.Cl.ol.tc 
32 

none 



Seq. ID OJ990426_03. 9921. CI 

Strand + 

End 67 9 

Method TBLASTX : Cress 

End . 618 

Score ,1.01 



32. .250, '33. .212, 34. .255, 35. .256, 256. .384, 257. .418, 
475. .615, 478. .618, 486. .617 



Seq. No. 19084 

Gene No. 39952 

Start 1 

Name OJ990426_03 . 9921 . CI . ol . gp 

Start 74 

GI 54090_1.R1084 

Exons 74.. 388, 481.. 619 

GI'Descrip. '1706956 1.0e-115 (U58283) cellulose synthase [Gossypium 
hirsutum] 1 



Seq. ID OJ990426_03.9921.C1 

Strand + 

End 679 

Method AAT/GAP 

End 619 

Score 850 



Seq. No. 19084 

Gene No. 39952 

Start 1 

Name OJ990426_03 . 9921 . CI . ol . gs 

Start 182 

GI none 

Exons 182.. 388, .481.. 603 



Seq. ID OJ990426_03. 9921. CI 

Strand + 

End 67 9 

. Method GENSCAN 

End 603 

Score .56 



Seq. No. 19084 

Gene No. 39952 

Start 1 

Name OJ9904 26_03 . 9921 . CI . ol . tw 

Start 223 

GI none 
Exons 



Seq. ID OJ990426_03.9921.C1 

Strand + 

End 67 9 

Method TBLASTX : Wheat 

End 618 

Score 71 



223. .261, 227. .256, 253. .429, 254. .418, 478. .618, 486. .614, 
502. .618 



Seq. No. 19084 

Gene No. 39952 

Start 1 

Name OJ990426_03 . 9921 . CI . o2 . ts 

Start 478 . 

GI none 

Exons 478. .618, 486. .620, 486. .617 



Seq. ID OJ990426_03.9921.C1 

Strand + 

End 67 9 

Method TBLASTX : Soybean 

End 620 

Score 210 



Seq. No. 19085 

Gene No. 39953 

Start 162 

Name OJ990426_03 . 9921 . C2 . ol . gs 

Start 162 

GI none 
Exons 



Seq. ID OJ990426_03. 9921.C2 
Strand 

End 134 3 

Method GENSCAN 

End 1343 

Score . 6 



162. .308, 557. .622, 1068. .1156, 1174. .1343 



Seq. No. 19086 

Gene No. 39954 

Start 1 

Name OJ990426 03 . 9921 . C3 . ol . gp 



Seq. ID OJ990426_03. 9921.C3 
Strand 

End 366 

Method AAT/GAP 



19526 



Start 
GI 

Exons 

GI Descrip. 



Seq". No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



366 
501 



92055_1.R1084 
1..366 

t 5802576/gb|AAD51718.1| 5.0e-50 (AF174294) 
sythase [Gossypium arboreum] 1 



{+) -delta-cadinene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426 03. 9921. C3 



19086 
39954 
1 

OJ990426_03 . 9921 . C3 . ol . np 
1 

3287835 
1..329 

(+) -DELTA-CADINENE SYNTHASE ISOZYME A (D-CADINENE SYNTHASE) 
gi 1 1002523 (U27535) ( + ) -delta-cadinene synthase isozyme A 
[Gossypium arboreum] gi | 1217956 | emb | CAA65289 | (X96429) 
(+) -delta-cadinene synthase [Gossypium arboreum] 



366 

AAT/NAP 

329 

97 



19086 Seq. ID 

39954 Strand 

1 End 

OJ990426_03. 9921 . C3 . ol . gs Method 

95 End 

none Score 
95. .314 



OJ990426_03. 9921.C3 
366 

GENSCAN 

314 

.76 



Seq. No. 19087 Seq. ID 

Gene No. ■ 39955 Strand 

Start 311 End 

Name OJ99042 6_03 . 9921 . C4 . ol . gs Method 

Start 311 End 

GI none Score, 

Exons 311.. 384 



OJ990426_03.9921.C4 
384 

GENSCAN 
384 
. 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19088 Seq. ID 

39956 .Strand 
1 End 
OJ990426_03.9921.C6.ol.np Method 
1 . End 

6498441 * Score 
1...218, 389. .617 

.(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990426_03.9921.C6 
+ 

617 

AAT/NAP 

617 

676 



19088 
39956 
1 

OJ99042 6_03.9921.C6.ol.tw 
-66 
none 



Seq. ID OJ990426_03.9921.C6 
Strand 
End 

Method 
End 
Score 



+ 

617 

TBLASTX: Wheat 

523 

236 



66. .320, 90. .341, 155. .331, 315. .371, 374. .523, 383. .520,. 
385. .522 



Seq. No. 
Gene No. 
Start 



19089 
39957 
1 



Seq. ID OJ990426_03. 9921.C7 
Strand + 
End 191 



19527 



Name 


OJ990426 03.9921.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


- End 


191 




GI 


4680186 


Score 


295 




Exons 


1. .191 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


19090 


Seq. ID 


OJ990426 03.9921 


.C8 


Gene No. 


39958 


Strand 


+ 




Start 


737 


End 


2588 




Name 


OJ990426 03.9921.C8.ol.gp 


Method 


AAT/GAP 




Start 


737 


End 


1118 




GI 


uC-osflcyp033a04bl * 


Score 


659 




Exons 


737. .1118 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom 




DNA, chromosome 1, clone : P07 11E10 ' 






Seq. No. 


19090 


Seq. ID 


OJ990426 03 9921 


,C8 


Gene No. 


39958 


Strand 


+ 




Start 


737 


End 


2588 




Name 


OJ990426 03.9921.C8.ol.gs 


Method 


GENSCAN 




Start 


915 


End 


2588 




GI 


none 


Score 


. 55 




Exons 


915. .986, 1866. .2171, 2307 


. .2588 






Seq. No. 


19090 


Seq. ID 


OJ990426 03.9921 


.C8 


Gene No. 


39959 


Strand 






Start 


670 


End 


1758 




Name 


OJ990426 03.9921.C8.ol.np 


Method 


AAT/NAP 




Start 


670 


End 


1758 




GI 


4680186 


Score 


379 




Exons 


670. .870, 1709. . 1758 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


indi ca 1 




Seq. No. 


19091 


Seq. ID 


OJ990426 03.9921 


-C9 


Gene No. 


39960 


Strand 


+ 




Start 


297 


End 


1364 




Name 


OJ990426 03.9921.C9.ol.gs 


Method 


GENSCAN 




Start 


297 


End 


1364 




GI 


none 


Score 


.94 




Exons 


297. .1364 








Seq. No. 


19091 


Seq. ID 


OJ990426_03. 9921 


.C9 


Gene No. 


. 39960 


Strand 


+ 




Start 


297 


End 


1364 




Name 


OJ990426 03. 9921.C9.ol. ts 


Method 


TBLASTX: Soybean 




Start 


831 


End 


1169 




GI 


none 


Score 


188 




Exons 


831. .1169. 








Seq. No. 


19092 


Seq. ID 


OJ990426_03. 9921 


.C10 


Gene No. 


39961 


Strand 


+ 




Start 


1 


End 


1216 




Name 


OJ990426 03.9921.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1216 




GI 


4836930 


Score 


334 




Exons 


1..28, 227. .366, 562. .1216 








GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 





19528 



Seq. No. 19092 

Gene No. 39961 

Start 1 

Name OJ990426_03 . 9921 . CIO . ol . tm 

Start 159 

GI . none 

Exons 159.. 449, 163.. 450 



Seq. ID OJ990426_03. 9921. CIO 

Strand + 

End 1216 

Method TBLASTX : Maize 

End 4 50 

Score 301 



Seq. No. 19092 

Gene No. 39961 

Start 1 

Name OJ990426_03 . 9921 . C10 . ol . tw 

Start 159 

GI none 

Exons 159. .401, 184. .423, 418. .519 



Seq. ID OJ990426_03. 9921. C10 

Strand + 

End 1216 

Method TBLASTX: Wheat 

End 519 

Score 178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19092 
39961 
1 

OJ990426_03. 9921. C10. o2.ts 

172 

none 



Seq. ID OJ990426_03. 9921. C10 

Strand + 

End 1216 

Method TBLASTX : Soybean 

End 606 

Score 193 



172. .417, 174. .311, -418. .606, 462.-593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19092 
39961 
1 

OJ99042 6_03. 9921. C10. ol.ts 

757 

none 



Seq. ID OJ990426_03. 9921. C10 

Strand + 

End 1216 

Method TBLASTX ^Soybean 

End 1169 

Score 146 



757. .894, 759. .890, 915. .1169, 916. .1167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19092 
39961 
1 

OJ99042 6_03. 9921. C10. o2.tw 

805 

none 



Seq. ID OJ990426_03. 9921. C10 

Strand + 

End 1216 

Method TBLASTX-: Wheat 

End 1200 

Score 7 6 



805.. 891, 931.. 1200, 942.. 1007, 1029.. 1178 



Seq. No. 19093 

Gene No. 39962 

Start 1 

Name OJ99042 6_03 . 9921 . Cll . ol . np 

Start 1 

GI 4544372 

Exons 1 . . 1231 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990426_03. 9921. Cll 

Strand + 

End 1252 

Method AAT/NAP 

End 1231 

Score 597 



Seq. No. 19093 

Gene No. 39962 

Start 1 

Name OJ990426_03 . 9921 . Cll . ol . tm 

Start 17 

GI none 



Seq. ID OJ990426_03. 9921. Cll 

Strand + 

End 1252 

Method TBLASTX : Mai ze 

End 394 

Score 214 



19529 



Exons 



17. .394 



Seq. No. 19093 Seq. ID 

Gene No. 39962 Strand 

Start 1 End 

Name OJ990426_03 . 9921 . Cll . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 392, 522.. 1252 



OJ990426_03.9921. 
+ 

1252 
"GENSCAN 
1252 
.91 



Cll 



Seq. No. 19093 Seq. ID 

Gene No. 39962 Strand 

Start 1 End 

Name OJ9904 26_03 . 9921 .Cll . o2 . tw Method 

Start 92 End 

GI none Score 

Exons 92.. 394, 425.. 481 



OJ990426_03.9921, 
+ 

1252 

TBLASTX: Wheat 

481 

162 



Cll 



Seq. No. 19093 Seq. ID 

Gene No. 39962 Strand 

Start 1 End 

Name OJ990426JD3 . 9921 . Cll . ol . ts Method 

Start 248 End 

GI none Score 

Exons 248.. 649, 355.. 471 



OJ990426_03.9921, 
+ 

1252 

TBLASTX : Soybean 

649 

243 



Cll 



Seq. No. 19093 Seq. ID 

Gene No. 39962 Strand 

Start 1 End 

Name OJ990426_03 . 9921 . Cll . ol . tw Method 

Start 809 End 

GI none Score 

Exons 809.. 1216, 817.. 1161 



OJ990426_03.9921, 
+ 

1252 

TBLASTX: Wheat 

1216 

218 



Cll 



Seq. No. 19093 Seq. ID 

Gene No. 39962 Strand. 

Start 1 End 

Name OJ990426_03 . 9921 . Cll . o2 . ts Method 

Start 992 End 

GI none Score 

Exons 992. .1237, 994. .1131, 1204. .1242 



OJ990426_03.9921, 
+ 

1252 

TBLASTX : Soybean 

1242 

242 



Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19094 Seq. ID 

39963 Strand 

119 End 
OJ990426_03. 9921 . C12 . ol . gs Method 

119 End 

none Score 

119. .802, 8,81. .964, 1195. .1635, 1919.. 



OJ990426_03.9921.C12 

3065 
GENSCAN 
3065 
.89 
3065 



Seq. No. 19095 Seq. ID 

Gene No. 39964 Strand 

Start 1 End 

Name 0 J 9 9 0 4 2 6_0 3.9921.C13.ol.np Method 

Start 1 End 

GI 5091523 Score 

Exons 1..193, 1368.. 1398 



OJ990426_03. 9921.C13 

1398 
AAT/NAP 
1398 
199 



19530 



• 



GI Descrip. (AB023482) Similar to Galius gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



Seq. No. 19096 Seq. ID 

Gene No. 39965 Strand 

Start 3167 End 

Name OJ990426_03 . 9921 .C14 . ol . ts Method 

Start 932 End 

GI none Score 

Exons 932.. 1024, 2390. .2749, 2406.. 2867, 2407.. 2907, 2408.. 2914, 
2813. .2914 



OJ990426_03.9921.C14 
3562 

TBLASTX : Soybean 
2914 * - 

104 



Seq. No. 19096 Seq. ID 

Gene No. 39965 Strand 

Start 3167 'End 

Name OJ99042 6_03 . 9921 .C14 . ol . tc Method 

Start 2367 End 

GI none Score 

Exons 2367.. 2603, 2404.. 2649, 2405.. 2650 



OJ990426_03.9921.C14 
3562 

TBLASTX: Cress 

2650 

359 



Seq. No. 19096 Seq. ID 

Gene No. 39965 Strand 

Start 3167 End 

Name OJ990426_03 . 9921 .C14 . ol . tm Method 

Start . 2555 End 

GI none Score 

Exons 2555.. 2821, 2560.. 2820 



OJ990426_03.9921.C14 
3562 

TBLASTX: Maize 

2821 

302 



Seq. No. 19096 Seq. ID 

Gene No. 39965 Strand 

Start 3167 End 

Name OJ990426_03 . 9921 . C14 . ol . gp Method 

Start 3167 End 

GI none Score 

Exons 3167.. 3562 



OJ990426_03. 9921.C14 

3562 
AAT/GAP 
3562 
764 



Seq. No. 19097 Seq. ID 

Gene No. 39966 Strand 

Start 4 4 End 

Name OJ990426_03 . 9921 . C15 . ol . gs Method 

Start 4 4 End 

GI none Score 

Exons 44.. 252 



OJ990426_03:9921.C15 
252 

GENSCAN 

252 

.86 



Seq. No. 


19098 








Seq. ID 


OJ990426 


03. 


9921 


.C16 


Gene No. 


39967 








Strand 


+ 








Start 


255 








End 


725 








Name 


OJ990426 


03.9921.C16 


ol 


.gs 


Method 


GENSCAN 








Start 


• ; 255 








End 


725 








GI 


none 








Score 


.46 








Exons 


255. .321, 


466. .725 
















Seq. No. 


19099 








Seq. ID 


OJ990426_ 


03. 


9921 


.C17 


Gene No. 


39968 








Strand 


+ 








Start 


1 








End 


845 








Name 


OJ990426 


03.9921.C17 


ol 


np 


Method 


AAT/NAP 








Start 


1 








End 


845 









19531 




GI 6498441 Score 755 

Exons 1..172, 365.. 845 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


19099 


Seq. ID 


OJ990426 03.9921.C17 


Gene No. 


39968 


Strand 


+ 


Start 


1 


End 


845 


Name 


OJ990426 03.9921.C17.ol.gs 


Method 


GENSCAN 


Start 


178 


End 


733 


GI 


none 


Score 


. 69 


Exons 


178. . 733 






Seq. No. 


19099 


Seq. ID 


OJ990426 03.9921.C17 


Gene No. 


39968 


Strand 


+ 


Start 


1 


End 


845 


Name 


OJ990426 03.9921.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


514 ~ 


End 


782 


GI 


none 


Score 


257 


Exons 


514. .771, 549. .782 






Seq. No. 


19100 


Seq. ID 


OJ990426_03. 9921.C18 


Gene No. 


39969 


Strand 


+ 


Start 


1 


End 


1112 


Name 


OJ990426 03.9921.C18.ol.np 


Method 


AAT/NAP 


Start 


1 ~ 


End 


1109 


GI 


6498441 


Score 


1580 


Exons 


1. .734,. 828. .1109 






GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 


Seq. No. 


19100 


Seq. ID 


OJ990426_03. 9921.C18 


Gene No. 


39969 


Strand 


+ 


Start 


1 


End 


1112 


Name 


OJ990426 03.9921.C18.ol.gs 


Method 


GENSCAN 


Start 


153 


End 


1112 


GI 


none 


Score 


.48 


Exons 


153. . 1112 






Seq. No. 


19100 


Seq. ID 


OJ990426_03.9921.C18 


Gene No . 


39970 


Strand 


+ 


Start 


1271 


End 


1733 


Name 


OJ990426 03.9921.C18.ol.gp 


Method 


AAT/GAP 


Start 


1271 


End 


1733 


GI 


2428323 


Score 


843 


Exons 


1271. .1733 






GI Descrip. 


5803242/dbj | AP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, .clone : P0535G04 




Seq. No. 


19100 


Seq. ID 


OJ990426_03.9921.C18 


Gene No. 


39971 


Strand 




Start 


1741 


End 


5813 


Name 


OJ990426 03. 9921 . C18 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


115 


End 


497 


GI 


none 


Score 


149 



19532 




Exons 


115. .171, 116. .271, 242 


. .466, 


267. .497 






Seq. No. 


19100 




Seq. ID 


OJ990426_03.9921, 


.C18 


Gene No. 


39971 




Strand 






Start 


1741 




End 


5813 




Name 


OJ990426 03.9921.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


137 




End 


515 




GI ~ 


none 




Score 


85 




Exons 


137. .256, 258. .407, 402 


. .515 








Seq. No. 


19100 




Seq. ID 


OJ990426_03.9921, 


.C18 


Gene No. 


39971 




Strand 






Start 


1741 




End 


5813 




Name 


OJ990426 03.9921.C18.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


498 




End 


1100 




GI 


none 




Score 


257 




Exons 


498. .794, 502. .573, 503, 


. .601, 


638. .781, 


974. .1096, 975.. 


. 1100 


Seq. No. 


19100 




Seq. ID 


OJ990426_03.9921. 


.C18 


Gene No. 


39971 




Strand 






Start 


1741 




End 


5813 




Name 


OJ990426 03.9921.C18.o2, 


. gs 


Method 


GENSCAN 




Start 


1741 




End 


5813 




GI 


none 




Score 


.91 




Exons 


1741. .2076, 2203. .2703, 


2766. 


.3642, 3734. .4799, 4866. .5077, 




5492. .5553, 5685. . 5813 










Seq. No. 


19100 




Seq. ID 


OJ990426J)3.9921. 


.C18 


Gene No. 


39971 




Strand 






Start 


1741 




End 


5813 




Name 


OJ990426 03.9921.C18.o2, 


.np 


Method 


AAT/NAP 




Start 


1744 




End 


4995 




GI 


5803259 




Score 


5038 




Exons 


1744. .3642, 3734. .4995 










GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


19101 




Seq. ID 


OJ990426_03.9921. 


.C19 


Gene No. 


39972 




Strand " 


+ 




Start 


1 




End 


388 




Name 


OJ990426 03.9921.C19.ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End 


388 




GI 


5042454 




Score 


89 




Exons 


1..24, 335. .388 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


19101 




Seq. ID 


OJ990426_03. 9921. 


■ C19 


Gene No. 


.39973 




Strand 


+ 




Start 


335 




End 


1365 




Name 


OJ990426 03.9921.C19.ol, 


.gs 


Method 


GENSCAN 




Start 


335 




End 


1365 




GI 


none 




Score 


.52 




Exons 


335. .505, 1309. . 1365 










Seq. No. 


19101 




Seq. ID 


OJ990426__03. 9921. 


,C19 


Gene No. 


39974 




Strand 






Start 


1913 




End 


2467 




Name 


OJ990426 03. 9921.C19.o2. 


.gs 


Method 


GENSCAN 





19533 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



2467 
.7 



1913 End 
none Score 
1913.. 2000, 2283.. 2467 

19102 Seq. ID 

39975 Strand 
1 End 
OJ990426_03. 9921 . C20 . ol . gp Method 
1 End 
uC-osroM202004gl2bl Score 
1. .312, 1028. .1145 

* 4 0084 4 1/emb | CAA224 4 8 . 1 1 5.0e-20 (AL034488) predicted using 
Genefinder; cDNA EST yk433c6.3 comes from this gene; cDNA EST 
EMBL:D72601 comes from this gene; cDNA EST EMBL:D75524 comes 
from this gene; cDNA EST yk4 33c6.5 comes from this gene 
[Caenorhabditis ele 1 



OJ990426_03. 9921.C20 
+ 

3913 
AAT/GAP 
1145 
781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19102 
39975 
1 

OJ990426J)3.9921.C20.ol.gs 

200 

none 



Seq. ID OJ990426_03.9921.C20 

Strand + 

End 3913 

Method GENSCAN 

End 3913 

Score .86 



200. .417, 1028. .1155, 1761. .1864, 3503. .3590, 3699. .3913 



19102 
39975 
1 

OJ990426_03.9921.C20.ol.np 
200 

4008441 
200. .312, 
(AL034488) 



1028. .1155, 1761. 



Seq. ID OJ990426_03.9921.C20 

Strand + 

End 3913 

Method AAT/NAP 

End 3895 

Score 366 
1864, 3503. .3590, 3699. .3895 



predicted using Genefinder; cDNA EST yk433c6.3 comes 
from this gene; cDNA EST EMBL:D72601 comes from this gene; cDNA 
EST EMBL:D75524 comes from this gene; cDNA EST yk433c6.5 comes 
from this gene. [Caenorhabditis ele... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19102 
39976 
2642 

OJ990426_03.9921.C20.ol.tc 
179 



none 
179. . 
1750. 
3803. 



316, 193. .312, 993. 
.1866, 1759.. 1866, 
.3946 



OJ990426_03.9921.C20 
3946 

TBLASTX: Cress 

3946 

191 

1159, 1023.. 1157, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1154, 1022 
1760. .1867, 3502. .3585, 3503. .3598, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426 03.9921.C20 



19102 
39976 
2642 

OJ990426_03.9921.C20.o2.gp 
2642 

uC-osroM202004gl2a2 
2642. .3138 

1 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



3946 
AAT/GAP 
3138 
977' 



19534 



Sea No 


19103 








Seq. ID 


OJ990426_03 . 9921 .C21 


Gene No. 


39977 








Strand 


+ 


Start 


187 








End 


5032 


Name 


OJ990426 03 


.9921 


.C21.ol. 


gs 


Method 


GENSCAN 


Start • 


187 








End 


4994 


GI 


none 








Score 


.43 


Exons 


187. .273, 511. .717, 774. 


.3265, 3304. .3969, .3986. .4636, 




4687 . .4994 












Sea No. 


19103 








Seq. ID 


OJ990426_03.9921.C21 


Gene No. 


39977 








Strand 


+ 


Start 


187 








End 


5032 


Name 


OJ990426 03 


. 9921 


.C21 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1286 ~ 








End 


1838 


GI 


none 








Score 


34 


Exons 


1286. .1321, 


1446 


. .1493, 


1500 


..1598, 1505. .1597, 1565. .1804, 




1581. .1838 












Sea No. 


19103 








Seq. ID 


OJ990426_03.9921.C21 


Gene No . 


39977 








Strand 


+ 


Start 


187 








End 


5032 


Name 


OJ990426 03 


.9921 


.C21.ol. 


np 


Method 


AAT/NAP 


Start 


1297 








End 


5032 


GI 


6498441 








Score 


4159 


Ex on s 


1297. .2361, 


2692 


. .3155, 


3182 


..3555, 3739. .3873, 4049. .4556,, 




4793. .5032 














(AP000815) : 


EST C72786 (E2258) 


corresponds to a region of the 




predicted gene.; 


Similar 


to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon 


RetroSorl . (AF098806) 


[Oryza sativa] 


Seq. No. 


19103 








Seq. ID 


OJ990426_03. 9921.C21 


Gene No. 


39977 








Strand 


+ 


Start 


187 








End 


5032 


Name 


OJ990426 03 


. 9921 


.C21.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1451 








End 


1736 


GI 


none 








Score 


202 


Exons 


1451. .1735, 


1488 


. .1736 








Seq. No. 


19103 








Seq. ID 


OJ990426 03.9921.C21 


Gene No. 


39977 








Strand 


+ 


Start 


187 








End 


5032 


Name 


OJ990426 03 


.9921 


.C21.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2576 








End 


3065 


GI 


none 








Score 


405 


Exons 


2576. .2749, 


2577 


. .3065, 


2771 


. .3064 




Seq.' No. 


19103 








Seq. ID 


OJ990426_03.9921.C21 


Gene No. 


39977 








Strand 


+ 


Start 


187 








End 


5032 


Name 


OJ990426 03 


.9921 


,C21.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3189 








End 


3652 


GI 


none 








Score 


211 


Exons 


3189. .3632, 


3190 


. .3645, 


3191 


. .3652, 3191. .3646 


Seq. No. 


19103 








Seq. ID 


OJ990426_03. 9921.C21 


Gene No. 


39977 








Strand 


+ 


Start 


187 








End 


5032 



19535 




lMdll.lt; 


OJ990426 03 


9921 


. C21 . o2 


. t s 


Mo t* h oH 


TRT.A^TX • Snvhp^n 
i. lj ijn.*D j. /\ * o kj y kj c ci 1 1 




J Lul U 


3230 ~~ 








End 


3595 




GI 


none 








Score 


117 




1—1 *\ 1 1 ^ 


3230 3454 


3461 


3595 










Seq. No. 


19103 








Seq. ID 


OJ990426_03. 9921 


.C21 


Gene No. 


39977 








Strand 


+ 




Start 


187 








End 


5032 




Name 


OJ990426 03 


9921 


. C21 . ol 


. tm 


Mp t" hod 


TBLASTX • Ma i 7P 






3320 _ 








End 


3676 






none 








Score 


383 






3320 3676 


3355 


3666, 


3371 . 


. 3676 






Seq. No. 


19103 








Seq. ID 


OJ990426JD3.9921 


.C21 


Gene No. 


39977 








Strand 


+ 






187 








End 


5032 




Name 


OJ990426 03 


9921 


. C21 . o3 


tw 


Mfaj- hoH 


TRT.A^TX • Whp^t- 




Start 


3653 ~~ 








End 


3955 




GI 


none 








Score 


329 




R von <; 


3653 3955, 


3661 


3951 










Seq. No. 


19103 








Seq. ID 


OJ990426_03.9921 


.C21 


Gene No. 


39977 








Strand 


+ 




Start 


187 








End 


5032 




Name 


OJ9904 2 6 0 3 


9921 




tm 


Method 


TBLASTX: Maize 




<f p» rt- 


3703 _ 








End 


4088 




GI 


none 








Score 


257 




R von q 


3703 3981 


3704 


3982, 


3894 . 


.4088, 3941. .4069 




Seq. No. 


19103 








Seq. ID 


OJ990426_03. 9921 


.C21 


Gene No. 


39977 








Strand 


+ 




Start 


187 








End 


5032 




Name 


OJ990426 03 


9921 


C21 ol 


ts 


Method 


TBLASTX : Soybean 




Start 


3740 _ 








End 


3958 




GI 


none 








Score 


195 




R von c: 


3740 3958. 


3757 


. . 3951 










Seq. No. 


19103 








Seq. ID 


OJ990426JD3. 9921 


C21 


Gene No. 


39977 








Strand 


+ 




Start 


187 








End 


5032 




Name 


OJ990426 03 


9921 


. C21 . 06 


tw 


Method 


TBLASTX: Wheat 




Start 


3957 ~~ 








End 


4264 




GI 


none 








Score 


238 




R von <=; 


3957 4262. 


4106 


. .4264 










Seq. No. 


19103 








Seq. ID 


OJ990426_03.9921 


C21 


Gene No. 


39977 








Strand 


+ 




Start 


187 








End 


5032 




Name 


OJ990426 03 


9921 


. C21 . o5 


tw 


Method 


TBLASTX: Wheat 




Start 


4784 ~~ 








End 


5032 




GI 


none 








Score 


256 




Exons 


4784. .5032, 


4810 


. .5031 










Seq. No. 


19104 








Seq. ID 


OJ990426_03. 9921 


C22 


Gene No. 


39978 








Strand 


+ 




Start 


1 








End 


1199 




Name 


OJ990426 03. 


9921 


.C22.ol. 


np 


Method 


AAT/NAP 





19536 




Start 1 End 1199 

GI 6498441 Score 1807 

Exons 1..824, 918.. 1199 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


19104 




Seq. ID 


OJ990426 03.9921 


. C22 


Gene No. 


39978 




Strand 


+ ~~ 




Start 


1 




End 


1199 




Name 


OJ990426 03.9921.C22.ol 


. OS 


Method 


GENSCAN 




Start 


70 ~ 




End 


755 




GI 


none 




Score 


. 87 




Exons 


70. .755 










Seq. No. 


19104 




Seq. ID 


OJ990426 03 9921 


. C22 


Gene No. 


39979 




Strand 






Start 


1879 




End 


2510 




Name 


OJ990426 03. 9921.C22.ol 


. tm 


Mp1~ hod 


TBLASTX * Maize 




Start 


69 _ 




End 


412 




GI 


none 




Score 


356 




l*-t *\- 1 I O 


69 392. 98 379. 296 


412 








Seq. No. 


19104 - - 




Seq. ID 


OJ990426 03 9921 


. C22 


Gene No. 


39979 




Strand 






Start 


1879 




End 


2510 




Name 


OJ990426 03.9921.C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


206 ~~ 




End 


587 




GI 


none 




Score 


363 




Exons 


206. .283, 207. .587, 207 


. . 548, 


308. .556 






Seq. No. 


19104 




Seq. ID 


OJ990426_03.9921 


. C22 


Gene No . 


39979 




Strand 






Start 


1879 




End 


2510 




Name 


OJ990426 03.9921.C22.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


588 . 




End 


1190 




GI 


none 




Score 


250 




Exons 


588. .878, 593. .685, 728 


. .871, 


1064. .1186, 1065. .1190 




Seq. No. 


19104 




Seq. ID 


OJ990426_03.9921 


. C22 


Gene No . 


39979 




Strand 






Start 


1879 




End 


2510 




Name 


OJ990426 03.9921.C22.o2 


.np 


Method 


AAT/NAP 




Start 


1827 




End 


2510 




GI 


6539586 




Score 


950 




Exons 


1827. .2510 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


19104 




Seq. ID 


OJ990426JD3, 9921 


.C22 


Gene No. 


39979 




Strand 






Start 


1879 




End 


2510 




Name 


OJ990426 03.9921.C22.o3 


.gs 


Method 


GENSCAN 




Start 


1879 




End 


2274 




GI 


none 




Score 


.53 




Exons 


1879. .2274 










Seq. No. 


19105 




Seq. ID 


OJ990426_03.9921 


.C23 



19537 




Gene No. 


39980 


Strand 


- 


Start 


1 


End 


1408 


Name 


OJ990426 03. 9921.C23.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


1408 


GI 


6907089 


Score 


2034 


Exons 


1 . . 1408 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19106 


Seq. ID 


OJ990426 


Gene No. 


39981 


Strand 




Start 


1 


End 


797 


Name 


OJ990426 03.9921.C24.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


797 


GI 


5803259 


Score 


685 


Exons 


1..588, 692. .797 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 


19106 




Seq. ID 


OJ990426 


Gene No. 


39981 




Strand 




Start 


1 




End 


797 


Name 


OJ990426 03.9921.C24 


.ol.gs 


Method 


GENSCAN 


Start 


27 




End 


765 


GI 


none 




Score 


.82 


Exons 


27. .588, 692. .765 








Seq. No. 


19107 




Seq. ID 


OJ990426 


Gene No. 


39982 




Strand 


+ 


Start 


1 




End 


3062 


Name 


OJ990426 03.9921.C28 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3062 


GI 


5852180 




Score 


358 


Exons 


1..21, 803. .927, 979 


. .1395, 


2999. .3062 




GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 





Seq. No. 19107 Seq. ID 

Gene No. 39983 Strand 

Start . 1136 End 

Name OJ990426_03 . 9921 . C28 . ol . gs Method 

Start 1136 End 

GI none Score 

Exons 1136.. 1316, 2710.. 2743 



OJ990426_03. 9921.C28 

2743 
GENSCAN 
2743 
. 99 



Seq. No. . 19108 Seq. ID 

Gene No. 39984 Strand 

Start 1 End 

Name 0 J 9 9 0 4 2 6_0 3. 9921. C30. ol.np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..230, 294.. 667, 757.. 775 

GI Descrip. (AP000815) EST C727 86 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990426_03.9921.C30 
+ 

775 

AAT/NAP 

775 

897 



Seq. No. 19108 Seq. ID 

Gene No. 39984 Strand 

Start 1 End 

Name OJ990426_03 . 9921 . C30 . ol . gs Method 



OJ990426JD3. 9921. C30 
+ 

775 

GENSCAN 



19538 





Start 


6 


End 


667 




GI 


none 


Score 


. 62 




Exons 


6. .230, 294. .667 








Seq. No. 


19108 


Seq. ID 


OJ990426_t)3.9921.C30 




Gene No. 


39984 


Strand 


+ 




Start 


1 


End 


775 




Name 


OJ990426 03.9921.C30.o2.tm 


Method 


TBLASTX: Maize 




Start 


260 


End 


428 




GI 


none 


Score 


174 




Exons 


260. .427, 264. .428, 267. .428 








Seq. No. 


19108 


Seq. ID 


OJ990426_03.9921.C30 




Gene No. 


39984 


Strand 


+ 




Start 


1 


End 


775 




Name 


OJ990426 03.9921.C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


302 


End 


757 




GI 


none 


Score 


498 




Exons 


302. .676, 303. .686, 664. .753, 


674 . .757 


, 683. .745 




Seq. No. 


19108 


Seq. ID 


OJ990426_03.9921.C30 




Gene No. 


39984 


Strand 


+ 




Start - 


1 


End 


775 




Name 


OJ990426 03.9921.C30.ol.tm 


Method 


TBLASTX: Maize 


'i k? 


Start 


432 


End 


775 


:.i 1 


GI 


none 


Score 


274 


1 b? 
! : : ~- 


Exons 


432. .680, 467. .673, 686. .775, 


697. .774 




i- L: 


Seq. No. 


19109 


Seq. ID 


OJ990426_03.9921.C31 ■ 




Gene No. 


39985 


Strand 






Start 


726 


End 


996 




Name 


OJ990426 03. 9921 . C31 . ol . gs 


Method 


GENSCAN 




Start 


726 


End 


996 




GI 


none 


Score 


. 58 




Exons 


726. .856, 942. .996 






:' 


Seq. No. 


19110 


Seq. ID 


OJ990426_03.9921 .C32 


-.§ 


Gene No. 


39986 


Strand 


+ 


~: 


Start 


1 


End 


1347 




Name , 


OJ990426 03.9921.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1347 




GI 


6069646 


Score 


276 




Exons 


1..55, 636. .1347 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj | BAA90 63 9 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase. (AC006248 ) 






[Oryza sativa] 








Seq. No. 


19110 


Seq. ID 


OJ9904 2 6_03. 9921.C32 




Gene No. 


39986 


Strand 


+ 




Start 


1 


End 


1347 




Name 


OJ990426 03. 9921 . C32 . ol . tm 


Method 


TBLASTX: Maize 




Start 


766 


End 


1329 




GI 


none 


Score 


212 




Exons 


766. .1068, 873. .974, 1129. .1329 





19539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19111 Seq. ID 

39987 Strand 

14 End 

OJ990426_03 . 9921 . C33 . ol . np Method 

14 End 

1706956 Score 



OJ990426_03.9921.C33 
+ 

5246 
AAT/NAP 
5243 
3715 



14. .164, 430. .559, 667. .814, 1549. .1823, 1921. .2255, 2344. .2481, 
3068. .3193, 3305. .3517, . 3597. .3843, 3926. .4125, 4217. .4570, 
4663. .5243 



GI Descrip. (U58283) cellulose synthase [Gossypium hirsutum] 



Seq. No. 19111 

Gene No. 39987 

Start 14 

Name OJ99042 6_03 . 9921 . C33 . ol . gs 

Start 17 

GI none 
Exons 



Seq. ID OJ990426_03.992L.C33 

Strand + 

End 5246 

Method GEN SCAN 

End 5246 

Score .93 

1546. .1812, 1913. .2255, 



17. .179, 280. .389, 430. .559, 667. .814 
2344. .2481, 3068. .3193, 3305. .3517, 3753. .3843, 3926. .4125, 
4217. .4570, 4663. .4785, 4827. .5246 



Seq. No. 19111 Seq. ID 

Gene No. 39987 Strand 

Start 14 End 

Name OJ99042 6_03 . 9921 . C33 . ol . gp Method 

Start 3272 End 

GI 32423_1.R1084 Score 

Exons 3272.. 3517, 3597 .". 3843, 3926.. 3969 
GI Descrip. 



OJ990426_03.9921.C33 
+ 

5246 
AAT/GAP 
3969 
938 



3926. 

'1706956 9.0e-66 (U58283) cellulose synthase [Gossypium 
hirsutum] ' 



Seq. No. 19111 

Gene No. 39987 

Start 14 

Name OJ99042 6JD3 . 9921 . C33 . o2 . gp 

-.Start 4256 

GI 54090_1.R1084 

Exons 4256.. 4570, 4663.. 5093 

GI Descrip. '1706956 1.0e-115 (U58283) 
hirsutum] 1 



Seq. ID OJ990426_03.9921.C33 

Strand + 

End 524 6 

Method AAT/GAP 

End 5093 

Score 1420 

cellulose synthase [Gossypium 



Seq. No. 19111 
Gene No.. 39988 
Start 6727 

Name OJ99042 6_03 . 9921 . C33 . ol . tc 

Start 1553 
GI none 

Exons 1553.. 1813, 1601.. 1807, 1666, 

2338.. 2484, 2338. .2481, 2343, 
3106.. 3207, 330l'. .3492, 3305. 
3579.. 3692, 3599.. 3658, 3940. 
4214. .4432, 4215. .4394, 4216, 
4439. .4600, 4657. .4785, 4660, 
4812. .4871, 



4820. .4909, 4886. 



Seq. ID OJ990426_03. 9921.C33 
Strand 

End 10087 
Method TBLASTX : Cress 
End 5194 
Score 325 

.1821, 1919.. 2260, 1920.. 2285, 
.2483, 3065.. 3205, 3067.. 3195, 
.3529, 3317. .3517, 3397.. 3528, 
.4128, 3963. .4124, 4018. .4128, 
.4437, 4217. .4438, 4438. .4566, 
.4806, 4668. .4805, 4806. .4892, 
.5194, 4887. .5192 



Seq. No. 
Gene No. 



19111 
39988 



Seq. ID 
Strand 



OJ990426 03.9921.C33 



19540 



Start 
Name 
Start 
GI 

Exons 



6727 End 
OJ990426_03 . 9921 . C33 . o2 . tm Method 
1562 ' End 
none Score 
1562. .1813, 1631. .1813, 1632. 
1914. .2153, 1919. .2260, 1920. 
2343. .2483 



10087 

TBLASTX: Maize 
2484 
310 

.1826, 1653. .1817, 1666. .1821, 
.2255, 2338. .2484, 2338. .2481, 



Seq. No. 19111 
Gene No. 39988 
Start 6727 

Name OJ99042 6_03 . 9921 .C33 . o2 . ts 

Start 1711 
GI • none 

Exons 1711. .1797, 1712. .1822, 1715. 

1950. .2135, 4662. .4805, 4663. 
4820. .5200 



Seq. ID OJ990426_03.9921.C33 
Strand 

End 10087 

Method TBLASTX : Soybean 

End 5228 

Score 156 

.1813, 1919. .2134, 1920. .2135, 
.4806, 4803. .5132, 4806. .5228, 



Seq. No. 19111 

Gene No. 39988 

Start 6727 

Name OJ9904 26_03. 9921 ,C33.o3. tw 

Start 2106 

GI none • 

Exons 2106.. 2285, 
3065. .3112 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_03. 9921.C33 
10087 

TBLASTX: Wheat 

3112 

249 



2121. .2174, 2123. .2260, - 2338. .2484, 23'43..2483, 



Seq. No. 19111 
Gene No. 39988 
Start '■ 6727 

Name OJ990426_03 . 9921 . C33 . ol . ts 

Start 2136 
GI none 

Exons 2136.. 2285, 2138.. 2260, 2338. 

3036. .3167, 3064. .3171, 3065. 
3301. .3495, 3305. .3529, 3397. 
3591. .3689, 3598. .3714, 3734. 
3904. .4128, 3917. .4123, 3963. 
4216. .4341, 4216. .4575, 4217. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2484, 2338 
.3205, 3067 
.3525, 3579 
.3844, 3780 
.4124, 4212 
.4597 



OJ99'0426 03.9921.C33 



10087 

TBLASTX : Soybean 
4597 
205 

2481, 2343. .2483, 

3195, 3282.. 3494, 

3710, 3590.. 3667, 

3845, 3783.. 3848, 

4562, 4214.. 4570, 



Seq. No. 19111 

Gene No. 39988 

Start 6727 

Name OJ990426JD3 . 9921 . C33 . o3 

Start 3065 

GI none 

Exons 3065.. 3205, 3065.. 3193, 
3383. .3517, 3397. .3525, 

Seq. No. 19111 

Gene No. 39988 

Start 6727 

Name OJ990426_03 . 9921 . C33 . o2 

Start 3113 

GI none 

Exons 3113.. 3199, 3305.. 3415, 
3410. .3517, 3424. .3525, 



Seq. ID OJ990426_03.9921.C33 
Strand 

End 10087 
.tm Method TBLASTX : Maize 

End 3638 

Score 206 
3067. .3195, 3304. .3339, 3305. .3529, 
3597.. 3638, 3599.. .3631 

Seq. ID OJ990426_03.9921.C33 
Strand 

End 10087 
.tw Method TBLASTX : Wheat 

End 3650 

Score 106 
3324. .34 55, 3327. .3425, 3355. .34 56, 
3425. .3529, 3579. .3650, 3590. .3649 



19541 




Qorr Mo 


19111 








Seq. ID 


OJ990426 


U~>. Z* Zf c. J. o 


f|ono Mo 


^99RR 

*J Zf Zf o o 








Strand 








6727 








End 


10087 




Name 


OJ990426 03 


.9921. 


C33.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3639 








End 


5470 




GI 


none 








Score 


128 




F von q 


3639 3710 


3640 . 


.3732, 


3641 


. .3667, 3707. .3844, 


?71 n 3R44 




3780 384S 


3904 . 


. 4128, 


3920 


..4123, 3963. .4124, 


4?1? 4 ssn 




4214 4S70 


4215 . 


.4 4 60, 


4216 


..4569, 4216. .4572, 


4 917 4 finn 




4661 4762 


4662 . 


. 4805, 


4662 


. .4805, 4663. .4806, 


4806 S2S2 




4806 SI 32 


4820 . 


. 5251 , 


*J £. Q «J 


..5309, 5411.. 5470 




Seq. No. 


19111 








Seq. ID 


OJ990426 


_03.9921.C33 




39988 








Strand 






O L. CI X u 


6727 








End 


10087 




Name 


O.79904 2 6 rn 


9921 

. Zf Zf X . 


C33 . o4 


fu 
• L. W 


Method 


TBLASTX : 


VVllCd L. 




4405 ~ 








End 


4611 






none 








Score 


71 






440^ 4443 

*i *i \J _J . • *a *i rt .J , 


4 409 

1 1 u ^ . 


44 3fl 


4 4 3S 

*i 1 J J 


..4611, 4436. .4600 




Seq. No. 


19111 








Seq. ID 


OJ990426 


_03.9921.C33 


Gene No. 


39988 








Strand 






O L.GLX L, 


6727 








End 


10087 






0.79904 r\r> 


9991 
. z? zf x . 


r33 oi 




Method 


TBLASTX: 


Whoa h 




4 717 ~~ 

1 / X / 








End 


5123 




OX 


n on o 
I l\Jl its 








Score 


154 




TTvon ^ 

£j A vi 1 0 


4717 47R5 


4723 . 


4 806 


4728 


..4850, 4806. .4889, 


4 R 06 4R71 




4 R?D 4 RR R 

lOtU . • 4000/ 


4 RR 9 


SI 99 


4RQD 


. .5123 






Seq. No. 


19111 








Seq. ID 


OJ990426 


_03.9921.C33 




39988 








Strand 






J Lai L 


6727 








End 


10087 




in allic 


OJ9904 2 6 0 3 


9921 

. Z* ZJ c X . 


P33 o? 




Method 


GENSCAN 




Start 


6727 ~~ 








End 


9893 




(IT 
\J X 


none 








Score 


.82 






6727 6834 


7 37R 


7 son 


7 69S 


..7730, 8869. .9893 




Seq. No. 


19111 








Seq. ID 


OJ990426 


_03.9921.C33 


Gene No. 


39988 








Strand 






Start 


6727 








End 


10087 




Name 


OJ990426 03 


.9921. 


C33.o2, 


.np 


Method 


AAT/NAP 






8868 








End 


10087 




GI 


4539395 








Score 


798 




P. von q 


8868. .10087 














f^T Dp^rri o 

OX O ^ J — L£J * 


(AL035526) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


19111 








Seq. ID 


OJ990426 


_03. 9921.C33 


^pnp Mo 


39988 








Strand 








6727 








End 


10087 




Name 


OJ990426 03 


.9921. 


C33.o3. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


9114 








End 


9539 




GI 


none 








Score 


93 




Exons 


9114. .9449, 


9219. 


. 9521, 


9291 


. . 9536, 9360. . 9539 




Seq. No. 


19111 








Seq. ID 


OJ990426 


_03.9921.C33 


Gene No. 


39988 








Strand 







19542 




Of- o rf- 


6777 




End 


10087 


Name 


\jyj 7 7U 4 \jj»7yy£.±,K**j*j.\j£. 




Method 


TBLASTX: Cress 


Cf a r f 


91 47 _ 

7 1 4 / 




End 


9557 


vjX 






Score 


66 




Q147 Q470 Q177 QS?4 


7c f \J • 


.9536, 9408.. 9536, 9477.. 9557 


Seq. No. 


19111 




Seq. ID 


OJ990426_03.9921.C33 


Gene No. 


39988 




Strand 




^t- a rf 
OLal L 






End 


10087 


Ma mo 


UJ77U4lO U J . ??tliLJJ«U4 




Method 


TBLASTX: Maize 


Of a r f- 
O Ldl L 


Q1 47 ~~ 




End 


9566 


\J X 


nailer 




Score 


230 




Q147 QSfifi Q171 QS94 

714 / . . 7JOD/ 71 / 1 . . ^ Jt.4 , 


Q1 Qft 

7X70. 


.9533, 9201.. 9557, 9219.. 9542 


Seq. No. 


19111 




Seq. ID 


OJ990426_03.9921.C33 


Gene No. 


39988 




Strand 




J Lai L 


67?7 




End 


10087 


Mamo 
IN diiltr 


WU77U4tD U J . 77tl . J • UJ 


■ L W 


Method 


TBLASTX: Wheat 


O f- o r 4- 


Ql 4 7 ~~ 

714 / 




End 


9533 




nnnp 




Score 


197 


IT von q 


Q147 Q^fiQ Q?70 Q 1 ^^ 

714 / . ( 7J07/ 7t lU i . 7 J 










1711l 




Seq. ID 


OJ990426_03.9921.C35 




39989 




Strand 




Start 


129 




End 


584 


Name 


OJ990426 03.9921.C35.ol 


.gp 


Method 


AAT/GAP 


O l_ a X L 


129 




End 


584 


uX 


23935 1.R1084 




Score 


248 


Hi AVJi lO 


129. .226, 503. .584 








ox ucooiipi 


'4584520/emb|CAB40751.1| 2 . Oe 


-42 (AL049607) enoyl-CoA 




hydratase-like protein 


[Arabidopsis thaliana] 1 


Seq. No. 


19113 




Seq. ID 


OJ990426_03.9921.C36 


Gene No. 


39990 




Strand 


+ 




143 




End 


393 


Ma TTIO 


OJ990426 03.9921.C36.ol 


.gs 


Method 


GENSCAN 


O Lai L 


143 




End 


393 


v3 X 


none 




Score 


.6 


T7 1 v O T"l Q 


143. .250, 311. .393 








Seq. No. 


19114 




Seq. ID 


OJ990426_03.9921.C39 


Gene No. 


39991 




Strand 


+ 


O LCll L 


123 




End 


690 


in diuc 


OJ990426 03. 9921.C39.ol 


. gs 


Method 


GENSCAN 


Qf* a r t* 


123 




End 


690 




none 




Score 


.86 


IT 1 von c: 


123. .270, 395. .690 








Seq. No. ■ 


19115 




Seq. ID 


OJ990426_03.9921.C40 


Gene No. 


39992 




•Strand 


+ 


Start 


1 




End 


515 


Name 


OJ990426 03. 9921.C40.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


515 


GI 


3641836 




Score 


334 



Exons 1..211, 298. .384, 480. .515 

GI Descrip. (AL023094) putative serine/threonine protein kinase [Arabidopsis 
thaliana] 



19543 



Seq. No. 


19115 








Seq. ID 


OJ990426_03.9921, 


.C40 


Gene No . 


39992 








Strand 


+ 




Start 


1 








End 


515 




Name 


OJ990426 


03. 


9921. 


C40.ol.tc 


Method 


TBLASTX: Cress 




Start 


11 








End 


385 




GI 


none 








Score 


237 




Exons 


11 . . 217, 


12. 


. 215, 


241 . . 381, 


290. .385 






Seq. No. 


19115 








Seq. ID 


OJ990426_03. 9921. 


X40 


Gene No. 


39992 








Strand 


+ 




Start 


1 








End 


515 




Name 


OJ990426 


03. 


9921 . 


C40 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


11 








End 


382 




GI 


none 








Score 


247 




Exons 


11. .136, 


12. 


.230, 


161. .229, 


274 . . 381, 


293. . 382 




Seq. No. 


19115 








Seq. ID 


OJ990426JD3. 9921, 


,C40 


Gene No . 


39992 








Strand 


+ 




Start 


1 








End 


515 




Name 


OJ990426 


03. 


9921 . 


C40 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


11 








End 


397 




GI 


none 








Score 


179 




Exons 


11. .202, 


12 . 


.212, 


311 . . 397 








Seq. No. 


19115 








Seq. ID 


OJ990426_03. 9921. 


■ C40 


Gene No . 


39992 








Strand 


+ 




Start 


1 








End 


515 




Name 


OJ990426 


03. 


9921. 


C4 0 . ol . tm 


Method 


TBLASTX: Maize 




Start 


24 








End 


391 




GI 


none 








Score 


283 




Exons 


24 . .209, 


26. 


. 235, 


292 . . 381, 


293. .382, 


332 . . 391 




Seq. No. 


19115 








Seq. ID 


OJ990426_03. 9921. 


,C40 


Gene No. 


39992 








Strand 


+ 




Start 


1 








End 


515 




Name 


OJ990426 


03. 


9921. 


C40.ol.gs 


Method 


GENSCAN 




Start 


50 








End 


436 




GI 


none 








Score 


.81 




Exons 


50. .207, 


294 


. .436 








Seq. No. 


19116 








Seq. ID 


OJ990426_03. 9921. 


,C41 


Gene No . 


39993 








Strand 


+ 




Start 


106 








End 


669 




Name 


OJ990426 


03. 


9921. 


C41.ql. gs 


Method 


GENSCAN 




Start 


106 








End 


517 




GI 


none 








Score 


. 45 




Exons 


106. . 517 














Seq. No. 


19116 








Seq. ID 


OJ990426_03. 9921. 


,C41 


Gene No. 


39993 








Strand 


+ 




Start 


106 








End 


669 




Name 


OJ990426 


03. 


9921. 


C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


142 








End 


519 




GI 


none 








Score 


212 




Exons 


142. .519 















1954 4 



Seq. No. 


19116 




Seq. ID 


OJ990426_03.9921.C41 


Gene No. 


39993 




Strand 


+ 


Start 


106 




End 


669 


Name 


OJ990426 03.9921.C41.ol. 


np 


Method 


AAT/NAP 


Start 


253 




End 


669 


GI 


629693 




Score 


258 


Exons 


253. .669 








GI Descrip. 


probable integrase - common 


tobacco (fragment) 




gi | 53074 2 | emb | CAA56791 | 


(X80830) integrase [Nicotiana tabacum] 


Seq. No. 


19116 




Seq. ID 


OJ990426_03. 9921.C41 


Gene No. 


39993 




Strand 


+ 


Start 


106 




End 


669 


Name 


OJ990426 03.9921.C41.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


373 




End 


669 


GI 


none 




Score 


205 


Exons 


373. . 669, 480. .596 








Seq. No. 


19117 




Seq. ID 


OJ9904 26_03. 9921 .C42 


Gene No. 


39994 




Strand 




Start 


439 




End 


758 


Name 


OJ990426 03. 9921.C42.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


279 




End 


677 


GI 


none 




Score 


55 


Exons 


279. .341, 291. .341, 302. 


.406 


, 437. .550 


, * 441. .551, 442. .552, 




442. .558, 628. .672, 628. 


.675 


, 630.. 677 




Seq. No." 


19117 




Seq. ID 


OJ990426_03.9921.C42 


Gene No. 


39994 




Strand 




Start 


439 




End 


758 


Name 


OJ990426 03. 9921.C42.ol. 


np 


Method 


AAT/NAP 


Start 


291 




End 


758 


GI 


6692680 




Score 


94 


Exons 


291. .336, 443. .549, 628. 


.758 






GI Descrip. 


(AC007592) F12K11.12 [Arabidopsis thaliana] 


Seq. No. 


19117 




Seq. ID 


OJ990426_03.9921.C42 


Gene No. 


39994 




Strand 




Start 


439 




End 


758 


Name 


OJ990426 03.9921.C42.ol. 


gs 


Method 


GENSCAN 


Start 


439 




End 


549 


GI 


none 




Score 


.52 


Exons 


439. .549 








Seq. No. 


19118 




Seq. ID 


OJ990426_03.9921.C43 


Gene No. 


39995 




Strand 


+ 


Start 


2763 




End 


5394 


Name 


OJ990426 03.9921.C43.o2. 


gs 


Method 


GENSCAN 


Start 


2763 




End 


5045 


GI 


none 




Score 


.6 


Exons 


2763. .2854, 2856. .2988, 


3086 


..3154, 3975. .4058, 4367. .4451, 




4652. .4737, 4893. .5045 








Seq. No. 


19118 




Seq. ID 


OJ990426_03.9921.C43 


Gene No. 


39995 




Strand 


+ 


Start 


2763 




End 


5394 


Name 


OJ990426 03.9921.C43.ol. 


np 


Method 


AAT/NAP 



19545 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2778 End 5394 

6692680 Score 580 

2778. .2988, 3605. .3668, 3807. .3880, 3975. .4058, 4367. .4451, 
4652. .4737, 4893.. 5014, 5118. .5178, 5364.. 5394 
(AC007592) F12K11.12 [Arabidopsis thaliana] 



19118 
39995 
2763 

OJ990426_03.9921.C4 3.o2.gp 

4635 

none 

■4635. .5155 



Seq. ID OJ990426_03.9921.C43 

Strand + 

End 5394 

Method AAT/GAP 

End 5155 

Score 1007 



Seq. No. 19118 

Gene No. 39996 

Start 1 

Name OJ990426_03 . 992 1 . C4 3 . ol . gp 

Start 1 

GI 624_2.R1084 

Exons 1. .210 

GI Descrip. ' 3402817 /emb | CAA07704 | 9.0e-16 (AJ007829) lacZ" 
pGreen] 1 



Seq. ID OJ990426_03. 9921.C43 
Strand 

210 

AAT/GAP 
210 
397 



End 

Method 

End 

Score 



[Cloning vector 



Seq. No. 


19118 








Seq. ID 


OJ990426 


03. 9921.C43 


Gene No . 


39997 








Strand 








Start 


1446 








End 


1696 






Name 


OJ990426 03. 


. 9921 


.C43.ol, 


.gs 


Method 


GENSCAN 






Start 


1446 








End 


1696 






GI 


none 








Score 


. 94 






Exons 


1446. .1579, 


1663 


. .1696 












Seq. No. 


19118 








Seq. ID 


OJ990426 


03. 9921.C43 


Gene No. 


39998 








Strand 








Start 


2786 








End 


5196 






Name 


OJ990426 03. 


.9921 


.C43.ol, 


.tm 


Method 


TBLASTX : 1 


Maize 




Start 


2786 








End 


5196 






GI 


none 








Score 


114 






Exons 


2786. .2809, 


2896 


. .2991, 


2902 


..3003, 2904. .2999, 


3086 


. .3154, 




3086. .3154, 


3087 


. .3155, 


3566 


..3664, 3580. .3663, 


3602 


. .3664, 




3603. .3668, 


3604 


. .3666, 


3803 


..3883, 3804. .3881, 


3806 


. .3883, 




3808. .3909, 


3835 


. .3903, 


3974 


..4063, 3975. .4058, 


3979 


. .4074, 




4367. .4459, 


4372 


. .4461, 


4645 


..4737, 4647. .4736, 


4654 


. .4740, 




4897. .4932, 


4929 


. .5015, 


4932 


..5024, 5104. .5196, 


5115 


. .5180 


Seq. No. 


19119 








Seq. ID 


OJ990426 


_03. 9 


921. C44 


Gene No. 


39999 








Strand 








Start 


576 








End 


2598 






Name 


OJ990426 03, 


. 9921 


.C44 .ol, 


.gs 


Method 


GENSCAN 






Start 


576 








End 


2598 






GI 


none 








Score 


. 97 






Exons 


576. .899, 1007.. 


1165, 1748..; 


2237, 2255 


. .2598 






Seq. No. 


19120 








Seq. ID 


OJ990426_ 


03.9921.C45 


Gene No. 


40000 








Strand 


+ 






Start 


130 








End 


384 






Name 


OJ990426 03. 


.9921 


.C45.ol. 


.gs 


Method 


GENSCAN 







19546 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



130 
none 

130.. 237, 298.. 384 



End 384 
Score .7 



OJ990426 03.9921.C47 



19121 Seq. ID 

40001 Strand 
184 End ' 274 

OJ990426_03 . 9921 . C47 . ol .gp Method AAT/GAP 
184 End 274 

69953_1.R1084 Score 90 

184 . .274 

*5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



Seq. No. 


19121 


Seq. ID 


OJ990426 


03. 9921.C47 


Gene £Jq # 


40002 


Strand 






Start 


1153 


End 


2927 




Name 


OJ990426 03.9921.C47.ol.gs 


Method 


GENSCAN 




Start 


1153 


End 


2118 




GI 


none 


Score 


.54 




Exons 


1153. .1320, 1912. .2118 








Seq. No. 


19121 


Seq. ID 


OJ990426 


03. 9921. C47 


Gene No . 


40002 


Strand 






Start 


1153 


End 


2927 




Name 


OJ990426 03.9921.C47.o2.gp 


Method 


AAT/GAP 




Start 


1378 


End 


2926 




GI 


17122 1.R1084 


Score 


1240 




Exons 


1378. .1817, 1912. .2075, 2864. 


.2926 






GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 1 . Oe 


-17 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


19121 


Seq. ID 


OJ990426 


_03.9921.C47 


Gene No. 


40002 


Strand 






Start 


1153 


End 


2927 




Name 


OJ990426 03. 9921 . C4 7 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


1914 


End - 


2927 




GI 


none 


Score 


90 




Exons 


1914.. 2060, 1915.. 2082, 1919. 


.2074, 2 


865. .2927, 


2871. .2927 .. 


Seq. No. 


19122 


Seq. ID 


OJ990426 


_03.9921.C48 


Gene No. 


40003 


Strand 


+ 




Start 


7127 


End 


7208 




Name 


OJ990426 03. 9921 . C4 8 . ol . gp 


Method 


AAT/GAP 




Start 


7127 


End 


7208 




GI 


5867 1.R1084 


Score 


114 




Exons 


7127. .7208 








GI Descrip. 


? 464986/sp|P35132|UBC9 ARATH 


5.0e-58 


UBIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 • ( UBIQUITIN- 


PROTEIN 


LIGASE 9) 


(UBIQUITJN 




CARRIER PROTEIN 9) (UBCAT4B) 


>gi 4218 


57 pir S32674 




ubiquitin — protein ligase (EC 


6.3.2.19) UBC9 - 


Arabidopsis 



thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin . conj ugating 
enzyme homolog [Arabidopsis thaliana] >gi__349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 
Gene No. 



19122 
40004 



Seq. ID 
Strand 



OJ990426 03.9921.C48 



19547 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



8954 
AAT/NAP 
8928 
92 



OJ990426_03 . 9921 . C4 8 . ol . np 
1 

2129478 

1..95, 5826.. 6035, 8594.. 8928 

chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi I 829258 | emb | CAA56946 | 
(X81056) Chitinase [Beta vulgaris] 



19122 
40004 
1 

OJ990426_03.9921.C4 8.ol.gs 

401 

none 



Seq. ID OJ990426_03.9921.C48 
Strand 
End - 
Method 
End 
Score 



401. .471, 761. .821, 1451. .1546, 1739. 
4242. .4275, 5138. .5188, 5674. .5790 



8954 . 
GENSCAN 
5790 
.67 

1907, 3302.. 3353, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



19122 Seq. ID 

40004 Strand 
1 End 
OJ990426_03 . 9921 . C4 8 . o2 . gs Method 
7559 End 
none Score 
7559.. 7970, 8000.. 8179, 8209.. 8954 

19122 Seq. ID 

40005 Strand 
11428 End 
OJ990426_03 . 9921 . C4 8 . ol . tm Method 
396 End 
none Score 
396. .473, 404. .472, 406. .480, 758. .820, 759. .821, 763. .822, 



OJ990426_03. 9921.C48 

8954 
GENSCAN 
8954 
.86 



OJ990426_03.9921.C48 
11615 

TBLASTX: Maize 

5760 

87 



1446. 
1736. 



,1547, 1448. 
,1858, 1738. 



1558, 1449. 
1860, 1853. 



1559, 1450. 
,1909, 1856. 



1560, 1727. .1882, 
1915, 3302.. 3361, 



3302. .3352, 3479. .3571, 3480. .3530, 3484. .3570, -5135. .5194, 
5139. .5192, 5671. .5760, 5674. .5760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19122 Seq. ID OJ990426_03 . 9921 . C48 

40005 Strand 

11428 End 11615 

OJ990426_03 . 992 1 . C4 8 . o2 . gp Method AAT/GAP 

10619 End 11042 

LIB3477-003-P1-K1-E9 Score 123 

10619. .10696, 11020. .11042 

! 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557' (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 19122 Seq. ID 

Gene No. 40005 Strand 

Start 11428 End 

Name OJ990426_03 . 9921 . C4 8 . o3 . gs Method 

Start 11428 End 

GI none Score 

Exons 11428. .11615 



OJ990426_03. 9921.C48 

11615 
GENSCAN 
11615 
.93 



19548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19123 Seq. ID 

40006 . Strand 

577 End 

OJ990426_03. 9921 . C49. o2 .np Method 

577 End 

6630699 Score 
577. .599, 1843. .1921 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj t BAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990426_03.9921.C49 
+ 

1921 
AAT/NAP 
1921 
95 



19123 Seq. ID 

40007 Strand 
2057 End 
OJ990426_03. 9921 . C4 9 . o3 . np Method 
2057 End 
6539570 Score 
2057. .2251, 2414. .2507, 2948. .3402, 4687. .4715 
(AP000836) hypothetical protein [Oryza sativa] 



OJ990426_03. 9921.C49 
+ 

5363 
AAT/NAP 
4715 
127 



19123 Seq. ID 

40007 Strand 

2057 End 
OJ9904 26_03 . 9921 . C4 9 . o2 . gs Method 

2884 End 

none Score 

2884. .3258, 3422. .3505 



OJ990426_03.9921.C49 
+ 

5363 
GENSCAN 
3505 • 
. 95r 



Seq. No. 19123 Seq. ID OJ990426 

Gene No. 40007 Strand + 

Start 2057 End 5363 

Name OJ990426_03 . 9921 . C4 9 . o4 . np Method AAT/NAP 

Start 3169 End 5363 

GI 2529685 Score 140 

Exons 3169.. 3238, 3277.. 3479, 5333.. 5363 

GI Descrip. (AC002535) 
thaliana] 



03.9921.C49 



putative dimethyladenosine transferase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 



19123 Seq. ID 

40008 Strand 
1 End 
OJ9904 26_03. 9921 . C4 9 . ol . np Method 
1 End 
5922620 Score 
1..24, 213. .416, 593. .663, 1528. .1552, 
(AP000492 
predicted gene 
gi| 6016853|dbj 
corresponds to 
protein [Oryza 



OJ990426 03.9921.C49 



2136 
AAT/NAP 
1783 
317 

1598. .1711, 



1751. 
of 



. 1783 
the 



.416, 593. .663, 

EST D15357 (C0514) corresponds to a region 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) ■ 
a region of the predicted gene.; hypothetical 
sativa] 



19123 Seq. ID 

40008 Strand 

1 End 

OJ990426_03. 9921 . C4 9 . ol . gs Method 

383 End 

none Score 



OJ990426_03. 9921.C49 

2136 
GENSCAN 
2136 
.69 



19549 



Exons 383. .706, 708. .863, 1059. .1222, 1528. .1552, 1598. .1727, 

1832.. 1915, 2036.. 2136 



Seq. No. 19123 Seq. ID 

Gene No. 40009 Strand 

Start 7616 End 

Name OJ9904 26_03 . 9921 . C4 9 . ol . tm Method 

Start 314 4 .„ End 

GI none Score 

Exons 3144.. 3197, 3144.. 3197, 3160.. 3201, 

3271.. 3306, 3294.. 3398, 3300.. 3386, 

3385. .3444, 3386. .3448, 3452. .3472 



OJ990426_03.9921.C49 
8670 

TBLASTX: Maize 
3472 
51 

3267. .3305, 3270. .3305, 
3307.. 3399, 3308.. 3391, 



Seq. No. 19123 Seq. ID 

Gene No. 40009 Strand 

Start 7616 End 

Name OJ990426_03 . 9921 . C49 . o3 . gs Method 

Start 7616 End 

GI none Score 

Exons 7616.. 8071, 8077.. 8181 



OJ990426_03.9921.C49 

8670 
GEN SCAN 
8181 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19123 Seq. ID 

40009 ' Strand 

7616 End 

OJ990426_03. 9921 . C4 9 . o5 . np ' Method 

7619 End 

6815053 Score 



OJ990426_03.9921.C49 

8 67,0 
AAT/NAP 
8670 
721 



7619. .7856, 7906. .8061, 8504. .8670 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


19124 


Seq. ID 


OJ990426_03. 


9921. C51 


Gene No. 


40010 


Strand 


+ 




Start 


580 


End 


757 




Name 


OJ990426 03. 9921 . C51 . ol . gs 


Method 


GENSCAN 




Start 


580 


End 


757 




GI- 


none 


Score 


.42 




Exons 


580. .757 








Seq. No. 


19124 


Seq. ID 


OJ990426JD3. 


9921. C51 


Gene No. 


40011 


Strand 


+ 




Start 


3129 


End 


3868 




Name 


OJ990426 03.9921.C51.ol.gp 


Method 


AAT/GAP 




Start 


3129 


End 


3868 




GI 


3860 1.R1084 


Score 


1125 




Exons 


3129. .3425, 3531. .3868 








GI Descrip. 


, 4582445/gb|AAD24829.1|AC007071 1 4.0e 


-24 (AC007071 


) unknown 




protein [Arabidopsis thaliana] 









>gi_458 9952_gb_AAD26470. 1_AC007169_2 (AC007169) unknown protein 
[Arabidopsis thaliana] 1 



Seq. No. 19124 Seq. ID 

Gene No. 40011 . Strand 

.Start 3129 End 

Name OJ990426_03 . 9921 . C51 . ol . np Method 

Start 3258 End 

GI 4582445 Score 

Exons 3258.. 3425, 3531.. 3575 



OJ990426_03.9921.C51 
+ 

3868 
AAT/NAP 
3575 
279 



19550 




GI Descrip. (AC007071) unknown protein [Arabidopsis thaliana] 



Seq. No. 


19124 








Seq. ID 


OJ990426_03.9921 


.C51 


rpnp Mo 


40011 








Strand 


+ 




<Zf- a rt" 


31 29 








End 


38 68 




Name 


o.T99042fi 03 


9921 

Zf Zf C X 


rsi oi 


tm 


Method 


TBLASTX: Maize 




Of ort 


327 5 _ 








End 


3592 






none 








Score 


266- 




P von q 


327S 3451 


3276 


. .3425, 


3518 


..3583, 3531. .3578, 3532. .3591, 




3533 3592 














Seq. No. 


19124 








Seq. ID 


OJ990426_03.9921 


.C51 


f2pnp Mo 


40011 








Strand 


+ 




OLui L 


31 29 

J X z? 








End 


3868 




LNCtlLIC 


■ O.T990426 03 


9921 

Z? Z/ X 


. C51 . ol 


tw 


Method 


TBLASTX: Wheat 




C-f- r +- 
O L. d i U 


397 5 _ 








End 


3666 




yj x 


none 








Score 


242 




I* 1 von q 


3275 3451 


327 6 


. 34 25 


3502 


..3603, 3518. .3604, 3520. .3603, 




3531. .3626, 


3533 


. .3607^ 


3586 


..3666, 3603. .3662, 3613. .3666 


O C . LN W • 


19124 








Seq. ID 


OJ990426JD3.9921 


.C51 


(^ono Mo 


4001 1 








Strand 


+ 






31 29 

J X Z? 








End 


3868 




LN cUUt; 


O.T9904 2 f> D 3 


9921 

Zf Zf £~ X 


P51 ol 

. W -J X . \J X 




Method 


TBLASTX: Cress 






327 9 ~~ 

*J 1 Zf 








End 


3578 




(IT 


Ti on 








Score 


197 




Exons 


3279. .3425, 


3281 


. .3442, 


3531 


..3578, 3533. .3574 




C cirr Mo 


19124 








Seq. ID 


OJ990426_03.9921 


.C51 


ftono Mo 


4 nn 1 1 

1 U \J X X 








Strand 


+ 




0-1- -a r 4- 


31 29 








End 


3868 




Naitie 


OJ990426 03 


9921 


. C51 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3279 _ 








, End 


3580 




GI 


none 








Score 


217 




Exons 


3279. .3425, 


3281 


. .3442, 


3518 


. .3580, 3531. .3578 






19125 








Seq. ID 


OJ990426_03.9921 


.C52 


ricMno Mo 


4 0012 








Strand 


+ 




O Lai L 


12005 








End 


12344 




IN dlllO 


O.7990426 03 


9921 

Zf Zf X 


. C52 . ol 




Method 


AAT/GAP 




Start 


12005 ~~ 








End 


12344 




yj x 


n on e> 
nunc 








Score 


660 




Exons 


12005. . 12344 














c; ^ 0 Mo 


19125 








Seq. ID 


OJ990426_03.9921 


.C52 


flono Mo 


40013 








Strand 






OLdlL 


11265 








End 


12227 




Name 


OJ990426 03. 


9921 


.C52.o2 


.gs 


Method 


GENSCAN 




OLdlL 


11265 . } 








End 


12227 




GI 


none 








Score 


. 64 




Exons 


112 65. .114 32, 11520. .11638, 


11654. .1177 6, 12105. .12227 




Seq. No. 


19126 








Seq. ID 


OJ990426_03.9921 


.C53 


Gene No. 


40014 








Strand 


+ 




Start 


1 








End 


5164 




Name 


OJ990426 03. 


9921 


.C53.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


2343 





19551 



GI 


3641836 




Score 


864 


Exons 


1..28, 530. .829, 916. .1014, 1183. .1270, 


1351.. 1427, 1548.. 1695, 




1785.. 1979, 2071.. 2343 








GI Descrip. 


(AL023094) putative serine/threonine protein kinase [Arabidopsis 




thaliana] 








Seq. .No. 


19126 




Seq. ID 


OJ990426 03.9921 C53 


Gene No. 


40014 




' Strand 


+ 


Start 


1 * 




End 


5164 


Name 


OJ990426 03.992I.C53.o2. 


np 


Method 


AAT/NAP 


Start 


1 




End 


5164 


GI 


5042454 




Score 


157 


Exons 


1..89, 4553. .4721, 5104. 


.5164 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


19126 




Seq. ID 


OJ990426 03 9921 C53 


Gene No. 


40014 




Strand 


+ 


Start 


1 




End 


5164 


Name 


OJ990426 03.9921.C53.ol. 


gs 


Method 


GEN SCAN 


Start 


52 




End 


2433 


GI 


none 




Score 


. 77 


Exons 


52 178. 361 825. 912 


998, 


1200. .133C 


), 1351. .1427, 1548. .1695, 




1785.. 1907, 2071.. 2433 








Seq. No. 


19126 




Seq. ID 


OJ990426 03 9921 C53 


Gene No. 


40015 




-Strand 


+ 


Start 


5261 




End 


6243 


Name 


OJ990426 03.9921.C53.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


531 




End 


1006 


GI 


none 




Score 


103 


Exons 


531. .626, 531. .629, 538. 


.630, 


617. .652, 


629. .835, 630. .833, 




859.. 999, 908.. 1003, 908 


. .1006 




Seq. No. 


19126 




Seq. ID 


OJ990426_03.9921.C53 


Gene No. 


40015 




Strand 


+ 


Start 


5261 




End 


6243 


Name 


OJ990426 03.9921.C53.ol. 


ts • 


Method 


TBLASTX : Soybean 


Start 


531 




End 


1952 


GI 


none 




Score 


93 


Exons 


531. .620, 578. .619, 629. 


.826, 


630. .830, 


911. .1015, 1202. .1306, 




1323.. 1433, 1348.. 1428, 


1413. 


.1430, 1539.. 1661, 1549.. 1713, 




1776. .1952 








Seq. No. 


19126 




Seq. ID 


OJ990426_03.9921.C53 


Gene No. 


40015 




Strand 


+ 


Start 


5261 




End 


6243 


Name 


OJ990426 03.9921.C53.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


588 




End 


1015 


GI 


none 




Score 


35 


Exons 


588. .620, 629. .820, 630. 


.830, 


929.. 1015 


Seq. No. 


19126 




Seq. ID 


OJ990426_03.9921.C53 


Gene No. 


40015 




Strand 


+ 


Start 


5261 




End 


6243 


Name 


OJ990426 03.9921.C53.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


642 




End 


1889 


GI 


none 




Score 


295 



19552 



Exons 



642. .827, 644. .853, 910. .999, 911. .1015, 929. .1009, 1199. .1270, 
1200. .1271, 1201. .1272, 1202. .1273, 1286. .1423, 1345. .1425, 
1346. .1426, 1348. .1428, 1350. .1430, 1533. .1700, 1545. .1697, 
1549.. 1707, 1776.. 1889 



Seq. No. 


19126 


Seq. ID 


OJ990426JD3.9921 


.C53 


Gene No. 


40015 


Strand 


+ 




Start 


5261 


End 


6243 




Name 


OJ990426 03.9921.C53.o2. tc 


Method 


TBLASTX: Cress 




Start 


1202 


End 


1638 




GI 


none 


Score 


96 




Exons 


1202. .1273, 134 8. .1428, 1350 


..1430, 1533. .1637, 1549. .1638 


Seq. No. 


19126 


Seq. ID 


OJ990426_03. 9921 


.C53 


Q30g No. 


40015 


Strand 


+ 




Start 


5261 


End 


6243 




Name 


OJ990426 03.9921.C53.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1350 ~~ 


End 


1841 




GI 


none 


Score 


78 




Exons 


1350.. 1433, 1351.. 1428, 1549 


..1608, 1609. .1713, 1776. .1841 


Seq. No. 


19126 


Seq. ID 


OJ990426_03. 9921 


.C53 


Gene No . 


40015 


Strand 


+ 




Start 


5261 


End 


6243 




Name 


OJ990426 03.9921.C53.o3.np 


Method 


AAT/NAP 




Start 


5261 


End 


6243 




GI 


6498441 


Score 


1099 




Exons 


5261. .6022, 6181. .6243 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


19127 


Seq. ID 


OJ990426_03. 9921 


.C55 


Gene No . 


40016 


Strand " 


+ 




Start 


335 


End 


418 




Name 


OJ990426 03.9921.C55.ol.gs 


Method 


GENSCAN 




Start 


335 


End 


418 




GI 


none 


Score 


.48 




Exons 


335. .418 








Seq. No. 


19128 


Seq. ID 


OJ990426J)3. 9921 


.C56 


Gene No . 


40017 


Strand 


+ 




Start 


386 


End 


5344 




Name 


OJ990426 03.9921.C56.ol.gs 


Method 


GENSCAN 




Start 


386 


End 


5344 




GI 


none 


Score 


.42 




Exons 


386. .472, 709. .879, 1213. .1435, 1649.. 


1962, 2013. .2172, 






2318. .2441, 3360. .3670, 4902 


..5344 






Seq. No. 


19128 


Seq. ID 


OJ990426_03.9921 


.C56 


Gene No. 


40018 


Strand 






Start 


1 


End 


912 




Name 


OJ990426 03.9921.C56.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


912 




GI 


5922623 


Score 


220 




Exons 


1..131, 299. .451, 828. .912 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 





19553 



gi| 6016856|dbj IBAA85199, 
[Oryza sativa] 

Seq. No. 19128 

Gene No. 40019 

Start 2844 

Name OJ990426_03 . 9921 . C56 . ol . 

Start 2844 

GI none 

Exons 2844.. 2948, 2876.. 2944, 
5089.. 5238, 5378.. 5611 



1| (AP000570) hypothetical protein 



Seq. ID OJ990426_03.9921.C56 
Strand 

End 5611 

tm Method TBLASTX: Maize 

End 5611 

Score 96 
2958. .3086, 2963. .3064, 5048. .5374, 



Seq. No. 19128 

Gene No. 40019 

Start 2844 

Name OJ990426_03 . 9921 . C56 . ol . 

Start 2859 

GI none 

Exons 2859.-2936, 2952.. 3017, 



Seq. ID OJ990426_03.9921.C56 
Strand 

5611 

TBLASTX: Wheat 
5203 
66 



End 

tw Method 
End 
Score 

4823. .5203 



Seq. No. 19128 

Gene No. 40019 

Start 2844 

Name , OJ990426_03 . 9921 . C56 . o2 . tw 

Start 4298 t - 

GI none 

Exons 4298.. 4516, 4505.. 4630, 

Seq. No. 19128 

Gene No. 40019 

Start 2844 

Name OJ990426_03 . 992 1 . C56 . o2 . tm 

Start 4351 

GI none 

Exons 4351.. 4710, 4352.. 4636 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_03.9921.C56 
5611 

TBLASTX: Wheat 

4661 

141 



4567. .4659, 4572. .4661 



Seq. ID OJ990426_03.9921.C56 
Strand 

End 5611 

Method TBLASTX : Mai ze 

End 4710 

Score 221 



Seq. No. 19129 

Gene No. 40020 

Start 164 

Name OJ990426_03 . 9921 . C58 . ol , 

Start 164 

GI none 

Exons 164.. 238 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_03.9921.C58 
238 

GENSCAN 

238 

.56 



Seq. No. 19130 

Gene No. 40021 

Start 1 

Name OJ990426_03 . 9921 . C59 . ol , 

Start 1 

GI none 

Exons 1 . .251 



gp 



Seq. ID OJ990426_03.9921.C59 

Strand + 

End 251 

Method AAT/GAP 

End 251 

Score 438 



Seq. No. 19130 

Gene No. 40022 

Start 345 

Name OJ9904 26_03 . 9921 . C59 . o2 , 

Start 25 



tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990426_03.9921.C59 
720 

TBLASTX: Maize 
292 



19554 




GI 


none 






Score 


127 




Exons 


25. . 120, 


25. .111, 200.. 


292, 211. .276, 


221 . . 277 




Seq. No. 


19130 






Seq. ID 


OJ990426_03.9921. 


C59 


Gene No. 


40022 






Strand 






Start 


345 






End 


720 




Name 


OJ990426 


03. 9921.C59.ol 


.gs 


Method 


GEN SCAN 




Start 


345 






End 


677 




GI 


none 






Score 


.77 




Exons 


345. .361, 


489. . 677 










Seq. No. 


19130 






Seq. ID 


OJ990426_03.9921. 


C59 


Gene No. 


40022 






Strand 






Start 


345 






End 


720 




Name 


OJ990426 


03. 9921.C59.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


458 






End 


720 




GI 


none 






Score 


234 




Exons 


458. .718, 


487. .720 










Seq. No. 


19130 






Seq. ID 


OJ990426_03.9921. 


C59 


Gene No. 


40022 






Strand 






Start 


345 






End 


720 




Name 


OJ990426 


03.9921.C59.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


479 






End 


719 




GI 


none 






Score 


164 




Exons 


479. . 685, 


481. .684, 684 


. .719, 


684. .719 






Seq. No. 


19130 






Seq. ID 


OJ990426_03.9921. 


C59 


Gene No. 


40022 






Strand 






Start 


345 






End 


720 




Name 


OJ990426 


03. 9921.C59.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


482 






End 


720 




GI 


none 






Score 


148 




Exons 


482. . 685, 


487.. 690, 694 


. .720 








Seq. No. 


19130 






Seq. ID 


OJ990426_03.9921. 


C59 


Gene No. 


40022 






Strand 






Start 


345 






End 


•720 




Name 


OJ990426 


03. 9921.C59.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


484 






End 


685 




GI 


none 






Score 


73 




Exons 


484 . . 684, 


494 . . 685 










Seq. No. 


19130 






Seq! ID 


OJ990426 03.9921. 


C59 


Gene No. 


40022 






Strand 






Start 


345 






End 


720 




Name 


OJ990426 


03.9921.C59.ol 


.np 


Method 


AAT/NAP 




Start 


485 






End 


720 




GI 


3641836 






Score 


288 




Exons 


485. .720 












GI Descrip. 


(AL023094) putative serine/threonine protein kinase [Arabidopsis 




thaliana] 












Seq. No. 


19131 






Seq. ID 


OJ990426_03. 9921. 


C60 


Gene No. 


40023 






Strand 






Start 


36 






End 


202 




Name 


OJ990426 


03.9921.C60.ol 


.gs 


Method 


GENSCAN 





19555 



Start 


36 


End 


202 




GI 


none 


Score 


.88 




Exons 


36. .202 








Seq. No. 


19132 


Seq. ID 


OJ990426_03. 


9921 


Gene No. 


40024 


Strand 






Start 


65 


End 


190 




Name 


OJ990426 03.9921. C61.ol.gs 


Method ' 


GEN SCAN 




Start 


65 


End 


190 




GI 


none 


Score 


.52 




Exons 


65. .190 








Seq. No. 


19133 


Seq. ID 


OJ990426_03. 


9921 


Gene No. 


40025 


Strand 






Start 


1 


End 


547 




Name 


OJ990426 03.9921.C64.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


547 




GI 


5803259 


Score 


749 




Rynn s 


1. .547 








GI Descric 


(AP000399) hypothetical protein [Oryza 


sat iva] 




Seq. No. 


19134 


Seq. ID 


OJ990426_03. 


, 9921 


Gene No. 


40026 • 


Strand 


+ 




Start 


1 


End 


690 




Name 


OJ990426 03.9921.C65.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


690 




GI 


5042454 


Score 


82 




E von s 

i_J *\ \J 1 1 o 


1..257, 501. .690 








GI Descr ip . 


(AC007789) putative polyprotein [Oryza 


sat iva] 




Seq. No. 


19135 


Seq. ID 


OJ990426_03, 


, 9921 


Gene No. 


40027 


Strand 






Start 


72 


End 


928 




Name 


OJ990426 03.9921.C66.ol.gs 


Method 


GENSCAN 




Start 


72 


End 


928 




GI 


none 


Score 


.74 




Exons 


72. .-445, 719. . 928 








Seq. No. 


19136 


Seq. ID 


OJ990416_02. 


. 9923 


Gene No . 


40028 


Strand 


+ 




Start 


1 


End 


1010 




Name 


OJ990416 02.9923.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1010 




GI 


3859659 


Score 


347 




Exons 


1..116, 404. .666, 976. .1010 








Hp «;rri d 

\J _L !_/ O A+ Y-/ • 


(AL031394) putative potassium 


transporter AtKT5p (AtKT5 




[Arabidopsis thaliana] 








Seq. No. 


19136 


Seq. ID 


OJ990416_02, 


. 9923 


Gene No. 


40028 


Strand 


+ 




Start 


1 


End 


1010 




Name 


OJ990416 02.9923.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


28 


End 


666 




GI 


none 


Score 


58 




Exons 


28. .84, 38. .85, 409. .666, 462 


. .665 






Seq. No. 


19136 


Seq. ID 


OJ990416_02. 


. 9923 



19556 



Gene No. 40028 

Start 1 

Name OJ990416_02 . 9923 .CI . ol . ts 

Start 38 

GI none 

Exons 38.. 85, 405. ..665, 409.. 666 

Seq. No. 19136 

Gene No. 40028 

Start 1 

Name OJ9904 16_02 . 9923 .CI . ol . gs 

Start 241 

GI none 

Exons 241.. 289, 612.. 664, 822.. 914 

Seq. No. 19136 

Gene No. 40028 

Start 1 

Name OJ9904 16_02 . 9923 . CI . ol . tm 

Start 463 

GI none 

Exons 463.. 666, 471.. 665 



Strand + 

End 1010 

Method TBLASTX : Soybean 

End 666 

Score 62 



Seq. . ID OJ990416_02.9923.C1 

Strand + 

End 1010 

Method GEN SCAN 

End 914 

Score .43 



Seq. ID OJ990416_02.9923.C1 

Strand + 

End 1010 

Method TBLASTX : Maize 

End 666 

Score 192 



Seq. No. 19137 

Gene No. 40029 

Start 1 

Name OJ9904 1 6^02 . 9923 . C2 . ol . np 

Start 1 

GI 3859659 

Exons 1..93, 1148.. 1673 

GI Descrip. (AL031394) putative potassium transporter AtKTSp (AtKT5) 
[Arabidopsis thaliana] 



Seq. ID OJ990416_02. 9923.C2 
Strand + 

1676 

AAT/NAP - 
1673 
589 



End 

Method 

End 

Score 



Seq. No. 


19137 




Seq. ID 


OJ99041 


Gene No. 


40029 




Strand 


+ 


Start 


1 




End 


1676 


Name 


OJ990416 02. 9923. C2 


.ol .gs 


• Method 


GENSCAN 


Start 


1148 




End 


1676 


GI 


none 




Score 


.42 


Exons 


1148. .1676 








Seq. No. 


19137 




Seq. ID 


OJ99041 


Gene No. 


40030 




Strand 


+ 


Start ' 


14243 




End 


16769 


Name 


OJ990416 02. 9923. C2 


o4 . gs 


Method 


GENSCAN 


Start 


14243 




End 


16769 


GI 


none 




Score 


.51 


Exons 


14243. .14265, 15490 


.15553, 


16683. .16769 


Seq. No. 


19137 




Seq. ID 


OJ99041 


Gene No. 


40030 




Strand 


+ 


Start 


14243 




End 


16769 


Name 


OJ990416 02. 9923. C2 


ol.gp 


Method 


AAT/GAP 


Start 


16031 




End 


16544 


GI 


none 




Score 


1004 


Exons 


16031. .16544 









19557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19137 Seq. ID 

40031 Strand 

17451 End 

OJ9904 1 6_02 . 9923 . C2 . o3 . np Method 

17451 End 

6751696 Score 



OJ990416_02.9923.C2 
+ 

18163 
AAT/NAP 
18163 
136 



17451. .17545, 17747 17901 , 18026. .18163 

(AC018908) hypothetical protein [Arabidopsis thaliana] 



19137 
40031 
17451 

OJ990416_02. 9923.C2.o3.gp 
17594 

uC-osroM202007g08al 
17594. .17996 

•3927829 2.0e-18 (AC005727) 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_ 
.+ 

18163 
AAT/GAP 
17996 
775 



02. 9923. C2 



putative zinc finger protein 



Seq. No. 19137 Seq. ID 

Gene No. 40032 Strand 

Start 8470 End 

Name OJ9904 16_02 . 9923 . C2 . o3 . gs Method 

Start 8470 End 

GI none Score 

Exons 8470.. 8599, 10489.. 10727 



OJ990416_02. 9923.C2 

10727 
GENSCAN 
10727 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19137 Seq. ID 

40033 Strand 

16923 End 

OJ990416_02. 9923.C2.o2.tm Method 

2 End 

none Score 



OJ990416_02. 9923.C2 
18174 

TBLASTX: Maize 

1510 

144 



2. .97, 6. .98, 19.'. 102, 20. .97, 1130. .1255, 1132. .1251, 
1146. .1256, 1147. .1272, 1237. .1317, 1241. .1345, 1242. .1346, 
1364. .1441, 1384. .1413, 1434. .1508, 1451. .1510 



Seq. No. 19137 

Gene No. 40033 

Start 16923 

Name OJ9904 16_02 . 9923 . C2 . ol . ts 
Start ■ 1283 

GI none 
Exons 



Seq. ID OJ990416_02. 9923.C2 
Strand 
End 

Method 
End 
Score 



18174 

TBLASTX: Soybean 

1676 

66 



1283. .1417, 1317. .1412, 1440. .1676, 1451. .1570, 1610. .1672 



Seq. No. 


19137 








Seq. ID 


OJ990416_02.9923 


.C2 


Gene No. 


40033 








Strand 






Start 


16923 








End 


18174 




Name 


OJ990416 02. 


9923. 


.C2.o2. 


tc 


Method 


TBLASTX : Cress 




Start 


1452 








End 


1676 




GI 


none 








Score 


238 




Exons 


1452. .1676, 


1457. 


. .1570, 


1461. 


.1676 






Seq. No. 


19137 








Seq. ID 


OJ990416_02. 9923 


.C2 


Gene No. 


40033 








Strand 






Start 


16923 








End 


18174 




Name 


OJ990416 02. 


9923. 


.C2.o3. 


tm • 


Method 


TBLASTX: Maize 





19558 




Start 


1512 




End 


1 676 




GI 


none 




Score 


204 




Evnns 

J—J *\ \y *■ i *J 


1512. .1676, 1518. .1673 








Seq. No. 


19137 




Seq. ID 


OJ990416_02.9923 


.C2 


Gene No. 


40033 




Strand 






Start 


16923 




End 


18174 




Name 


OJ990416 02. 9923. C2 


. o2 . gp 


Method 


AAT/GAP 




Start 


16923 




End 


17224 




GI 


none 




Score 


518 




Exons 


16923. .17224 










Seq. No. 


19137 




Seq. ID 


OJ990416_02.9923 


.C2 


Gene No. 


40033 




Strand 






Start 


16923 




End 


18174 




Name 


OJ990416 02. 9923. C2 


. o5.gs 




GF.N9PAN 




Start 


17096 




End 


18174 




GI 


none 




Score 


. 99 




Exons 


17096. . 17769, 17841 


. . 18174 








Sea No 


19137 




Sea ID 


OJ990416 02 9923 


. C2 


Gene No. 


40033 




Strand 






Start 


16923 




End 


18174 




Name 


OJ990416 02. 9923. C2 


. o2.np 


Method 


AAT/NAP 




Start 


17145 




End 


18171 




GI 


4996646 




Score 


289 




J_-i W 1 1 O 


17145 . . 174 60, 17857 


. .18171 








\J -1, u v_*# X- -1~ * 


(AB028132) Dof zinc 


finger 


protein [Oryza sativa] 




Seq. No. 


19137 




Seq. ID 


OJ990416_02.9923 


.C2 


Gene No. 


40033 




Strand 






Start 


16923 




End 


18174 




Name 


OJ990416 02. 9923. C2 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


17863 




End 


18051 




GI 


none 




Score 


149 




Exons 


17863. .18051, 17870 


. .18025 








Seq. No. 


19137 




Seq. ID 


OJ990416_02. 9923 


.C2 


Gene No. 


40033 




Strand 






Start 


16923 




End 


18174 




Name 


OJ990416 02. 9923. C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17863 




End 


18048 




GI 


none 




Score 


230 




Exons 


17863. .18048, 17870 


. .18031 








Seq. No. 


19137 




Seq. ID 


OJ990416_02.9923 


.C2 


Gene No. 


40033 




Strand 






Start 


16923 




End 


18174 




Name 


OJ990416 02. 9923. C2 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


17866 




End 


18036 




GI 


none 




Score 


193 




Exons 


17866. .18036, 17870 


. . 18025 








Seq. No. 


19138 




Seq. ID 


OJ990416_02.9923 


.C3 


Gene No. 


40034 




Strand 


+ 




Start 


12290 




End 


12618 




Name 


OJ990416 02. 9923. C3 


. o2 . gs 


Method 


GENSCAN 





19559 



Start 12290 

GI none 

Exons 12290. . 12357, 12417.. 12618 

Seq. No. 19138 

Gene No. 40035 

Start 13277 

Name OJ990416_02 . 9923 . C3 . o3 . gs 

Start 13277 

GI none 
Exons 



End 
Score 



12618 
.83 



Seq. ID OJ990416_02.9923.C3 
Strand 

End 16958 

Method GENSCAN 

End • 16958 

Score . 63 

13277. .13336, 14040 14165, 14 4 92 .. 14 622 , 16820. .16958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19138 Seq. ID 

40036 Strand 
21218 End 
OJ9904 16_02 . 9923 . C3 . o5 . gs Method 
21218 End 
none Score 
21218. .21238, 22848. .23009 

19139 

40037 Strand 
896 End 
OJ990416_02.9923.C4 .ol.gs Method 
896 End 
none Score 



OJ990416_02.9923.C3 

23009 
GENSCAN 
23009 
. 69 



Seq. ID OJ990416_02.9923.C4 
+ 

2866 
GENSCAN 
2866 
.7 



896. .977, 2228. .2311, 2401. .2637, 2776. .2866 



19140 
40038 
115 

OJ990416_02. 9923. C5 . ol.gs 

115 

none 

115. .192, 247. .516 

19140 
40039 
1059 

OJ990416_02. 9923.C5.o2.gs 

1059 • 

none 

1059. .1229,. 1582. .1683, 2227. 
3081.. 3135, 3967;. 4124, 4236. 
4879. .4966, 5046. .5156, 6330. 
7741. .7984 



Seq. ID OJ990416_02.9923.C5 

Strand' + 

End 516 

Method GENSCAN 

End 516 

Score .99 



Seq. ID OJ990416_02.9923.C5 
Strand 

End 8666 
Method GENSCAN 
End 7984 
Score .85 

,2359, 2611. .2732, 2854. .2988, 
,4325, 4408. .4479, 4557. .4660, 
.6423, 6534. .6691, 6779. .6938, 



Seq. No. 19140 Seq. ID 

Gene No. 40039 Strand 

Start 1059 End 

Name OJ9904 1 6_02 . 9923 . C5 . o2 . tm Method 

Start 2180 End 

GI none Score 

Exons 2180.. 2389, 2182.. 2370 



OJ990416_02.9923.C5 
8666 

TBLASTX: Maize 

2389 

211 



Seq. No. 
Gene No. 



19140 
40039 



Seq. ID 
Strand 



OJ990416 02. 9923. C5 



19560 



Start 


1059 








End 


8666 




Name 


OJ990416_02 


.9923 


.CS.ol. 


np 


Method 


AAT/NAP 




Start 


2665 








End 


8666 




GI 


2654606 








Score 


162 




Exons 


2665. .2732, 


2854 


. .3040, 


3981 


..4124, 4236. .4325, 


4408. .4479, 




8628. .8666 














GI Descrip. 


(AF011387) 


putative mitotic 


checkpoint 


protein 


kinase [Homo 




sapiens] 














Seq. No. 


19140 








Seq. ID 


OJ990416 


_02. 9923.C5 


Gene No. 


40039 








Strand 






Start 


1059 








End 


8666 




Name 


OJ990416_02 


. 9923, 


.CS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4043 








End 


5153 




GI 


none 








Score 


82 




Exons 


4043. .4165, 


4047, 


. .4130, 


4236 


..4337, 4236. .4328, 


4404 . . 4484, 




4407. .4481, 


4408, 


. .4503, 


4408 


..4497, 4533. .4661, 


4554 . . 4661, 




4558. .4662, 


4558, 


. .4662, 


4877 


..4966, 4878. .4967, 


4894 . .4986, 




5046. .5153, 


5050, 


. .5148 










Seq. No. 


19140 








Seq. ID 


OJ990416 


02. 9923. C5 


Gene No. 


40039 








Strand 






Start 


1059 








End 


8666 




Name 


OJ990416 02 


.9923. 


.CS.ol. 


gp 


Method 


AAT/GAP 




Start 


4229 








End 


4494 




GI 


3107328 








Score 


288 




Exons 


4229. .4325, 


4408. 


. .4494 










GI Descrip. 


4454483/gb|AAD20930| 5. 


0e-ll 


(AC006234) 


putative kinase, 5 T 




partial [Arabidopsis thaliana] 






Seq. No. 


19140 








Seq. ID 


OJ990416 


_02.9923.C5 


Gene No. 


40039 








Strand 






Start 


1059 








End 


8666 




Name 


OJ990416 02 


.9923. 


■C5.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6779 








End 


7946 




GI 


none 








Score 


159 




Exons 


6779. .6940, 


6780. 


. . 6941, 


7740 


..7802, 7914..7 ; 946 




Seq. No. 


19141 








Seq. ID 


OJ990416 


_02.9923.C6 


Gene No. 


40040 








Strand 






Start 


1124 








End 


5574 




Name 


OJ990416 02 


.9923. 


,C6.ol. 


gs 


Method 


GENSCAN 




Start 


1124 








End 


5574 




GI 


none 








Score 


.78 




Exons 


1124. .1399, 


1663. 


, . 1845, 


4567 


..4664, 5502. .5574 




Seq. No. 


19142 








Seq. ID 


OJ990416 


_02. 9923.C7 


Gene No. 


40041 








Strand 


+ 




Start 


1819 








End 


10072 




Name 


OJ990416 02 


.9923. 


,C7.ol. 


gs 


Method 


GENSCAN 




Start 


1819 








End 


10072 




GI 


none 








Score 


.81 




Exons 


1819. . 1830, 


4335. 


.4433, 


5392 


..5514, 5769.. 5838, 


6550. . 6698, 




7900. .8001, 


8118. 


.8315, 


8406 


..8468, 8548. .8637, 


8719. .8793, 




9890. . 10072 














Seq. No. 


19142 








Seq. ID 


OJ990416 


_02. 9923.C7 



•19561 





40041 




Strand 


+ 




Start 


1819 




End 


10072 




Name 


OJ990416 02. 9923. C7. 


ol .np 


Method 


AAT/NAP 




Cf art* 


4374 




End 


9286 






5816992 




Score 


811 






4374.. 4433, 5392.. 5514, 5769 


..5838, 6550.. 6698, 


7900. .8001, 




8118.. 8315, 8548.. 8637, 8719 


..8793, 9170. .9286 




OX u C O X J- > 


(AL110123) putative 


protein 


[Arabidops 


is thaliana] 




19142 




Seq. ID 


OJ990416_ 


02. 9923. C7 


fipnp No 


40041 




Strand 


+ 




Start 


1819 




End 


10072 




Name 


OJ990416 02. 9923. C7. 


ol.gp 


Method 


AAT/GAP 




Start 


6535 




End 


8148 




CI 


4968800 




Score 


460 




P von q 


6535.. 6698, 7900.. 8001, 8118 


. .8148 






W X vZ. O J_ X • 


5816992/emb|CAB5364^ 


.11 4.0e 


-24 (AL110123) putative protein 




[Arabidopsis thaliana] 










19142 




Seq. ID 


OJ990416_ 


02. 9923. C7 


fTIpnp No 


40041 




Strand 


+ 




Start 


1819 




End 


10072 




Name 


OJ990416 02. 9923. C7. 


o2.gp 


Method 


AAT/GAP 




Start 


8695 




End 


9587 




(IT 


75834 1.R1084 




Score 


939 




Hi AUl lo 


8695.. 8793, 9170.. 9587 










? 5816992/emb|CAB53647 . 1 1 9.0e-18 (AL110123) putative protei 




[Arabidopsis thaliana] 1 










19142 




Seq. ID 


OJ990416_ 


02. 9923. C7 


o C11C LMU • 


40042 




Strand 


+ 




Start 


20607 




End 


28410 




Name 


OJ990416 02. 9923. C7. 


o5 . gs 


Method 


GENSCAN 




Start 


20607 




End 


28401 




GI 


none 




Score 


.85 




D AUJ 1 0 


20607. .20612, 20707. 


.20827, 


21052. .21267, 21347. 


.21417, 




21531. .21795, 21887. 


.22066, 


22161. .22291, 23091, 


.23188, 




23542.. 23647, 24239. 


.24416, 


25032. .252 


61, 25342. 


.25521, 




25871. .26119, 26408. 


.26469, 


26564. .26716, 26832. 


.28401 




19142 




Seq. ID 


OJ990416_ 


02. 9923. C7 


Gene No . 


40042 




Strand 


+ 




Start 


20607 




End 


28410 




Name 


OJ990416 02. 9923. C7 . 


o2 . np 


Method 


AAT/NAP 




Start 


22307 




End 


28410 




GI 


3024898 




Score 


2741 




Exons 


22307. .22375, 24275. 


.24416, 


25032. .25261, 25354. 


.25521, 




25871. .26119, 26408. 


.26469, 


26564. .26716, 26805. 


.28410 



GI Descrip. PRE-MRNA SPLICING FACTOR ATP- DEPENDENT RNA HELICASE PRP16 

(KIAA0224) (HA4657) gi | 1504 028 | dbj | BAA13213 | (D86977) similar to 
putative ATP-dependent RNA helicase K03H1.2 of C . elegans (S4 1025 ) 
[Homo sapiens] gi 13123906 (AF038391) pre-mRNA splicing factor 
[Homo sapiens] 



Seq. No. 
Gene No. 
Start 



19142 
40043 
10295 



Seq. ID 

Strand 

End 



OJ990416 02. 9923. C7 



11519 



19562 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990416_02. 9923.C7.o2.gs 
10295 
none 

10295. . 10402, 10478. .10554, 

19142 
40044 
12440 

OJ9904 1 6_02 . 9923 . C7 . o3 . gs 
12440 
none 

12440. .12737, 13331. .13392, 14163. .14 660 



Method GENSCAN 
End 11519 
Score .85 
10767. .10921, 11308.. 11519 

Seq. ID OJ990416_02.9923.C7* 



Strand 
End 

Method 

End 

Score 



14660 
GENSCAN 
14660 
.63 



OJ990416 02. 9923. C7 



19142 Seq. ID 

40045 Strand 
27583 End 28017 

OJ990416_02. 9923.C7.o3.gp Method AAT/GAP 

27583 End 28017 

LIB3431-043-P1-K1-B9 Score 843 

27583. .28017 

' 732174/sp|P34498|YMS2_CAEEL 3.0e-54 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP- DEPENDENT RNA HELICASE K03H1.2 

>gi_3878176_emb_CAA82662 . 1_ (Z29560) similar to DEAH subfamily 
RNA helicases, " especially yeast pre-mRNA splicing factors 22 and 
16; cDNA EST EMBL:D27770 comes from this gene; cDNA EST 
EMBL:D27769 comes from this gene; cDNA EST EMBL:D36247 comes 
fromthi... >gi_424 9768_gb_A* 



Seq. No. ' 19142 Seq. ID 

Gene No. 40046 Strand 

Start 28179 End 

Name OJ9904 16_02 . 9923 . C7 . o4 . gp Method 

Start 28179 End 

GI none Score 

Exons 28179.. 28599 



OJ990416_02.9923.C7 

28599 
AAT/GAP 
28599 
810 



Seq. No. 19142 
Gene No. 40047 
Start 30184 

Name OJ9904 1 6_02 . 9923 . C7 . o3 . tm 

Start 4368 
GI none 

Exons 4368. .4442, 4388. .4441, 5389. 

5766. .5849, 5768.-5848, 6549. 
6626. .6703, 7858. .8001, 7887. 
8112. .8312, 8118. .8312, 8123. 
8408. .8437, 8409. .8471, 8409. 
8547. .8639, 8547. .8648, 8548. 
8717.. 8791, 9166.. 9285, 9168. 



Seq'. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 02. 9923. C7 



38394 

TBLASTX: Maize 
9295 
96 

5514, 5389. .5529, 5764. 
6698, 6549. .6698, 6550. 



.8000, 7897. 

,8317, 8143. 

,8471, 8525. 

,8640, 8704. 



.8001, 8107. 

.8316, 8405. 

.8602, 8546. 

.8799, 8706. 



.5841, 
.6699, 
.8229, 
.8455, 
.8638, 
.8774, 



,9287, 9170.. 9295 



Seq. No. 19142 

Gene No. 40047 

Start 30184 

Name OJ9904 16__02 . 9923 . C7 . o2 . tw 

Start 4386 

GI none 

Exons 4386.. 4442, 4388.. 4441, 5389. 



OJ990416_02.9923.C7 
38394 

TBLASTX: Wheat 

6686 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5514, 5389. .5529, 5766. .5849, 



19563 



5767.. 5841, 5768.. 5848, 6549.-6683, 6549.. 6686, 6550.. 6684 



Seq. No. 19142 

Gene No. 40047 

Start 30184 

Name OJ990416_02 . 9923 . C7 . o2 . tc 

Start 8135 

GI none 

Exons 8135.. 8281, 8145.. 8318, 8148. 

8548. .8640, 8701. .8799, 9170. 



Seq. ID OJ990416_02. 9923.C7 
Strand 

End 38394 
Method TBLASTX: Cress 
End 9259 
Score 66 

.8315, 8394. .8471, 8547. .8642, 
.9259, 9181.. 9258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19142 Seq. ID 

40047 Strand 

30184 End 

OJ9904 1 6_02 . 9923 . C7 . o9 . tm Method 

11364 End 

none Score 



OJ990416JD2. 9923.C7 
38394 

TBLASTX: Maize 

11691 

147 



11364 . .11510, 11364. .11510, 11383 .. 11511, 11514 .. 11588 , 
11516. .11569, 11638. .11691 



Seq. No. 19142 Seq. ID 

Gene No. 40047 Strand 

Start 30184 ■ * End 

Name OJ990416_02 I 9923 . C7 . ol . tw Method 

Start 14160 End 

GI none Score 

Exons 14160. .14342, 14163.. 14348 



OJ990416_02. 9923.C7 
38394 

TBLASTX: Wheat 

14348 

163 



Seq. No. 19142 
Gene No. 40047 
Start 30184 

Name OJ990416__02 . 9923 . C7 . o5 . tm 

Start 23127 
GI none 
Exons 23127, 

23543. 

24240. 

25032. 

25338. 



.23192, 23134. 

.23647, 24234. 

.24425, 25016. 

.25211, 25033. 

.25517, 25339. 



.23199, 
.24416, 
.25150, 
.25176, 
.25518, 



Seq. ID OJ990416_02.9923.C7 
Strand 

End 38394 

Method TBLASTX : Mai ze 

End 25518 

Score 102 
23541. .23627, 2354 1 .. 2364 5, 
24235. .24414, 24239 .. 24 421, 
25017. .25145, 25031 .. 2514 7 , 
25144. .25266, 25145 .. 25267 , 
25341. .25517 



Seq. No. 19142 
Gene No. 40047 
Start 30184 

Name OJ990416_02 . 9923 . C7 . ol . tc 

Start 25031 
GI none 

Exons 25031. .25186, 25870 .. 26031, 

26405. .26467, 2 6405 .. 26458 , 
26812. .27012, 26814 . .-26957 , 
27303. .27395, 27322 .. 27579, 
28066. .28185, 28098.. 28178 



Seq. ID 
Strand 

. End 
Method 
End 
Score 

25903 

26550 

27027 

27516 



OJ990416 02. 9923. C7 



38394 

TBLASTX: Cress 
28185 
68 

26115, 25904 . .26119, 
26711, 26564 . .26701, 
27239, 27028. .28050, 
27584, 27723.-27878, 



Seq. No. 19142 Seq. ID 

Gene No. 40047 Strand 

Start 30184 End 

Name OJ990416_02 . 9923 . C7 . o2 . ts Method 

Start 25099 End 



OJ990416_02. 9923.C7 
38394 

TBLASTX : Soybean 
26029 



19564 



GI 

Exons 



none 



Score 



258 



25099. .25266, 25100 .. 25267 , 25103 .. 25267 , 25339 .. 25422, 
25344. .25421, 254 13 25523, 25426 25524 , 25869. . 25910, 
25906. .25995, 25907.. 26029 



Seq. No. 19142 Seq. ID 

Gene No. 40047 Strand 

Start 30184 End 

Name OJ990416_02. 9923.C7 .o3.tc Method 

Start 25187 End 

GI none Score 

Exons 25187. .25267, 25189 .. 25266, 

25413. .25529, 25426.. 25524 



OJ990416_02. 9923.C7 
38394 

TBLASTX: Cress 
25529 
122 

25339. .25422, 2534 4 .. 25421 , 



Seq. No. 19142 

Gene No. 40047 

Start 30184 

Name OJ9904 16_02 . 9923 . C7 . 08 . tm 

Start 25868 

GI none 

Exons 25868. .26119, 258 69 .. 25994 , 25904.. 26119 



Seq. ID OJ990416_02. 9923.C7 
Strand 

End 38394 

Method TBLASTX : Maize 

End 26119 

Score 143 



Seq. No. 19142 Seq. ID 

Gene No. 40047 Strand 

Start 30184 . End 

Name OJ9904 16_02 . 9923 . C7 . o4 . ts Method 

Start 26035 - ' End 

GI none Score 
Exons 



OJ990416_02.9923.C7 
38394 

TBLASTX: Soybean 

26832 

119 



26035. .26118, 2 6036 .. 26119, 26036 .. 26119, 26405 .. 26470 , 
26522. .26728, 2 6559 26714 , 26567 .. 26716, 26809. .26832 



Seq. No. 19142 

Gene No. 40047 

Start 30184 

Name OJ9904 16_02 . 9923 . C7 . o2 . tm 

Start 26423 

GI none 

Exons 26423. .26470, 26424 . .-264 77, 
26792. .27112, 2 67 94 .. 26991 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 02. 9923. C7 



38394 

TBLASTX: Maize 
27152 
79 

26559. .26717, 26564 .. 26716, 
26805. .27152* 26806.. 27150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19142 
40047 
30184 

OJ990416_02. 
27079 
none 
27079. 
27448. 
27801. 



9923.C7.ol.ts 



.27393, 27079. 
.27639, -27640. 
.28214 



.27618, 
.28257, 



Seq. ID 
Strand 
.End 
Method 
End 
Score 

27170 

27642 



OJ990416 02. 9923. C7 



38394 

TBLASTX: Soybean 
28257 
406 

27454, 27303. .27626, 
27782, 27646. .28191, 



Seq. No. 19142 

Gene No. 40047 

Start 30184 

Name OJ9904 16_02 . 9923 . C7 . ol . tm 

Start 27433 

GI none 
Exons 



Seq. ID OJ990416_02. 9923.C7 
Strand 
End 

Method 
End 
Score 



38394 

TBLASTX: Maize 

28037 

206 



27433. .28035, 27437 .. 27724 , 27448 .. 28035, 27483. .28037 



19565 



Seq. No. 


19142 




Seq. ID 


OJ990416_02. 9923 


.C7 


Gene No. 


40047 




Strand 






Start 


30184 




End 


38394 




Name 


OJ990416 02. 9923.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


28038 




End 


28260 




GI 


none 




Score 


385 




Exons 


28038. 


.28214, 28039.. 28260 








Seq. No. 


19142 




Seq. ID 


OJ990416_02.9923 


.C7 


Gene No. 


40047 




Strand 






Start 


30184 




End 


38394 




Name 


OJ990416 02. 9923.C7.o5.gp 


Method 


AAT/GAP 




Start 


30097 




End 


31820 




GI 


52805 


1.R1084 


Score 


1148 




Exons 


30097. 


".30453, 30537. .30658, 


31562. .31628, 31749. .31820 




GI Descrip. 


' 6016737/gb | AAF01563 . 1 | AC009325_33 4 . 


Oe-09 (AC009325) 





hypothetical protein [Arabidopsis t ha liana] 
>gi_6091741_gb_AAF03453.1_AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. No. 19142 

Gene No. 40047 

Start 30184 

Name OJ9904 16_02 . 9923 . C7 . o7 , 

Start 30165 

GI none 

Exons 30165. 

30218. 



tm 



30272, 30185. .30244, 
30337, 30231. .30272, 
30523. .30660, 30525 30560 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 02. 9923. C7 



38394 

TBLASTX: Maize 
30661 
66 

30208. .30330, 30208 .. 30336, 
30340. .30453, 30340 . . 30453, 
30539. .30661 



Seq. No. 19142 
Gene No. 40047 
Start 30184 

Name OJ990416_02 . 9923 . C7 . 06 . gs 

Start 30184 
GI , none 

Exons ' 30184. .30453, 30537 .. 30732, 

33146. .33200, 33310 .. 33374 , 
34599. .34778, 36620 .. 36766, 
37966. .38180, 38224.. 38394 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31562 

33458 



OJ990416 02. 9923. C7 



38394 
GENSCAN 
38394 
. 66 

31628, 31790. 
33506, 33584. 



,31867, 
,34322, 



37181. .37309, 37356 37435, 



Seq. No. 19142 
Gene No. 40047 
Start 30184 

Name OJ9904 16_02 . 9923 . C7 . o4 . tm 

Start 31557 
GI none 
Exons 31557. 

31749. 

33453. 

33581. 

33682. 

34052. 



,31640, 31562. .31627, 

,31859, 31750. .31845, 

,33506, 33453. .33518, 

,33667, 33626. .34045, 

,34065, 34048. .34236, 

,34276, 34090. .34281, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31612 

32996 

33460 

33627 

34049 

34191 



OJ990416 02. 9923. C7 



38394 

TBLASTX: Maize 
34281 
75 

31632, 31748. .318.46, 
33076, 32997. .33074, 
33528, 33558. .33668, 
34058, 33678. .34046, 
34240, 34050. .34262, 
34280 



Seq. No. 
Gene No. 



19142 
40047 



Seq. ID OJ990416__02. 9923.C7 
Strand 



19566 



Start 


30184 




End 


38394 




Name 


OJ990416 02. 9923. C7 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


31749 ~~ 




End 


34081 




GI 


none 




Score 


227 




Exons 


31749. .31829, 33729 


. . 34049, 


33731. .34081 




Seq. No. 


19142 




Seq. ID 


OJ990416_02.9923 


. C7 


Gene No . 


40047 




Strand 






Start 


30184 




End 


38394 




Name 


OJ990416 02. 9923. C7 


. 06 . gp 


Method 


AAT/GAP 




Start 


33034 




End 


33798 




GI 


12484 1.R1084 




Score 


717 




Exons 


33034. .33072, 33146 


. .33200, 


33310. .33374, 334 58. .33506, 






33584. .33798 










GI Descrip. 


, 6015437/dbj | AB008112 . 1 | AB008112 1 . Oe- 


10 Homo sapiens PEX1 




complete cds ' 










Sea No 


19142 




Seq. ID 


OJ990416_02.9923 


.C7 


Gene No. 


40047 




Strand 






Start 


30184 




End 


38394 




Name 


OJ990416 02. 9923. C7 


. o3.np 


Method 


AAT/NAP 




Start 


33644 




End 


34090 




GI 


6016737 




Score 


280 




Exons 


33644. .34090 











GI - Descrip. (AC009325) hypothetical protein [Arabidopsis thaliana] 

gi|6091741|gb|AAF03453.1|AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 


19142 


Seq. ID 


OJ990416_02.9923 


.C7 


Gene No. 


40047 


Strand 






Start 


30184 


End 


38394 




Name 


OJ990416 02.9923.C7.o4.tc 


Method 


TBLASTX: Cress 




Start 


33737 


End 


34045 




GI 


none 


Score 


122 




Exons 


33737. .33958, 33738 33959, 


33974. .34045, 33975.. 34043 




Seq. No. 


19142 


Seq. ID 


OJ990416_02.9923 


.C7 


Gene No. 


40047 


Strand 






Start 


30184 


End 


38394 




Name 


OJ990416 02.9923.C7.o7.gp 


Method 


AAT/GAP 




Start 


37539 


End 


37790 




GI 


uC-osflcyp086al2bl 


Score 


415 




Exons 


37539.. 37790 








GI Descrip. 


' 5816992/emb | CAB53647 . 1 | 4 . 


0e-24 (AL110123) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


19143 


Seq. ID 


OJ990416_02.9923 


.C9 


Gene No. 


40048 


Strand 


+ 




Start 


89 


End 


1677 




Name 


OJ990416 02. 9923.C9.ol.np 


Method 


AAT/NAP 




Start 


89 


End 


1447 




GI 


4559351 


Score 


385 




Exons 


89. .165, 293. .953, 1038. .1199, 1288. .1' 


447 




GI Descrip. 


(AC006585) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


19143 


Seq. ID 


OJ990416JD2. 9923 


.C9 


Gene No. 


40048 


Strand 


+ 





19567 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



89 End 

OJ9904 16_02 . 9923 . C9 . ol . gs Method 

134 End 

none Score 
134. .222, 300. .953, 1288. .1665 

19143 Seq. ID 

40048 Strand 

89 End 

OJ990416_02. 9923.C9.ol.gp Method 

342 End 

568707 Score 
342. .629 

19143 Seq. ID 

40048 Strand 

89 End 

OJ9904 16_02 . 9923 . C9 . ol . tm Method 

562 End 

none Score 

562. .711, 563. .718, 563. .718, 564. .719, 574. .726, 720. .953, 

721. .954, 722. .955, 722. .952, 1028. .1177, 1032. .1205, 
1033. .1191, 1034. .1204, 1285. .1416, 1285. .1419, 1287. .1421 



1677 
GENSCAN 
1665 
.9 



OJ990416_02.9923.C9 
+ 

1677 
AAT/GAP 
629 
485 



OJ990416_02.9923.C9 
+ 

1677 

TBLASTX: Maize 

1421 

165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



19143 
40048 
89 

OJ990416_02. 
1480 
700185 
1480. .1677 



9923.C9.o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



19144 
40049 
1 

OJ990416_02. 9923.Cll.ol.np 
1 

3859659 

1..548, 815. .1149 

(AL031394) putative potassium 

[Arabidopsis thaliana] 

19144 
40049 
1 

OJ990416_02. 9923.Cll.ol.ts 
6 

none 

6. .164, 21. .494, 22. .465, 23. 
811. .909, 813. .911 

19144 
40049 
1 

OJ990416_02. 9923.Cll.ol. tm 
17 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416JD2. 9923.C9 
+ 

1677 
AAT/GAP 
1677 
368 



OJ990416_02. 9923.C11 

1149 
AAT/NAP 
1149 
954 



transporter AtKT5p (AtKT5) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.550, 29. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_02.9923.C11 
1149 

TBLASTX: Soybean 

911 

220 

.547, 778.. 903., 807.. 911, 



OJ990416_02.9923.C11 
1149 

TBLASTX: Maize 

484 

343 



19568 




P. von 


17 . .484/ 


22 . 


.462, 32. 


.475 








Seq. No. 


19144 








Seq. ID 


OJ990416_02.9923 


.Cll 


Gene No. 


40049 








Strand 






Start 


1 








End 


1149 




lvalue 


OJ9904 1 6 


02 . 


9923 .Cll . 


ol . gs 


Method 


GEN SCAN 




O L. a J. L. 


26 








End 


1069 




yj x 


none 








Score 


. 66 




F von 


26 . .407, 


815 


. .1069 










Seq. No. 


19144 








Seq. ID 


OJ990416 02.9923 


.Cll 


Gene No. 


40049 








Strand 






Start 


1 








End 


1149 




Name 


OJ990416 


02. 


9923. Cll. 


ol.tc 


Method 


TBLASTX : Cress 




Start 


64 








End 


493 




GI 


none 








Score 


330 




Exons 


64. .459, 


65. 


.493, 65. 


.484 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19144 Seq. ID 

40049 Strand 

1 End 

OJ990416_02 . 9923 .Cll . o2 . tm Method 

4 85 End 

none Score 



OJ990416_02. 9923. Cll 
1149 

TBLASTX : Maize 

1052 

99 



485. .547, 487. .549, 766. .1047, 811. .1005, 813. .1052 

OJ990416 02. 9923. Cll 



19144 Seq. ID 

4 0049 Strand 

1 End 
OJ990416JJ2 . 9923 .Cll . o2 . tc Method 

846 End 

none Score 

846. .1076, 856. .1062 



1149 

TBLASTX: Cress 

1076 

166 



Seq. No. 19145 Seq. ID 

Gene No. 40050 Strand 

Start 530 End 

Name OJ9904 16_02 . 9923 .C12 . ol . gs Method 

Start 530 End 

GI none Score 

Exons 530. .585 



OJ990416_02.9923.C12 
+ 

585 

GENSCAN 

585 

.43 



Seq. No. 19145 Seq. ID OJ9904 1 6_02 . 9923 . C12 

Gene No. 40051 Strand 

Start 1 End 886 

Name OJ9904 16_02 . 9923 . C12 . ol . np Method AAT/NAP 

Start 1 End 886 

GI . 3859659 Score 366 . . , 

Exons 1..350, 487. .590, 666. .744, 807. .886 

GI Descrip. (AL031394) putative potassium transporter AtKTSp (AtKT5) 
[Arabidopsis thaliana] 



Seq. No. 19145 Seq. ID 

Gene No. 40051 Strand 

Start 1 End 

Name OJ990416_02 . 9923 . C12 . ol . tm Method 

Start 87 End 



OJ990416_02. 9923.C12 
886 

TBLASTX: Maize 
328 



19569 



GI none Score 

Exons 87. .323, 89. .328 

Seq. No. 19145 

Gene No. 40051 

Start 1 

Name OJ9904 1 6_02 . 9923 . C12 . ol . ts 

Start 87 

GI none 

Exons 87. .341, 87. .281, 89. .352, 462. .539 



317 



Seq. ID OJ990416_02.9923.C12 
Strand 

End 886 

Method TBLASTX : Soybean 

End 539' 

Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19145 
40051 
1 

OJ990416_02. 9923.C12.ol.tc 

122 

none 



Seq. ID OJ990416_02.9923.C12 
Strand 

End 886 

Method TBLASTX : Cress 

End 735 

Score 166 



122. .352, 132. .338, 450. .539, 475. .591, 682. .735 



19146 
40052 
1 

OJ990416_02. 9923.C14.ol.gs 
1 

none 

1..30, 152. .273, 525. .669 



Seq. ID OJ990416_02.9923.C14 

Strand + 

End 669 

Method GEN SCAN 

End . 669 

Score .97 , ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19147 
40053 
299 

OJ990416_02. 9923.C15.ol.tm 

294 

none 



Seq. ID OJ990416_02.9923.C15 

Strand + 

End 485 

Method TBLASTX : Mai ze 

End 485 

Score 225 



294. .476, 295. .474, 299. .481, 300. .485 



19147 
40053 
299 

OJ990416_02. 9923. CIS. ol.gs 

299 

none 

299. .476 



Seq. ID OJ990416_02. 9923. CIS 

Strand + 

End 4 85 

Method GENSCAN 

End 476 

Score .71 



Seq. No. 19148 

Gene No. 40054 

Start 70 

Name OJ9904 16_02 . 9923 . C21 . ol . gs 

Start 70 

GI none 

Exons 70.. 189 



Seq. ID OJ990416_02.9923.C21 
Strand 

End 189 

Method GENSCAN 

End 189 

Score .75 



Seq. No. 19149 

Gene No. 40055 

Start 1 

Name OJ990706_06 . 9924 . CI . ol . np 

Start 1 

GI 6573241 



Seq. ID OJ990706_06.9924.C1 
Strand 

End 4 04 

Method AAT/NAP 

End 404 

Score 313 



19570 




Exons 1..140, 243.. 404 

GI Descrip. (AF205069) xyloglucan endotransglycosylase [Lycopersicon 
esculentum] 



Seq. No. 19149 

Gene No. 40055 

Start 1 

Name OJ990706_06. 9924 .CI .ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990706_06.9924.C1 



Strand 
End 

Method 

End 

Score 



404 

TBLASTX: Maize 

403 

239 



1..171, 2. .151, 245. .403, 250. .402, 317. .403 



Qorr Kl r\ 
OC4 • LN U • 


1 Q1 4 Q 

X :? X H y 




C on T H 




Ofi QQ94 


p l 




a oo^ 




o L lailU 








O Lai L 


1 

X 




PnH 








Name 


niQQmnfi 06 QQ94 pi 


Ul . Lt 


l v Jc CXIOQ 


1 OXxrio 1 A . 


i^res s 




Start 


1 




End 


387 






GI 


none 




Score 


131 






Ej i^KJi lO 




.JO/, 


9fi0 "37^ 








D fc; q . IN U . 


1 Q1 4 Q 




CpirT T D 
DctJ . X U 




06 QQ94 


PI 
. X 


(~1 one* M o 


d on 




Of- v-anH 








OLdLL 


1 






fi U fi 






Name 


n.TQQfnnfi rifi QQ94 n 


Ul. Lb 


LYlc L 11 OCX 


1 DXxrlO 1 A . 


joyucan 




O udX L 


i — 

X 






^QO 






GI 


none 




Score 


128 






Exons 


1..126, 2. .124, 244. 


.390, 


260. .388 








Seq. No. 


19149 




Seq. ID 


OJ990706 


_06.9924 


.CI 


Gene No. 


40055 




Strand 








Start . 


1 




End 


404 






Name 


OJ990706 06. 9924. CI. 


ol . gs 


Method 


GENSCAN 






Start 


14 




End 


378 






GI 


none 




Score 


1 






Exons 


14. .153, 250. .378 












Seq. No. 


19149 




Seq. ID 


OJ990706 


_06.9924 


.CI 


Gene No. 


40055 




Strand 








Start 


1 




End 


404 






Name 


OJ990706 06. 9924. CI. 


ol .gp 


Method 


AAT/GAP 






Start 


104 




End 


404 






GI 


58722 1.R1084 




Score 


371 






Exons 


104. .153, 250. .404 












GI Descrip. 


'2129771/pir | IS71225 


l.Oe- 


15 xyloglucan 







endotransglycosylase-related protein XTR-6 - Arabidopsis 
thaliana >gi_1244758 (U43488) xyloglucan 

endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_4 539299_emb_CAB39602.1_ (AL049480) xyloglucan endo-1, 
4-beta-D-glucanase (XTR-6) [Arabidopsis thaliana] 1 



Seq. No. 19150 Seq. ID OJ990706_06 . 9924 . C3 

Gene No. 40056 Strand + 

Start 1 End 1231 

Name OJ990706_06 . 9924 . C3 . ol . np Method AAT/NAP 

Start 1 End 1228 

GI 5902445 Score 1717 

Exons 1 . . 1228 



19571 




GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


19150 


Seq. ID 


OJ990706 06. 9924. C3 




40056 


St rand 


+ 


OLdi I. 


1 


End 


1231 


Name 


OJ990706 06 9924 C3 ol as 


Met hod 


GENSCAN 


OLdi I 


398 _ 


End 


1231 


GI 


none 


Score 


. 94 


DAUllO 


^QQ 1?31 






Seq. No. 


19150 


Seq. ID 


OJ990706_06.9924.C3 


Gene No. 


40057 


Strand 


+ 


Start 


6033 


End 


17822 


Name 


OJ990706 06.9924.C3.ol.gp 


Method 


AAT /GAP 




5802 


End 


5948 


GI 


uC-osf Icypl77g01al 


Score 


241 


Pyrin q 


5802. .5948 






fZX rioQr , T"i n 


M884 864/gb|AAD3184 6. 1 | AF133530_1 4 . Oe 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] 1 


Seq. No. 


19150 


Seq. ID 


OJ990706_06.9924.C3 


Gene No. 


40057 


Strand 


+ 


u Ldl L 


6033 


End 


17822 




OJ990706 06.9924.C3.o3.gs 


Method 


GENSCAN 


O Lai L 


6033 


End 


17822 


r;T 


none 


Score 


.65 


Ej aui io 


6033.. 6084, 6691.. 6741, 7187 


..7266, 7301. .7846, 8143. .8340, 




1024 8. .10412; 10611. .1078 6, 


11544. .11724, 12236. .12282, 




13007. .13066, 14496. .14621, 


15356. .15472, 17495.. 17822 


Seq. No. 


19150 


Seq. ID 


OJ990706_06.9924.C3 


VJCltC LNU i 


40058 


Strand 




OLdi L 


1548 


End 


4487 


Vi CI 1 LLC 


OJ990706 06.9924.C3.o2.gs 


Method 


GENSCAN 


St* a rt 


1548 


End 


4487 


\J X 


none 


Score 


.84 


TT von ^ 


1548. .1996, 2069. .2173, 2246 


..2435, 2510. .2697, 2817. .3405, 




3603. .4487 






Sea. No. 


19150 


Seq. ID 


OJ990706_06.9924.C3 


Gene No . 


40058 


Strand 




Start 


1548 


End 


4487 


Name 


OJ990706 06.9924.C3.o2.np 


Method 


AAT /NAP 


Start 


1551 


End 


4487 




6691716 


Score 


2312 


ill AUI lo 


1551.. 1996, 2069.. 2181, 2332 


..2435, 2510. .2704, 2881. .3148, 




3230. .3405, 3603. .4487 






("IT Plo crri r\ 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6691717 |dbj IBAA89397.il (AP000570) ) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


19150 


Seq. ID 


OJ990706_06.9924.C3 


Gene No. 


40059 


Strand 




Start 


8062 


End 


11699 


Name 


OJ990706 06.9924.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


241 


End 


618 


GI 


none 


Score 


405 



19572 




Exons 241.. 618, 242.. 616 

Seq. No. 19150 

Gene No. 40059 

Start 8062 

Name OJ990706JD6 . 9924 . C3 . ol . tm 

Start 253 

GI none 

Exons 253.. 510, 260.. 526, 493.. 636, 



Seq . No . 


19150 




Seq. ID 


OJ990706_06.9924 


. C3 


^anp Wo 


40059 




Strand 






OLdi L 


8062 




End 


11699 






OJ990706 06. 9924. C3 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


620 




End 


1219 






none 




Score 


256 




Exons 


620. .883, 766. .867, 


938. .1096, 1082..: 


1219, 1093.. 1215 




Cpn Mo 

JCl^' LNVJ * 


19150 




Seq. ID 


OJ990706_06.9924 


C3 


Con o Mo 


40059 




Strand 






OLai L 


8062 




End 


11699 




Mamo 
LNdiLit; 


OJ990706 06. 9924. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




O LclX. (_ 


947 




End 


1180 






none 




Score 


152 




F von q 


947. .1099, 1048. .1098, '1078. 


. .1179, 1079. .1180 




Seq. No. 


19150 




Seq. ID 


OJ990706_06.9924 


,C3 


o n o Mo 


40059 




Strand 






OLoi L 


8062 




End 


11699 




Name 


OJ990706 06. 9924. C3 


. o3 . tw 


Method 


TBLASTX: Wheat 






4077 




End 


4367 




GI 


none 




Score 


211 




W von q 


4077. .4367 










Seq. No. 


19150 




Seq. ID 


OJ990706_06. 9924 


.C3 


Gene No. 


40059 




Strand 






Start 


8062 




End 


11699 




Ma mo 
IN CUllC 


OJ990706 06. 9924. C3 


. o3.np 


Method 


AAT/NAP 




91- = rt- 


8062 




End 


11699 




w ± 


4455232 




Score 


63 




Exons 


8062. .8102, 9992. .10136, 11671. .11699 






GI Descrip. 


(AL035523) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


19150 




Seq. ID 


OJ990706_06.9924, 


.C3 


Gene No. 


40059 




Strand 






Start 


8062 




End 


11699 




Name 


OJ990706 06. 9924. C3 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


10300 




End 


10715 




GI 


none 




Score 


115 




Exons 


10300. .10422, 10305 


. .10424, 


10341. . 10424, 10514 . . 10612, 






10515. .10613, 10612 


. .10674, 


10614. .10676, 10680.. 10715 




Seq. No. 


19151 




Seq. ID 


OJ990706_06.9924, 


.C4 


Gene No. 


.40060 




Strand 


+ 




Start 


1948 




End 


2289 




Name 


OJ990706 06. 9924. C4 


.ol .gs 


Method 


GENSCAN 




Start 


1948 




End 


2289 





Seq. ID OJ990706_06.9924.C3 
Strand 

End 11699 

Method TBLASTX: Maize 

End 6 2,6 

Score 209 

521. .634 



19573 




GT 


none 








Score 


. 95 






Pvnnc 


1948 2082. 


2111 


2289 












Seq. No. 


19151 








Seq. ID 


OJ990706_ 


_06 


9924 ,C4 


Gene No. 


40061 








Strand 


+ 






Start 


3831 








End 


4275 






Name 


OJ990706 06 


9924 


. C4 . ol . 






AAT /GAP 








1831 ~~ 

JO JI 








End 


4275 






GT 


none 








Score 


821 






p von 


3831 4275 
















Seq. No. 


19151 








Seq. ID 


OJ990706_ 


06 


9924. C4 


Gene No. 


40062 








Strand 








Start 


3260 








End 


6656 






Name 


n.T99070fi 06 


99?4 


P4 n? 




Method 


GENSCAN 






Jtui L 


I?fi0 ~~ 








End 


6656 






GT 


1IU11C 








Score 


.54 






Pvon q 


3260 3421 


3434 


354 6, 


3632 . 


.3767, 3860.. 4711, 


6594. .6656 


Seq. No. 


19151 








Seq. ID 


OJ990706_ 


06 


9924. C4 


Gene No. 


40063 








Strand 


- 






Start 


7630 








End 


8048 






Name 


0.7990706 06 


9924 


P4 nl 


y ^ 


Method 


GENSCAN 






Start- 


7 630 ~ - 








End 


8048 






GT 










Score 


.51 






F! v. a n 


7630 7724 


7988 


804 8 












Seq. No. 


19151 








Seq. ID 


OJ990706_ 


06 


9924. C4 


Gene No. 


40064 








Strand 


- 






Start 


11053 








End 


11133 






Name 


OJ990706 06. 


9924 


P4 n4 


9 b 


Method 


GENSCAN 






Start 


11053 








End 


11133 






GI 


none 








Score 


.52 






Exons 


11053. .11133 














Seq. No. 


19152 








Seq. ID 


OJ990706 


06 


9924. C5 


Gene No. 


40065 








Strand 


+ 






Start 


" 189 








End 


658 






Name 


OJ990706 06. 


9924 


.C5.ol. 




Method 


GENSCAN 






Start 


189 








End 


658 






GI 


none 








Score 


.82 






Rxnn^ 

i_J *V V-V 1 L O 


189. .330, 591. .658 












Seq. No. 


19152 








Seq. ID 


OJ990706_ 


_06. 


9924. C5 


Gene No. 


40066 








Strand 








Start 


1210 








End 


2734 






Name 


OJ990706 06. 


9924 


C5.o2. 


rr q 


Method 


GENSCAN 






u Lai L 


1210 








End 


2734 






rir 


none 








Score 


.74 








1210. .1443, 


2255 


.2464, 


6UO J. • 


.2734 








Seq. No. 


19153 








Seq. ID 


OJ990706_ 


_06. 


9924. C6 


Gene No. 


40067 








Strand 


+ 






Start 


2129 








End 


8124 






Name 


OJ990706 06. 


9924 


C6.pl. 


np 


Method . 


AAT /NAP 






Start 


2129 








End 


7715 






GI 


606817 








Score 


900 







19574 



Exons 2129.. 2201, 3249.. 3374, 3718.. 3779, 3897.. 3945, 6296.. 6412, 

6535. .6588, 7043.. 7128, 7288. .7393, 7584.. 7715 

GI Descrip. (U08404) carbonic anhydrase [Oryza sativa] 

gi|5917783|gb|AAD56038.1|AF182806_l (AF182806) carbonic 
anhydrase 3 [Oryza sativa] 



Seq. No. 19153 

Gene No. 40067 

Start 2129 

Name OJ990706_06 . 9924 . C6 . ol . gs 

Start 3155 

GI none 
Exons 



Seq. ID OJ990706_06.9924 .C6 

Strand + 

End 8124 

Method GENSCAN 

End 7718 

Score .83 



3155. .3334, 3718. .3779, 3897. .3997, 3999. .4331, 5315. .5586, 
6296. .6475, 6535. .6588, 6617. .6745, 7043. .7128, 7288. .7393, 
7584 . .7718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19153 
40067 
2129 

OJ990706_06. 9924 .C6.ol.gp 
3718 

340 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
3718. .3779, 3897. .3945, 6296. .6412, 6535. .6588, 7043. .7128, 
7288. .7393, 7584. .8013, 8105. .8124 

, 3345477/dbj |BAA31953| 1.0e-131 (AB016283) carbonic anhydrase 
[Oryza sativa] 1 



OJ990706_06.9924.C6 
+ 

8124 
AAT/GAP 
8124 
1649 



Seq. No. 19153 

Gene No. 40068 

Start 11255 

Name OJ9907 06_06 . 9924 . C6 . o3 . gs 

Start 11255 

GI none 

Exons 11255. . 11428, 114 97 .. 11588 , 
12890. .13434 



Seq. ID OJ990706_06.9924.C6 

Strand + 

End 13434 

Method GENSCAN 

End 13434 

Score .66 
11646. .11694, 12633. .12872, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19153 
40069 
9057 
OJ9907 
3717 
none 
3717. . 
3898. . 
6350. . 
7025. . 
7042. . 
7535. . 
11503. 



06 06. 9924 .C6.ol.tm 



37-88, 3718. 

3945, 6293. 

6412, 6525. 

7129, 7036. 

7140, 7288. 

7711, 7535.. 



.3789, 3897. 

.6415, 6293. 

.6599, 6525. 

.7140, 7037. 

.7395, 7288. 

.7714, 7581. 



Seq. ID OJ990706_06.9924.C6 
Strand 

End 11694 r 

Method TBLASTX: Maize 
End 11694 
Score 77 

.3944, 3897. .3944, 3898. .3945, 
.6412, 6295.. 6417, 6295.. 6411, 
.6590, 6532.. 6591, 6538.. 6591, 
.7126, 7037.. 7126, 7042.. 7128, 
.7395, 7289.. 7393, 7289.. 7393, 
.7715, 7581.. 7727, 7803. .7838, 



11559, 11509. .11559, 11632 11694 , 11638. .11694 



Seq. No. 19153 

Gene No. 40069 

Start 9057 

Name OJ9907 06_06 . 9924 . C6 . ol . tw 

Start 3717 

GI none 

Exons 3717.. 3776, 3717.. 3788, 3718. 



OJ990706_06. 9924 .C6 
11694 

TBLASTX: Wheat 

11694 

64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3789, 3894. .3944, 3897. .3944, 



19575 



m • 

3898. .3945, 6293. .6412, 6294. .6332, 6295. .6411, 6350. .6442, 
6537.. 6578, 6538.-6579, 11506 .. 11559, 11638.. 11694 



Seq. No. 19153 

Gene No. 40069 Strand 

Start 9057 End 

Name OJ990706_06 . 9924 . C6. o2 . gs Method 

Start 9057 End 

GI none Score 

Exons 9057.. 9103, 104 4 4 10473, 10675.. 10927 



Seq. ID OJ990706_06.9924 .C6 



11694 
GENSCAN 
10927 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19154 



Seq. ID OJ990706_06.9924 .C7 



40070 
299 

OJ990706_06.'9924 .C7.ol.np 
299 



Strand + 

End 5874 

Method AAT/NAP 

End 2960 

4581164 Score 1610 
299. .1153, 1307. .2257, 2443. .2960 

(AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990706_06.9924 .C7 
Strand + 
End 5874 
Method AAT/NAP 
End . 5874 

Score -338 
3645. .3765, 3878.-3927, 4807. .4892, 5113. .5239, 



Seq. No. 19154 

Gene No. 40070 

Start 299 

Name 'OJ990706_06 . 9924 . C7 . o2 . np 

Start 1259 

GI 3345477 

Exons 1259.. 1569, 
5769. .5874 

GI Descrip. (AB016283) carbonic anhydrase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990706_06.9924.C7 



19154 
40071 
16211 

OJ990706_06.9924.C7.o2.gp 
16211 
5667165 
16211. .16405 

5670155/gb| AF161269. 1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



Strand 
End 

Method 

End 

Score 



+ 

16405 
AAT/GAP 
16405 
339 



Seq. No. 


19154 






Seq. ID 


OJ990706_06.9924 .C7 


Gene No. 


40072 






Strand 




Start 


7935 






End 


13601 


Name 


OJ990706 06.9924 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


7935 






End 


13601 


GI 


none 






Score 


.45 


Exons 


7935.. 8099, 9080 


. .9163, 


9530. 


.9691, 10491. .10590, 11905.. 13601 


Seq. No. 


* 19154 






Seq. ID 


OJ990706_06.9924.C7 


Gene No. 


40073 






Strand 




Start 


14843 






End 


23370 . 


Name 


OJ990706 06.9924 


.C7.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


86 






End 


21241 


GI 


none 






Score 


70 


Exons 


86. .172, 20842.. 


21006, 


20849. 


.21010, 


21019. .21240, 21086.. 21241 



19576 




Seq. No. 


19154 




Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


4007 3 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06 9924 


CI ol 0 tm 


Mpt - hod 


TBLASTX • Ma i 7p 




O LQ1 L 


356 _ 




End 


20823 




GI 


none 




Score 


65 




Pvnn q 

UAUI 1 O 


356 445, 20626 


20823, 20627 


. .20773 






Seq. No. 


19154 




Seq. ID 


OJ990706_06.9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06.9924 


.C7 .o4 . tw 


Method 


TBLASTX: Wheat 




Start 


398 




End 


20694 




GI 


none 




Score 


355 




P. von s 


398.. 838, 502.. 837, 20257 .. 20667 , 20257 20694 , 20270.. 


20680 


Seq. No. 


19154 




Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06.9924 


.C7 .o4 . ts 


Method 


TBLASTX : Soybean 




Start 


434 




End 


20658 




GI 


none 




Score 


194 




j_j i**/ 11 j 


434. .748, 20344. 


.20658 










19154 




Seq. ID 


OJ990706_06.9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06.9924 


.C7.o4 .tm 


Method 


TBLASTX : Maize 




Start 


455 




End 


20625 




GI 


none 




Score- 


376 




P, von ^ 


455. .934, 455. .511, 502. .897, 


20192. .20221, 2024 5 .. 20625 , 




20270. .20554 










Seq. No. 


19154 




Seq. ID 


OJ990706_06.9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06.9924 


■C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


890 




End 


20236 




GI 


none 




Score 


299 




Pyrin q 

!_/ x\ W 11 J 


890. .1207, 934.. 


1104, 20069.. 


20191, 20097. .20219, 20183 


. .202: 


Seq. No. 


19154 




Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 ' 




End 


23370 




Name 


OJ990706 06.9924 


.C7.o5.tw 


Method 


TBLASTX: Wheat 




Start 


929 




End 


20192 




GI 


none 




Score 


269 






929. .1207, 970.. 


1104, 20060.. 


20191, 20097.. 20192 




Seq. No. 


19154 • 




Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06.9924 


.C7.o3.tm 


Method 


TBLASTX : Maize 




Start 


1007 




End 


20173 




GI 


none 




Score 


504 




Exons 


1007.. 1426, 1171 


..1383, 19856 


. .20089, 


20078. .20173 





19577 




JClj. IN KJ . 


19154 








Seq. ID 


OJ990706 06.9924 


. C7 


Gene No. 


40073 








Strand 






Start 


14843 








End 


23370 




Name 


OJ990706 06. 


9924 . 


C7.o2.tw 




Method 


TBLASTX: Wheat 






1238 ~ 








End 


20054 




(IT 


none 








Score 


261 






1238 1666- 


19628 


20053. 


19630. .19992 


, 19643 . . 19996, 






19665 20054 














Seq. No. 


19154 








Seq. ID 


OJ990706_06.9924 


.C7 


Gene No. 


40073 








Strand 






Start 


14843 








End 


23370 




LN ClillC 


OJ990706 06 


9924 . 


C7.o3.ts 




Method 


TBLASTX : Sovbean 




^ f- 3 r*t" 


X ^1 — ) o 








End 


20047 




r-T 










Score 


191 




D Avjl 1 O 


1238 1483. 


1255 . 


.1383, 19802 


.20047 






Cprr Mo 
OCvj • LN W • 


19154 








Seq. ID 


OJ990706_06. 9924 


. C7 


Gene No. 


40073 








Strand 






Start 


14843 








End 


23370 




Name 


OJ990706 06. 


9924 . 


C7.o6.tm 




Method 


TBLASTX: Maize 




Start 


1433 








End 


19856 






none 








Score 


180 




TT 1 von q 


1433. .1657, 


19618 


. .19848, 


19628. .19855, 19631. .19855, 






19680. .19856 












Can Mn 


19154 








Seq. ID 


OJ990706_06. 9924 


. C7 


Gene No. 


40073 








-Strand 






Start 


14843 








End 


23370 




Name 


OJ990706 06. 


9924. 


C7 .o3. tw 




■Method 


TBLASTX: Wheat 






1826 








End 


19585 




O -L 


none 








Score 


43 






1826. .1885, 


1895. 


.2140, 1960. 


.2103, 19069. .19335, 19070 


. . 19585, 




19074 . . 19511 














Seq. No. 


19154 








Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 








Strand 






Start 


14843 








End 


23370 




Name 


OJ990706 06. 


9924 . 


C7.ol.ts 




Method 


TBLASTX: Soybean 






1960 








End 


19282 






none 








Score 


301 




Fynn 1 ! 

ill llu 


1960. .2295, 


1973. 


.2296, 18902 


. . 19042, 


19095. . 19262, 19097. .1928 




19154 








Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 








Strand 






Start 


14843 








End 


23370 




Name 


OJ990706 06. 


9924 . 


C7.o5.tm 




Method 


TBLASTX: Maize 




O Lai L 


1994 








End 


19213 






none 








Score 


109 


*» 




1994 . .2107, 


2114. 


.2269, 18923 


. . 19213, 


18927. .18971, 






19032. . 19202 


, 19076.. 19213 










Seq. No. 


19154 








Seq. ID 


OJ990706_06. 9924 


-C7 


Gene No. 


40073 








Strand 






Start 


14843 








End 


23370 




Name 


OJ990706 06. 


9924. 


C7.ol.tw 




Method 


TBLASTX: Wheat 




Start 


2144 








End 


19039 





19578 




o X 


none 




Score 


273 




V von q 


2144.. 2527, 2152.. 2505, 2587 


..2712, 2597.. 2725, 18428.. 


190: 




18552. .18959 










Seq # No . 


19154 




Seq. ID 


OJ990706_06.9924 


.C7 


Confi Mo 
CI 1 G IN • 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06.9924.C7, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


2324 




End 


18871 




GI 


none 




Score 


120 




R vnn 


2324. .2497, 2483.-2527, 2591 


..2725, 2762. .2845, 2858. .2890, 




18278. .18715, 18288, 


. . 18497, 


18457. .18720, 18573. .18716, 






18713. . 18871, 18720, 


. . 18866 








Seq. No. 


19154 




Seq. ID 


OJ990706_06.9924 


. C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06. 9924. CI. 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


2762 




End 


18427 




GI 


none 




Score 


92 




p von ^ 


2762. .2848, 2858. .2890, 18239. .18427 






Seq. No. 


19154 




Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06. 9924. C7 , 


. o9. tm 


Method 


TBLASTX: Maize 




Start 


3642 




End 


3764 




GI 


none 




Score 


190 




F.xon q 

1—1 *W Vw/ I 1 lw> 


3642. .3764, 3642. .3761, 3643 


..3762, 3644.. 3763 




Q p, Mpj 
O " , LN W • 


19154 




Seq. ID 


OJ990706_06.9924 


.CI 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06. 9924. CI. 


.o2 .tm 


Method 


TBLASTX: Maize 




Start 


12810 




End 


13601 




GI 


none 




Score 


87 




IjAUll J 


12810. .12974, 12811, 


. .12975, 


12978. .13508, 13000 .. 134 94 , 






13506. .13601 










Q p»pr KJo 


19154 




Seq. ID 


OJ990706_06.9924 


.CI 


Cpnp Mo 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06. 9924. CI. 


. o3 . gs 


Method 


GEN SCAN 




Start 


14843 




End 


23304 




GI 


none 




Score 


.53 






14843. . 14916, 16604 , 


. . 16642, 


16716. .16804, 16809. .17078, 






17083. . 17215, 18271, 


. . 19038, 


19105. .20276, 20393 .. 207 65 , 






21189. .22605, 23009, 


. .23304 








Seq. No. 


19154 




Seq. ID 


OJ990706_06. 9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06. 9924. C7, 


. o3 . np 


Method 


AAT/NAP 




Start 


17057 




End 


22434 




GI 


4680179 




Score 


3801 




Exons 


17057. .17094, 18238. 


. .21275, 


21378. .22434 





GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



19579 




Seq. No. 


19154 




Seq. ID 


OJ990706_06. 9924 


.C7 


\J 1 1 <^ l* W . 


40073 




Strand 






Start 


14843 




End 


23370 




N3IU6 


OJ990706 06 9924 C7 


. 08 . tm 


Method 


TBLASTX * Maize 




Start 


20923 — 




End 


21247 




GI 


none 




Score 


70 




F von *5 


20923 21246. * 21134 


21247 








Seq. No. 


19154 




Seq. ID 


OJ990706JD6. 9924 


.C7 


fipnp No 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06 9924 C7 


. o7 . tm 


Mp t hod 


TBLASTX • Maize 




Start 


21556 _ 




End 


21957 




GI 


none 




Score 


242 




F x o n s 


21556 21957 










Seq. No. 


19154 




Seq. ID 


OJ990706_06.9924 


.C7 


HpriP No 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06 9924 C7 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


21838 — 




End 


22215 




GI 


none 




Score 


60 




iTynn <=; 


21838 21981 22012 


..22215, 22097.. 22198 




Seq. No. 


19154 




Seq. ID 


OJ9907"06_06.9924 


.C7 


Gene No. 


40073 




Strand 






Start 


14843 




End 


23370 




Name 


OJ990706 06 9924 C7 


. o4 . np 


Method 


AAT/NAP 




Start 


22925 — 




End 


23370 




GI 


6002794 




Score 


728 




Exons 


22925 23370 










Dpsptiid 

\J -L- IS ^Z- Lj j_ _1_ . 


(AF149813} unknown 


[Oryza sativa] 






Seq. No. 


19155 




Seq. ID 


OJ990706_06.9924 


.C8 


Gene No. 


40074 




Strand 






Start 


1 




End 


704 




Name 


OJ990706 06. 9924. C8 


. ol.np 


Method 


AAT/NAP 




Start 


1 ' 




End 


704 




GI 


4680179 




Score 


648 




Exons 


1. .704 










V_J -L 1— / O X. -1- « 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


19155 




Seq. ID 


OJ990706_06. 9924 


.C8 


Gene No . 


40074 




Strand 






Start 


1 




End 


704 




Name 


OJ990706 06. 9924. C8 


. ol . gs 


Method 


GENSCAN 




Start 


9 




End 


637 




GI 


none 




Score 


. 65 




Rynn q 

£j AUl 1 o 


9. .348, 384. .637 










Seq. No. 


19155 




Seq. ID 


OJ990706_06. 9924 


.C8 


Gene No. 


40074 




Strand 






Start 


1 




End 


704 




Name 


OJ990706 06. 9924. C8 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


15 




End 


183' 




GI 


none 




Score 


95 





19580 






15 . . 182, 88 . . 183 






Seq. No. 


19155 


Seq. ID 


OJ990706_06. 9924.C8 


Gene No. 


40074 


Strand 




Start 


1 


End 


704 


Name 


OJ990706 06. 9924 .C8 .ol. tm 


Method 


TBLASTX: Maize 


Start 


183 ~ 


End 


616 


GI 


none 


Score 


110 


Exons 


183. .212, 236. .616, 261. .545 






Seq. No. 


19155 


Seq. ID 


OJ990706_06.9924.C8 


Gene No. 


40074 


Strand 




Start 


1 


End 


704 


Name 


OJ990706 06. 9924 .C8 .ol. tw 


Method 


TBLASTX: Wheat 


Start 


248 ~ 


End 


640 


GI 


none 


Score 


237 


p, von s 


248 640, 261 . . 605 






Sea No 


19156 


Seq. ID 


OJ990706_06. 9924. C10 


(^onp No 


40075 


Strand 


+ 


Start 


1699 


End 


9758 


Name 


OJ990706 06. 9924 .C10.ol.np 


Method 


AAT/NAP 


Start 


,1699 


' End 


9758 


GI 


; 2245029 


Score 


1099 


Ex on s 


1699. .1730, 6883. .7019, 7187 


..7303, 8613. .8817, 8870. .9002, 




9053.. 9758 






GT Dp^rriD 


(Z97341) limonene cyclase like protein 


[Arabidopsis thaliana] 


Seq. No. 


19156 


Seq. ID 


OJ990706_06. 9924. C10 


Gene No. 


40075 


Strand 


+ 


Start 


1699 


End 


9758 


Name 


OJ990706 06. 9924 .C10.o2.gs 


Method 


GENSCAN 


Start 


6732 


End 


9739 


GI 


none 


Score 


.84 


Exons 


6732. .6982, 6997. .7065, 7187 


..7303, 8613. .8961, 9053. .9739 


Seq. No. 


19156 


Seq. ID 


OJ990706JD6. 9924. C10 


Gene No. 


40076 


Strand 


+ 


Start 


18366 


End 


20441 


Name 


OJ990706 06. 9924 .C10.o5.gs 


Method 


GENSCAN 


Start 


18366 


End 


20441 


GI 


none 


Score 


.77 


Exons 


18366. .18798, 19450 19504 , 


19835. .20304, 20356. .20441 


Sea No 


19156 


Seq. ID 


OJ990706_06. 9924. C10 


Gene No . 


40077 


Strand 




Start 


10174 


End 


12642 


Name 


OJ990706 06.9924.C10.ol.gp 


Method 


AAT/GAP 


Start 


10174 


End 


10752 


GI 


uC-osrocyp008a08al 


Score 


921 


F" von c; 


1017 4. .10538, 1064 6. .10752 






GI Descrip. 


1 4176420/dbj |BAA37167| 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


19156 


Seq. ID 


OJ990706_06. 9924. C10 


Gene No. 


40077 


Strand 




Start 


10174 


End 


12642 



19581 




Name 


OJ990706 06.9924 


.C10.o2. 


np 


Method 


AAT/NAP 




Start 


10347 






End 


12642 




GI 


4510344 






Score 


146 




Ex on 


10347. .10504, 10642. .10739, 


11447. .11643, 12586. .12642 




GI Descrip. 


(AC006921) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


19156 






Seq. ID 


OJ990706_06.9924 


.C10 


Gene No. 


40077 




- 


Strand 






Start 


10174 " 






End 


12642 




Name 


OJ990706 06.9924 


.C10.o3. 


y ? 


Method 


GENSCAN 




Start 


10350 






End 


12387 




GI 


none 






Score 


.96 




Exons 


10350. .10538, 10709. .107 


81, 


11447. . 12387 




Seq. No. 


19156 






Seq. ID 


OJ990706_06.9924 


.C10 


Gene No. 


40077 






Strand 






Start 


10174 






End 


12642 




Name 


OJ990706 06 9924 


.C10 . o2 . 




Method 


AAT/GAP 




Start 


11855 






End 


12383 




GI 


none 






Score 


921 




Exons 


11855. .12383 












Seq. No. 


19156 






Seq. ID 


OJ990706_06.9924 


.C10 


Gene No. 


40078 






Strand 






Start 


14478 ■ 






End 


19277 




Name 


OJ990706 06.9924 


.C10 . ol . 




Method 


TBLASTX : Soybean 




Start 


8611 






End 


9316 




GI 


none 






Score 


320 




Exon 


8611.. 8961, 8658 


. .8795, 


8883 


..8960, 9083. .9133, 9206. .9316 


Seq. No. 


19156 






Seq. ID 


OJ990706_06.9924 


.C10 


Gene No. 


40078 






Strand 






Start 


14478 






End 


19277 




Name 


OJ990706 06.9924 


.C10.O2. 


tc 


Method 


TBLASTX: Cress 




Start 


8638 






End 


8961 




GI 


none 






Score 


380 




Exons 


8638.. 8961, 8658 


. .8852, 


8898 


. .8960 






Seq. No. 


19156 






Seq. ID 


OJ9?0706_06.9924 


.C10 


Gene No. 


40078 






Strand 






Start 


14478 






End 


19277 




Name 


OJ990706 06.9924, 


.C10.O2. 


tm 


Method 


TBLASTX: Maize 




Start 


8848 






End 


9232 




GI 


none 






Score 


152 




Exons 


8848. .8961, 8895, 


. .8960, 


9046 


..9219, 9053.. 9232 




Seq. No. 


19156 






Seq. ID 


OJ990706_06. 9924 


.C10 


Gene No. 


40078 






Strand 






Start 


14478 






End 


19277 




Name 


OJ990706 06.9924, 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9203 






End 


9625 




GI 


none 






Score 


101 




Exons 


9203.. 9292, 9205. 


. .9297, 


9206 


..9298, 9356. .9457, 9368.-9442, 




9408.. 9446, 9437. 


. . 9625, 


9440 


. . 9616 






Seq. No. 


19156 






Seq. ID 


OJ990706_06. 9924 


.C10 


Gene No. 


40078 






Strand 







19582 





14478 






End 


19277 










9924. C10 


ol . tc 


MpfhnH 

L it? L11U V_l 


TRT.A9TX * 


- 

LT6SS 




91- s rt" 

OLdl L 


^ O O J 






Hii 1U 


Q7 ^n 








none 








417 






F* von q 


Q^fiS Q7^n 


9379. .9729 










Seq. No. 


19156 






Seq. ID 


OJ990706 


_06.9924 


.C10 


Gene No. 


40078 






Strand 








Start 


J. *» T / O 






End 


19277 










9924. C10 


o4 . tm 


Mot - h oo* 


TRT.A9TX • 


1 la JL 






Q ? ^ ~~ 






EjI 1U 


_7 *J J £. 






(ZJ 


none 






Score 


901 








3jdj« • y *j y f 


9368.-9538, 9394 










Seq. No. 


19156 






Seq. ID 


OJ990706 


_06.9924 


.C10 


Gene No. 


' 40078 






Strand 








Start 


1 4 4 7R 






End 


19277 






Kl^l TTI O 




9924. C10 


o2.ts 


Method 


TBLASTX: 


OtJy JJCal 1 




uLdl L 


Q4 n 1 ~~ 






End 


9715 






\J X 


none 






Score 


245 






F 1 von q 


Q401 Qfi?ft 


9403.. 9612, 9623 


..9715, 9628. .9714 






JC^i LN • 


1 Q1 Rfi 

1?1 JO 






Seq. ID 


OJ990706 


Ofi QQ94 


n n 

. LIU 




*i u u / o 






Strand 








Q+- a y f- 
OtdXL 


1 4 4 7 ft 

114/0 






End 


19277 






Name 


OJ990706 06. 


9924. C10. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


14457 






End 


16285 






\J X 








Score 


283 






Hi A. U 1 1 O 


14 4^7 1 4 7 


, 14462.. 


14761, 


14493. . 14756, 15067 


. . x U ft , 






IjUDj. . IJtUO 


, 15*069., 


15203, 


15281. .15502, 15288 


. . 1 JJUJ/ 






1 SQ7D 1 

X *J .7 / VJ ■ i 1UU Jt. 


, 15973.. 


16083, 


15975. .16097, 16177 


1 69ft4 






1 61 7ft 1 


, 16178.. 


16285 












1 Ql Sfi 






Seq. ID 


OJ990706 


Ofi QQ94 

U U . -7 -7 *i 


ri n 

. tiu 


Qeng No. 


40078 






Strand 








Start 


14478 






End 


19277 






Name 


OJ990706 06. 


9924. C10. 


o3 .np 


Method 


AAT/NAP 






Start 


14469 






End 


19277 






GI 


3249072 






Score 


1175 






Exons 


14469. .14754 


, 15067.. 


15203, 


15290. .15481, 15975 


. .16083, 






16179. .16309 


, 16384.. 


16481, 


17303. .17405, 17503 


. .17612, 





19245. .19277 

GI Descrip. (AC004473) Contains similarity to hypothetical 43.1 KD protein 
in NDK-GCPE intergenic region gb| 493519 from E. coli sequence 
gb|U02965. [Arabidopsis thaliana] 



Seq. No. 19156 
Gene No. 40078 

Start ... 14478 

Name ' OJ990706_06 . 9924 . C10 . o4 . gs 
Start 14478 
GI none 

Exons 14478. .14754, 15067 15203, 

1617 9. .16309, 16384. .16481, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15317 

17303 



OJ990706 06. 9924. C10 



19277 
GENSCAN 
17673 
.63 

15481, 15975. 
17405, 17503. 



16083, 
,17673 



Seq. No. 
Gene No. 



19156 
40078 



Seq. ID 
Strand 



OJ990706 06. 9924. C10 



19583 



Start 
Name 
Start 
GI 

Exons 



14478 End 

OJ990706_0'6 . 9924 . CIO . o3 . ts Method 

15096 End 

none Score 



19277 

TBLASTX : Soybean 

15425 

88 



15096. . 15203, 15097 15204 , 15098 .. 15235, 15099 15227 , 
15298. .15420, 15302 .-. 15424 , 15302 .. 15424 , 15303 .. 15425, 
15315.. 15425 



Seq. No. 19156 

Gene No. 40079 

Start 20019 

Name OJ990706_06 . 9924 . C10 . o3 . tm 

Start 20019 

GI none 
Exons 



Seq. ID OJ990706_06 . 9924 . C10 
Strand 

End 21822 

Method TBLASTX : Maize 

End 21822 

Score 102 



20019. .20084, 20192 20302 , 20193 .. 20303, 21713 .. 21820, 
21726. ,21821, 21726 .. 21821, 21727 .. 21822 , 21730. .21822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19156 
40079 
20019 

OJ990706JD6. 9924. C10. o4 .ts 

20022 

5677051 



Seq. ID OJ990706_06. 9924 .C10 
Strand 

End 21822 

Method TBLASTX : Soybean 

End 20321 

Score 93 
20022. .20084, 20097 .. 2032 1, 20201.. 20308 

2244835/emb_CAB10257_ 4.0e-13 (Z97337) protein kinase homolog 
[Arabidopsis thaliana] 



19157 
40080 
1 

OJ990706_06 . 9924 . Cll . ol . np 
1 

6002794 
1. .293 

(AF149813) unknown [Oryza sativa] 



Seq. ID OJ990706_06. 9924 .Cll 
Strand 

End 293 

Method AAT/NAP 

End 293 

Score 428 



19157 
40081 
876 

OJ990706_06. 9924. Cll. o2.gs 

876 

none 

876. .968 



Seq. ID OJ990706_06. 9924 .Cll 
Strand 

End 968 

Method GENSCAN 

End 968 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 
Name 



19158 
40082 
1 

OJ990706_06.9924.C12.ol.np 
1 

6907086 
1..433, 494. .588 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990706_06.9924 .C12 

Strand + 

End 588 

Method AAT/^AP 

End 588 

Score 586 



19158 
40082 
1 

OJ990706_06. 9924.C12 .ol.gs 



Seq. ID OJ990706__06.9924 .C12 

Strand + 

End 588 

Method GENSCAN 



19584 



Start 
GI 

Exons 



96 

none 
96. .408 



End 
Score 



408 
.73 



Seq. No. 19159 

Gene No. 40083 

Start 1 

Name OJ990706_01 . 9921 . CI . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1. .278 

GI Descrip. ' 4574406/gb | AAD24042 . 1 |. 0 . 0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990706_01.9921.C1 

Strand + 

End 278 

Method AAT/GAP 

End 278 

Score 524 



Seq. No. 19159 

Gene No. 40083 

Start 1 

Name OJ990706_01 . 9921 . CI . ol . tw 

Start 10 

GI none 

Exons 10.. 276, 11.. 277 

Seq. No. 19159 

Gene No. 40083 

Start 1 

Name OJ990706_01 . 9921 . CI . ol . tm 

Start 53 

GI none 

Exons 53.. 277, 64.. 276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19160 
40084 
1 

OJ990706_01.9921.C2.ol.tw 
1 

none 



1..48, 2. .97, 338. .409, 472. .693, 474 



Seq. ID OJ990706_01.9921.C1 

Strand + 

End 278 

Method TBLASTX : Wheat 

End 277 

Score 342 



Seq. ID OJ990706_01.9921.C1 

Strand + 

End 278 

Method TBLASTX : Maize 

End 277 

Score 213 



Seq. ID OJ990706_01.9921.C2 
Strand 

End 693 

Method TBLASTX : Wheat 

End 693 

Score 86 
548 



Seq. No. 19161 

Gene No. 40085 

Start 1 

Name OJ990706_01 . 9921 . C3 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1 . . 638 

GI Descrip. ' 4 574 406/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990706_01.9921.C3 

Strand + 

End 638 

Method AAT/GAP 

End 638 

Score 924 



Seq. No. 19162 

Gene No. 40086 

Start 1481 

Name OJ990706_01 . 9921 . C5 . ol . gp 

Start 1481 

GI 21474_1.R1084 

Exons 1481.. 1630 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ? 



Seq. ID OJ990706_01.9921.C5 
Strand 

End 1630 

Method AAT/GAP 

End 1630 

Score 243 



19585 




Seq. No. 


19163 


Seq. ID 


OJ990706_01. 9921.C7 


Gene No . 


40087 


Strand 




Start 


552 


End 


767 


Name 


OJ990706 01.9921.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


552 ~~ 


End 


767 


GI 


none 


Score 


134 


Exons 


552. .767, 559. .765 






Seq. No. 


19164 


Seq. ID 


OJ990706_01.9921.C15 


Gene No. 


40088 


Strand 




Start 


1 


End 


1388 


Name 


OJ990706 01.9921.C15.ol.gp 


Method 


AAT/GAP 


Start 


1 ~~ 


End 


1388 


GI 


• 2310235 


Score 


305 


Exons 


1..29, 801. .940, 1351. .1388 






GI Descrip. 


5852182/embl CAB55420. 1 | 9. Oe- 


13 (AL117265) zhb0012.1 [Oryza 




sat i va ] 






Seq. No. 


19164 


Seq. ID 


OJ990706_01. 9921.C15 


Gene No . 


40089 


Strand 




Start 


1918 


End 


2038 


Name 


OJ990706 01.9921. C15.ol.ts 


Method 


TBLASTX: Soybean 


Start 


177 ~~ 


End 


467 


GI 


none 


Score 


103 


F.vnnq 


177 242, 249. .467, 253. .459 






Seq. No. 


19164 


Seq. ID 


OJ990706_01.9921.C15 


fZpnp No 


40089 


Strand 




Start 


1918 


End 


2038 


Name 


OJ990706 01 . 9921 . C15 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


234 ~~ 


End 


589 


GI 


none 


Score 


157 


Exons 


234. .491, 247. .489, 249. .500, 


250. .492, 483.-524, 515. .589 


Seq. No. 


19164 


Seq. ID 


OJ990706_01 .9921. C15 


Gene No. 


40089 


Strand 




Start 


1918 


End 


2038 


Name 


OJ990706 01.9921.C15.o2.gp 


Method 


AAT/GAP 


Start 


1918 


End 


2038 


GI 


55507 1.R1084 


Score 


129 


Exons 


1918. .2038 






GI Descrip. 


' 50424 37/gb| AC00778 9. 1 IAC007789 1.0e-l 


6 Oryza sativa BAC T49B20 




genomic sequence, complete sequence 1 




Seq. No. 


19165 


Seq. ID 


OJ990706_01.9921.C18 


Gene No. 


40090 


Strand 


+ 


Start 


2576 


End 


2958 


Name 


OJ990706 01.9921.C18.ol.gp 


Method 


AAT/GAP 


O Lai L 


2576 


End 


2958 


GI 


uC-osflcyp033a04bl 


Score 


692 


Exons 


2576. .2958 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


19165 


Seq. ID 


OJ990706_01. 9921.C18 


Gene No. 


40091 


Strand 





19586 



Start 4438 

Name OJ990706_01 . 9921 . C18 . ol . tw 

Start 4438 

GI none 

Exons 4438.. 4797, 4440.. 4793 

Seq. No.- 19165 

Gene No. 40091 

Start 4438 

Name OJ990706JD1 . 9921 . C18 . ol . tm 

Start 4678 

GI none 

Exons 4678..4977, 4692.. 4781 

Seq. No. 19166 

Gene No. 40092 

Start 213 

Name OJ990706_01 . 9921 . C23 . ol . tm 

Start 213 

GI none 

Exons 213.. 335, 214.. 366, 366.. 671, 

Seq. No. 19166 

Gene No. 40092 

Start 213* 

Name OJ990706_01 . 9921 . C23 . ol . tw 

Start 504 

GI none 

Exons 504.. 653, 505.. 681, 505.. 654, 
728. .814 



End 

Method 

End 

Score 



4977 

TBLASTX: Wheat 

4797 

278 



Seq. ID OJ990706_01.9921.C18 
Strand" 

End 4977 * 

Method TBLASTX : Mai ze 

End 4 977 

Score 222 



Seq. ID OJ990706_01.9921.C23 

Strand 

End 891 

Method TBLASTX : Mai ze 

End 795 

Score 126 

367. .675, 715. .795, 717. .743 

Seq. ID OJ990706_01.9921.C23 

Strand 

End 891 

Method TBLASTX : Wheat 

End 891 

Score 190 

694. .891, 702. .749, 706. .795, 



Seq. No. 19166 

Gene No. 40093 

Start 2588 

Name OJ990706_01 . 9921 .C23.o2 . tw 

Start 2588 

GI none 

Exons 2588.. 2641, 2591.. 2644, 2650. 

Seq. No. 19167 

Gene No. 40094 

Start 3393 

Name OJ990706_01 . 9921 . C33 . ol . gp 

Start 3393 

GI none 

Exons 3393.. 3816 



Seq. ID OJ990706_01.9921.C23 
Strand 

End 2779 

Method TBLASTX : Wheat 

End 2779 

Score 92 
.2778, -2651. .2779 

Seq. ID OJ990706_01.9921.C33 

Strand + 

End 3816 

Method AAT/GAP 

End 3816 

Score 803 



Seq. No. 19168 
Gene No. ' '40095 

Start 3321 

Name OJ990706_01 . 9921 .C34 . ol . tm 

Start 3321 

GI none 

Exons 3321.. 3533, 3325.. 3513 

Seq. No. 19168 

Gene No. 40096 



Seq. ID OJ990706_01.9921.C34 
Strand 

End 3533 

Method TBLASTX : Maize 

End 3533 

Score 112 



Seq. ID OJ990706_01.9921.C34 
Strand 



19587 



Start 


4108 




End 


5241 


Name 


OJ990706 01 . 9921.C34 .o2 


tm 


Method 


TBLASTX: Maize 


Start 


4108 




End 


5241 


GI 


none 




Score 


40 


Exons 


4108 4230, 4110. . 4223, 


4223. 


.4345, 4228.. 4452, 5095.. 5241 


Seq. No. 


19169 




Seq. ID 


OJ990706_01.9921.C35 


Gene No. 


40097 




Strand 




Start 


298 




End 


359 


Name 


OJ990706 01.9921.C35.ol. 


gp 


Method 


AAT/GAP 


Start 


298 




End 


359 


GI 


LIB3477-003-P1-K1-E9 




Score 


81 


Exons 


298. .359 








GI Descrip. 


1 24 9858 6/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 01 




S 1 PRECURSOR (ORY S I)~ 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


19170 




Seq. ID 


OJ990706 01 9921 C36 


Gene No. 


40098 




Strand 


+ 


Start 


747 




End 


1119 


Name 


OJ990706 01.9921.C36.ol. 


gp 


Method 


AAT/GAP 


Start 


747 




End 


1119 


GI 


uC-osflcyp033a04bl 




Score 


516 


Exons 


747. .1119 








GI Descrip. 


'6016845/dbj |AP000570.1| 


AP000570 3.0e- 


Orv7r) s^H va apn om "i c 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


19171 




Seq. ID 


OJ990706 01 9921 C38 


Gene No. 


40099 




Strand 


+ 


Start 


74 




End 


813 


Name 


OJ990706 01. 9921.C38.ol. 


gp 


Method 


AAT/GAP 


Start 


74 




End 


813 


GI 


none 




Score 


1456 


Exons 


74. .813 








Seq. No. 


19172 




Seq. ID 


OJ990706 01 99?1 C4T 


Gene No. 


40100. 




Strand 




Start 


341 




End 


786 


Name 


OJ990706 01.9921.C41.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


341 




End 


786 


GI 


5509260 




Score 


173 


Exons 


341. .679, 344. .547, 706. 


.786, 


707. .778 




GI Descrip. 










Seq. No. 


19172 




Seq. ID 


OJ990706_01. 9921.C41 


Gene No. 


40101 




Strand 




Start 


1232 




End 


1576 


Name 


OJ990706 01.9921.C41.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1232 




End 


1522 


GI 


none 




Score 


271 


Exons 


1232. .1522, 1366. .1521 








Seq. No. 


19172 




Seq. ID 


OJ990706_01. 9921.C41 


Gene No. 


40101 




Strand 




Start 


1232 




End 


1576 


Name 


OJ990706 01.9921.C41.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1232 




End 


1576 



19588 



GI none 

Exons 1232.. 1351, 1346.. 1576 

Seq. No. 19172 

Gene No. 40102 

Start 1523 

Name OJ990706_01 . 9921 . C4 1 . ol . tm 

Start 1523 

GI none 

Exons 1523.. 1618, 1528.. 1620, 1675. 

1735. .1902, 1909. .1953 



Score 91 



Seq. ID OJ990706_01. 9921.C41 
Strand 

End 1953 

Method TBLASTX : Maize 

End 1953 

Score 139 

.1902, 1679.. 1900, 1688.. 1903, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19173 Seq. ID OJ990706_01 . 9921 . C42 

40103 Strand 
330 End 731 

OJ990706_01. 9921.C42.ol.gp Method AAT/GAP 
330 End 731 

LIB3433-016-Q6-K6-F12 Score 681 

330. .731 

, 5730046/ref | NM_006632 . 1 | SLC17A3 | 2.0e-09 Homo sapiens solute 
carrier family 17 (sodium phosphate), member 3 
>gi_2062691_gb_U90545_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds 1 



(SLC17A3) mRNA 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19174 Seq. ID OJ990706 _01 . 9921 . C4 3 

40104 Strand . - 

3745 End 3852 

OJ990706_01 . 9921 .C43. ol . gp Method AAT/GAP 

3745 End 3852 

uC-osf Icyp088bl2bl Score 130 

3745. .3852 

'5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 19175 Seq. ID OJ990706_01 . 9921 . C4 4 

Gene No. 40105 Strand 

Start 4532 End 4621 

Name OJ990706_01 . 9921 . C44 . ol . gp Method AAT/GAP 

Start 4532 End 4621 

GI uC-osflcyp088bl2bl Score 129 

Exons 4532.. 4621 

GI Descrip. f 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 


19176 








Seq. ID 


OJ990706_01. 9921. 


C47 


Gene No. 


40106 








Strand 






Start 


3439 








End 


3921 




Name 


OJ990706 01. 


9921 


,C47.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3439 








End 


3921 




GI 


none 








Score 


185 




Exons 


3439. .3729, 


3464 


. .3739, 


3847. 


.3921 






Seq. No. 


19176 








Seq. ID 


OJ990706_01. 9921. 


C47 


Gene No. 


40106 








Strand 






Start 


3439 








End 


3921 




Name 


OJ990706 01. 


9921 


C47.ol 


tm 


Method 


TBLASTX: Maize 




Start 


3448 








End 


3921 





19589 



GI 


none 


Score 


177 


Rxon s 


3448 3729, 3461 3739. 3847 


. . 3921 




Seq. No. 


19177 


Seq. ID 


OJ990626 31 . 9A14 .CI 


Gene No. 


40107 


Strand 


-f ~~ 


Start 


491 


End 


592 


Name 


OJ990626 31. 9A14 .Cl.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


592 


GI 


2498930 


Score 


51 


Exons 


491. .592 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT I ON 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


19177 


Seq. ID 


OJ990626_31.9A14 .CI 


Gene No. 


40108 


Strand 




Start 


197 


End 


484 


Name 


OJ990626 31.9A14.Cl.ol.gs 


Method 


GENSCAN 


Start 


197 


End 


484 


GI 


none 


Score 


.63 


Exons 


197. .358, 440. .484 






Seq. No. 


19178 


Seq. ID 


OJ990626_31.9A14.C2 


Gene No. 


40109 


Strand 


+ 


Start 


1 


End 


269 


Name 


OJ990626 31. 9A14 .C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


266 


GI 


6755654 


Score 


363 


Pvnn c* 

J—J *k 1 1 o 


1. .266 






\J -i. Ls O V— * J* J- k*/ * 


sprouty homolog 4 (Drosophila) 






gi| 5917720 | gb | AAD5 6007 . 1 | AF17 6906_1 (AF176906) sprouty 4 [Mus 




musculus] 






Seq. ' No. 


19178 


Seq. ID 


OJ990626_31. 9A14 .C2 


Gene No. 


40109 


Strand 


+ 


Start 


1 


End 


269 


Name 


OJ990626 31. 9A14 .C2.ol.gs 


Method 


GENSCAN 


Start 


139 


End 


269 


GI 


none 


Score 


.97 


Exons 


139. .269 






Sea No 


19179 


Seq. ID 


OJ990626_31. 9A14 .C3 


Gene No. 


40110 


Strand 


+ 


Start 


1 


End 


92 


Name 


OJ990626 31.9A14.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


92 


GI 


558956 


Score 


154 


Exon 


1. .92 






GI Descrip. 


(U15659) cytochrome oxidase' 


subunit I 


[Xenopus laevis] 


Seq. No. 


19180 


Seq. ID 


' OJ990626_31. 9A14 .C5 


Gene No. 


40111 


Strand 


+ 


Start 


595 


End 


846 


Name 


OJ990626 31.9A14.C5.ol.gs 


Method 


GENSCAN 


Start 


595 


End 


846 


GI 


none 


Score 


. 43 


Exons 


595. .709, 803. .846 







19590 




Seq. No. 


19181 




Seq. ID 


OJ990626_31 


. 9A14 


.C6 


Gene No. 


40112 




Strand 


+ 






Start 


656 




End 


1438 






Name 


OJ990626 31 


. 9A14 .C6.ol ,gs 


Method 


GENSCAN 






Start 


656 ~~ 




End 


1438 






GI 


none 




Score 


1 






Exons 


656. . 1438 












Seq. No. 


19181 




Seq. ID 


OJ990626 31 


. 9A14 


.C6 


Gene No. 


40112 




Strand 


+ ~ 






Start 


656 




End 


1438 






Name 


OJ990626 31 


. 9A14 .C6.o2 .np 


Method 


AAT/NAP 






Start 


1028 




End 


1301 






GI 


5091511 




Score 


155 






Exons 


1028. .1301 












GI Descrip. 


(AB023482) 


Similar to Arabidopsis thaliana RING-H2 


finger 




protein RHXla mRNA, partial 


cds. (AF079184) [Oryza 


sativa] 


Seq. No. 


19181 




Seq. ID 


OJ990626_31 


. 9A14 


. C6 


Gene No. 


40113 




Strand 








Start 


1 




End 


199 






Name 


OJ990626 31 


.9A14.C6.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


199 






GI 


6539585 




Score 


105 






Exons 


1. .199 












GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


19181 




Seq. ID 


OJ990626_31 


. 9A14 


C6 


Gene No. 


40114 




Strand 








Start 


3209 




End 


3523 






Name 


OJ990626 31 


.9A14.C6.o2.gs 


Method 


GENSCAN 






Start 


3209 




End 


3523 






GI 


none 




Score 


.46 






Exons 


3209. .3366, 


3380. .3523 










Seq. No. 


19182 




Seq. ID 


OJ990626_31 


. 9A14 


C9 


Gene No. 


40115 




Strand 


+ 






Start 


1443 




End 


2537 






Name 


OJ990626 31 


.9A14.C9.ol.gs 


Method 


GENSCAN 






Start 


1443 




End 


2537 






GI 


none 




Score 


.5 






Exons 


1443. .1535, 


1967.. 2105, 2160 


..2297, 2363. .2537 






Seq. No.. 


19183 




Seq. ID 


OJ990626_31 


. 9A14 


CI 


Gene No. 


40116 




Strand 








Start 


1272 




End 


1463 






Name 


OJ990626 31 


.9A14 .C10.ol.gs 


Method 


GENSCAN 






Start 


1272 




End 


1463 






GI 


none 




• Score 


.89 






Exons 


1272. .1463 












Seq. No. 


19184 




Seq. ID 


OJ990626_31 


. 9A14 . 


CI 


Gene No. 


40117 




Strand 


+ 






Start 


1144 




End 


1761 






Name 


OJ990626 31 


. 9A14 .Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1130 




End 


1549 






GI 


none 




Score 


74 







19591 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1130. .1252, 1131. .1247, 1142. .1249, 1147. .1257, 1358. .1549 



19184 
40117 
1144 

OJ990626_31.9A14.Cll.ol.np 
1144 
6691202 
1144. .1255, 1367. .1588 

(AC007508) F1K23.5 [Arabidopsis thaliana] 



Seq. ID OJ990626_31.9A14.C11 

Strand + 

End 17 61 

Method AAT/NAP 

End 1588 

Score 198 



19184 
40117 
1144 

OJ99062 6_31 . 9A14 . Cll . ol . gp 

1355 

none 

1355. . 1761 



Seq. ID OJ990626_31.9A14.C11 

Strand + 

End 1761 

Method AAT/GAP 

End 1761 

Score 758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990626_31.9A14.C13 
Strand 

494 

AAT/NAP 
494 
282 



19185 
40118 
1 

OJ990626_31 . 9A14 . C13 . ol . np 
1 

3881381 
1..108, 163. .494 

(Z68270) Similarity to Yeast Man ( 0 ) -alpha-mannosidase 
(SW:MNS1_YEAST) ; cDNA EST EMBL:D71247 comes from this gene; cDNA 
EST EMBL:D73896 comes from this gene [Caenorhabditis elegans] 



End 

Method 

End 

Score 



19185 
40118 
1 

OJ99062 6_31 . 9A14 . C13 . ol . ts 
2 

none 



Seq. ID OJ990626_31.9A14.C13 
Strand 

End 4 94 

Method TBLASTX : Soybean 

End 4 92 

Score 47 

2. .172, 5. .94, 6. .113, 148. .309, 155. .310, 155. .487, 201. .347, 
381. .485, 385. .492 



Seq, No. 19185 

Gene No. 40118 

Start 1 

Name OJ990626_31 . 9A14 . C13 . ol . gs 

Start 25 

GI none 

Exons 25.. 409 



Seq. ID OJ990626_31.9A14.C13 

Strand 

End 4 94 

Method GENSCAN 

End 409 

Score .49 



Seq. No. 19185 

Gene No. 40118 

Start 1 

Name OJ990626_31 . 9A14 . C13 . ol . tw 

Start 62 

GI none 
Exons 



Seq. ID OJ990626_31.9A14.C13 

Strand 

End - 4 94 

Method TBLASTX : Wheat 

End 4 67 

Score 93 



62. .169, 62. .166, 64. .168, 146. .331, 146. .466, 201. .467 



Seq. No. 
Gene No. 



19185 
40118 



Seq. ID OJ990626_31.9A14.C13 
Strand 



19592 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990626_31 . 9A14 . C13 . ol . t'rti- 
71 

none 



End 

Method 

End 

Score 



494 

TBLASTX : Maize 

4 90 

64 



71. .166, 72. .143, 150. .284, 158. .331, 158. .484, 201. .347, 
378. .488, 381. .485, 386. .490 



19187 
40122 
1628 

OJ990626_31.9A14 .C16.ol.gs 

1628 

none 



End 

Method 
End 
Score 



End 

Method 
End 
Score 



19185 
40118 
1 

OJ990626_31 . 9A14 . C13 . ol . tc 
257 
none 

257. .439, 297. .419 

19186 
40119 
2523 

OJ990626_31 . 9A14 . C14 . ol . gs 
2523 
none 

2523.. 2676, 3812.. 3969 

19186 . 
40120 
5981 

OJ990626_31. 9A14.C14 .o3.gs 
5981 
none 

5981.. 6039, 6370.. 6464 

19186 
40121 
4976 

OJ990626_31 . 9A14 . C14 . o2 . gs 
4976 
none 

4976. .5051, 5291. .5339, 5357. .5432 



Seq. ID OJ990626_31.9A14.C13 
Strand 

494 

TBLASTX: Cress 
439 
63 



Seq. ID OJ990626_31.9A14.C14 
Strand + 

3969 
GENSCAN 
3969 
.65 



Seq. ID OJ990626_31.9A14.C14 
Strand + 

64 64 
GENSCAN 
6464 
.45 



End 

Method 
End 
Score 



Seq. ID OJ990626_31.9A14.C14 
Strand 

5432 
GENSCAN 
5432 
.66 



End 

Method 
End 
Score 



Seq. ID OJ990626_31.9A14.C16. 

Strand + 

End 4106 

Method GENSCAN 

End 4106 

Score . 5 



1628.. 2040, 3338.. 3459, 3659.. 3860, 3983.. 4106 



19187 
40122 
1628 

OJ99062 6_31 . 9A14 . C16 . ol . gp 

3518 

none 

3518. .3879 



.Seq. ID OJ990626_31.9A14.C16 

Strand + 

End 4106 

Method AAT/GAP 

End 3879 

Score 616 



Seq. No. 
Gene No. 



19187 
40123 



Seq. ID OJ990626_31.9A14.C16 
Strand 



19593 



Start 430 

Name OJ99062 6_31 . 9A14 . CI 6 . ol . np 

Start 430 

GI 6063554 

Exons 430.. 602, 1647. 

GI Descrip. (AP000615) ESTs 
correspond to a 



End 4306 
Method AAT/NAP 
End 4306 
Score 232 
1691, 1776. .1977, 4220. .4306 

AU075609(C63344) , C71850 (E04 64 ) , C9861 1 (E04 64) 
region of the predicted gene.; hypothetical 



protein [Oryza sativa] 



Seq. No. 19187 

Gene No. 40123 

Start 430 

Name OJ990626_31 . 9A14 . C16 . ol . tm 

Start 3771 

GI none 
Exons 



Seq. ID OJ990626_31.9A14.C16 



Strand 
End 

Method 

End 

Score 



4306 

TBLASTX: Maize 

4108 

54 



3771. .3860, 3776.. 3814, 3829. .3861, 3983.. 4108, 4020.. 4103 





1 Q1 RR 

J- y -L O O 






Seq. ID 


OJ990626_31. 


9A14 


n 7 


Gene No . 


40124 






Strand 


+ 






Start 


311 






End 


1467 






Name 


OJ990626 31.9A14.C17 


.ol 


.gs 


Method 


GENSCAN 






Start 


311 






End 


1467 






GI 


none 






Score 


.59 






Exons 


311.. 353; 1309.. 1467 














Seq. No. 


19189 






. Seq. ID 


OJ990626_31. 


9A14 


.C18 


Gene No. 


40125 






Strand 


+ 






Start 


1 






End 


1046 






Name 


OJ990626 31.9A14.C18 


.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1046 






GI 


2222798 






Score 


96 






Exons 


1..24, 796. .1046 














GI Descrip. 


(Y14 008) gibberellin 


20 


-oxidase [Triticum aestivum] 






Seq. No. 


19190 






Seq. ID 


OJ990626_31. 


9A14 


.C19 


Gene No. 


40126 






Strand 


+ 






Start 


799 






End 


2524 






Name 


OJ990626 31.9A14.C19 


.ol 


.np 


Method 


AAT/NAP 






Start 


799 






End 


2524 






GI 


1666096 






Score • 


324 






Exons 


799.. 869, 2172.. 2524 














GI Descrip. 


( Y09113) dioxygenase 


[Marah 


macrocarpus] 







Seq. ID OJ990626_31.9A14.C19 
Strand 
End 

Method 
End 
Score 

2160. .2333, 2170.. 2523, 2258. .2518, 2364.. 2522, 2368.. 2523 



Seq. No. 19190 

Gene No. 40127 

Start 3255 

Name OJ990626_31 . 9A14 . C19 . ol . tm 

Start 2160 

GI .j none 
Exons 



+ 

4761 

TBLASTX: Maize 

2523 

391 



Seq. No. 19190 Seq. ID 

Gene No. 40127 Strand 

Start 3255 End 

Name OJ990626_31 . 9A14 . C19 . ol . ts Method 

Start 2160 End 

GI none Score 



OJ990626_31.9A14.C19 
+ 

4761 

TBLASTX : Soybean 

2523 

391 



19594 






2160 2333 2170 2523 2258 


..2518, 2364.. 2522, 2368.. 2523 


JCvJ • l'U • 


19190 


Seq. ID 


OJ990626_31 . 9A14 . C19 


Gene No. 


40127 


Strand 


+ 


Start 


3255 


End 


4761 


Name 


OJ990626 31.9A14.C19.ol.gp 


Method 


AAT/GAP 


Start 


-3255 


End 


4761 


GI 


21017 1.R1084 


Score 


2921 


F. xnn s 


3255.. 4761 






fiT Hpscr "i n 


'6006355/dbj | AP000559 . 1 | AP000559 2.0e- 


22 Oryza sativa genomic 




DNA, chromosome 6, clone : P04 93C11 1 




Seq. No. 


19191 


Seq. ID 


OJ990626_31.9A14.C20 


Gene No. 


40128 


Strand 


+ 


Start 


408 


End 


546 


Name 


OJ990626 31.9A14.C20.ol.gs 


Method 


GENSCAN 


Start 


408 


End 


546 


GI 


none 


Score 


.73 




408. .546 






Sea No 


19192 


Seq. ID 


OJ990626 31.9A14.C21 


Gene No. 


40129 


Strand 


+ ~~ 


Start 


1 


End 


1142 


Name 


OJ990626 31.9A14.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End:" 


1142 




6066222 


Score 


455 


Cj A 1 1 0 


1..121, 259. .313, 356.-456, 


622. .734, 


896. .1142 


VJ _L 1—/ O V_r J- _L k-/ . 


(AF148509) alpha 1, 2-mannosidase [Homo 


sapiens] 


Seq. No. 


19192 


Seq. ID 


OJ990626_31 . 9A14 . C21 


Gene No. 


40129 


Strand 


+ 


Start 


1 


End 


1142 


Name 


OJ990626 31.9A14.C21.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


1093 


GI 


none 


Score 


.95 


Fynn q 

i_> £\ KJ i I O 


8. .121, 259. .456, 586. .734, 


896. . 1093 




Seq. No. 


19192 


Seq. ID 


OJ990626_31 . 9A14 . C21 


Gene No. 


40130 


Strand 


- 


Start 


1174 


End 


1307 


Name 


OJ990626 31.9A14.C21.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


399 


GI 


none 


Score 


206 


p.vnn q 

DAUllO 


2. .127, 2. .124, 4. .126, 252. 


.296, 258. 


.329, 259. .399, 259. .399 


o c; ■ lskj . 


19192 


Seq. ID 


OJ990626_31.9A14.C21 


Gene No. 


40130 


Strand 




Start 


1174 


End 


1307 


Name 


OJ990626 31.9A14.C21.o2.tm 


Method 


TBLASTX: Maize 


Start 


5 


End 


.339 


\j ± 


none 


Score 


137 


Exons 


5. .88, 5. .100, 6. .101, 97. .126, 101. .127, 223. .324, 233. .334, 




252. .338, 258. .338, 259. .339 






Seq. No. 


19192 


Seq. ID 


OJ990626_31.9A14.C21 


Gene No. 


40130 


Strand 




Start 


1174 


End 


1307 



19595 






Name 


OJ990626 31.9A14.C21 


. ol . 


tm 


Method 


TBLASTX : Maize 






Start 


340 ~~ 






End 


1189 






GI 


none 






Score 


187 






Exons 


340. . 456, 346. . 456, 


348 . 


.458, 


580 . .735, 


583. .738, 585. . 


737, 






893. . 1189, 894 . . 1157 














Seq. No. 


19192 






Seq. ID 


OJ990626 31 9A14 


.C21 




Gene No. 


40130 






Strand 








Start 


1174 






End 


1307 






Name 


OJ990626 31.9A14.C21 


.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


408 






End 


1070 






GI 


none 






Score 


77 






Exons 


408 . . 458, 409 . . 456, 


419. 


.478, 


420. .458, 


591. .722, 592.. 


735, 






592. .729, 890. .1060, 


894 


..1070, 896. .1069 






Seq. No. 


19192 






Seq. ID 


OJ990626_31. 9A14 


. C21 




Gene No. 


40130 






Strand 


- 






Start 


1174 






End 


1307 






Name 


OJ990626 31.9A14.C21 


. ol . 


tc 


Method 


TBLASTX: Cress 






Start 


670 ~ 






End 


1154 






GI 


none 






Score 


71 






Exons 


670. .723, 893. .958, 


897 . 


.959, 


897. .989, 


1008. .1154, 100 


8 . . 1 






1010. .1132 












r:? 


Seq. No. 


19192 






Seq. ID 


OJ990626_31.9A14 


.C21 




Gene No. 


40130 






Strand 








Start 


1174' 






End 


1307 




| jj 


Name 


OJ990626 31 . 9A14 .C21 


. ol . 


gp 


Method 


AAT/GAP 




_§ 


Start 


1174 ~ 






End 


1307 






GI 


none 






Score 


257 




: 

:3 


Exons 


1174 . .1307 












h? 


Seq. No. 


19193 






Seq. ID 


OJ990626_31.9A14 


.C22 




Gene No. 


40131 






Strand 


+ 






Start 


569 






End 


907 




::: ! 


Name 


OJ99062 6 31 . 9A14 .C22 


. ol . 


gp 


Method 


AAT/GAP 




=1= 


Start 


569 ~~ 






End 


907 






GI 


none 






Score 


674 






Exons 


569 . . 907 












-5 


Seq. No. 


19193 






Seq. ID 


OJ990626_31.9A14 


.C22 




Gene No. 


40132 






Strand 








Start 


2150 






End 


2502 






Name 


OJ990626 31 . 9A14 .C22 


.o2. 


gp 


Method 


AAT/GAP 






Start 


2150 ~~ 






End 


2502 






GI 


5038647 






Score 


608 






Exons 


2150. .2502 














Sea No 


19194 






Seq. ID 


OJ990626_31.9A14 


. C25 




Gene No. 


40133 






Strand 


+ 






Start 


1 






End 


1719 






Name 


OJ990626 31.9A14.C25 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


1719 






GI 


130582 






Score 


1401 






Exons 


1. .1719 













GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 



19596 



gi 1 100342 I pir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 19194 

Gene No. 40133 

Start 1 

Name OJ990626_31 . 9A14 . C25 . o3 . tw 

Start 87 

GI none 

Exons 87. .356, 88. .357 

Seq. No. 19194 

Gene No. 40133 

Start 1 

Name OJ990626_31 . 9A14 . C25 . o3 . tm 

Start 354 

GI none 

Exons 354.. 650, 355.. 783 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX : Wheat 

End 357 

Score 283 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX : Mai ze 

End 783 

Score 317 



Seq. No. 19194 

Gene No. 40133 

Start 1 

Name OJ990626_31 . 9A14 .C25.ol.tw 

Start ... 358 

GI none 

Exons 358.. 687, 360.. 671, 682.. 1137 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX : Wheat 

End 1137 

Score 320 



Seq. No. 19194 

Gene No. 40133 

Start 1 

Name OJ990626_31 . 9A14 . C25 . ol . ts 

Start 379 

GI none 

Exons 379.. 768, 381.. 671, 503.. 727 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX : Soybean 

End 768 

Score 381 



Seq. No. 19194 

Gene..Np. 40133 

Start 1 

Name OJ990626_31 . 9A14.. C25 . o2 . tm 

Start 790 

GI none 
Exons 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX: Maize 

End 1240 

Score 114 



790. .948, 798. .878, 910. .1227, 924 .. 1235, 924. .1199, 989. .1240 



Seq. No. 19194 

Gene No. 40133 

Start 1 

Name OJ990 62 6_31 . 9A14 . C25 . ol . tc 
Start . 1120 

GI none 
Exons 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX : Cress 

End 1713 

Score 59 



1120. .1239, 1234. .1338, 1348. .1485, 1501. .1713 



Seq. No. 19194 

Gene No. 40133 

Start 1 

Name OJ990 62 6_31 . 9A14 . C25 . o2 . tw 

Start 1215 

GI none 



Seq. ID OJ990626_31.9A14.C25 

Strand + 

End 1719 

Method TBLASTX : Wheat 

End 1686 

Score 170 



19597 






1215 1454 


1264 . 


.1467, 


1318 . 


.1470, 1486. .1686, 1497. .1631 


Seq. No. 


19194 








Seq. ID 


OJ990626_31. 9A14 


.C25 


Gene No. 


40133 








Strand 


+ 




Start 


1 








End 


1719 




Name 


OJ990626 31 


9A14 . 


C25 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1291 ~~ 








End 


1713 






none 








Score 


557 




P von q 


1291 . . 1713, 


1308 . 


. 1709 










Seq. No. 


19194 








Seq. ID 


OJ990626_31.9A14 


.C25 


Gene No. 


40133 








■ Strand 


+ 




Start 


1 








End 


1719 




Mamp 

LNdillC 


OJQQ0626 31 


9A14 . 


C25 o2 


ts 


Method 


TBLASTX : Soybean 




OUdl L 


1312 ~~ 








End 


1710 






none 








Score 


287 






1312 1587 

X _J X . • X -J U / / 


1314 


. 1574 , 


1321 . 


.1584, 1597. .1710 




O C • LVKJ » 


19195 








Seq. ID 


OJ990626_31. 9A14 


.C26 


f^pnp No 


40134 








Strand 






Start 


2680 • 








End 


3984 




Name 


OJ990626 31. 


9A14. 


C26.ol. 


gp 


Method 


AAT/GAP 




Start 


2420 








End 


2897 




\J X 


23986 1.R1084 






Score 


916 






2420. .2897 














V3X UCoLI ip • 


, 5734636/dbj 


IBAA83367.il 


6.0e 


-51 (AP000391) Similar to" 


putal 




lipase (AC006232) 


[Oryza 


sativa] 1 






Seq. No. 


19195 








Seq. ID 


OJ990626_31. 9A14 


.C26 


Gene No. 


40134 








Strand 






Start 


2680 








End 


3984 




Name 


OJ990626 31. 


9A14. 


C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2630 








End 


2905 






none 








Score 


304 






2630. .2905, 


2679. 


.2753, 


2680. 


.2898 






Seq. No. 


19195 








Seq. ID 


OJ990626_31. 9A14 


.C26 


Gene No. 


40134 








Strand 






Start 


2680 








End 


3984 




Name 


OJ990626 31. 


9A14. 


C26.ol. 


ts 


Method 


TBLASTX : Soybean 






2672 








End 


2863 






none 








Score 


108 






2672. .2863, . 


2689. 


.2862 










Seq. No. 


19195 








Seq. ID 


OJ990626_31. 9A14 


.C26 


Gene No. 


40134 








Strand 






o Lai u 


2680 








End 


3984 




in cti ut; 


OJ990626 31. 


9A14. 


C26.o2. 


gs 


Method 


GENSCAN 




OLal L 


2680 








End 


3984 




o X 


none 








Score 


.98 




Exons 


2680. .2897, 


3963. 


.3984 










Seq. No. 


19195 








Seq. ID 


OJ990626_31. 9A14 


.C26 


Gene No. 


40134 








Strand 






Start 


2680 








End 


3984 




Name 


OJ990626 31. 


9A14. 


C26.ol. 


np 


Method 


AAT/NAP 




Start 


2683 








End 


2897 





19598 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 



5734636 Score 203 

2683;. 2897 

(AP000391) Similar to putative lipase (AC006232) [Oryza sativa] 



19195 
40134 
2680 

"OJ990626_31.9A14.C26.ol.tw 

2685 
none 



Seq. ID OJ990626_31.9A14.C26 
Strand 

End 3984 

Method TBLASTX : Wheat 

End 2903 

Score 8 9 



2685. .2750, 2686.-2772, 2686.. 2880, 2690.. 2875, 2690.. 2902, 
2841. .2903 



Seq. No. 19195 

Gene No. 40134 

Start 2680 

Name , OJ990 626_31 . 9A14 . C2 6 . ol . tc 

Start 2692 

GI none 

Exons 2692.. 2853, 2693.. 2863 

Seq. No. 19196 

Gene No. 40135 

Start 53 

Name .. 0 J9 9 0 62 6_3 1 . 9A1 4 . C2 7 ; ol . tm 

Start 48 

GI none 
Exons 



Seq. ID OJ990626_31.9A14.C26 
Strand 

End 3984 

Method TBLASTX : Cress 

End 2863 

Score 96 



Seq. ID OJ990626_31 . 9A14 .C27 

Strand 

End 975 

Method TBLASTX : Mai ze 

End 843 

Score 134 



48. .203, 53. .202, 390. .599, 391. .594, 673. .780, 674. .781, 
775. .843, 776. .841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19196 
40135 
53 

OJ990626_31.9A14.C27.ol.gs 

53 

none 

53. .201, 38 6. .592, 672. .909 



Seq. ID OJ990626_31.9A14.C27 
Strand 

End 975 

Method GENSCAN 

End 909 

Score .99 



19196 
40135 
53 

OJ99062 6J31. 9A14 . C27 . ol . np 
362 

5734634 
362. .592, 672. .954 

(AP000391) Similar to putative lipase (AC006232) [Oryza sativa] 



Seq. ID OJ990626_31 . 9A14 .C27 
Strand 

End 975 

Method AAT/NAP 

End 954 

Score 327 



Seq. ID OJ990626_31.9A14.C27 

Strand - - } 

End 975 

Method AAT/GAP 

End 975 

Score 873 



19196 
40135 
'53 

OJ990626_31.9A14.C27.ol.gp 
425 

44856_1.R1084 
425. .592, 672. .975 

1 5734634/dbj | BAA83365. 1 | 2.0e-28 {AP000391) Similar to putative 
lipase (AC006232) [Oryza sativa] f 



19599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19196 
40135 
53 

OJ990626_31 . 9A14 . C27 . ol . tw 

427 

none 



Seq. ID OJ990626_31.9A14.C27 
Strand 

End 975 

Method TBLASTX : Wheat 

-End 843 

Score 243 



427. .594, 427. .480, 429. .599, 673. .843, 674. .841 



19196 
40135 
53 

OJ990626_31. 9A14 .C27 .ol.ts 

465 

none 



Seq. ID OJ990626_31.9A14.C27 

Strand 

End 975 

Method TBLASTX : Soybean 

End 837 

Score 55 



465. .554, 472. .555, 673. .747, 677. .748, 787. .837, 788. .823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19197 
40136 
49 

OJ99062 6_31 . 9A14 . C28 . ol . np 
49 

6691209 
49. .305 

(AC007508) F1K23.14 [Arabidopsis thaliana] 



Seq. ID OJ990626_31.9A14.C28 
Strand 

End 307 

Method AAT/NAP 

End 305 

Score 199 



19197 
40136 
49 

OJ990626_31. 9A14 .C28.ol.gs 
81 

none 
81. .307 



Seq. ID OJ990626_31.9A14.C28 

Strand 

End 307 

Method GENSCAN 

End 307 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



19197 
40136 
49 

OJ990626_31. 9A14 .C28 .ol.tm 
97 

none 



Seq. ID OJ990626_31.9A14.C28 

Strand 

End 307 

Method TBLASTX: Maize 

End 280 

Score 120 



97. .225, 99. .236, 172. .276, 173. .262, 251. .280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19198 
40137 
1 

OJ990626_31. 9A14 .C2 9.ol.np 
1 

6691211 

1..32, 228. .409, 499. .714, 799. .1228, 1477. .1494 
(AC007508) F1K23.16 [Arabidopsis thaliana]... 



Seq. ID OJ990626_31.9A14.C29 

Strand + 

End 1494 

Method AAT/NAP 

End 1494 

Score 381 



19198 
40137 
1 

OJ990626_31. 9A14 .C29.ol.gp 
105- 

455_3.R1084 

105. .409, 499. .714, 799. .949 



Seq. ID OJ990626_31.9A14.C29 

Strand + 

End 1494 

Method AAT/GAP 

End 949 

Score 1226 



19600 




GI Descrip. ' 2129636/pir | | S68410 5.0e-23 lipase - Arabiciopsis thaliana 
>gi_1145627 (U38916) lipase [Arabidopsis thaliana] 1 





Seq. No. 


19198 






Seq. ID 


OJ990626 31.9A14 


.C29 




Gene No . 


40137 






Strand 


+ ~~ 






Start 


1 






End 


1494 






Name 


OJ990626 


31.9A14.C29.ol. 


QS 


Method 


GEN SCAN 






Start 


178 






End 


1224 






GI 


none 






Score 


. 98 






Exons 


178. .409, 


499. .714, 799. 


.1224 










Seq. No. 


19198 






Seq. ID 


OJ990626 31.9A14 


.C29 




Gene No . 


40137 






Strand 


+ — 






Start 


1 






End 


1494 






Name 


OJ990626 


31 . 9A14 .C29 .ol . 


tm 


Method 


TBLASTX -Maize 






Start 


246 






End 


923 






GI 


none 






Score 


274 






Exons 


246. .407, 


256. . 408, 486. 


.716, 


499. . 546, 


501 . . 656, 530. . 


715, 






804. .923, 


825.. 890, 863. 


.922 










Seq. No. 


19198 






Seq. ID 


OJ990626 31.9A14 


.C29 




Ger^ No. 


40137 






Strand 


+ — 






Start 


1 






End 


1494 






Name 


OJ990626 


31. 9A14 .C29.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


265 






End 


1258 






GI 


none 






Score 


62 




|* I"? 


Exons 


265. .318, 


267. .308, 355. 


.408, 


360. .404, 


486. .530, 525.. 


632, 


[U 




548. .601, 


645. .707, 798. 


.1226 


, 908. .11C 


8, 1223.. 1258 






Seq. No. 


19198 






Seq. ID 


OJ990626_31.9A14 


.C29 


i=y 


Gene No . 


40137 






Strand 


+ 






Start 


1 






End 


1494 




;= ; | 


Name 


OJ990626 


31. 9A14 .C29.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


672 






End 


1184 




ri 


GI 


none 






Score 


35 




'"''4 


Exons 


672. .707, 


792.. 1058, 908 


..1057, 1068. .1184 




\i is 


Seq. No. * 


19198 






Seq. ID 


OJ990626_31.9A14 


.C29 




Gene No . 


40137 






Strand 


+ 






Start 


1 






End 


1494 




u= 


Name 


OJ990626 


31.9A14.C29.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


923 






End 


1226 






GI 


none 






Score 


501 






Exons 


923. .1225, 924. .1226 












Seq. No. 


19199 






Seq. ID 


OJ990626_31.9A14 


. C30 




Gene No . 


40138 






Strand 








Start 


285 






End 


859 






Name 


OJ990626 


31.9A14.C30.ol. 


gs 


Method 


GENSCAN 






Start 


285 






End 


859 






GI 


none 






Score 


.64 






Exons 


285. .387, 


747. .859 












Seq. No. 


19199 






Seq. ID 


OJ990626_31.9A14 


.C30 




Gene No. 


40139 






Strand 








Start 


6029 






End 


6589 






Name 


OJ990626 


31.9A14.C30.o2. 


gs 


Method 


GENSCAN 





19601 




91- ^ rf 

OLdl L 








End 


6589 








ox 


none 






Score 


. 8 










\J \J -/ % . U .J O _7 
















Oc^ . ViKJ . 


19200 






Seq. ID 


OJ990626_ 


31 


9A1 4 


■ \-r O X 


Gene No. 


40140 






Strand 


+ 








Start 


2496 






End 


5333 








Name 


OJ990626 31 


. 9A14 


.C31.o3.np 


Method 


AAT/NAP 










94 9fi _ 






End 


5333 








O X 








Score 


312 










949fi 97S7 




..3223, 3335. 


.3628, 5312.. 5333 








OX L/C O V_> X X w * 




F1K23 


.12 [Arabidopsis thaliana] 








Seq. No. 


19200 






Seq. ID 


OJ990626_ 


31. 


9A14 


.C31 


Gene No. 


40140 






Strand 


+ 








Start 


2496 






End 


5333 








Name 


0.7990696 31 


. 9A14 


.C31.ol.gs 


Method 


GENSCAN 








Cf arf 


24 99 _ 






End 


4541 








O X 


nunc 






Score 


.95 










2499 27S7 


28 

lU JU 


..3223, 3408. 


.3624, 4470.. 4541 








Con Mn 


i 99nn 

X -7 £. w \J 






Seq. ID 


OJ990626 


31 
ox. 


9A1 4 


. v_o X 


Gene No. 


40140 






Strand 


+ 








Start 


2496 






End 


5333 








LN CUUC 


OJQQ0626 31 


. 9A14 


.C31.o4 .np 


Method 


AAT/NAP 








D Lax L 


9S0S — 






End 


5333 








O X 








Score 


309 








f_> ALM 1 o 


t, JU J • . Z. / o ' , 


98 S6 


..3196, 3308. 


.3668, 5314.. 5333 








OX UCOLJ — L . 




F1 K9 3 


.15 [Arabidopsis thaliana] 








Seq. No. 


19200 






Seq. ID 


OJ990626_ 


_31. 


9A14 


.C31 


Gene No. 


40140 






Strand 


+ 








Qf arf 


24 96 






End 


5333 








LN dlUC- 


OJ990626" 31 

V/U77UU^.U OX 


9A1 4 


.C31.ol.gp 


Method 


AAT/GAP 








Cf arf 
O Lai L 


2978 ~~ 

Z* 1 \J 






End 


3363 








O X 


2310903 






Score 


456 








Pvnn o 

DAUilO 


2978 3223 


333S 
~j ^> ^> +j 


. .3363 














19200 






Seq. ID 


OJ990626_ 


31 

ox. 


9A14 


C31 

• O O X 


Gene No. 


40141 






Strand 










Start 


1 






End 


2201 








Name 


OJ990626 31 


. 9A14 


.C31.ol.np 


Method 


AAT/NAP 








Cf a rt 








End 


465 








O X 


C >8S2175 






Score 


201 








F 1 v on q 

Lj A U 1 1 o 


1 . .4 65 
















ox ucouiip • 


f ATI 1 7?fiR \ 


zhbOOOS.l [Oryza sativa] 










Cpn Kin 


i 9900 

X Z? \J \J 






Seq. ID 


OJ990626_ 


31 
ox* 


9A1 4 


T31 


Gene No : 


40141. 






Strand 










Start 


1 






End 


2201 








Name 


OJ990626 31 


.9A14 


.C31.o2.np 


Method 


AAT/NAP 








Start 


1 






End 


2201 








GI 


4680186 






Score 


341 








Exons 


1..31, 1391 


. . 154 


B, 2046. .2201 












GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 








Seq. No. 


19200 






Seq. ID 


OJ990626_ 


31. 


9A14 


.C31 



19602 



Gene No. 


40142 




Strand 




Start 


2558 




End 


3199 


Name 


OJ990626 31 9A14 


C31 ol tm 

• V— > *J X . \J X . 1.111 


Method 


TBLASTX: Maize 


Start 


2558 ~~ 




End 


3199 


GI 


none 




Score 


118 


DAUilO 


2558 2641 2559 


2657 2568 


..2645, 2703.. 2756, 2855.. 2908, 




2954 3058 3098 


.3199 






Seq. No. 


19200 




Seq. ID 


OJ990626_31.9A14.C31 


Gene No. 


40143 




Strand 




Start 


3299 




End 


3626 


M 3 in o 


0,T99f)6?6 31 9A1 4 


P31 o? "t-m 


Method 


TBLASTX: Maize 


Qf prf 
J LQl L 


^9QQ ~~ 

J _7 ^ 




End 


3626 


GI 


none 




Score 


90 


P. von *z 


3299 3400 3328 


3399 3453 


..3626, 3455. .3613 


Seq. No. 


19201 




Seq. ID 


OJ990626_31.9A14.C32 


Gene No. 


40144 




Strand 


+ 


Start 


123 




End 


323 


Name 


OJ990626 31 9A14 


C32 ol 


Method 


GENSCAN 


JLal L 


123 _ 




End 


3?3 

O o 


GI 


none 




Score 


.7 


P v on q 


123 323 








O C \J . LN « 


i 9?n? 




Seq. ID 


OJ990426_26.9A08.C1 


Gene No. . 


40145 




Strand 


+ 


Start 


90 




End 


699 


Name 


OJ990426 26.9A08 


.Cl.ol.np 


Method 


AAT/NAP 


Start 


90 




End 


vj Zf _7 


KJ X 


106322 




Score 


461 


J—f z\ \J 1 1 o 


90. . 699 








ci t q o-7" l o 


hypothetical protein (L1H 3' 


region) - 


human 


Sea No 


19203 




Seq. ID 


OJ990426_26.9A08.C2 


Gene No . 


40146 




Strand 


+ 


Start 


1 




End 


607 


Name 


OJ990426 26.9A08 


.C2.ol.np ' 


Method 


AAT/NAP 


Start 


' 1 




End 


607 


\J X 


3687235 




Score 


141 


P. von 


1..106, 165. .278 


, 440. .607 






Ox L/C O ^ X X • 


(AC005169) copia 


-like retroelement pol 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


19203 




Seq. ID 


OJ990426_26.9A08.C2 • 


Gene No. 


40146 




Strand 


+ 


Start 


1 




End 


607 


iodine 


OJ990426 26.9A08 


.C2.ol.gs 


Method 


GENSCAN 


Start 


164 




End 


556 


GI 


none 




Score 


1 


uAUll o 


164. .278, 440. .556 






Seq. No. 


19203 




Seq. ID 


OJ990426_26.9A08.C2 


Gene No. 


40147 




Strand 


+ 


Start 


2237 




End 


4272 


Name 


OJ990426 26.9A08 


.C2.ol. ts 


Method 


TBLASTX : Soybean 


Start 


2095 




End 


4149 


GI 


none 




Score 


35 



19603 



J_J \*/ 1 X 


2095 . .2133, 


2255. 


. 2332, 


2261 . 


.2338, 2281.. 2337, 2417.. 2572 




2417 . . 2545, 


2431 . 


. 2571, 


3901 . 


.4140, 3907.. 3969, 3909.. 4139 




4033. . 4149 












Sea No 


19203 








Seq. ID 


OJ990426_26.9A08.C2 


Gene No. 


40147 








Strand 


+ 


Start 


2237 








End 


4272 


Name 


OJ990426 26. 


9A08 . 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2095 ~~ 








End 


2572 


GI 


none 








Score 


35 


Exons 


2095 . . 2133, 


2255. 


. 2332, 


2261 . 


.2338, 2281.. 2337, 2417.. 2572 




2417 . . 2545, 


2431. 


. 2571 








Sea Mo 


19203 








Seq. ID 


OJ990426 26.9A08.C2 


Gene No. 


40147 








Strand 


+ 


Start 


2237 








End 


4272 


Name 


OJ990426 26. 


9A08 . 


C2 .ol . 


tw 


Method 


TBLASTX : Wheat 


Start 


2137 ~ 








End 


2467 


GI 


none 








Score 


39 


Exons 


2137 . . 2202, 


2249. 


.2377, 


2252 . 


.2329, 221 


31. .2337, 2417. .2467 




2431 . . 2463 












Seq. No. 


19203 








Seq. ID 


OJ990426_26.9A08.C2 


Gene No. 


40147 








Strand 


+ 


Start 


2237 








End 


4272 


Name 


OJ990426 26 


9 AO 8 . 


C2 . o2 . 


as 


Method 


GEN SCAN 


Start 


2237 ~~ 








End 


4138 


GI 


none 








Score 


.79 


F,ynn *=; 


2237 2571, 


3903 . 


. 4138 








Sea No 


19203 








Seq. ID 


OJ990426_26.9A08.C2 


Gene No . 


40147 








Strand 


+ 


Start 


2237 








End 


4272 


Name 


OJ990426 26. 


9A08. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


2249 








End 


4272 


GI 


3786005 








Score 


601 


F,von <=; 

J-J \J A 1 O 


2249. .2571, 


3903. 


.4272 








Dp srri d 

j- j_y o J— -l f-' * 


(AC0054 99) putative phospholipid cytidylyltransf erase 




[Arabidopsis 


: thaliana] 








Seq. No. 


19203 








Seq. ID 


OJ990426_26.9A08.C2 


Gene No. 


40147 








Strand 


+ 


Start 


2237 








End 


4272 


Name 


OJ990426 26. 


9 AO 8. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2267 








End 


2578 


GI 


none 








Score 


50 


Exons 


2267. .2332, 


2417. 


.2578, 


2431. 


.2577 




Seq. No. .. 


19203 








Seq. ID 


OJ990426_26.9A08.C2 


Gene No. 


40147 








Strand 


+ 


Start 


2237 • 








End 


4272 


Name 


OJ990426 26. 


9 AO 8. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3880 








End 


4140 


GI 


none 








Score 


403 


Exons 


3880. .4140, 


3900. 


.4139 








Seq. No. 


19203 








Seq. ID 


OJ990426_26.9A08.C2 



19604 



Gene No. 


40147 


Strand 


+ 


Start 


2237 


End 


4 272 


Name 


OJ990426 26 9A08 C2 o2 tc 


Method 


TBLASTX : Cress 


Start 


3990 ~~ 


End 


4140 


GI 


none 


Score 


100 




3990 4091 3990 4088 3991 


. .4140, 4107. .4139 


Spa No 


19204 


Seq. ID 


OJ990426_26.9A08.C3 


Gene No. 


40148 


Strand 


+ 


Start 


1 


End 


2865 


Name 


OJ990426 26. 9A08 . C3 . ol . gp 


Method 


AAT/GAP 


Start 


1 


End 


980 


GI 


LIB3432-052-P1-K1-C8 


Score 


455 


P.x on <=; 


1..112, 643. .714, 903. .980 






GI DescriD 


, 3786005 1.0e-60 (AC005499) 


putative phosphoethanolamine 




cytidylyltransf erase [Arabidopsis thaliana] 1 


Seq. No. 


19204 


Seq.. ID 


OJ990426_26.9A08.C3 


Gene No. 


40148 


Strand 


+ 


Start 


1 


End 


2865 


Name 


OJ990426 26. 9A08 . C3 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


2501 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3786005 



705 



Score 

1..112, 643. .714, 903. .970, 1159. .1279, 1774. .1839, 1921. .2043, 
2433.. 2501 

(AC0054 99) putative phospholipid cytidylyltransf erase 
[Arabidopsis thaliana] 



19204 Seq. ID 

40148 Strand 

1 End 

OJ990426_26. 9A08 . C3 . ol . gs Method 

64 3 End 

none Score 

643. .714, 903. .970, 1159. .1279, 1327. 
2433. .2504 



OJ990426_26.9A08.C3 
+ 

2865 
GENSCAN 
2504 
.77 

1523, 1950.. 2043, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19204 Seq. ID 

40148 Strand 

1 End 

0 J9 9 0 4 2 6_2 6 . 9A0 8 . C3 . o2 . gp Method 

1216 End 

13238 1.R1084 Score 



OJ990426_26. 9A08.C3 
+ 

2865 
AAT/GAP 
2865 
1202 



1216. .1279, 1774. .1839, 1921. .2043, 2433. .2865 

1 3786005 6.0e-42 (AC005499) putative phosphoethanolamine 

cytidylyltransf erase [Arabidopsis thaliana] 1 



19204 Seq. ID. 

40149: ' Strand 

5523 End 

0 J9 90 4 2 6_2 6 . 9A08 . C3 . o2 . gs Method 

5523 End 

none Score 

5523. .5565, 5860. .5939 



OJ990426_26.9A08.C3. 

5939 
GENSCAN 
5939 
.57 



Seq. No. 
Gene No. 



19204 
40150 



Seq. ID OJ990426_26. 9A08 .C3 
Strand 



19605 




Start 


6024 


End 


8311 


Name 


OJ990426 26.9A08.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


2504 


GI 


none 


Score 


174 


Exons 


1..111, 2. .112, 15. .113, 626. 


.712, 635. 


.715, 636. .713, 640.. 




640. .714, 902. .970, 903. .968, 


909. . 980, 


1156.. 1278, 1157.. 12 




• 1157. .1291, 1181. .1294, 1773. 


.1835, 1774.. 1833, 1774.. 1839, 




1918.. 2043, 1920. .2042, 2430. 


.2504 




Seq. No. 


19204 


Seq. ID 


OJ990426_26.9A08.C3 


Gene No . 


40150 


Strand 




Start 


6024 


End 


8311 


Name 


OJ990426 26.9A08.C3.ol. tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


2504 


GI 


none 


Score 


174 


Exons 


1..111, 2. .112, 15. .113, 626. 


.712, 636. 


.713, 640. .717, 640.. 




902. .970, 903. .968, 909. .980, 


1156.. 1278, 1157.. 1285, 




1157. .1291, 1181. .1294, 1773. 


.1835, 1774. .1833, 1774. .1839, 




1918. .2043, 1920. .2042, 2430. 


.2504 




Seq. No. 


19204 


Seq. ID 


OJ990426_26.9A08.C3 


Gene No . 


40150 


Strand 




Start 


6024 


End 


8311 


Name . 


OJ990426 26.9A08.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


22 


End 


1839 


GI 


none 


Score 


116 


Exons 


22. .102, 23. .112, 636. .713, 640. .717, 642. .713, 902. .970, 




903. .968, 1152. .1277, 1153. .1278, 1156. 


.1278, 1157. .1285, 




1166. .1309, 1774. .1839 






Seq. No. 


19204 


Seq. ID 


OJ990426_26.9A08.C3 


Gene No. 


40150 


Strand 




Start 


6024 


End 


8311 


Name 


OJ990426 26.9A08.C3.o2.np 


Method 


AAT/NAP 


Start 


6024 


End 


8311 


GI 


5042463 


Score 


155 


Exons 


6024.. 6078, 6865.-6952, 6997. 


.7143, 184 


6. .8048, 8250. .8311 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


19205 


Seq. ID 


OJ990426_26.9A08.C4 


Gene No. 


40151 


Strand 


+ 


Start 


3830 


End 


4542 


Name 


OJ990426 26.9A08.C4.o2.gs 


Method 


GENSCAN 


Start 


3830 


End 


4542 


GI 


none 


Score 


.96 


Exons 


3830. .3842, 4424. .4542 






Seq. No. 


19205 


Seq. ID 


OJ990426_26.9A08.C4 


Gene No. 


40152 


Strand 




Start 


4739 


End 


12704 


Name 


OJ990426 26.9A08.C4.o3.gs 


Method 


GENSCAN 


Start 


4739 


End 


12704 


GI 


none 


Score 


.65 


Exons 


4739. .4757, 4915. .4962, 5051. 


.5188, 5344.. 5493, 6301.. 10345, 



10398. .10672, 10828 .. 10884 , 11475 .. 11576, 1 1815 .. 11996, 
12093. .12298, 12626. .12704 



19606 



Seq. No. 19205 
Gene No. 40152 
Start 4739 

Name O J 9 9 0 4 2 6_2 6 . 9 AO 8 . C 4 . o 1 . np 

Start 6300 
GI 6539553 
Exons 6300.. 10205 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposoh RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ990426_26.9A08.C4 
Strand 

End 12704 

Method AAT/NAP 

End 10205 

Score 6778 



Seq. ID OJ990426_26. 9A08.C4 
Strand 

End 17286 

Method TBLASTX : Wheat 

End 6912 

Score 356 

6436.-6822, 6474. .6821, 6837. .6911, 6839. .6910, 6841. .6912 



Seq. No. 19205 

Gene No. 40153 

Start 12922 

Name OJ990426_26 . 9A08 . C4 . o2 . tw 

Start 6436 

GI none 
Exons 



Seq. No. 19205 

Gene No. 40153 

Start 12922 

Name OJ990426_26 . 9A08 . C4 . o4 . ts 

Start 6564 

GI none 
Exons 



Seq. ID OJ990426_26. 9A08.C4 
Strand 

End 17286 

Method TBLASTX : Soybean 

End 6905 

Score 79 



6564.-6773, 6643. .6768, 6792. .6905, 6799. .6879 



Seq. No. 19205 

Gene No. 40153 

Start 12922 

Name OJ990426_26 . 9 AO 8 .C4 .o4 . tm 

Start 6768 

GI none 

Exons 6768.. 7106, 6769.. 7107 



Seq. ID OJ990426_26.9A08.C4 
Strand 

End 17286 

Method TBLASTX: Maize 

End 7107 

Score 205 



Seq. No. 19205 

Gene No.' 40153 

Start 12922 

Name OJ990426_26 . 9A08 . C4 . o2 . ts 

Start 6918 

GI none 

Exons 6918.. 7262, 7063.. 7263 



Seq. ID OJ990426_26. 9A08.C4 
Strand 

End 17286 

Method TBLASTX : Soybean 

End 7263 

Score 126 



Seq. No. 19205 

Gene No. 40153 

Start 12922 

Name OJ990426_26. 9A08 .C4 .o3.tw 

Start 7116 

GI none 
Exons 



Seq. ID OJ990426_26.9A08.C4 
Strand 

End 17286 

Method TBLASTX : Wheat 

End 7661 

Score 48 



7116. .7322, 7126. .7248, 7317. .7661, 7341. .7514 



Seq. No. 19205 

Gene No. 40153 

Start 12922 

Name OJ990426_26 . 9A08 . C4 . o3 . tm 

Start 7197 



Seq. ID OJ990426_26. 9A08.C4 
Strand 

End 17286 

Method TBLASTX: Maize 

End 7662 



19607 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 



Score 



55 



7197. .7661, 7300. .7410, 7344.-7526, 7480. .7662 



19205 
40153 
12922 

OJ990426_26. 9A08.C4 .ol.ts 
.7332 
5509260 



Seq. ID OJ990426_26. 9A08.C4 
Strand 

End 17286 

Method TBLASTX : Soybean 

End 7796 

Score 58 



7332.. 7796, 7351.. 7410, 7483.. 7578, 7627.. 7695 



19205 
40153 
12922 

OJ990426_26. 

7443 

none 

7443. .7703 



9A08.C4 .ol. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426__26.9A08.C4 
17286 

TBLASTX: Cress 

7703 

286 



19205 
40153 
12922 

OJ990426_26. 

7716 

none 

7716. .7955, 
8007. .8471 



9A08.C4.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_26. 9A08.C4 
17286 

TBLASTX: Wheat 

8471 

200 



7717. .7875, 7733. .7963, 7736. .7933, 7984. .8463, 



19205 
40153 
12922 

OJ990426_26. 9A08.C4 .o3.ts 
8121 
none 

8121. .8294, 8248 



Seq. ID OJ990426_26.9A08.C4 
Strand 

End 17286 

Method TBLASTX : Soybean 

End 8519 

Score 38 
8286, 8295. .8519, 8340. .8510, 8341. .8511 



19205 
40153 

12 922 " : 
OJ990426_26 . 9A08 . C4 . o5 . tm 
8307 
none 

8307. .8741, 8380 



19205 
40153 
12922 

OJ990426_26. 

8472 

none 

8472. .8663, 



End 

Method 
End 
Score 
8532, 16107.. 16277 



Seq. ID OJ990426_26.. 9A08.C4 
Strand 

17286 

TBLASTX: Maize 
16277 
82 



9A08.C4 .o5. tw 



Seq. ID OJ990426_26. 9A08 .C4 
Strand 

End 17286 

Method TBLASTX : Wheat 

End 8664 

Score 186 



8472. .8663, 8473. .8664, 8593. .8664 



19205 
40153 
12922 

OJ990426 26.9A08, 



Seq. ID OJ99.0426_26. 9A08 .C4 
Strand 

End 17286 

C4.o6.ts Method TBLASTX : Soybean 



19608 



# • 



C 4- -a r 4- 


8 59Q 


End 


8915 

O Zf X -J 




r- t 


none 




88 




LiAUl I J 


8529 8777 8760 8915 








Seq. No. 


19205 


Seq. ID 


OJ990426_26.9A08 


.C4 


Gene No. 


40153 


Strand 






JLdi L 


12922 


End 


17286 




IN diuC 


O.T990496 96 9A08 C4 o1 tm 

\JKJ J -s \J * ^ \J \J • ynu U • " • W -L • Lilt 


Method 


TBLASTX: Maize 




OLalL 


894? _ 


End 


9264 




\J X 


n on ^ 


- Score 


395 




IT von Q 


894? 91 09 8943 9757 8944 


..9237, 9010. .9264 




Seq. No. 


19205 


Seq. ID 


OJ9904 26_26.9A08 


.C4 


Gene No. 


40153 


Strand 


- 




o l. a x. u. 


12922 


End 


17286 




name 


O.T990496 96 9A08 T4 o9 rm 


Method 


TBLASTX: Maize 




o Lai u 


97 63 ~~ 


End 


10076 






n on p» 


Score 


297 




TT von Q 


9763 10068 9765 10076 








Seq. No. 


19205 


Seq. ID 


OJ990426_26.9A08 


.C4 


Gene No. 


40153 


Strand 






O L- a X L. 


12922 


End 


17286 




in dint; 


O.T9Q0496 96 9A0R T4 n4 tw 


Method 


TBLASTX: Wheat 




O Ldx L 


QQ O R _ 


End 


10211 




r: t 
ox 


none 


Score 


258 




T? von Q 


9895 10911 9876 10900 








Can Mo 
JClji LNU . 


1 9905 


Seq. ID 


OJ990426_26.9A08 




Gene No. 


40153 


Strand 






Start 


12922 


End 


17286 




Name 


O.T9904 9 6 96 9A08 P4 r>4 


Method 


GENSCAN 




O L. CI X L» 


12922 ~~ 


End 


17203 




\J X 


none 


Score 


.63 




P* von q 

Hi AUl lo 


19999 13103 13411 1 3538 


13611. .13918, 15875. .16019, 






16598 17203 








Seq. No. 


19205 


Seq. ID 


OJ990426_26.9A08 


,C4 


Gene No. 


40153 


Strand 






rt 


12922 


End 


17286 




LN dUlt: 


O.T990496 96 9A0R P4 o5 he 


Method 


TBLASTX : Soybean 




O UclX u 


1 5608 ~~ 

X -J \J \J o 


End 


15853 




O X 


none 


Score 


147 




T? von q 

ill A.VJ1 1 o 


1^608 1 585^ 15619 15849 


15719. . 15853 




Qorr Wo 


1 9905 


Seq. ID 


OJ990426_26. 9A08 


■ 


fipnp NO 


40153 


Strand 






Start 


12922 


End 


17286 




Name 


OJ990426 26.9A08.C4.o2.np 


Method 


AAT/NAP 




O Lai L 


15614 


End 


16878 




r t 

ox 


4544372 


Score 


518 




Exons 


15614. .16878 








GI Descrip. 


(AC006920) putative ret roe lenient pol polyprotein [Arabidop 




thaliana] 








Seq. No. 


19205 


Seq. ID 


OJ990426_26. 9A08 


.C4 


Gene No. 


40153 


Strand 







19609 




Start 


12922 






End 


17286 


Name 


OJ990426 26.9A08.C4. 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


15629 






End 


16006 


GI 


none 






Score 


66 


Exons 


15629 


..16006, 15663. 


. 15836 






Seq. No. 


19205 






Seq. ID 


OJ990426_26.9A08 


Gene No. 


40153 






Strand 




Start 


12922 






End 


17286 


Name 


OJ990426 26.9A08.C4. 


06 . tw 


Method 


TBLASTX: Wheat 


Start 


16014 






End 


16427 


GI 


none 






Score 


49 


Exons 


16014 


..16106, 16014. 


. 16427, 


16183. .16404 


Seq. No. 


19205 






Seq. ID 


OJ990426_26.9A08 


Gene No. 


40153 






Strand 


— 


Start 


12922 






End 


17286 


Name 


OJ990426 26.9A08.C4. 


o7 . ts 


Method 


TBLASTX : Soybean 


Start 


16185 






End 


16584 


GI 


none 






Score 


57 


Exons 


16185 


..16472, 16456. 


.16584 






Seq. No. 


19205 






Seq. ID 


OJ990426_26. 9A08 


Gene No. 


40153 






Strand 


- 


Start 


12922 






End 


17286 


Name 


OJ990426 26.9A08.C4. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


16456 






End 


16797 


GI 


none 






Score 


185 


Exons 


16456 


. .16797 








Seq. No. 


19205 






Seq. ID 


OJ990426_26. 9A08 


Gene No. 


40153 






Strand 


— 


Start 


12922 






End 


17286 


Name 


OJ990426 26.9A08.C4. 


08 . tw 


Method 


TBLASTX: Wheat 


Start 


16912 






End 


17286 


GI 


none 






Score 


176 


Exons 


16912 


. .17286 








Seq. No. 


19206 






Seq. ID 


OJ990426_26.9A08 


Gene No. 


40154 






Strand 




Start 


483 






End 


1476 


Name 


OJ990426 26.9A08.C5. 


ol . gs 


Method 


GENSCAN 


Start 


483 






End 


1476 


GI 


none 






Score 


.95 


Exons 


483. . 


1170, 1364. .1476 






Seq. No. 


19207 






Seq. ID 


OJ990426 26.9A08 


Gene No. 


40155 






Strand 


+ 


Start 


879 






End 


2419 


Name 


OJ990426 26.9A08.C6. 


ol . gs 


Method 


GENSCAN 


Start 


879 






End 


2419 


GI 


none 






Score 


.68 


Exons 


879. . 


1025, 1075.. 1345, 1930. 


.2036, 2236. .2419 


Seq. No. 


19208 






Seq. ID 


OJ990426_26.9A08 


Gene No. 


40156 






Strand 


+ 


Start 


48 






End 


540 



19610 



Name OJ9904 26_26 . 9A08 . C7 . ol . gs 

Start 48 

GI none 

Exons 48.. 355, 442.. 540 

Seq. No. 19208 

Gene No. 40157 

Start 1534 

Name OJ990426_26 . 9A08 . C7 . o2 . gs 
Start - 1534 

GI none 

Exons 1534.. 1754, 1789.. 2035, 2113. 



Method 

End 

Score 



GENSCAN 

540 

.51 



Seq. ID OJ990426_26.9A08.C7 
Strand 

End 2960 

Method GENSCAN 

End 2960 

Score . 55 
.2215, 2824. .2960 



Seq. No. 19208 

Gene No. 40158 

Start 9800 

Name OJ990426_26 . 9A08 . C7 . ol . tw 

Start 2822 

GI none 

Exons 2822.. 2881, 2890.. 3183, 2954. 

Seq. No. 19208 

Gene No. 40158 

Start 9800 

Name OJ990426_26 . 9A08 . C7 . ol . tm 

Start 3061 

GI none 

Exons 3061.. 3183, 3101.. 3211, 3319. 



Seq. ID OJ990426_26.9A08.C7 
Strand 

End 10761 

Method TBLASTX : Wheat 

End 3184 

Score 36 
.3001, 3098. .3184 

Seq. ID OJ990426_26. 9A08.C7 
Strand 

End 10761 

Method TBLASTX : Mai ze 

End 3594 

Score 4 6 

.3591, 3320. .3589, 3376. .3594 



Seq. No. 19208 

Gene No. 40158 

Start 9800 

Name OJ990426_26 . 9A08 . C7 . ol . tc 

Start 3331 

GI none 

Exons 3331.. 3639, 3422.. 3505 

Seq. No. ' 19208 

Gene No. 40158 

Start 9800 

Name OJ990426_2 6 . 9A08 . C7 . ol . ts 

Start 3331 

GI none 

Exons 3331.. 3591, 3335.. 3547 



Seq. ID OJ990426__26.9A08.C7 
Strand 

End 10761 

Method TBLASTX : Cress 

End 3639 

Score . 67 



Seq. ID OJ990426_26.9A08.C7 
Strand 

End 10761 

Method TBLASTX : Soybean 

End 3591 

Score 119 



Seq. No. 19208 

Gene No. 40158 

Start 9800 

Name OJ990426_26 . 9A08 . C7 . o4 . gs 

Start 9800 

GI none 

Exons 9800.. 9998, 10736.. 10761 



Seq. ID OJ990426_26.9A08.C7 
Strand 

End 10761 

Methqd GENSCAN 

End 10761 

Score . 96 



Seq. No. 19209 

Gene No. 40159 

Start 1 

Name OJ990426_26 . 9A08 . C8 . ol . np 



Seq. ID OJ990426_26.9A08.C8 

Strand + 

End 641 

Method AAT/NAP 



19611 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



641 
852 



6498441 
1. . 641 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene'. ; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



19209 Seq. ID 

40160 Strand 

39 End 

OJ990426_26. 9A08 . C8 . ol . gs Method 

39 End 

none Score 
39.. 169, 355.. 524 



OJ990426_26.9A08.C8 
578 

GENSCAN 

524 

.53 



Seq. No. 


19209 




Seq. ID 


OJ990426 26.9A08 


.C8 


Gene No. 


40160 




Strand 






Start 


39 




End 


578 




Name 


OJ990426 26.9A08.C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


330 




End 


576 




GI 


none 




Score 


175 




Exons 


330. .575, 457. .576, 


470 . . 574 








Seq. No. 


19209 




Seq. ID 


OJ990426 26.9A08 


.C8 


Gene No . 


40160 




Strand 






Start 


39 




End 


578 




Name 


OJ990426 26.9A08.C8. 


ol . tm 


Method . 


TBLASTX: Maize 




Start 


354 




End 


578 




GI 


none 




Score 


190 




Exons 


354. .578, 476. .577 










Seq. No. 


19210 




Seq. ID 


OJ990426_26. 9A08 


.C9 


Gene No . 


40161 




Strand 


+ 




Start 


2010 




End 


2546 




Name 


OJ990426 26.9A08.C9. 


ol .gs 


Method 


GENSCAN 




Start 


2010 




End 


2546 




GI 


none 




Score 


.75 




Exons 


2010: .2546 










Seq. No. 


19210 




Seq. ID 


OJ990426_26.9A08 


.C9 


Gene No. 


40162 




Strand 


+ 




Start 


5632 




End 


8186 




Name 


OJ990426 26.9A08.C9. 


ol . np 


Method 


AAT/NAP 




Start 


5632 




End 


8186 




GI 


4558666 




Score 


1485 




Exons 


5632. .6856, 6942. .8186 








GI Descrip. 


(AC007063) putative 


Na/H antiporter [Arabidopsis thaliana] 


Seq. No. 


19210 




Seq. ID 


OJ990426_26. 9A08 


.C9 


Gene No. 


40163 




Strand 


+ 




Start 


10961 




End 


16653 




Name 


OJ990426 26.9A08.C9. 


o4 .gs 


Method 


GENSCAN 




Start 


10961 




End 


16620 




GI 


none 




Score 


.42 




Exons 


10961. .11309, 12733. 


.12906, 


16454. .16620 




Seq. No. 


19210 




Seq. ID 


OJ990426_26. 9A08 


.C9 



19612 




Gene No. 


40163 








Strand 


+ 


Start 


10961 








End 


16653 


Name 


OJ990426 26. 


9A08 


,C9.o3. 


np 


Method 


AAT/NAP 


Start 


16455 








End 


16653 


GI 


6498423 








Score 


240 


Exons 


16455. . 16653 










GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19210 








Seq. ID 


OJ990426_26.9A08 


Gene No. 


40164 








Strand 




Start 


7606 








End 


16653 


Name 


OJ990426 26. 


9 AO 8 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5828 








End 


6226 


GI 


none 








Score 


157 


Exons 


5828 . . 6055, 


6134 


. . 6226 








Seq. No. 


19210 








Seq. ID 


OJ990426_26.9A08 


Gene No. 


40164 








Strand 




Start 


7606 








End 


16653 


Name 


OJ990426 26. 


9 AO 8 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6476 








End 


6670 


GI 


none 








Score 


190 


Exons 


6476. .6670, 


6526 


. .6669 








Seq. No. 


19210 








Seq. ID 


OJ990426__26.9A08 


Gene No. 


40164 








Strand 




Start 


7606 








End 


16653 


Name 


OJ990426 26. 


9 AO 8 


.C9.ol. 




Method 


TBLASTX : Soybean 


Start 


6760 








End 


7226 


GI 


none 








Score 


81 


Exons 


6760. . 6843, 


6776 


. . 6859, 


6942. 


.7226 




Seq. No. 


19210 








Seq. ID 


OJ990426_26.9A08 


Gene No. 


40164 








Strand 




Start 


7606 








End 


16653 


Name 


OJ990426 26. 


9A08 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7334 








End 


7682 


GI 


none 








Score 


467 


Exons 


7334 . .7681, 


7335 


.7682 








Seq. No. 


19210 




• 




Seq. ID 


OJ990426_26. 9A08 


Gene No. 


40164 








Strand 




Start 


7606 








End 


16653 


Name 


OJ990426 26. 


9A08 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7353 








End 


7658 


GI 


none 








Score 


168 


Exons 


•7353. .7592, 


7614 


.7658 








Seq. No. 


19210 


i 






Seq. ID 


OJ990426_26. 9A08 


Gene No. 


40164 








Strand 




Start 


7606 








End 


16653 


Name 


OJ990426 26. 


9A08 


C9.o2. 


np 


Method 


AAT/NAP 


Start 


7606 








End 


16653 


GI 


5917666 








Score 


187 


Exons 


7606. .8179, 


9023 


.9642, 


16606 


. .16653 





GI Descrip. (AF159297) extensin-like protein [Zea mays] 



19613 



Seq. No. 


19210 






Seq. ID 


Gene No. 


40164 






Strand 


Start 


7606 






End 


Name 


OJ990426 26. 


9 AO 8 . 


.C9.ol.tw 


Method 


Start 


7955 ~~ 






End 


GI 


none 






Score 


Exons 


7955. . 8077/ 


7956, 


. . 8078 




Seq. No. 


19210 






Seq. ID 


Gene No. 


40164 






Strand 


Start 


7606 






End 


Name 


OJ990426 26 


9A08 , 


. C9 . o3 . gs 


Method 


Start 


8985 _ 






End 


GI 


none 






Score 


Exons 


8985. . 9531, 


9643, 


. . 9743 




Seq. ,No. 


19211 






Seq. ID 


Gene No. 


40165 






Strand 


Start 


294 






End 


Name 


OJ990426 26 


9A08 , 


Cll . ol . as 


Method 


Start 


294 _ 






End 


GI 


none 






Score 


Pvon q 

1—1 Vw/ 1 1 o 


294 406 








Qprr No 


19212 






Seq. ID 


Gene No. 


40166 






Strand 


Start 


1 






End 


Name 


OJ990426 26. 


9A08. 


X13.ol.np 


Method 


Start 


1 






End 


GI 


3426064 






Score 


Exons" 


1..203, 319. 


.342 






GI Descrip. 


(AJ007588) monooxygenase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16653 

TBLASTX: Wheat 

8078 

180 



OJ990426_26.9A08.C9 

16653 
GENSCAN 
9743 
.67 



OJ990426_26.9A08 .Cll 
+ 

406 

GENSCAN 

406 

.45 



OJ990426_26.9A08.C13 
+ 

342 

AAT/NAP 

342 

143 



gi I 44 67141 1 emb | CAB37510 | 
[Arabidopsis thaliana] 



(AL035540) monooxygenase 2 (M02) 



19212 Seq. ID 

40166 Strand 
1 End - 

OJ9904 2 6_2 6 . 9A08 . C13 . ol . gp Method 
58 End 
4715556 Score 
58. .203, 319. .342 

3426064 /emb | CAA07575 . 1 | 7.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_4 4 67141_emb_CAB37510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] 



OJ990426_26.9A08.C13 
+ 

342 

AAT/GAP 
342 
283 



19212 
40166 

•*1 

OJ990426_2 6. 9A08 .C13.ol.tw 
58 

none 



Seq. ID OJ990426_26.9A08.C13 



Strand + 
End 342 
Method TBLASTX : Wheat 
End 342 
Score 117 
58. .180, 59. .202, 59. .211, 60. .206, 319. .342 



19212 
40166 
1 



Seq. ID OJ990426_26.9A08.C13 
Strand + 
End 342 



1961-4 



Name 

Start 

GI 

Exons 



OJ990426_26. 9A08.C13.ol .gs Method GENSCAN 

66 End 203 

none Score .51 
66. .203 



Seq. No. 19213 Seq. ID 

Gene No. 40167 Strand 

Start 1 ' End 

Name OJ990426_11 . 9A25 . CI . ol . np Method 

Start 1 End 

GI 100488 Score 

Exons 1 . . 447 

GI Descrip. TNP2 protein - garden snapdragon 



OJ990426_11.9A25.C1 
447 

AAT/NAP 

447 

264 



Seq. No. 19214 Seq. ID 

Gene No. 40168 Strand 

Start 308 End 

Name OJ99042 6_11. 9A25 . C3 . ol . gs Method 

Start 308 End 

GI none Score 

Exons 308.. 408 



OJ990426_11. 9A25.C3 
408 

GENSCAN 
408 
. 99 



Seq. No. 19215 

Gene No. 40169 

Start 4104 

Name 0 J9 9 0 4 2 6_1 1.9A25.C4.ol.tw 

Start 1568 

GI none 
Exons 



Seq. ID OJ990426_11.9A25.C4 
Strand 
End * 
Method 
End 
Score 



5529 

TBLASTX: Wheat 

1852 

135 



1568. .1705, 1573. .1695, 1700. .1846, 1706. .1852 



Seq. No. 


19215 






Seq. ID 


OJ990426_11.9A25.C4 


Gene No. 


40169 






Strand 




Start 


4104 






End 


5529 


Name 


OJ990426 11 


9A25.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1597 






End 


1855 


GI 


none 






Score 


229 


Exons 


1597. .1803, 


1598. .1855, 


1604. 


.1855 




Seq. No. 


19215 






Seq. ID 


OJ990426_11. 9A25.C4 


Gene No . 


40169 






Strand 




Start 


4104 






End 


5529 


Name 


OJ990426 11 


9A25.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


3867 






End 


5212 


GI 


70716 1.R10* 


U 




Score 


1445 


Exons 


3867. .4448, 


4617. .4719, 


5095. 


.5212 




GI Descrip. 


? 4 874267 /gb|AAD31332. 1| 


AC007354_5 1 . Oe 


-30 (AC007354) Strong 



similarity to gb_X56267 auxin-induced protein (pCNT115) from 
Nicotiana tabacum and is a member of the PF_00248 Aldo/keto 
reductase family. [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19215 
40169 
4104 

OJ99042 6_11. 9A25.C4 .o2.gs 
4104 
none 



5529 
GENSCAN 
5529 
.76 

4104. .4448, 4617. .4719, 5095. .5267, 5499.-5529 



Seq. ID OJ990426_11. 9A25.C4 
Strand 
End 

Method 
End 
Score 



19615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19215 
40169 
4104 

OJ990426_ 

4110 

2462763 



11.9A25.C4.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_11.9A25.C4 

5529 
AAT/NAP 
5267 
719 



4110. .4448, 4626. .4719, 5095. .5267 

(AC002292) Highly similar to auxin-induced protein (aldo/keto 
reductase family) [Arabidopsis thaliana] 



Seq. No. 


19215 








Seq. ID 


OJ990426_11.9A25.C4 




40169 








Strand 




J Lai L 


4104 








End 


5529 


Name 


OJ990426 11 


9A25 . 


C4 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


4113 ~~ 








End 


4451 




none 








Score 


45 


Exons 


4113. .4175, 


4123. 


.4158, 


4167. 


.4451, 4176. .4343, 4180. .4446 


Sea No 


19215 








Seq. ID 


OJ990426_11.9A25.C4 




40169 








Strand 




Start 


4104 








End 


5529 


Name 


OJ990426 11 


9A25 . 


C4 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4113 ~~ 








End 


5279 


VJ J. 


none 








Score 


59 


Exons 


4113. .4166, 


4123. 


.4167, 


4173. 


.4193, 4194. .4451, 4195. .4443, 




4613. .4714, 


4615. 


.4725, 


4617. 


.4721, 5094. .5279, 5095. .5265 


Seq. No. 


19215 " 








Seq. ID 


OJ990426_11.9A25.C4 


Gene No. 


40169 








Strand 




Start 


4104 








End 


5529 


Name 


OJ990426 11 


9A25. 


C4 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4113 








End 


4370 


GI 


none 








Score 


152 


Exons 


4113. .4370, 


4123. 


.4365 








Seq. No.. 


19215 








Seq. ID 


OJ990426_11.9A25.C4 


Gene No. 


40169 








Strand 




Start 


4104 








End 


5529 


Name 


OJ990426 11 


9A25. 


C4 ,o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4371 








End 


5289 


GI 


none 








Score 


72 


Exons 


4371. .4451, 


4375. 


.4458, 


4611. 


.4721, 4621. .4722, 5094. .5279, 



5095. .5289 



Seq. No. 19215 

Gene No. 40169 

Start 4104 

Name OJ990426_11 . 9A25 ,C4 .o2 . tc 

Start 4611 

GI none 

Exons 4611.. 4673, 4663.. 4725, 4671. 
5095. .5289 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_11. 9A25.C4 
5529 

TBLASTX: Cress 

5289 

62 



,4721, 5094. .5267, 5094. .5279, 



Seq. No. 
Gene No. 
Start 



19216 
40170 
1 



Seq. ID 

Strand 

End 



OJ990426 11.9A25.C5 



1001 



19616 




Name 


OJ990426 11.9A25.C5 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


917 




GI 


1352461 




Score 


435 




Exons 


1..67, 484. .917 










GI Descrip. 


IN2-2 PROTEIN 










Seq. No. . 


19216 




Seq. ID 


OJ9904 26_11.9A25 


.C5 


Gene No. 


40170 




Strand 






Start 


1 




End 


1001 




Name 


OJ990426 11.9A25.C5 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


486 




End 


897 




GI 


none 




Score 


95 




Exons 


486. .614, 490. .615, 


693. .896, 


696. .782, 


721. .897 




Seq. No. 


19216 




Seq. ID 


OJ990426_11.9A25 


.C5 


Gene No. 


40170 




Strand 






Start 


1 




End ... 


1001 




Name 


OJ990426 11.9A25.C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


486 




End 


900 




GI 


none 




Score 


124 




Exons 


486. . 611, 490. . 612, 


693. . 890, 


696. .782, 


721. . 900 




Seq. No. 


19216 




Seq. ID 


OJ990426_11.9A25 


.C5 


Gene No. 


40170 




Strand 






Start 


1 




End • 


1001 




Name 


OJ990426 11.9A25.C5 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


486 




End 


897 




GI 


none 




Score 


138 




Exons 


486. . 617, 490. . 618, 


693. .896, 


696. . 806, 


721. .897 




Seq. No. 


19216 




Seq. ID 


OJ990426_11.9A25 


.C5 


Gene No. 


40170 




Strand 






Start 


1 




End 


1001 




Name 


OJ990426 11.9A25.C5 


. Ol . QS 


Method 


GENSCAN 




Start 


489 




End 


935 




GI 


none 




Score 


.95 




Exons 


489. .935 










Seq. No. 


19216 




Seq. ID 


OJ990426 11.9A25 


.C5 


Gene No. 


40170 




Strand 






Start 


1 




End 


1001 




Name 


OJ990426 11.9A25.C5 


.ol.gp 


Method 


AAT/GAP 




Start 


587 




End 


1001 




GI 


71684 1.R1084 




Score 


805 




Exons 


587. .1001 










GI Descrip. 


* 13524 61/sp| P4 924 9I IN22_MAIZE 


3.0e-23 IN2-2 PROTEIN 1 




Seq. No. 


19216 




Seq. ID 


OJ990426_11.9A25 


.C5 


Gene No. 


40170 




Strand 






Start 


1 




End 


1001 




Name 


OJ990426 11.9A25.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


693 




End 


900 




GI 


none 




Score 


143 




Exons 


693. .899, 696. .806, 


718. .900 








Seq. ■ No. 


19217 




Seq. ID 


OJ990426_11.9A25 


.C6 


Gene No. 


40171 




Strand 


+ 





19617 




Start 


990 




End 


1684 


Name 


OJ990426 11 . 9A25.C6.ol 


. OS 


Method 


GENSCAN 


Start 


990 ~ 




End 


1684 


GI 


none 




Score 


. 67 


Exons 


990. . 1193, 1529. . 1684 








Seq. No. 


19218 




Seq. ID 


OJ990426 


Gene No. 


40172 




Strand 


+ 


Start 


61 




End 


380 


Name 


OJ990426 ll.9A25.C7.ol 


,gs 


Method 


GENSCAN 


Start 


61 




End 


380 


GI 


none 




Score 


.68 


Exons 


61. .199, 205. .380 









Seq. No. 19218 Seq. ID 

Gene No. 40173 Strand 

Start 1031 End 

Name O J9904 2 6_11 . 9A25 . C7 . o2 . gs Method 

Start 1031 End 

GI none Score 

Exons 1031.. 1516 



OJ990426_11.9A25.C7 

1516 
GENSCAN 
1516 
.46 



Seq. No. 


19219 








Seq. ID 


OJ990426_ 


11. 


9A25 


C8 


Gene No. 


40174 








Strand 


+ 








Start 


415 








End 


631 








Name 


OJ990426 11 


9A25. 


C8.ol. 


gs 


Method 


GENSCAN 








Start . 


415 








End 


631 








GI 


none 








Score 


. 61 








Exons 


415. . 631 


















Seq. No. 


19219 








Seq. ID 


OJ990426_ 


11. 


9A25 


C8 


Gene No. 


40175 








Strand 


+ 








Start 


1049 








End 


2348 








Name 


OJ990426 11 


9A25. 


C8 .o2. 


gs 


Method 


GENSCAN 








Start 


1049 








End 


2348 








GI 


none 








Score 


.58 








Exons 


1049. .1320,. 


1953. 


.2118, 


2183. 


.234 8 











Seq. No. 19219 Seq. ID 

Gene No. 40176 Strand 

Start 171 End 

Name OJ99042 6_11 . 9A25 . C8 . ol . np Method 

Start ■ 171 End 

GI 6539570 Score 

Exons 171.. 229, 425.. 640 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ990426_11.9A25.C8 
640 

AAT/NAP 
640 
175 



Seq. No. 19219 Seq. ID OJ990426_1 1 . 9A25 . C8 

Gene No. 40177 Strand 

Start 766 End 1113 

Name OJ990426_11 . 9A25 . C8 . o2 . np Method AAT/NAP 

Start 766 End 1113 

GI 6630699 Score 93 

Exons 766.. 1113 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



19618 




Seq. No. 


19220 




Seq. ID 


OJ990426_11.9A25.C9 


Gene No. 


40178 




Strand 




Start 


905 




End 


3946 


Name 


OJ990426 11.9A25 


.C9.ol.gs 


Method 


GENSCAN 


Start 


905 




End 


3946 


GI 


none 




Score 


.85 


Exons 


905. . 1308, . 1439. 


.1528, 2050 


..2281, 3035. .3946 


Seq. No. 


19220 




Seq. ID 


OJ990426_11. 9A25.C9 


Gene No. - 


40178 




Strand 




Start 


905 




End 


3946 


Name 


OJ990426 11.9A25 


.C9.ol.np 


Method 


AAT/NAP 


Start 


920 




End 


3937 


GI 


5915836 




Score 


1017 


Exons 


920.. 1528, 3035. 


.3937 






GI Descrip. 


CYTOCHROME P4 50 


71D7 gi 11762144 (U48435) putative cytochrome 




P450 [Solanum chacoense] 






Seq. No. 


19220 




Seq. ID 


OJ990426_11. 9A25.C9 


Gene No. 


40179 




Strand 




Start 


5231 




End 


5521 " 


Name 


OJ990426 11.9A25 


.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


902 




End 


1529 • ' 


GI 


none 




Score 


97 


Exons 


902. .1405, 966. . 


1136, 1009. 


.1278, 1127. 


. 1408, 1406. . 1528, 




1407. .1529 








Seq. No. 


19220 




Seq. ID 


OJ990426_11.9A25.C9 


Gene No. 


40179 




Strand 




Start 


5231 




End 


5521 


Name 


OJ990426 11.9A25 


.C9.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


923 




End 


1192 


GI 


none 




Score 


139 


Exons 


923. .1192, 936.. 


1136, 983.. 


1186 




Seq. No. 


19220 




Seq. ID 


OJ990426_11.9A25.C9 


Gene No. 


40179 




Strand 




Start 


5231 




End 


5521 


Name 


OJ990426 11.9A25 


.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


932 




End 


1538 


GI 


none 




Score 


134 


Exons 


932. .1405, 933.. 


1136, 1169. 


.1405, 1383. 


.1538, 1421. .1534 


Seq. No. 


19220 




Seq. ID 


OJ990426_11.9A25.C9 


Gene No. 


40179 




Strand 




Start 


5231 




End 


5521 


Name 


OJ990426 11.9A25 


.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


932 




End 


3857 


GI " 


none 




Score 


120 


Exons 


932. .1540, 975.. 


1136, 983.. 


I486, 1260.. 


1532, 3215. .3451, 




3437. .3736, 3669 


..3737, 378 


9. .3857, 3812. .3847 


Seq. No. 


19220 




Seq. ID 


OJ990426_11.9A25.C9 


Gene No. 


40179 




Strand 




Start 


5231 




End 


5521 


Name 


OJ990426 11.9A25 


.C9.ol . tw 


Method 


TBLASTX: Wheat 



19619 



Start 
GI 

Exons 



1223 End 1528 

none Score 228 

1223. .1528, 1224. .1514, 1229. .1528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19220 
40179 
5231 

OJ9904 2 6_1 1 . 9A25 . C9 . o2 . tm 

3233 

none 

3233..3436, 3278.. 3424, 3431. 
3775. .3858, 3779.. 3859, 3812. 

19220 
40179 
5231 

OJ990426_11.9A25.C9.o2.tc 

3350 

none 

3350. .3736, 3812. .3916 



Seq. ID OJ990426_11.9A25.C9 
Strand 

End 5521 

Method TBLASTX : Maize 

End 3874 

Score 113 

.3586, 3587.. 3691, 3617.. 3736, 
.3874 

Seq. ID OJ990426_11.9A25.C9 
Strand 

End 5521 

Method TBLASTX : Cress 

End 3916 

Score 66 



Seq. No. 19220 

Gene No. 40179 

Start 5231 

Name OJ990426_11 . 9A25 . C9 . o2 . gs 

Start 5231 

GI none 

Exons 5231.. 5252, 5388.. 5521 



Seq. ID OJ990426_11.9A25.C9 
Strand 

End • 5521 

Method GENSCAN 

End 5521 

Score .92 



Seq. No. 19221 Seq. ID 

Gene No. 40180 Strand 

Start 180 End 

Name OJ9904 26_11 . 9A25 . C10 . ol . gs Method 

Start 180 End 

GI none Score 

Exons 180.. 317 



OJ990426_11.9A25.C10 
+ 

317 

GENSCAN 

317 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19221 Seq. ID OJ990426_11. 9A25 . C10 

40181 Strand 

1 End 165 

OJ990426_11. 9A25.C10.ol.np Method AAT/NAP 

1 End 165 

6063554 Score 130 

1..165 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



19221 Seq. ID 

40182 Strand 

714 End 
OJ9904 26_11 . 9A25 . C10 . o2 . np Method 

714 End 

5852178 Score 
714. .808, 942. .972 

(AL117265) zhb0008.1 [Oryza sativa] 



OJ990426_11 ; . 9A25.C10 
972 

AAT/NAP 

972 

89 



19620 





19222 




Seq. ID 


OJ990426 


Gene No. 


40183 




Strand 


+ 


Start 


1 




End 


962 


Name 


OJ990426 ll.9A25.Cll.ol 


.np 


Method 


AAT/NAP 


u Lai. L 


1 ~ 




End 


962 


\J X 


6498436 




Score 


218 


P von ^ 


1 137 . 405 700, 942 . . 


962 






CJ Dp^rrio 

\J X L/C JUJ 1. » 


(AP000815 ) hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


19222 




Seq. ID 


OJ990426 


Gene No. 


40183 




Strand 


+ 


Start 


1 




End 


962 




OJ990426 11 9A25 Cll ol 


.gs 


Method 


GEN SCAN 


J Lai L 


4 91 ~~ 




End 


601 


o X 


none 




Score 


. 43 


F! von s 

DAW llO 


491 601 








Seq . No . 


19223 




Seq. ID 


OJ990426 


Gene No. 


40184 




Strand 




Start 


1 




End 


620 


Nanie 


OJ990426 11.9A25.C12.ol 


.np 


Method 


AAT/NAP 


O L a X L 


1 ~~ 




End 


620 


O X 


5803259 




Score 


701 


P von <s 


1 . . 620 








f^T Hp qprin 

\_J X !_/ \ — ■ X X L^/ * 


(AP000399 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19223 




Seq. ID 


OJ990426 


Gene No. 


40184 




Strand 




Start 


1 




End 


620 


ln aiuc 


OJ990426 11 9A25 C12 ol 


.gs 


Method 


GENSCAN 


Qf arf 
O Lai L 


50 _ 




End 


467 


CJ 

\J X 


none 




Score 


. 88 


P von s 


50. . 467 








Seq. No. 


19224 




Seq. ID 


OJ990426 


Gene No. 


40185 




Strand 


+ 


Start 


348 




End 


583 


Name 


OJ99042 6 11 9A25 CI 6 . ol 


.gs 


Method 


GENSCAN 


j Lai l 


348 _ 




End . 


583 


GI 


none 




Score 


. 84 




348 468. 514 . 583 








Spa No 


19225 




Seq. ID 


OJ990426 


Gene No. 


40186 




Strand 


+ 


Start 


1 




End 


1739 


Name 


OJ990426 11. 9A25.C18.ol 


.np 


Method 


AAT/NAP 


o Lai L 


1 




End 


1739 


O X 


2443320 ■ 




. Score 


677 


HjAUI 1 O 


1..657, 1710. .1739 










( D8-5597 ) polyprotein [Oryza 


australiensis] 


Seq. No. 


19225 




Seq. ID 


OJ990426 


Gene No. 


40187 




Strand 




Start 


75 




End 


1694 


Name 


OJ990426 11. 9A25.C18.o2 


. tw 


Method 


TBLASTX: 


Start 


3 




End 


243 


GI 


none 




Score 


48 



19621 



Exons 



3. .59, 22. .243, 90. .239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19225 Seq. ID 

40187 Strand 

75 End 

OJ990426_11. 9A25.C18.ol.gs Method 

75 End 

none Score 



OJ990426_11 . 9A25 . C18 

1694 
GENSCAN 
1694 
.7 



75. .134, 254. .406, 993. .1071, 1356. .1513, 1518. .1694 



19225 
40187 
75 

OJ990426_11. 9A25.C18.ol.tw 

421 

none 

421. .657, 430. .657 



Seq. ID OJ990426_11.9A25.C18 
Strand 

End 1694 

Method TBLASTX : Wheat 

End 657 

Score 265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19226 Seq. ID OJ990426_11.9A25.C19 

40188 Strand + 

1 End 3910 

OJ990426_11. 9A25.C19.ol.np Method AAT/NAP 

1 End 636 

6063554 Score 152 

1..44, 461. .636 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990426_11.9A25.C19 



19226 
40188 
1 

OJ990426_11. 9A25.C19.o3.np 
1 

4680179 
1..44, 2750. .3910 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

3910 
AAT/NAP 
3910 
1727 



19226 Seq. ID 

40188 Strand 
1 End 
OJ9904 2 6_11. 9A25.C19.ol .gp Method 
1015 End 
LIB34 33-02 6-P1-K1-C1 Score 
1015. .1189 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ9904 26_11.9A25.C19 
+ 

3910 
AAT/GAP 
1189 
259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19226 
40188 
1 

OJ990426_11. 9A25.C19.o2.np 
1828 
4512231 
1828. .2599 

(AB014741) ORFO protein [Oryza sativa] 



Seq.. ID OJ990426_11.9A25.C19 

Strand + * 

End 3910 

Method AAT/NAP 

End 2599 

Score 1029 



19622 



Seq. No. 19226 

Gene No. 40188 

Start 1 

Name O J9 90 4 2 6_1 1 . 9A2 5 . C 1 9 . o2 . t w 

Start 2748 

GI none 

Exons 2748.. 2984, 2749*. 2949, 2750. 



Seq. ID OJ990426_11.9A25.C19 

Strand + 

End 3910 

Method TBLASTX : Wheat 

End 2984 

Score 356 

2980, 2751.. 2984 



Seq. No. 19226 Seq. ID 

Gene No. 40188 Strand 

Start 1 End 

Name OJ990426_11 . 9A25 . C19 . ol . ts Method 

Start 2772 End 

GI none Score 

Exons 2772.. 3032, 2777.. 3031 



OJ990426_11.9A25.C19 
+ 

3910 

TBLASTX : Soybean 

3032 

287 



Seq. No. 19226 Seq. ID 

Gene No. 40188 Strand 

Start 1 End 

Name OJ990426_11 . 9A25 . C19 . o2 . tm Method 

Start 2831 End 

GI none Score 

Exons 2831. .3118, 2832. .3122 



OJ990426_11.9A25.C19 
+ 

391.0 

TBLASTX: Maize 

3122 

388 



Seq. No. 19226 Seq. ID 

Gene No. 40188 Strand 

Start 1 End 

Name OJ990426_11 . 9A25 . C19 . ol . tw Method 

Start 2991 End 

GI none Score 

Exons 2991.. 3617, 2993.. 3499, 3557.. 3616 



OJ990426_11.9A25.C19 
+ 

3910 

TBLASTX: Wheat 

3617 

706 



Seq. No. 19226 

Gene No. 40188 

Start 1 

Name OJ990426_11 . 9A25 . C19 . ol . tm 

Start 3170 

GI none 

Exons *■ 3170.. 3325, 3171.. 3332, 3330. 



Seq. ID OJ990426_11.9A25.C19 

Strand + 

End 3910 

Method TBLASTX : Maize 

End 3755 

Score 229 
,3755, 3332. .3754 



Seq. No. 19226 Seq. ID 

Gene No. 40188 Strand 

Start 1 End 

Name OJ990426_11 . 9A25 . C19 . o3 . tw Method 

Start 3617 End 

GI none Score 

Exons 3617.. 3910, 3618.. 3908 



OJ990426_11.9A25.C19 
+ 

3910 

TBLASTX: Wheat 

3910 

312 



Seq. No. 19227 .. 

Gene No. 40189 

Start 1 

Name OJ99042 6_11 . 9A25 . C20 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 649 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990426_11.9A25.C20 

Strand + 

End 652 

Method AAT/NAP 

End 64 9 

Score 884 

sativa subsp. indica] 



19623 




Seq. No. 


19227 


Seq. ID 


OJ990426_11. 


9A25. 


C20 


Gene No. 


40189 


Strand 


+ 






Start 


1 


End 


652 






Name 


OJ990426 11. 9A25.C20.ol.gs 


Method 


GENSCAN 






Start 


184 


End 


652 






GI 


none 


Score 


.59 






Exons 


184 . . 403, 434 . . 652 










Seq. No. 


19227 


Seq. ID 


OJ990426 11. 


9A25. 


C20 


Gene No. 


40190 


Strand 


+ 






Start 


1353 


End 


2238 






Name 


OJ990426 11.9A25.C20.o2.np 


Method 


AAT/NAP 






Start 


1353 


End 


2238 






GI 


5852178 


Score 


352 






Exons 


1353. .1656, 1688. .1789, 2141 


. .2238 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa ] 








Seq. No. 


19227 


Seq. ID 


OJ990426_11. 


9A25. 


C20 


Gene No. 


40191 


Strand 


+ 






Start 


3591 


End 


5310 






Name 


OJ990426 11. 9A25.C20.o3.np 


Method 


AAT/NAP 






Start 


3591 


End 


5310 






GI 


6907087 


Score 


712 






Exons 


3591.. -3961, 4007.. 4594, 4622 


..4678, 5209. .5310 






GI Descrip. 


(AP0Q1129) ESTs C72771 (E2215 ) , AU082313 ( E2215 ) correspond to 




region of the predicted, gene 


. ; hypothetical protein 


[Oryza 




sativa] 










Seq. No. 


19227 


Seq. ID 


OJ990426_11. 


9A25. 


C20 


Gene No. 


40192 


Strand 


+ 






Start 


7547 


End 


8905 






Name 


OJ990426 11. 9A25.C20.o5.np 


Method 


AAT/NAP 






Start 


7547 


End 


8905 






GI 


2443320 


Score 


1853 






Exons 


7547. .8905 










GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 






Seq. No. 


19227 


Seq. ID 


OJ990426_11. 


9A25. 


C20 


Gene No. 


40193 


Strand 


+ 






Start 


11321 


End 


11594 






Name 


OJ990426 11. 9A25.C20.ol.gp 


Method 


AAT/GAP 






Start 


11321 


End 


11594 






GI 


none 


Score 


533 






Exons 


11321. .11594 










Seq. No. 


19227 


Seq. ID 


OJ990426_11. 


9A25. 


C20 


Gene No.. 


40194 


Strand 








Start 


1373 


End 


1765 






Name 


OJ99.0426 11. 9A25.C20.o2.gs 


Method 


GENSCAN 






Start 


1373* 


End 


1765 






GI 


none 


Score 


.96 






Exons 


1373. .1765 










Seq. No. 


19227 


Seq. ID 


OJ990426_11. 


9A25. 


C20 


Gene No. 


40195 


Strand 








Start 


5709 


End 


8307 






Name 


OJ990426 11.9A25.C20.o4.tw 


Method 


TBLASTX: Wheat 





19624 



Start 
GI 

Exons 



1 

none 

1..174, 2.. 178 



End 
Score 



178 
193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



19227 
40195 
5709 

OJ990426_ll.9A25.C20.ol.--tm 

2 - 
none 

2. .409, 4. .408 

19227 
40195 
5709 

OJ990426_11.9A25.C20.o3.tw 

182 

none 

182. .601, 197. .388, 217. .582 



Seq. ID 

Strand 

End 

Method : 

End 

Score 



OJ990426_11 . 9A25 .C20 
8307 

TBLASTX: Maize 

409 

438 



Seq. ID OJ990426_11.9A25.C20 
Strand 
End 

Method 
End 
Score 



8307 

TBLASTX: Wheat 

601 

440 



19227 
40195 
5709 

OJ990426_11, 
413 
•none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

413. .613, 445. .624, 627. .659, 627.^659 



9A25.C20.o4 . tm 



OJ990426_11 . 9A25 .C20 
8307 

TBLASTX: Maize 

659 

182 



19227 Seq. ID 

40195 Strand 

5709 End 

OJ990426_11. 9A25.C20.o4 .np Method 

5709 End 

4680186 Score 
5709.. 5908, 7596.. 7652 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990426_11.9A25.C20 

8307 
AAT/NAP 
7652 
212 



19227 , 

40195 

5709 

OJ990426_11. 9A25.C20.ol.tw 

7545 
none 

7545. .7646, 7546. .7659, 7650, 
7757. .7858, 7763. .7858, 7828. 
7986. .8165, 8090. .8224, 8095. 

19227 
40195 
5709 

OJ9904 26_11. 9A25.C20.o2. tm 

7545 

none 

7545. .7658, 7546. .7659, 7656. 
7766. .7945, 7768. .7878 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 ll.9A25.C20 



8307 

TBLASTX: Wheat 
8307 
164 

7796, 7661. .7762, 7665. .7766, 
7962, 7841. .8269, 7880. .8044, 
8262, 8269.. 8307 



OJ990426_11.9A25.C20 
8307 

TBLASTX: Maize 

7945 

123 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7748, 7668. .7751, 7670. .7801, 



Seq. No. 



19227 



Seq. ID OJ990426_11.9A25.C20 



19625 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



40195 Strand 

5709 End 

OJ990426_11 . 9A25 . C20 . o2 . ts Method 

7552 End 

none Score 



8307 

TBLASTX: Soybean 

7939 

80 



7552.. 7656, 7648.-7743, 7650. .7742, 7667.. 7747, 7730.. 7837, 
7766.. 7939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19227 
40196 
8237 

OJ990426_11 . 9A25 . C20 . o3 . tm 

8237 

none 



19227 
40196 
8237 

OJ990426_11. 9A25.C20.ol.ts 

8263 

none 

8263.. 8640, 8668.. 8772 



Seq. ID OJ990426_11.9A25.C20 
Strand 

End 8867 

Method TBLASTX : Mai ze 

End 8799 

Score 42 



8237. .8272, 8269. .8643, 8662. .8799 



Seq. ID OJ990426_11.9A25.C20 
Strand 

End 88 67 

Method TBLASTX : Soybean 

End 8772 

Score 212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19227 
40196 
8237 

OJ990426_1 1 . 9A25 . C20 . o2 . tw 

8380 

none . 



Seq. ID OJ990426_11.9A25.C20 
Strand 

End 8867 

Method TBLASTX : Wheat 

End : 88 67 

Score 438 



8380. .8817, 8386. .8817, 8460. .8819, 8694. .8837, 8820. .8867, 
8822. .8866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



19228 
40197 
1 

OJ990426_11 . 9A25 . C21 . ol . np 
1 

228207 

1..29, 516. .719, 994. .1077, "1852. .1891 
tnpl protein [Antirrhinum majus] 



Seq. ID OJ990426_11.9A25.C21 
Strand 

End 2002 

Method AAT/NAP 

End 1891 

Score 68 



19228 
40197 
1 

0 J9 9 0 4 2 6_1 1 . 9 A2 5 . C2 1 . o 1 . gp 
47 

1411_1.R1084 
47. .115, 399. .461 

'5777612/emb|AJ245900. 1 IOSA245900 2.0e-31 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



Seq. ID OJ990426_11.9A25.C21 
Strand 

End 2002 

Method AAT/GAP . 

End 4 61 

Score 183 



19228 
40197 
1 

OJ990426_11.9A25.C21.ol.gs 
50 



Seq. ID OJ990426_11.9A25.C21 
Strand 

End 2002 

Method GENSCAN 

End 2002 



19626 ; 



* 



GI 


none 


Score 


.65 


Exons 


50. .115, 571. .719, 818. .966, 


1591.. 1621, 1840.. 


Seq. No. 


19228 


Seq. ID 


OJ990426 


Gene No. 


40198 


Strand 




Start 


4316 


End 


5477 


Name 


OJ990426 11.9A25.C21.o2.tm 


Method 


TBLASTX : 1 


Start 


499 ~ 


End 


720 


GI 


none 


Score 


181 


Exons 


499. .720, 512. .700, 523. .705 






Seq. No. 


19228 


Seq. ID 


OJ990426 


Gene No. 


40198 


Strand 


- 


Start 


4316 


End 


5477 


Name 


OJ990426 11. 9A25.C21.o2.gs 


Method 


GENSCAN 


Start 


4316 ~ 


End 


5477 


GI 


none 


Score 


. 85 


Exons 


4316. .4979, 5050. .5164, 5423. 


.5477 




Seq. No. 


19228 


Seq. ID 


OJ990426 


Gene No. 


40198 


Strand 




Start 


4316 


End 


5477 


Name 


OJ990426 11.9A25.C21.o2.np 


Method 


AAT/NAP 


Start 


4452 — 


End 


5093 


GI 


5732031 


Score 


283 


Exons 


4452 . . 5093 






GI Descrip. 


(AF147260) No definition line 


found [Arabidopsi 


Seq. No. 


19228 


Seq. ID 


OJ990426 


Gene No. 


40198 


Strand 




Start 


4316 


End 


5477 


Name 


OJ9904 26 11. 9A25 .C21 .ol. tm 


Method 


TBLASTX : 1 


Start 


4694 ~~ 


End 


5067 


GI 


none 


Score 


97 


Exons 


4694. .4975, 4705. .4836, 4737. 


.4925, 4864. .4974, 


Seq. No. 


19229 


Seq. ID 


OJ99042 6 


Gene No. 


40199 


Strand 


+• 


Start 


1 


End 


1032 


Name 


OJ990426 11. 9A25.C22.ol.np 


Method 


AAT/NAP 


Start 


1 ~ 


End 


1032 


GI 


5042454 


Score 


1146 


Exons 


1..113, 162. .279, 335. .1032 






GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 


Seq. No. 


19230 


Seq. ID 


OJ990426 


Gene No. 


40200 


Strand 




Start 


1 


End 


568 


Name 


OJ990426 11.9A25.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


568 


GI 


2443320 


Score 


799 


Exons 


1..568 






GI Descrip. 


(D85597) polyprotein [Oryza australiensis ] 


Seq. No. 


19230 


Seq. ID 


OJ990426 


Gene No. 


40200 


Strand 




Start 


1 


End 


568 



19627 



Name 


OJ990426 


11 . 9A25.C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


63 






End 


484 


GI 


none 






Score 


57 


Exons 


63. . 191, 


194. .367, 344. 


.484 






Seq. No. 


19230 






Seq. ID 


OJ990426_11.9A25 


Gene No. 


40200 






Strand 




Start 


1 






End 


568 


Name 


OJ990426 


11.9A25.C23.ol 


. as 


Method 


GEN SCAN 


Start 


128 






End 


241 


GI 


none 






Score 


. 96 


Exons 


128. .241 










Seq. No. 


19230 






Seq. ID 


OJ990426_11. 9A25 


Gene No. 


40200 






Strand 




Start 


1 






End 


568 


Name 


OJ990426 


11.9A25.C23.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


156 






End 


568 


GI 


none 






Score 


110 


Exons 


156. . 194, 


194. .568, 201 


. .368, 


239. . 373 


, 298. .477, 501.. 


Seq. No. 


19231 






Seq. ID 


OJ990426 11.9A25 


Gene No. 


40201 






Strand 




Start 


92 






End 


716 


Name 


OJ990426 


11.9A25.C24.ol 


.np 


Method 


AAT/NAP 


Start 


92 






End 


716 


GI 


5911167 






Score 


520 


Exons 


92. .221, 


323. .716 








GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


19231 






Seq. ID 


OJ990426_11.9A25 


Gene No. 


40201 






Strand 




Start 


92 






End 


716 


Name 


OJ990426 


11.9A25.C24.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


107 






End 


672 


GI 


none 






Score 


63 


Exons 


107. .238, 


319. .672, 554 


. . 619 






Seq. No. 


19231 






Seq. ID 


OJ990426_11. 9A25 


Geine No. 


40201 






Strand 




Start 


92 






End 


716 


Name 


OJ990426 


11.9A25.C24 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


322 






End 


712 


GI 


none 






Score 


53 


Exons 


322. .432, 


322. .711, 553 


..711, 


557. .712 




Seq. No. 


19231 






Seq. ID 


OJ990426_11.9A25 


Gene No. 


40201 






Strand 




Start 


92 






End • 


716 


Name 


OJ990426 


11.9A25.C24.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


334 






End 


711 


GI 


none 






Score 


61 


Exons 


334. .489, 


334. .573, 583 


..711, 


609. . 689 




Seq. No. 


19232 






Seq. ID 


OJ990426_11. 9A25 


Gene No. 


40202 






Strand 


+ 


Start 


1 






End 


714 



19628 



Name OJ990426_11 . 9A25 .C26.ol .np Method AAT/NAP 

Start 1 End 599 

GI 5922620 Score 315 

Exons 1..355, 392.. 599 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 19232 

Gene No. 40202 

Start 1 

Name 0 J9904 2 6_1 1 . 9A2 5 . C2 6 . ol . gs 

Start 64 

GI none 

Exons 64.. 247, 566.. 714 

Seq. No. 19233 

Gene No. 40203 

Start 664 

Name OJ990426_11 . 9A25 . C27 . ol . gp 

Start '664 

GI none 

Exons 664.. 729 



Seq. ID OJ990426_11.9A25.C26 

Strand + 

End 714 

Method GENSCAN 

End 714 

Score . 67 



Seq. ID OJ990426_11.9A25.C27 

Strand + 

End 729 

Method AAT/GAP 

End 729 

Score 120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990426_11.9A25.C30 
Strand + 

408 

AAT/NAP 
408 
154 



19234 
40204 
1 

OJ990426_11. 9A25.C30.ol .np 
1 

6644410 
1..30, 123. .408 

(AF212433) UV-induced sesquiterpene cyclase [Capsicum annuum] 



End 

Method 

End 

Score 



19234 
40204 
1 

OJ9904 26_11. 9A25.C30.ol.tm 

141 

none 

141. .374, 148. .279, 204. .374 

19234 
40204 
1 

OJ990426_11. 9A25.C30.ol.gs 

149 

none 

149. .367 



Seq. ID OJ990426_11.9A25.C30 

-Strand + 

End 408 

Method TBLASTX: Maize 

End 37 4 

Score 224 



Seq. ID OJ990426_11.9A25.C30 

Strand + 

End 4 08 

Method GENSCAN 

End 367 

Score 1 



Seq. No. 19235 

Gene No. 40205 

Start 1 

Name OJ990426_11 . 9A25 . C32 . ol . np 

Start 1 

GI 2443320 



Seq. ID OJ990426_11.9A25.C32 
Strand 

End 459 

Method AAT/NAP 

End 459 

Score 4 60 



19629 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .459 

(D85597) polyprotein [Oryza australiensis] 



19236 
40206 
1 

OJ990426 11.9A25.C34.ol.np 



Seq. ID OJ990426_11.9A25.C34 

Strand + 

End 910 

Method AAT/NAP 

End 910 

Score 1222 



6498441 
1. .777, 884. .910 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



19236 
40206 
1 

OJ990426_11. 9A25.C34 .ol. tw 
1 

none 

1..258, 6. .146 

19236 
40206 
1 

OJ990426_11. 9A25.C34 .ol.gs 
43 

none 
43. .884 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_11.9A25.C34 
+ 

910 

TBLASTX: Wheat 

258 

208 



OJ990426_11.9A25.C34 
+ 

910 

GENSCAN 

884 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19237 
40207 
1 

OJ990426_11. 
1 

6498441 
1..271, 455. 



9A25.C35.ol.np 



,589, 764. .1004, 



(AP000815) EST C72786 (E2258 ) 



Seq. ID OJ990426_11.9A25.C35 
Strand + 
End 1650 
Method AAT/NAP 
End 1650 
Score 1494 
1197. .1650 

corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl (AF098806) [Oryza sativa] 

19237 Seq. ID OJ990426_11 . 9A25.C35 

40207 Strand + 

1 " End 1650 

OJ990426_11 . 9A25 . C35 . o2 . np Method AAT/NAP 

1 End 1650 

5042454 Score 399 

1..23, 1232. .1650 

(AC007789) putative polyprotein [Oryza sativa] 



19237 
40207 
1 

OJ990426_11 . 9A25.C35.o2. tw 
2 

none 

2. .367, 3. .368 



Seq. ID OJ990426_11.9A25.C35 

Strand + 

End 1650 

Method TBLASTX : Wheat 

End 368 

Score 4 68 



19630 



Seq. No. 


19237 


Seq. ID 


OJ990426_11.9A25 


.C35 


Gene No. 


40207 


Strand 






Start 


1 


End 


1650 




Name 


OJ9904 26 11 . 9A25 . C35 . ol . tm 


Method 


TBLASTX: Maize 




Start 


36 ~~ 


End 


392 




GI 


none 


Score 


392 




Exons 


36. .392, 71. .382, 87. .392 








Seq. No. 


19237 


Seq. ID 


OJ990426_11.9A25 


.C35 


Gene No . 


40207 


Strand 


+ 




Start 


1 


End 


1650 




Name 


OJ990426 11 9A25 C35 ol as 


Method 


GENSCAN 




Start 


48 ~~ 


End 


1443 




GI 


none 


Score 


. 47 




Exons 


48 . . 1443 








Seq. No. 


19237 


Seq. ID 


OJ990426_11.9A25 


.C35 


Gene No. 


40207 


Strand 


+ 




Start 


1 


End 


1650 




Name 


OJ990426 11 9A25 C35 o2 tm 


Method 


TBLASTX • Mai ze 




Start 


419 ~~ 


End 


803 




GI 


none 


Score 


357 




1_J A \J 1 *1 


419 505, 420 803. 454 636 


, 563 784 






Seq. No. 


19237 


Seq. ID 


OJ990426_11.9A25 


,C35 


Gene No . 


40207 


Strand 






Start 


1 


End 


1650 




Name 


OJ990426 11 9A25 C35 ol tw 


Mp1~ hod 


TBLASTX • Whpat 




Start 


477 ~~ 


End 


901 




GI 


none 


Score 


477 




Exons 


477.. 896, 478.. 666, 575.. 901 








Seq. No. 


19237 


Seq. ID 


OJ990426__11.9A25 


.C35 


Gene No . 


40207 


Strand 


+ 




Start 


1 


End 


1650 




Name 


OJ990426 11 . 9A25 . C35 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


555 ~ 


End.~ 


926 




GI 


none 


Score 


278 




Exon 6 ? 


555 . . 926, 572 . . 715 








Seq. No. 


19238 


Seq. ID 


OJ990426_11.9A25 


.C36 


Gene No. 


4,0208 


Strand 


+ 




Start 


1 


End 


918 




Name 


OJ990426 11. 9A25.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


918 




GI 


6498441 


Score 


1538 




Exon ^ 


1..918 








QT Dp qrri n 


(AP000815) EST C72786 (E2258) 


corresponds to. a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


19238 


Seq. ID 


OJ990426__11.9A25 


.C36 


Gene No. 


40208 


Strand 


+ 




Start 


1 


End 


918 




Name 


OJ990426 11.9A25.C36.ol.gs 


Method 


GENSCAN 




Start 


121 


End 


869 





19631 



GI 

Exons 



none 

121. .869 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



19238 
40208 
1 

O.J990426_11. 9A25.C36.ol.tm 

192 

none 

192. .515, 221. .502, 507. .554 

19238 
40208 
1 

OJ990426_11. 9A25.C36.ol.tw 

329 

none 

329. .385, 330. .710, 431. .679 

19238 
40208 
1 

OJ990426_11. 9A25.C36.o2.tw 

711 

none 

711. .917, 711. .908, 716. .916 



Seq. ID OJ990426_11.9A25.C36 

Strand + 

End 918 

Method TBLASTX : Maize 

End 554 

Score 360 



Seq. ID OJ990426_11.9A25.C36 

Strand + 

End 918 

Method TBLASTX : Wheat 

End 710 

Score 375 



Seq. ID OJ990426_11.9A25.C36 

Strand + 

End 918 

Method TBLASTX : Wheat 

End 917 

Score 170 



Seq. ID OJ990426_11.9A25.C37 

Strand + 

End 2368 

Method AAT/NAP 

End 2365 

Score 3320 



19239 
40209 
1 

OJ990426_11. 9A25.C37.ol.np 
1 

6498441 

1..421, 592. .1990, 2084. .2365 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



19239 
40209 
1 

OJ990426_11 . 9A25 . C37 . ol . gs 
47 

none 



Seq. ID OJ990426_11.9A25.C37 

Strand + 

End 2368 

Method GENSCAN 

End 2368 

Score .41 



47. .421, 625. .1425, 1547. .1990, 2045. .2368 



19239 
40210- 
3008 

OJ990426 11.9A25.C37.ol.tw 



266 
none 

266. .517, 

19239 
40210 
3008 



293. 



Seq. ID OJ990426_11.9A25.C37 
Strand 

End 4025 

Method TBLASTX : Wheat 

End 726 

Score 228 
517, 358. .531, 577.. 726, 586.. 723, 588. .725 

Seq. ID OJ990426_11.9A25.C37 
Strand 

End 4025 



19632 




Name 


OJ990426 11 


. 9A25 


.C37.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


416 








End 


981 




GI 


5666795 








Score 


68 




Exons 


416. .514, 589. .726, 781 


. .981 








GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


19239 








Seq. ID 


OJ990426_11.9A25 


.C37 


Gene No. 


40210 








Strand 






Start - 


3008 








End 


4025 \ 




Name 


OJ990426 11 


.9A25 


.C37.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


729 








End 


1041 




GI 


none 








Score 


192 




Exons 


729. .905, 781. .1041 










Seq. No. 


19239 








Seq. ID 


OJ990426_11. 9A25 


.C37 


Gene No. 


40210 








Strand 






Start 


3008 








End 


4025 




Name 


OJ990426 11 


. 9A25 


.C37.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1132 








End 


1482 




GI 


none 








Score 


238 




Exons 


1132 . . 1482, 


1290 


. .1448 










Seq. No. 


19239 








Seq. ID 


OJ990426_11.9A25 


.C37 


Gene No. 


40210 








Strand 






Start 


3008 








End 


4025 




Name 


OJ990426 11 


. 9A25 


.C37 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1234 








End 


1558 




GI 


none 








Score 


256 




Exons 


1234 . . 1482, 


1263 


. . 1478, 


1481. 


. 1558 






Seq. No. 


19239 








Seq. ID 


OJ990426_11. 9A25 


.C37 


Gene No. 


40210 








Strand 






Start 


3008 








End 


4025 




Name 


OJ990426 11 


. 9A25 


.C37.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1483 








End 


1858 




GI 


none 








Score 


330 




Exons 


1483 . . 1551, 


14-87 


. . 1858, 


1499. 


. 1855 






Seq. No. 


19239 








Seq. ID 


OJ990426_11. 9A25 


.C37 


Gene No. 


40210 








Strand 






Start 


3008 








End 


4025 




Name 


OJ990426 11 


. 9A25 


.C37.o2 


. tm 


Method 


TBLASTX : Mai ze 




Start 


2225 








End 


2407 




GI 


none 








Score 


188 




Exons 


2225. .2407, 


2230 


. .2364 










Seq. No. 


19239 








Seq. ID 


OJ990426_11. 9A25 


.C37 


Gene. No. 


40210 








Strand 






Start 


3008 








End 


4025 




Name 


OJ990426 11 


. 9A25 


.C37 .o2 


.gs 


Method 


GENSCAN 




Start 


3008 








End 


3943 




GI 


none 








Score 


1 




Exons 


3008. .3943 














Seq. No. 


19239 








Seq. ID 


OJ990426_11. 9A25 


.C37 


Gene No. 


40210 








Strand 






Start 


3008 








End 


4025 





19633 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990426_11 . 9A25 . C37 . o2 . np Method AAT/NAP 

3011 End 4025 

6907089 Score 1249 

3011. .4025 

(AP001129) hypothetical protein [Oryza sativa] 



19240 
40211 
1 

OJ990426_11.9A25.C38.ol.np 
1 

6907089 
1..1308 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method AAT/NAP 

End 1308 

Score 2035 



19240 
40211 
1 

OJ990426_11 . 9A25 . C38 . ol . gs 
47 

none 
47. .1308 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method GENSCAN 

End 1308 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19240 
40211 
1 

OJ990426_11 . 9A25 . C38 . o2 . np 
557 

5922623 

557. .594, 2167. .2244, 2412. .2559, 2933. .3013 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq v ID OJ990426_11.9A25.C38 

Strand - - 

End 8202 

Method AAT/NAP 

End 3013 

Score " 382 



19240 
40211 
1 

OJ990426_11.9A25.C38.o2.gs 

1910 

none 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 ' 

Method GENSCAN 

End 8202 

Score .51 



1910. .1987, 2428. .2559, 2952. .3072, 3194. .3472, 3574. .4120, 
4785. .5811, 6356. .6507, 7327. .7520, 8162. .8202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . ' 
Start 
Name 
Start 



19240 
40211 
1 

OJ990426_11. 9A25.C38.o3.np 
3343 
5911167 
3343. .3472, 3574. .5802 

(AF136221) putative transposase protein [Zea mays] 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method AAT/NAP 

End 5802 

Score 1517 



19240 
40211 
1 

OJ990426__ll.9A25.C38.ol.tw 
3358 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX : Wheat 

End 3923 



19634 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

3358. .3489, 

19240 
40211 
1 

OJ990426_11. 

3573 

none 

3573. .4019, 

19240 
40211 
1 

OJ990426JL1. 

3585 

none 

3585. .3740, 

19240 
40211 
1 

OJ990426_11. 

4333 

none 

4333. .4572, 

19240 
40211 
1 

OJ990426_11. 

4402 

none 

4402. .4602, 
4792. .4845 

19240 
40211 
1 

OJ990426_11, 

4615 

none 

4615. .4902, 

19240 
40211 
1 

OJ990426_11. 

4690 

none 

4690. .5049, 

19240 
40211 
1 

OJ990426_11. 
5017 



3570.. 3923, 3805. 

9A25.C38.ol.tm 
3808. .3972 

9A25.C38.ol.ts 
3585. .3824, 3834. 

9A25.C38.o3.ts 
4340.. 4567 

9A25.C38.o2.tm 



Score 
.3870 



63 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX: Maize 

End 4019 

Score 91 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX : Soybean 

End 3986 

Score 61 
.3986, 3860.. 3940 

Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX : Soybean 

End 4572 

Score 77 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX : Mai ze 

End 4845 

Score 79 

4517. .4606, 4612. .4845, 4615. .4680, 4696. .4728, 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

9A25 . C38 . o2 . tw Method TBLASTX : Wheat 

End 4902 

Score 96 

4712. .4897 

9A25.C38.ol.tc 
4724 . .5050 

9A25.C38.o2.ts 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX: Cress 

End 5050 

Score 147 



Seq. ID OJ990426_11.9A25.C38 
Strand 

End 8202 

Method TBLASTX : Soybean 

End 5307 



19635 



GI 


none 


Score 


206 




Exons 


5017 . . 5307 








Seq. No. 


19241 


Seq. ID 


OJ990426_11.9A25. 


C39 


Gene No.- 


40212 


Strand 






Start 


3166 


End 


3303 




Name 


OJ990426 11. 9A25.C39.ol. 


gs Method 


GENSCAN 




Start 


3166 ~~ 


End 


3303 




GI 


none 


Score 


. 83 




Exons 


3166. . 3303 








Sea. No. 


19242 


Seq. ID 


OJ990426 11.9A25. 


C40 


Gen.e No . 


40213 


Strand 






Start 


71 


End 


245 




Name 


OJ990426 ll.9A25.C40.ol. 


gp Method 


AAT/GAP 




Start 


71 


End 


245 




GI 


10431 1.R1084 


Score 


303 




Exon s 


71. .245 










' 1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 


; DNA, 




complete sequence 1 








Seq. No. 


19243 


Seq. ID 


OJ990426_11. 9A25. 


C41 


Gene No . 


40214 


Strand 






Start 


524 


End 


659 




Name 


OJ990426 11.9A25.C41.ol. 


, gs Method 


GENSCAN 




Start 


524 


End 


659 




GI 


none 


Score 


.73 




Exons 


524. .659 








Sea. No. 


19244 


Seq. ID 


OJ990426JL1. 9A25. 


C44 


Gene No. 


40215 


Strand 


+ 




Start 


1 


End 


9067 




Name 


OJ990426 11.9A25.C44.ol. 


, np Method 


AAT/NAP 




Start 


1 


End 


6170 




GI 


5091513 


Score 


1529 




Exons 


1..57, 1998. .2830, 3538. 


,.4260, 4352. .4803, 5930. .6170 




GT Dp^rriD 

-L- 1— ' W ^ta- ^ -i- k-Z « 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


19244 


Seq. ID 


OJ990426_11. 9A25. 


C44 


Gene No . 


40215 


Strand 


+ 




Start 


1 


End 


9067 




Name 


OJ990426 11.9A25.C44.ol. 


, gp Method 


AAT/GAP 




Start 


699 


End. 


1018 




GI 


72524 1.R1084 


Score 


401 




Exons 


699. .1018 








GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e-J 


34 Oryza satiya genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


19244 


Seq. ID 


OJ990426_11. 9A25. 


C44 


Gene No. 


40215 


Strand 


+ 




Start 


1 


End 


9067 




Name 


OJ990426 11.9A25.C44.ol. 


, gs Method 


GENSCAN 




Start 


2173 


End 


2835 




GI 


none 


Score 


. 69 




Exons 


2173. .2835 








Seq. No. 


19244 


Seq. ID 


OJ990426_11.9A25. 


C44 



19636 



Gene No. 40215 

Start 1 

Name 0 J9 9 0 4 2 6_1 1 . 9A2 5 . C 4 4 . o2 . gs 

Start 3322 

GI none 

Exons 3322. .3348, 3574. .3725, 3806. .4073, 4550. .5275, 5624.. 5801, 
8364. .8451, 9049. .9067 



Strand 


+ 


End 


9067 


Method 


GENSCAN 


End 


9067 


Score 


.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19244 
40216 
9549 

OJ990426_11.9A25.C4 4 .o3.gs 

9549 

none 



Seq. ID OJ990426_11.9A25.C44 
Strand 

End 11290 

Method GENSCAN 

End 11290 

Score .48 



9549. .9634, 9984. .10047, 10159 .. 10427 , 11195. .11290 



Seq. No. 19245 

Gene No. 40217 

Start 50 

Name OJ9904 26_11 . 9A25 . C4 6 . ol . gp 

Start 50 

GI none 

Exons 50.. 112, 197.. 552 



Seq. ID OJ990426_11.9A25.C46 
Strand 

End 552 

Method AAT/GAP 

End 552 

Score 778 



Seq. No. 19245 - 

Gene No. 40217 

Start 50 

Name OJ990426_11 . 9A25 . C4 6 . ol . gs 

Start 197 

GI none 

Exons 197.. 4 67 



Seq. ID OJ990426_11.9A25.C46 
Strand 

End 552 

Method GENSCAN 

End 4 67 

Score .55 



Seq. No. 19245 

Gene No. 40217 

Start 50 

Name OJ9904 2 6_1 1 . 9A25 . C4 6 . ol . tm 

Start 203 

GI none 

Exons 203.. 436, 256.. 417 

Seq. No. 19246 

Gene No. 40218 

Start. 285 

Name . OJ990426_1 1 . 9A25 . C47 . ol . gs 

Start 285 

GI none 

Exons 285.. 348 



Seq. ID OJ990426_11.9A25.C46 
Strand 

End 552 

Method TBLASTX : Mai ze 

End 4 36 

Score 78 



Seq. ID OJ990426_11.9A25.C47 

Strand + 

End 34 8 

Method GENSCAN 

End 348 

Score .91 



Seq. No. 19247 

Gene No. 40219 

Start 284 

Name OJ990426_11 . 9A25 . C4 9 . o2 . np 

Start -284 

GI 4680183 

Exons 284.. 334, 4215.. 4334 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990426_11.9A25.C49 

Strand + 

End 4334 

Method AAT/NAP 

End 4334 

Score 138 



19637 



Seq. No. 19247 Seq. ID 

Gene No. 40219 Strand 

Start 284 End 

Name OJ9904 26_11 . 9A25 . C4 9 . ol . gp Method 

Start 3504 End 

GI uC-osflcyp088bl2bl Score 

Exons 3504.. 3612 

GI Descrip. ■ 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ990426_11 . 9A25 . C49 
+ 

4334 
AAT/GAP 
3612 
152 



Seq. No. 19247 Seq. ID 

Gene No. 40220 Strand 

Start 861 End 

Name OJ990426_11 . 9A25,. C4 9 . ol . gs Method 

Start 861 End 

GI none Score 

Exons 861. .973, 1217. .1367, 1453. .1641, 1660 
2466. .3404, 4108. .4212 



OJ990426_11.9A25.C49 

4635 
GENSCAN 
4212 
.7 

..1819, 1932.. 1969, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19247 
40220 
861 

OJ990426_11. 9A25.C4 9.ol.np 
1453 
5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 11.9A25.C49 



4635 
AAT/NAP 
4635 
771 

1453. .1786, 1895. .2036, 2649. .2975, 3234 3269, 4593. .4635 
(AP000367) EST C28952 (C6294 5 ) .corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 19248 Seq. ID OJ990426_11.9A25.C50 

Gene No. 40221 Strand + 

Start 1 End 3474 

Name OJ9904 26_11 . 9A25 . C50 . o2 . np Method AAT/NAP 

Start 1 End 3474 

GI 4680183 Score 127 

Exons 1..43, 3328.. 3474 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 

Seq. No. 19248 Seq. ID OJ990426_11.9A25.C50 

Gene No. 40222 Strand 

Start 1 End 1042 

Name OJ990426_11 . 9A25 . C50 . ol . np Method AAT/NAP 

Start 1 End 1042 

GI 3063699 Score 156 

Exons 1..545, 938. .1042 

GI Descrip. (AL022537) putative protein [Arabidopsis thaliana] 

Seq. No. 19248 Seq. ID OJ990426_11.9A25.C50 

Gene No. 40223 Strand 

Start 2644 End 2754 

Name OJ9904 26_11 . 9A25 . C50.ol.gp Method AAT/GAP 

Start 2644 - End 2754 

GI uC-osflcyp088bl2bl Score 153 

Exons 2644 . .2754 

GI Descrip. • 5257255/dbj | AP000364 . 1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



19638 



m 



Seq. No. 19248 Seq. ID OJ990426_11.9A25.C50 

Gene No. 40224 Strand 

Start 3870 End 3950 

Name OJ990426_11 . 9A25 .C50 . o2 . gp Method AAT/GAP 

Start 3870 End 3950 

GI LIB3434-017-P1-K1-F5 Score 88 

Exons 3870.. 3950 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 19249 Seq. ID 

Gene No. 40225 Strand 

Start 200 End 

Name OJ990426_11 . 9A25 . C52 . ol . np Method 

Start 200 End 

GI 2967689 Score 

Exons 200. .417 

GI Descrip. (AF035631) germacrene C synthase [Lycopersicon esculentum] 



OJ990426_11.9A25.C52 
+ 

417 

AAT/NAP 
417 
91 



Seq. No. 19250 Seq. ID 

Gene No. 40226 Strand 

Start 598 End 

Name OJ990426_11 . 9A25 .C54 . ol . gs Method 

Start 598 End 

GI none Score 

Exons 598.. 849, 1028.. 1088 



OJ990426_11.9A25.C54 

1145 
GENSCAN 
1088 
.79 





Seq. No. 


19250 


Seq. ID 


OJ99042 6_11 . 9A25 . C54 




Gene No. 


40226 


Strand 




1.5 


Start 


598 


End 


1145 




Name 


OJ990426 11.9A25.C54 .ol.tm 


Method 


TBLASTX: Maize 




Start 


598 


End 


1145 




GI 


none 


Score 


54 




Exons 


598.-693, 599. .694, 694. .867 


, 710. .850, 


1032. .1145, 1052. .1141 


: 

i.jj 


Seq. No. 


19251 


Seq. ID 


OJ990426_11.9A25.C55 


::i 


Gene No. 


40227 


Strand. 






Start 


1 


End 


3587 




Name 


OJ990426 11.9A25.C55.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3437 




GI 


4733937 


Score 


533 




Exons 


1..255, 434. .609, 723. .901, 


1431. .1815, 


2106.. 2367, 3285.. 3437 




GI Descrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 




Seq. No. 


19251 


Seq. ID 


OJ99042 6_11.9A25.C55 




Gene No. 


40227 


Strand 






Start 


1 


End 


3587 




Name 


OJ990426 11.9A25.C55.ol.gs 


Method 


GENSCAN 




Start 


114 


End 


3587 




GI 


none 


Score 


.73 




Exons 


114. .255, 434. .569, 677. .901 


, 1431. .1815, 2106. .2444, 3287. ,3587 



Seq. No. 19251 Seq. ID OJ99042 6_11.9A25.C55 

Gene No. 40228 Strand 

Start 4467 End 5505 

Name OJ990426 11 . 9A25 . C55 . ol . tm Method TBLASTX : Maize 



19639 



Start 


100 






End 


1708 


GI 


none 






Score 


62 


Exons 


100.. 243, 440.. 565, 450 


. . 566, 


724. .900, 727. .900, 1433. .1708, 




1434 . . 1703 










Seq. No. 


19251 






Seq. ID 


OJ990426_11.9A25.C55 


Gene No. 


40228 






Strand 




Start 


4467 






End 


5505 


Name 


OJ990426 11 


. 9A25.C55.o2 


as 


Method 


GEN SCAN 


Start 


4467 






End 


5505 


GI 


. none 






Score 


.41 


Exons 


4467. .4570, 


5038. .5166, 


5445. . 


5505 




Seq. No. 


19252 






Seq. ID 


O J9 90 4 2 6_1 1 . 9A2 5 . C5 6 


Gene No. 


40229 






Strand 


+ 


Start 


4048 






End 


5504 


Name 


OJ990426 11 


.9A25.C56.ol 


np 


Method 


AAT/NAP 


Start 


4048 






End 


5504 


GI 


6498436 






Score 


564 


Exons 


4048. .4557, 


4825. .5168, 


5385. . 


5504 




GI Descrip. 


(AP000815) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19252 






Seq. ID 


OJ990426 11.9A25.C56 


Gene No. 


40230 






Strand 




Start 


2246 






End 


2500 


Name 


OJ990426 11 


. 9A25.C56.o2 


gs 


Method 


GENSCAN 


Start 


2246 






End 


2500 


GI 


none 






Score 


.94 


Exons 


2246. .2500 










Seq. No. 


19252 






Seq. ID 


OJ990426_11.9A25.C56 


Gene No. 


40231 






Strand 




Start 


4975 






End 


8031 


Name 


OJ990426 11 


.9A25.C56.o3 


gs 


Method 


GENSCAN 


Start 


4975 






End 


7256 


GI 


none 






Score 


.7 


Exons 


4975. .5077, 


6738. .6892, 


7059. . 


7166, 7248. .7256 


Seq. No. 


19252 






Seq. ID 


OJ990426_11.9A25.C56 


Gene No . 


40231 






Strand 




Start 


4975 






End 


8031 


Name 


OJ990426 11 


. 9A25.C56.o2 


np 


Method 


AAT/NAP 


Start 


6689- 






End 


8031 


GI 


3377815 






Score 


304 


Exons 


6689. . 6892, 


7059. .7166, 


7552. . 


7611, 7722. .7794, 7963. .8031 


GI Descrip. 


(AF076275) 


similar to protein 


kinases 


(Pfam: pkinase . hmm, score 




255.71) [Arabidopsis thaliana] 






Seq. No. 


19252 






Seq. ID 


OJ990426_11.9A25.C56 


Gene No. 


40231 






Strand 




Start 


4975 






End 


8031 


Name 


OJ990426 11 


. 9A25.C56.ol 


tm 


Method 


TBLASTX: Maize 


Start 


6740 






End 


7619 


GI 


none 






Score 


118 


Exons 


6740. .6886, 


6750. .6887, 


7053. . 


7187, 7060. .7167, 7549. .7614, 




7550. .7600, 


7551. .7619, 


7552. . 


7617 





19640 



Seq. No. 


19253 


Seq. ID 


OJ990426_11.9A25.C57 


Gene No. 


40232 


Strand 


+ 


Start 


A QQ 


hna 


O 1 Q A 


Name 


OJ990426 ll.9A25.C57.o2 


. np Method 


AAT/NAP 


Start 


498 


End 


2194 


GI 


6721512 


Score 


74 


Exons 


498. .558, 2087. .2194 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19253 


Seq. ID 


OJ990426_11.9A25.C57 


Gene No. 


40233 


Strand 


+ 


Start 




17 _ _J 

hna 


K>Zo 1 


Name 


OJ990426 ll.9A25.C57.o3 


. np Method 


AAT/NAP 


Start 


2962 


End 


3737 


GI 


6907089 


Score 


290 


Exons 


2962.. 3043, 3081.. 3737 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


19253 


Seq. ID 


OJ990426_11.9A25.C57 


Gene No. 


40233 


Strand 


+ 


Start 


2962 


End 


6281 


Name 


OJ990426 11.9A25.C57.o4 


. np Method 


AAT/NAP 


Start 


2988 


End 


6281 


GI 


6721561 


Score 


383 


Exons 


2988. .3056, 4022. .4204, 


427S..4333, 4401. .4630, 6261. .6281 


GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6815086 | dbj IBAA90372 


.11 (AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


19253 


Seq. ID 


OJ990426_11.9A25.C57 


Gene No. 


40233 


Strand 


+ 


Start 


2962 


End 


6281 


Name 


OJ990426 11.9A25.C57.ol 


. gs Method 


GENSCAN 


Start 


3111 


End 


5544 


GI 


none 


Score 


.77 


Exons 


3111.. 3750, 3830.. 3954, 


4 022. .4168, 4275. .4 333, 4 401. .4 64 6, 




4837. .4955, 5054. .5544 






Seq. No. 


19253 


Seq. ID 


OJ990426_11.9A25.C57 


Gene No. 


40234 


Strand 




Start 


1 


End 


4255 


Name 


OJ990426 11.9A25.C57.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


4255 


GI 


3688209 


Score 


310 


Exons 


1..157, 268. .340, 509.. 


666, 832.. 894, 


1010. .1101, 4191. .4255 


GI Descrip. 


(AJ010093) MAP3K beta 1 


protein kinase 


[Brassica napus] 


Seq. No. 


19253 


Seq. ID 


OJ990426_11.9A25.C57 


Gene No. 


40235 


Strand 




Start 


6524 


End 


7852 


Name 


OJ990426 11. 9A25.C57.o2 


. tm Method 


TBLASTX: Maize 


Start 


259 


End 


1105 


GI 


none 


Score 


83 


Exons 


259.-342, 272. .343, 508 


..669, 515. .565, 828. .905, 832. .897, 



1052. .1105 



19641 



Seq. No. 19253 

Gene No. 40235 

Start 6524 

Name OJ990426_11 . 9A25 . C57 . ol . ts 

Start 511 

GI none 

Exons 511.. 678, 511.. 669, 832.. 897 

Seq. No. 19253 

Gene No. 40235 

Start 6524 

Name OJ990426_11 . 9A25 . C57 . o5 . np 

Start 6170 

GI 5902445 

Exons 6170. .7414, 7454. .7852 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 19253 

Gene No. 40235 

Start 6524 

Name OJ99042 6_11 . 9A25 . C57 . ol . tw 

Start 6179 

GI none 

Exons 6179.. 6310, 6335.. 6787, 6531. 



Seq. ID OJ990426_11.9A25.C57 
Strand 

End 7852 

Method TBLASTX : Soybean 

End 897 

Score 75 



Seq. ID OJ990426_11.9A25.C57 
Strand 

End 7852 

Method AAT/NAP 

End 7852 

Score 1409 

[Oryza sativa] 

Seq. ID OJ990426_11.9A25.C57 
Strand 

End 7852 

Method TBLASTX : Wheat 

End 6787 

Score 56 
.6638, 6684. .6773 



Seq. No. 19253 

Gene No. 40235 

Start 6524 

Name 0 J 9 9 0 4 2 6_1 1 . 9A2 5 . C 5 7 . o2 . gs 

Start 6524 

GI none 

Exons 6524.. 7806 



Seq. ID OJ990426_11.9A25.C57 
Strand 

End 7852 

Method GENSCAN 

End 7806 

Score .77 



Seq. No. 19253 Seq. ID 

Gene No. 4 0235 Strand 

Start 6524 End 

Name OJ9904 2 6_11 . 9A25 . C57 . o2 . tw Method 

Start 6809 End 

GI none Score 

Exons 6809.. 7162, 6819.. 7052, 7107.. 7163 



OJ990426_11.9A25.C57 
7852 

TBLASTX: Wheat 

7163 

157 



Seq. No. 19253 Seq. ID 

Gene No. 40235 Strand 

Start 6524 End 

Name OJ99042 6_11 . 9A25 . C57 . ol . tm Method 

Start 6989 End 

GI none Score 

Exons 6989.. 7291, 6990.. 7253 -> 



OJ990426_11.9A25.C57 
7852 

TBLASTX: Maize 

7291 

142 



Seq. No. 19253 Seq. ID 

Gene No. 40235 Strand 

Start 6524 End 

Name OJ990426_11 . 9A25 . C57 . o3 . tw Method 

Start 7499 End 

GI none Score 

Exons 7499. .7804, 7626.. 7802 



OJ990426_11.9A25.C57 
7852 

TBLASTX: Wheat 

7804 

82 



19642 



Seq. No. 


19254 *" 


Seq. ID 


OJ990426_11. 


9A25 


.C58 


Gene No. 


40236 


Strand 


+ 






Start 


1758 


End 


4550 






Name 


OJ990426 11.9A25.C58.o2.np 


Method 


AAT/NAP 






Start 


1618 


End 


4547 






GI 


4680179 


Score 


4140 






Exons 


1618. .4547 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. -indica] 






Seq. No. 


19254 


Seq. ID 


OJ990426_11. 


9A25 


C58 


Gene No. 


40236 


Strand 


+ 






Start 


1758 


End 


4550 






Name 


OJ990426 11.9A25.C58.o2.gs 


Method 


GENSCAN 






Start 


1758 


End 


4550 






GI 


none 


Score 


. 92 






Exons 


1758.. 2687, 2778.. 3626, 3756. 


. 4550 








Seq. No. 


19254 


Seq. ID 


OJ990426_11. 


9A25 


C58 


Gene No. 


40237 


Strand 


+ 






Start 


5166 


End 


6094 






Name 


OJ990426 11.9A25.C58.o3.gs 


Method 


GENSCAN 






Start 


5166 


End 


6094 






GI 


none 


Score 


.92 






Exons - - 


5166. .5513, 5644. .5713, 6009. 


.6094' 








Seq. No. 


19254 


Seq. ID 


OJ990426_11. 


9A25 


C58 


Gene No. 


40238 


Strand 


+ 






Start 


6523 


End 


6904 






Name 


OJ990426 11.9A25.C58.ol.gp 


Method 


AAT/GAP 






Start 


6523 


End 


6904 






GI 


uC-osflcyp033a04bl 


Score 


643 






Exons 


6523. .6904 










GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 1 1E10 1 








Seq. No. 


19254 


Seq. ID 


OJ990426_11. 


9A25 


C58 


Gene No. 


40239 


Strand 


" + 






Start 


10064 


End 


10181 






Name 


OJ990426 11.9A25.C58.o5.np 


Method 


AAT/NAP 






Start 


10064 


End 


10181 






GI 


6721512 


Score 


81 






Exons 


10064. .10181 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


19254 


Seq. ID 


OJ990426_11. 


9A25 


C58 


Gene No. 


40240 


Strand 


+ 






Start 


11215 


End 


11619 






Name 


OJ990426 11.9A25.C58.o6.np 


Method 


AAT/NAP 






Start 


11215 


End 


11619 






GI 


2462640 


Score 


485 






Exons 


11215. .11619 










GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


19254 


Seq. ID 


OJ990426_11. 


9A25. 


C58 


Gene No. 


40241 


Strand 








Start 


1 


End 


1486 







19643 



Name 


OJ990426 11. 9A25.C58.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1144 




GI 


5902445 


Score 


1307 




Exons 


1. .1144 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq:- No. 


19254 


Seq. ID 


OJ990426_ 


11. 9A25.C58 


Gene No. 


40241 


Strand 






Start 


1 


End 


1486 




Name 


OJ990426 11.9A25.C58.ol.gs 


Method 


GENSCAN 




Start 


43 


End 


1486 




GI 


none 


Score 


.71 




Exons 


43. .882, 893. .1084, 1124. .1486 






Seq. No. 


19254 


Seq. ID 


OJ990426_ 


11.9A25.C58 


Gene No. 


40242 


Strand 






Start 


6456 


End 


15553 




Name 


OJ990426 11. 9A25.C58.o3.np 


Method 


AAT/NAP 




Start 


6456 


End 


11505 




GI 


4680186 


Score 


345 




Exons 


6456. .6656, 7495. .7548, 8890 


..9003, 11455. .11505 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. indica] 




Seq. No. 


19254 


Seq. ID 


OJ990426_ 


11.9A25.C58 


Gene No. 


40242 


Strand 






Start 


6456 


End 


15553 




Name 


OJ990426 11.9A25.C58.o4.np 


Method 


AAT/NAP . 




Start 


7157 


End 


9492 




GI 


6721562 


Score 


436 




Exons 


7157.. 7220, 8058.. 8680, 8928 


. .9492 






GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein 


gene cluster; 




hypothetical protein. (AF031569) [Oryza sativa] 






gi| 6815087 | db j |BAA90373.1| (AP001081) 


Similar to 


Zea mays 22-kDa 




alpha zein gene cluster; hypothetical 


protein. ' (AF031569) [Oryza 




sativa] 








Seq. No. 


19254 


Seq. ID 


OJ990426_ 


11.9A25.C58 


Gene No. 


40242 


Strand 






Start 


6456 


End 


15553 




Name 


OJ990426 11.9A25.C58.o4.gs 


Method 


GENSCAN 




Start 


7601 


End 


15553 




GI 


none 


Score 


.81 




Exons 


7601. .8055, 8152. .8533, 8580 


..8998, 9060. .10000, 


10045. .10118, 




104 51. .10559, 13806. .13958, 


14781. .15208, 15425. 


.15553 


Seq. No. 


19254 


Seq. ID 


OJ990426_ 


11.9A25.C58 


Gene No. 


40243 


Strand 






Start 


16726 


End 


17781 




Name 


OJ990426 11. 9A25.C58.o5.gs 


Method 


GENSCAN 




Start 


16726 


End 


17781 




GI 


none 


Score 


.99 




Exons 


1672 6. .17220, 17701. .17781 








Seq. No. 


19254 


Seq. ID 


OJ990426_ 


11. 9A25.C58 


Gene No. 


40244 


Strand 






Start 


19697 


End 


19968 




Name 


OJ990426 11.9A25.C58.o2.gp 


Method 


AAT/GAP 





19644 



Start 19697 End 19968 

GI 61605_1.R1084 Score 426 

Exons 19697. .19968 

GI Descrip. 1 5852 17 0/emb | ALII 7265 . 1 IOST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19254 
40245 
20356 

OJ990426_11. 9A25.C58.o3.ts 
10 

none 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Soybean 

End 2795 

Score 192 



10. .117, 136. .264, 2550. .2795, 2567. .2695 



19254 
40245 
20356 

OJ9904 26_11. 9A25.C58 .o5.tw 
203 
none 

203. .517, 205. .627, 328. .582, 2193. .2510, 2285. .2413, 
21869.. 21922 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 21922 

Score 244 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name 0 J9 9 0 4 2 6_1 1 . 9A2 5 . C5 8 . o 4 . tm 

Start 235 

GI none 
Exons 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End * 23331 

Method TBLASTX : Mai ze 

End 2579 

Score 171 



235. .600, 2079. .2258, 2087. .2206, 2265. .2579, 2330. .2458, 
2492. .2536 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ9904 26_11 . 9A25 . C58 . ol . ts 

Start 286 

GI none 
Exons 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Soybean 

End 2528- 

Score 57 

286.. 657, 2133.. 2165, 2135.. 24.64, 2169.. 2528, 2171... 2206, 
2252. .2527 



End 

Method 

End 

Score 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ990426_11 . 9A25 . C58 . olO . tw 

Start 628 

GI none 

Exons 628.. .843, 683.. 769 

Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ9904 26_11 . 9A25 . C58 . o9 . tm 

Start 712 

GI none 

Exons 712.. 900, 872.. 1069, 873.. 980, 893.. 1015 



Seq. ID OJ990426_11.9A25.C58 
Strand 

23331 

TBLASTX: Wheat 
843 
60 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX: Maize 

End 1069 

Score 102 



19645 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ990426_1 1 . 9A25 . C58 . 06 . tw 

Start 887 

GI none 
Exons 



Seq. ID OJ990426_11.9A25, 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 1238 

Score 71 



C58 



887. .1234, 888. .989, 893. .1213, 1065. .1238 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ990426_11 . 9A25 .C58 . oil . tw 

Start 1391 

GI none 

Exons 1391.. 1570 



Seq. ID OJ990426_11.9A25, 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 1570 

Score 192 



C58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ990426_11.9A25, 
Strand 

23331 

TBLASTX: Wheat 
2192 
45 



End 

Method 

End 

Score 



1936, 1815. .2192 



19254 
40245 
20356 

OJ990426_11.9A25.C58.o4.tw 
1706 
none 

1706. .2149, 1710. .1760, 1784, 

19254 
40245 
20356 

0 J9 9 0.4 2 6_1 1 . 9 A2 5 . C 5 8 . o 7 . tm 
1721 
none 

1721.. 2011, 1722.. 2009 

19254 
40245 
20356 

OJ990426_11. 9A25.C58.o3.tw 
2513 
none 

2513. .2914, 2514. .2927, 2577. .2921, 2614. .2925 



C58 



Seq. ID OJ990426_11.9A25. 
Strand 

23331 

TBLASTX: Maize 
2011 
268 



C58 



End 

Method 

End 

Score 



Seq. ID OJ990426JL1. 9A25. 
Strand 

23331 

TBLASTX: Wheat 
2927 
558 



C58 



End 

Method 

End 

Score 



19254 
40245 
20356 

OJ990426_11 . 9A25 . C58 . o3 . tm 

2615 

none 



Seq. ID OJ990426_11. 9A25. 
Strand 

End 23331 

Method TBLASTX : Mai ze 

End 2978 

Score 44 6 



C58 



2615. .2965, 2616. .2969, 2616. .2978 



19254 
40245 
20356 

OJ990426_11 . 9A25 . C58 . o2 . tw 

2969 

none 



Seq. ID OJ990426_11. 9A25 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 3536 

Score 634 



,C58 



2969. .3229, 3000. .3536, 3072. .3530, 3284. .3535 

19254 Seq. ID OJ99042 6_11 . 9A25 . 



C58 



19646 



Gene No. 40245 Strand 

Start 20356 End 

Name OJ990426_11 . 9A25 . C58 . o2 . ts Method 

Start 3324 End 

GI none Score 

Exons 3324.. 3584, 3381.. 3584 



23331 

TBLASTX : Soybean 

3584 

286 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ990426_11 . 9A25 . C58 . 06 . tm 

Start 3383 

GI none 

Exons 3383.. 3670, 3384.. 3674 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Mai ze 

End 3674 

Score 352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19254 
40245 
20356 

OJ990426_11. 9A25.C58.ol.tw 

3543 

none 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 4169 

Score 669 



3543. .4169, 3599. .4057, 3915. .4166 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name O J9 90 4 2 6_1 1 . 9A2 5 . C58 . ol . tm 

Start 3723 

GI none 
Exons 



Seq. ID OJ99042 6_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Maize 

End 4322 

Score 231 



3723. .3884, 3726. .3878, 3882. .4322, 3884. .4306 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name OJ9904 26JL1 . 9A25 . C58 . o7 . tw 

Start 4169 

GI none 

Exons 4169.. 4438, 4170.. 4502 

Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name O J9 90 4 2 6_1 1 . 9A2 5 . C5 8 . o 9 . t w 

Start 8189 

GI none 
Exons 



Seq. ID OJ990426_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 4502 

Score 322 



Seq. ID OJ990426_11. 9A25.C58 
Strand 

End 23331 

Method TBLASTX : Wheat 

End 18891 

Score 81 



8189. .8449, 8190. .8417, 8423. .8536, 8475. .8525, 8537. .8587, 
18754. .18813, 18841. .18891 



Seq. No. 19254 

Gene No. 40245 

Start 20356 

Name 0 J9 9 0 4 2 6_1 1 . 9 A2 5 . C 5 8 . o2 . tm 

Start 11251 

GI none 
Exons 



Seq. ID OJ99042 6_11.9A25.C58 
Strand 

End 23331 

Method TBLASTX : Mai ze 

End 12159 

Score 260 



11251. .11694, 114 87. .11519, 1158 9 . . 11 672 , 11715 .. 118 97, 
11716. .12021, 12040. .12159 



19647 



Seq. No. 


19254 




Seq. ID 


OJ990426_11.9A25. 


C58 


Gene No. 


40245 




Strand 






Start 


20356 




End 


23331 




Name 


OJ990426 11.9A25.C58. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12160 




End 


12537 




GI 


none 




Score 


220 




Exons 


12160. .12363, 12160.. 


12369, 


12358. .12429, 12424. .12537, 






12432.. 12536 










Seq. No. 


19254 




Seq. ID 


OJ990426_11.9A25. 


C58 


Gene No. 


40245 




Strand 






Start 


20356 




End 


23331 




Name 


OJ990426 11.9A25.C58. 


08 .tw 


Method 


TBLASTX: Wheat 




Start 


12172 




End 


12519 




GI 


none 




Score 


305 




Exons 


12172. .12486, 12192.. 


12488, 


12202. .12519 




Seq. No. 


19254 




Seq. ID 


OJ990426_11. 9A25. 


C58 


Gene No. 


40245 




Strand 






Start 


20356 




End 


23331 




Name 


OJ990426 11.9A25.C58. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


12706 




End 


13083 




GI 


none 




Score 


60 




Exons 


12706. .1277.7, 12790. . 


13083 








Seq. No. 


19254 




Seq. ID 


OJ990426_11.9A25. 


C58 


Gene No. 


40245 




Strand 






Start 


20356 




End 


23331 




Name 


OJ990426 11.9A25.C58. 


08 . np 


Method 


AAT/NAP 




Start 


20356 




End 


23331 




GI 


6063554 




Score 


250 




Exons 


20356. .20528, 21165.. 


21195, 


22378. .22420, 22584. .22808, 






23091. .23331 










GI Descrip. 


(AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


19254 




Seq. ID 


OJ990426_11. 9A25. 


C58 


Gene No. 


40245 




Strand 






Start 


20356 




End 


23331 




Name 


OJ990426 11.9A25.C58. 


o3.gp 


Method 


AAT/GAP 




Start 


20968 




End 


21699 




GI 


101153 1.R1084 




Score 


359 




Exons 


20968. .21194, 21670.. 


21699 








GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


115 Oryza sativa 






indica(GLA4) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


19254 




Seq. ID 


OJ990426_L1.9A25. 


C58 


Gene No. 


40245 




Strand 






Start 


20356 




End 


23331 




Name 


OJ990426 11.9A25.C58. 


o7 .gs 


Method 


GENSCAN 




Start 


21977 




End 


22912 




GI 


none 




Score 


.7 




Exons 


21977. .22067, 22149. . 


22220, 


22271. .225 


64, 22584 . .227-26, 






22762. .22912 










Seq. No. 


19255 




Seq. ID 


OJ990426_11. 9A25. 


C59 



19648 




Gene No. 


40246 


Strand 


+ 


Start 


306 


End 


2089 


Name 


OJ990426 11 . 9A25 .C59.ol .gs 


Method 


GENSCAN 


Start 


306 ~ 


End 


2089 


GI 


none 


Score 


. 95 


Exons 


306. .451, 1781. .1881, 2037.. 


2089 




Sea No 


19255 


Seq. ID 


OJ990426 11.9A25.C59 


Gene No . 


40247 


Strand 


+ ~ 


Start 


4524 


End 


4935 


Name 


OJ990426 11.9A25.C59.ol.gp 


Method 


AAT/GAP 


Start 


4524 


End 


4935 


GI 


uC-osflcyp091cl0al 


Score 


788 


Exons 


4524. .4935 






GI Descrip . 


•3970689/emb|CAA77191| 2 . Oe- 


09 (Y18484) 


(+) -delta - cadinene 




synthase [Gossypium arboreum] 1 




Seq. No. 


19255 


Seq. ID 


OJ990426_11.9A25.C59 


Gene No. 


4 0248 


Strand 




Start 


3828 


End 


4920 


Name 


OJ990426 11.9A25.C59.o2.gs 


Method 


GENSCAN 


Start 


3828 


End 


4919 


GI 


none 


Score 


. 8 


Exons 


3828. .4121, 4671. .4919 






Sea No 


19255 


Seq. ID 


OJ990426_11.9A25.C59 


Gene No. 


40248 


Strand 




Start 


3828 


End 


4920 


Name 


OJ990426 11.9A25.C59.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3831 


End 


4724 


GI 


none 


Score 


44 


Exons 


3831.. 3956, 3841.. 3957, 3841 


..3969, 3966. .4112, 4042. .4107, 




4677. .4724 






Seq. No. 


19255 


Seq. ID 


OJ990426_11.9A25.C59 


Gene No. 


40248 


Strand 




Start 


3828 


End 


4920 


Name 


OJ990426 11.9A25.C59.ol.tm 


Method 


TBLASTX: Maize 


Start 


3846 


End 


4920 


GI 


none 


Score 


45 


Exons 


3846. .4112, 3889. .3960, 4039 


..4110, 4671. .4919, 4672. .4920 


Sea No. 


19256 


Seq. ID 


OJ990426_11.9A25.C60 


Gene No . 


40249 


Strand 


+ 


Start 


1469 


End 


1874 


Name 


OJ990426 11. 9A25.C60.ol.gp 


Method 


AAT/GAP 


Start 


1469 


End 


1874 


GI 


uC-osflcyp091cl0al 


Score 


682 


Exon ^ 


1469. .1874 






vj x i_> \^ o o -i- • 


1 3970689/emb|CAA77191 | 2 . Oe- 


09 (Y18484) 


{ + ) -delta-cadinene 




synthase [Gossypium arboreum 


] ' 




Seq. No. 


19256 


Seq. ID 


OJ9904 26_11.9A25.C60 


Gene No. 


40250 


Strand 




Start 


789 


End 


2201 


Name 


OJ990426 11.9A25.C60.ol.gs 


Method 


GENSCAN 


Start 


789 


End 


2201 



19649 



GI 


V 

none 






Score 


w 

.9 




Exons 


789. .1082, 


1610. . 1858, 


2136. 


.2201 






Seq. No. 


19256 






Seq. ID 


OJ990426_11.9A25 


C60 


Gene No. 


40250 






Strand 


— 




Start 


789 






End 


2201 




Name 


OJ990426 11 


.9A25.C60.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


790 






End 


1663 




GI 


none 






Score 


63 




Exons 


790.. 927, 79S..923, 847 


. .930 


, 927.. 1073, 1003.. 1068, 1616.. 1663 


Seq. No. 


19256 






Seq. ID 


OJ990426_11.9A25 


C60 


Gene No. 


40250 






Strand 






Start 


789 






End 


2201 




Name 


OJ990426 11 


.9A25.C60.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


807 






End 


1860 




GI 


none 






Score 


94 




Exons 


807. .1073, 


1610. . 1858, 


1611. 


.1859, 1795. .1860 




Seq. No. 


19257 






Seq. ID 


OJ990426_11.9A25 


C61 


Gene No. 


40251 






Strand 






Start 


• 1 






End 


5183 




Name 


OJ990426 11 


. 9A25.C61.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


5183 




GI 


5360741 






Score 


364 




Exons 


1..18, 2386 


..2613, 3882 


..4260, 4804. .5183 




GI Descrip. 


(AB023816) 


vetispiradiene synthase [Solanum tuberosum] 




Seq. No. 


19257 






Seq. ID 


OJ990426_11.9A25 


C61 


Gene No. 


40251 






Strand 






Start 


1 






End 


5183 




Name 


OJ990426 11 


. 9A25.C61.ol 


.gs 


Method 


GENSCAN 




Start 


338 






End 


5062 




GI 


none 






Score 


.46 




Exons 


338.. 455, 2395.. 2613, 3882.. 


4260, 4804 


. .5062 




Seq. No. 


19257 






Seq. ID 


OJ990426_11. 9A25 


C61 


Gene No. 


40251 






Strand 






Start 


1 






End 


5183 




Name 


OJ990426 11 


.9A25.C61.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2388 






End 


4238 




GI 


none 






Score 


82 




Exons 


2388. .2558, 


2388. .2621, 


2389 


..2613, 3881.. 3955, 3894.. 3950, 




3935. .4069, 


4076. .4234, 


4079 


..4237, 4089. .4238 




Seq. No. 


19257 






Seq. ID 


OJ9.90426_11.9A25 


C61 


Gene No. 


40251 






Strand 






Start 


1 






End 


5183 




Name 


OJ990426 11 


.9A25.C61.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3893 






End 


4259 




GI 


none 






Score 


63 




Exons 


3893. .4258, 


4170. .4259 










Seq. No. 


19258 






Seq. ID 


OJ990426_11.9A25, 


C62 


Gene No. 


40252 






Strand 






Start 


1 






End 


4124 




Name 


OJ990426 11 


. 9A25.C62.ol 


.np 


Method 


AAT/NAP 





19650 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1987 
245 



4733937 

1..152, 692. .962, 1865. .1987 

(AF080245) sesquiterpene synthase [Elaeis oleifera] 



19258 
40252 
1 * 

OJ9904 26_11.9A25.C62.ol.gs 

692 

none 



Seq. ID OJ990426_11.9A25.C62 
Strand 

End 4124 

Method GENSCAN 

End 4124 

Score .76 



692. .950, 1476. .1508, 1859. .2066, 3216. .3362, 3510. .3681, 
4037. .4124 



Seq. No. 19258 

Gene No. 40252 

Start 1 

Name OJ990426_11 . 9A25 . C62 . ol . gp 

Start 1844 

GI none 

Exons 1844.. 2172 



Seq. ID OJ990426_11.9A25.C62 
Strand 

End 4124 

Method AAT/GAP 

End 2172 

Score 554 



Seq. No. 19259 

.Gene No. 40253 

Start 943 

Name OJ990426_11 . 9A25 . C63 . ol . gs 

Start 943 

GI none 

Exons 943.. 1176 



Seq. ID OJ990426_11.9A25.C63 
Strand 

End 1176 

Method GENSCAN 

End 1176 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19260 
40254 
1 

OJ99042 6_11. 9A25.C66.ol.np 
1 

6815052 
1..63, 497. .704 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ990426_11.9A25.C66 

Strand + 

End 704 

Method AAT/NAP 

End 704 

Score 186 



19261 
40255 
31 

OJ990426_11. 9A25.C67.ol.tm 
2 

none 

2. .193, 3. .173, 11. .178 

19261 
40255 
31 

OJ990426__11 . 9A25 . C67 . ol . gs 
31 

none 

31. .192, 291. .439 



Seq. ID OJ990426_11.9A25.C67 

Strand 

End 439 

Method TBLASTX : Mai ze 

End 193 

Score 161 



Seq. ID OJ990426_11.9A25.C67 
Strand 

End 439 

Method GENSCAN 

End 439 

Score .75 



Seq. No. 
Gene No. 



19262 
40256 



Seq. ID OJ990426_11.9A25.C73 
Strand 



19651 



Start 
Name 
Start 
GI 

Exons 



182 End 624 

OJ990426_11 . 9A25 . C73 . ol . gs Method GENSCAN 

182 End 624 

none Score .93 
182.. 624 



Seq. No. 19263 Seq. ID 

Gene No. 40257 Strand 

Start 95 End 

Name O J9 90 4 2 6_1 1 . 9A2 5 . C7 4 . o 1 . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 240, 770.. 793 



OJ990426_11.9A25.C74 
793 

GENSCAN 

793 

.95 



Seq. No. 19264 Seq. ID OJ990426_11.9A25.C75 

Gene No. 40258 Strand 

Start 316 End 1091 

Name OJ990426_11 . 9A25 . C75 . ol . np Method AAT/NAP 

Start 316 End 1023 

GI 5668598 Score 94 

Exons 316.. 1023 

GI Descrip. (AF106062) Wiskott-Aldrich syndrome protein interacting protein 
[Homo sapiens] 



Seq. No. 


19264 




Seq. ID 


OJ990426_11 


. 9A25.C75 


Gene No. 


40258 




Strand 






Start 


316 




End 


1091 




Name 


OJ990426 


11. 9A25.C75 


.ol.gs Method 


GENSCAN 




Start 


354 




End 


1091 




GI 


none 




Score 


.87 




Exons 


354. .490, 


572. .713, 


796. . 1091 






Seq. No. 


19265 




Seq. ID 


OJ990426_11 


. 9A25.C7 6 


Gene No. 


40259 




Strand 


+ 




Start 


286 




End- 


8414 




Name 


OJ990426 


11.9A25.C76 


. ol . gs ' Method 


GENSCAN 




Start 


286 




End 


6100 




GI 


none 




Score 


.4 




Exons 


286. .344, 


927. .1057, 


1442.. 1505, 2635. 


.2676, 270,1. 


.2770, 



4129. .4301, 4389. .4618, 5982. .6100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19265 
40259 
286 

OJ990426 
4129 
2462763 
4129. .4301, 
(AC002292) 



Seq. ID OJ990426_11.9A25.C76 

Strand + 

End 8414 

Method AAT/NAP 

End 6855 

Score 565 
4389. .4461, 6510. .6855 
Highly similar to auxin-induced protein (aldo/keto 



11. 9A25.C7 6.ol.np 



reductase family) [Arabidopsis thaliana] 



Seq. No. 19265 Seq. ID 

Gene No. 40259 Strand 

Start 286 End 

Name OJ990426_11 . 9A25 . C7 6 . o2 . gs Method 

Start 6576 End 

GI none Score 



OJ990426_11.9A25.C76 
+ 

8414 
GENSCAN 
8414 
.49 



19652 



Exons 


6576. . 


6785, 


Seq. No. 


19265 




Gene No. 


40260 




Start 


8892 




Name 


OJ990426 11 


Start 


4115 




GI 


none 




Exons 


4115. . 


4228, 




6501. . 


6611 


Seq. No. 


19265 




Gene No. 


40260 




Start 


8892 




Name 


OJ990426 11 


Start 


4117 




GI 


none 




Exons 


4117. . 


4302, 




6488. . 


6673, 


Seq. No. 


19265 




Gene No. 


40260 




Start 


8892 




Name 


OJ990426 11 


Start 


4117 




GI 


none 




Exons 


4117. . 


4302, 


Seq. No. 


19265 




Gene No. 


40260 




Start 


8892 




Name 


OJ990426 11 


Start 


5072 




GI 


none 




Exons 


5072. . 


5152, 




5180. . 


5344, 




5201. . 


5350, 




5345. . 


5434, 




5372. . 


5521, 




5387. . 


5566, 




5415. . 


5543, 




5546. . 


5653, 




5569. . 


5661, 




5676. . 


5768, 




5728. . 


5796 


Seq. No. 


19265 




Gene No. 


40260 




Start 


8892 




Name 


OJ990426 11 


Start 


6500 




GI 


none 




Exons 


6500. . 


6652, 




6772. . 


6792, 


Seq. No. 


19265 




Gene No. 


40260 





Seq. ID OJ990426_11.9A25.C76 
Strand 

End 904 6 

Method TBLASTX : Soybean 

End 6613 

Score 8 6 



Seq. ID OJ990426_11.9A25.C76 
Strand 

End 9046 

Method TBLASTX: Cress 

End 6673 

Score 288 

.4301, 4383.. 4409, 4387.. 4428, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_11.9A25.C76 
9046 

TBLASTX: Maize 

4428 

295 



4129. 


, .4299, 


4170. 


.4301, 


4383. 


.4409, 


4387. 


.4428 








Seq. 


ID OJ990426 


11.9A25.C76 








Strand 














End 


9046 






9A25. 


,C76.o3. 


. tm 


Method TBLASTX: Maize 










End 


5798 












Score 


38 








5149. 


, .5307, 


5150. 


.5293, 


5150. , 


.5308, 


5162. 


.5377, 


5183. 


, .5335, 


5185. 


.5304, 


5193. , 


.5339, 


5200. 


.5349, 


5281. 


. .5358, 


5288. 


.5365, 


5341. , 


.5433, 


5341. 


.5433, 


5356. 


, .5529, 


5359. 


.5517, 


5363. , 


.5521, 


5371. 


.5526, 


5381. 


. .5536, 


5381. 


.5563, 


5383. , 


.5535, 


5384. 


.5536, 


5396. 


. .5554, 


5408. 


.5554, 


5412. , 


.5441, 


5413. 


.5547, 


5480. 


, .5704, 


5500. 


.5670, 


5530. , 


.5649, 


5532. 


.5651, 


5553. 


, .5654, 


5557. 


.5658, 


5562. , 


.5702, 


5568. 


.5669, 


5570. 


.5668, 


5571. 


.5669, 


5580. , 


.5666, 


5584. 


.5667, 


5704 . 


, .5751, 


5723. 


.5797, 


5724. , 


.5798, 


5725. 


.5781, 



. tm 



6501. 
6799. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6668, 
.6849 



OJ99042 6_11. 9A25.C7 6 
9046 

TBLASTX: Maize 
6857 
110 

6679. . 6717, 6685. .6777, 



Seq. ID 
Strand 



OJ990426 11.9A25.C76 
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Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8892 - End 

O J9904 2 6_1 1 . 9A2 5 . C7 6 . o2 . t s Method 
6615 End 
none Score 
6615.. 6668, 6685.. 6849, 6777.. 6851 



19265 
40260 
8892 

OJ9904 2 6_11 . 9A25 . C7 6 . o3 . gs 

8892 

none 

8892. .9046 



9046 

TBLASTX: Soybean 

6851 

96 



Seq. ID OJ990426_11.9A25.C76 
Strand 

End 9046 

Method GENSCAN 

End 9046 

Score .55 



Seq. No. 19266 

Gene No. 40261 

Start 759 

Name OJ990426_11 . 9A25 . C77 . ol . gs 

Start 759 

GI none 

Exons 759.. 1115, 1308.. 1808 



Seq. ID OJ990426_11.9A25.C77 

Strand + 

End 2108 

Method GENSCAN 

End 1808 

Score . 4 



Seq. No. 

Gene No. 

Start: 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990426_11.9A25.C77 
Strand + 

2108 
AAT/NAP 
1903 
1196 



19266 
40261 
759 

OJ990426_11 . 9A25 . C77 . ol . np 
870 

5441880 
870. .1903 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



End 

Method 

End 

Score 



19266 
40261 
759 

.OJ990426_11. 9A25.C77.ol.tm 

1437 

none 



Seq. ID OJ990426_11.9A25.C77 

Strand + 

End 2108 

Method TBLASTX : Mai ze 

End 2033 

Score 352 



1437. .1904, 1442. .1915, 1962. .2033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19266 
40261 
759 

OJ990426_11. 9A25.C77.ol.tw 

1733 

none 



Seq. ID OJ990426_11.9A25.C77 

Strand + 

End 2108 

Method TBLASTX : Wheat 

End 2108 

Score 173 



1733. .1879, 1734. .1910, 1934. .2026, 1935. .2108, 1957. .2097 



Seq. ID OJ990426_11.9A25.C78 

Strand + 

End 7 61 

Method AAT/NAP 

End 761 

Score 413 



19267 
40262 
1 

OJ99042 6_11 . 9A25 . C78 . ol . np 
1 

5441880 
1..380, 698. .761 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
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predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 19267 Seq. ID 

Gene No. 40262 Strand 

Start 1 End 

Name OJ990426_11 . 9A25 .C78 . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3.-395, 5.. 406, 453.. 524 



OJ990426_11 . 9A25 .C78 
+ 

761 

TBLASTX: Maize 

524 

291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19267 
40262 
1 

OJ99042 6_11 . 9A25 . C78 . ol . tw 

224 

none 



Seq. ID OJ990426_11.9A25.C78 



Strand 
End 

Method 

End 

Score 



+ 

761 

TBLASTX: Wheat 

599 

173 



224. .370, 225. .401, 425. .517, 426. .599, 448. .588 



Seq. No. 19268 Seq. ID OJ990426_ 

Gene No. 40263 Strand + 

Start 176 End 1763 

Name OJ990426_11 . 9A25 . C80 . ol . gs Method GENSCAN 

Start ' 176 End 1763 

GI none Score .72 

Exons 176.. 519, 1694.. 1763 



11.9A25.C80 



Seq. No. 19269 Seq. ID 

Gene No. 40264 Strand 

Start 176 End 

Name 0 J990 4 2 6_1 1 . 9A2 5 . C8 1 . ol . gs Method 

Start 176 End 

GI none Score 

Exons 176.. 275 



OJ990426_11.9A25.C81 
275 

GENSCAN 

275 

.56 



Seq. No. 


19270 








Seq. ID 


OJ990426_11.9A25 


.C83 


Gene No. 


40265 








Strand 






Start 


59 








End 


475 




Name 


OJ990426 


_11. 


9A25. 


C83.ol.tm 


Method 


TBLASTX: Maize 




Start 


59 








End 


475 




GI 


none 








Score 


87 




Exons 


59. .172, 


60. 


.164, 


167. .238, 


227. .394, 


233. .475 




Seq. No. 


19270 








Seq. ID 


OJ990426_11.9A25 


.C83 


Gene No. 


40265 








Strand 






Start 


59 








End 


475 




Name 


OJ990426 


_11. 


9A25. 


C83.ol.tw 


Method 


TBLASTX: Wheat 




Start 


66 








End 


424 




GI 


none 








Score 


147 




Exons 


66. .404, 


110 


. .424 











Seq. No. 19271 

Gene No. 40266 

Start 180 

Name OJ990706_14 . 9A14 . CI . ol . gs 

Start 180 

GI none 



Seq. ID OJ990706_14 . 9A14 .CI 

Strand + 

End 338 

Method GENSCAN 

End 338 

Score . 96 



19655 



Exons 



180. .338 



Seq. No. 19272 Seq. ID 

Gene No. 40267 Strand 

Start 55 End 

Name OJ990706_14 . 9A14 . C2 . ol . gs Method 

Start 55 End 

GI none Score 

Exons 55. .510 



OJ990706_14.9A14.C2 
510 

GENSCAN 

510 

.93 



Seq. No. 19273 Seq. ID 

Gene No. 40268 Strand 

Start 244 End 

Name OJ990706_14 . 9A14 . C3 . ol . gp Method 

Start 244 End 

GI 3767784 Score 

Exons 244 .. 474 



OJ990706_14.9A14.C3 
+ 

474 

AAT/GAP 

474 

436 



Seq. No. 19274 

Gene No. 40269 

Start 254 

Name OJ990706_14 . 9A14 . C4 . ol . gs 

Start 254 

GI none 

Exons 2S4..379 



Seq. ID OJ990706_14.9A14.C4 
Strand 

End 37 9 

Method GENSCAN 

End 37 9 

Score- .48 



Seq. No. 19275 

Gene No. 40270 

Start 1 

Name OJ990706_14 . 9A14 . C5 . ol . np 

Start 1 

GI 4680179 

Exons 1..740 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990706_14 . 9A14 .C5 
Strand 

End 740 

Method AAT/NAP 

End 740 

Score 1080 

sativa subsp. indica] 



Seq. No. 19275 

Gene No. 40270 
Start . 1 

Name OJ990706_14 . 9A14 . C5 . ol . tm 

Start 6 

GI none 

Exons 6.. 296, 8.. 295, 211.. 300, 293. 



Seq. ID OJ990706_14 . 9A14 .C5 
Strand 

End 74 0 

Method TBLASTX : Mai ze 

End 454 

Score 164 

.454, 300. .446 



Seq. No. 19275 

Gene No. 40270 

Start 1 

Name OJ990706_14 . 9A14 . C5 . ol . tw 

Start 8 

GI .. none 

Exons 8.. 634, 11.. 124, 120.. 578 



Seq. ID OJ990706_14.9A14.C5 
Strand 

End 740 

Method TBLASTX : Wheat 

End 634 

Score 59 



Seq. No. 19275 

Gene No. 40270 

Start 1 

Name OJ9907 06_14 . 9A14 . C5 . ol . gs 

Start 40 

GI none 



Seq. ID OJ990706_14.9A14.C5 

Strand 

End 740 

Method GENSCAN 

End 700 

Score . 8 



19656 




Exons 


40. .700 








Seq. No. 


19275 


Seq. ID 


OJ990706JL4 .9A14 


.C5 


Gene No. 


40270 


Strand 






Start 


1 


End 


740 




Name 


OJ990706 14 .9A14 .C5.o2.tm 


Method 


TBLASTX: Maize 




Start- 


503 


End 


736 




GI 


none 


Score 


177 




Exons 


503. .736, 507. .728, 590. .733 








Seq. No. 


19275 


Seq. ID 


OJ990706_14 . 9A14 


.C5 


Gene No. 


40270 


Strand 






Start 


1 


End 


740 




Name 


OJ990706 14.9A14.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


593 


End 


736 




GI 


none 


Score 


111 




Exons 


593. .736, 594. .728 








Seq. No. 


19276 


Seq. ID 


OJ990706_14.9A14 


,C6 


Gene No. 


40271 


Strand 






Start 


4 90 


End 


886 




Name 


OJ990706 14.9A14.C6.ol.np 


Method 


AAT/NAP 




Start 


490 


End 


886 




GI 


4680179 


Score 


178 




Exons 


4 90. .886, t i. 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


19277 


Seq. ID 


OJ990706_14.9A14 


.C7 


Gene No. 


40272 


Strand 


+ 




Start 


2657 


End 


7699 




Name 


OJ990706 14.9A14.C7.o3.np 


Method 


AAT/NAP 




Start 


2657 


End 


7699 




GI 


4680186 


Score 


342 




Exons 


2657. .2709, 6611. .6662, 7498. 


.7699 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


19277 


Seq. ID 


OJ990706_14.9A14 


,C7 


Gene No. 


. 40273 


Strand 






Start 


784 


End 


5290 




Name 


OJ990706 14.9A14.C7.ol.np 


Method 


AAT/NAP 




Start 


784 


End 


5290 




GI 


4680179 


Score 


5419 




Exons 


784. .4185, 4219. .5290 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 




Seq. No. 


19277 


Seq. ID 


OJ990706_14.9A14 


.CI 


Gene No. 


40274 


Strand 






Start 


5555 


End 


7632 




Name 


OJ990706 14.9A14.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


829 


End 


1162 




GI 


none 


Score 


131 




Exons 


829. .1161, 850. .1158, 893. .1162 






Seq. No. 


19277 


Seq. ID 


OJ990706_14 . 9A14 


CI 


Gene No. 


40274 


Strand 






Start 


5555 


End 


7632 




Name 


OJ990706 14.9A14.C7.ol.tm 


Method 


TBLASTX: Maize 





19657 



Start 
GI 

Exons 

Seq. No. 

Gene "No"; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1009 
none 

1009. .1449, 

19277 
40274 
5555 

OJ990706_14, 

1162 

none 

1162. .1788, 



1025. .1450, 1447. 



9A14.C7.ol.tw 



1165.. 1416, 1274, 



End 1608 
Score 229 

.1608, 1454.. 1600, 1456.. 1605 



19277 
40274 
5555 

OJ990706_14 . 9A14 . C7 . o4 . tm 

1657 

none 

1657. .1947, 1661. .1948 

19277 
40274 
5555 

OJ990706_14 . 9A14 ,C7 . o2 . ts 

1746 

none 

1746.. 1895, 1747.. 2007, 174( 



19277 
40274 
5555 

OJ990706_14. 

1771 

none 

1771. . 1914, 



19277 
40274 
5555 

OJ990706_14, 

1795 

none 

1795. .2331, 

19277 
40274 
5555 

OJ990706_14, 

2353 

none 

2353. .2715, 

19277 
40274 
5555 

OJ990706_14. 
2362 



9A14.C7.ol.tc 
1772.. 1912, 1915. 

9A14.C7.o2.tw 
1796. .2353 

9A14.C7.o2.tm 
2362.. 2715, 2366. 

9A14 .C7.o3.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 1732 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2002 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2088 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2716 

Seq. ID 

Strand 

End 

Method 
End 



OJ990706_14.9A14.C7 
7632 

TBLASTX: Wheat 

1788 

89 



OJ990706_14.9A14.C7 
7632 

TBLASTX: Maize 

1948 

207 



OJ990706_14.9A14.C7 
7632 

TBLASTX : Soybean 

2007 

156 



OJ990706_14.9A14.C7 
7632 

TBLASTX: Cress 

2088 

83 



OJ990706_14.9A14.C7 
7632 

TBLASTX: Wheat 

2353 

324 



OJ990706_14.9A14.C7 
7632 

TBLASTX: Maize 

2716 

165 



OJ990706_14.9A14.C7 
7632 

TBLASTX: Wheat 
2787 
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GI 


none 








Score 


362 


Exons 


2362. .2787, 


2366 


. .2755 








Seq. No. 


19277 








Seq. ID 


OJ990706_14.9A14.C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


. 9A14 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2536 








End 


2781 


GI 


none 








Score 


93 


Exons 


2536. .2781, 


2537 


. .2764 








Seq. No. 


19277 








Seq. ID 


OJ990706_14.9A14.C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


. 9A14 


C7 ,o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2752 








End 


3252 


GI 


none 








Score 


50 


Exons 


2752. .3066, 


2795 


.2845, 


2873. 


.2926, 3073.. 3252, 3098.. 3244 


Seq. No. 


19277 








Seq. ID 


OJ990706_14 .9A14.C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


9A14 


C7 .o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2788 








End 


3090 


GI 


none 








Score 


272 


Exons 


2788 . . 3090, 


2804 


.3088 








Seq. No. 


19277 








Seq. ID 


OJ990706_14 .9A14.C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


9A14 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2803 








End 


3198 


GI 


none 








Score 


193 


Exons 


2803. .3162, 


2804 


.3094, 


3122. 


.3160, 3166. .3198, 3167. .3196 


Seq. No. 


19277 




- 




Seq. ID 


OJ990706_14 . 9A14 .C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


9A14 


C7 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3139 








End 


3625 


GI 


none 








Score 


269 


Exons 


3139. . 3516, 


3182 


. 3625, 


3571. 


.3621 




Seq. No. 


19277 








Seq. ID 


OJ990706_14 . 9A14.C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


9A14 


C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3175 








End 


3492 


GI 


none 








Score 


180 


Exons 


3175 . . 3492 












Seq. No. 


19277 








Seq. ID 


OJ990706_14 . 9A14 .C7 


Gene No. 


40274 








Strand 




Start 


5555 








End 


7632 


Name 


OJ990706 14 


9A14 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3320 








End 


3610 


GI 


none 








Score 


185 



19659 



Exons 3320.. 3610, 3322.. 3609 

Seq. No. 19277 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 . C7 . 08 . tw 

Start 3721 

-GI none 

Exons 3721.. 3762, 3790.. 3903, 3791. 



Seq. ID OJ990706_14.9A14.C7 
Strand 

End 7 632 

Method TBLASTX : Wheat 

End 4158 

Score 61 

3904, 3949. .4158, 3950. .4102 



Seq. No. 19277 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 . C7 . o7 . tm 

Start ' 3841 

GI none 

Exons 3841.. 4194 



Seq. ID OJ990706_14.9A14.C7 
Strand 

End 7 632 

Method TBLASTX : Mai ze 

End 4194 

Score 187 



Seq. No. 19277 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 .C7 . o7 . tw 

Start 4477 

GI none 

Exons 4477.. 4827, 4634.. 4828 



Seq. ID OJ990706_14.9A14.C7 
Strand 

End 7632 

Method TBLASTX : Wheat 

End 4828 

Score 117 



Seq. No. 19277. 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 . C7 . 06 . tm 

Start 4522 

GI none 

Exons 4522.. 4827, 4649.. 4813 



Seq. ID OJ990706_14 . 9A14.C7 
Strand 

End 7 632 

Method TBLASTX : Mai ze 

End 4827 

Score 91 



Seq. No. 19277 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 . C7 . o9 . tw 

Start 4862 

GI none 

Exons 4862.. 5059, 4864.. 5061 



Seq. ID OJ990706_14 . 9A14 . C7 
Strand 

End 7632 

Method TBLASTX : Wheat 

End 5061 

Score 117 



Seq. No. 19277. 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 ,C7 . o2 . gs 

Start 5555 

GI none 

Exons 5555.. 6364, 7462.. 7527 



Seq. ID OJ990706_14 . 9A14.C7 
Strand 

End 7632 

Method GENSCAN 

End 7527 

Score .86 



Seq. No. 19277 

Gene No. 40274 

Start 5555 

Name OJ990706_14 . 9A14 . C7 . ol . gp 

Start 7247 

GI uC-osflcyp033a04bl 

Exons 7247.. 7632 



Seq. ID OJ990706_14 . 9A14.C7 
Strand 

End 7632 

Method AAT/GAP 

End 7632 

Score 665 



19660 



GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


19278 


Seq. ID 


OJ990706_14.9A14 


.C8 


Gene No. 


40275 


Strand 


+ 




Start 


1 


End 


2794 




Name 


OJ990706 14.9A14.C8.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2794 




GI 


6063554 


Score 


166 




Exons 


1..69, 1223. .1463, 2620. .2794 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


19278 


Seq. Id 


OJ990706_14.9A14 


.C8 


Gene No. 


40276 


Strand 


+ 




Start 


3965 


End 


4756 




Name 


OJ990706 14.9A14.C8.o3.np 


Method 


AAT/NAP 




Start 


3965 


End 


4756 




GI 


4512231 


Score 


1261 




Exons 


3965. .4756 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


19278 


Seq. ID 


OJ990706_14.9A14 


.C8 


Gene No. 


40277 


Strand ■ 






Start 


1 


End 


4 68 




Name 


OJ990706 14 . 9A14 .C8 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4 68 




GI 


4680179 


Score 


343 




Exons 


1..4 68 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


19278 


Seq. ID 


OJ990706_14.9A14 


.C8 


Gene No. 


40278 


Strand 






Start 


399 


End 


1582 




Name 


OJ990706 14 .9A14 .C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


82 


End 


450 




GI 


none 


Score 


72 




Exons 


82. .195, 83. .196, 241. .450, 242. .394 






Seq. No. 


19278 


Seq. ID 


OJ990706_14.9A14 


.C8 


Gene No. 


40278 


Strand 






Start 


399 


End' 


1582 




Name 


OJ990706 14 .9A14 .C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


133 


End 


456 




GI 


none 


Score 


188 




Exons 


133. .456 








Seq. No. 


19278 


Seq. ID 


OJ990706_14.9A14 


.C8 


Gene No. 


40278 


Strand 






Start 


399 


End 


1582 




Name 


OJ990706 14 .9A14 .C8.ol.gs 


Method 


GENSCAN 




Start 


399 


End 


1582 




GI 


none 


Score 


.49 




Exons 


399. .476, 988. .1582 








Seq. No. 


19279 


Seq. ID 


OJ990706_14 . 9A14 


.C9 



19661 



Gene No. 40279 Strand + 

Start 4966 End 5826 

Name OJ990706_14 . 9A14 . C9 . o2 . gs Method GENSCAN 

Start 4966 End 5826 

GI none Score .6 

Exons 4966.-5826 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19279 
40280 
6806 

OJ990706_14 
6806 
5922623 
6806. .6891, 



9A14 .C9.o3.np 



7373. .7526, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7694 . .7769, 



OJ990706_14. 
+ 

8226 
AAT/NAP 
8226 
192 
8002. .8226 



9A14 .C9 



(AP0004 92) hypothetical protein [Oryza sativa] 



gil 6016856 1 dbj | BAA85199.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 19279 Seq. ID 

Gene No. 40281 Strand 

Start 10869 End 

Name OJ990706_14 . 9A14 . C9 . o5 . gs Method 

Start 10869 End 

GI none Score 

Exons 10869. .12002 



OJ990706_14.9A14.C9 
+ 

12002 
GENSCAN 
12002 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19279 
40282 
17475 

OJ990706_14 . 9A14 . C9 . o7 . gs 

17475 

none 



Seq. ID OJ990706_14.9A14.C9 

Strand + 

End 18104 

Method GENSCAN 

End 18104 

Score .49 



17475. . 17488, 17501 .. 17569, 17762. .18104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19279 
40283 
1 

OJ990706_14 ;9A14 .C9.ol.np 
1 

4680179 



Seq. ID OJ990706_14.9A14.C9 
Strand 

End 8816 

Method AAT/NAP 

End 6558 

Score 3395 



1..1917, 1945. .2895, 6487. .6558 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 19279 

Gene No. 40283 

Start 1 

Name OJ990706_14 . 9A14 . C9 . ol . gs 

Start 27 

GI none 
Exons 



Seq. ID OJ990706_14 . 9A14 .C9 
Strand 

End 8816 

Method GENSCAN 

End 4169 

Score .78 . 4 



27. .2584, 2609. .2737, 2781. .2956, 4104. .4169 



Seq. No. 19279 

Gene No. 40283 

Start 1 

Name OJ990706_14 . 9A14 . C9 . ol . gp 

Start 3889 

GI uC-osflcyp033a04bl 



Seq. ID OJ990706_14 . 9A14 .C9 
Strand 

End 8816 

Method AAT/GAP 

End 4274 

Score 633 



19662 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3889. .4274 

1 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

19279 Seq. ID OJ990706_14 . 9A14 ,C9 

40283 Strand 

1 End 8816 

OJ990706_14 . 9A14 . C9 . o2 . np Method AAT/NAP 

5269 End 6728 

6721562 Score 579 

5269.. 5511, 5563.. 5639, 6342.. 6728 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 19279 

Gene No. 40283 

Start 1 

Name OJ990706_14 . 9A14 . C9 . o3 . gs 

Start 6285 

GI none 

Exons -6285. .'6773, 6839.. 7009, 7351. 
8768. .8816 



OJ990706_14 . 9A14 .C9 

8816 
GENSCAN 
8816 
.49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7440, 7540. .7612, 8636. .8714, 



Seq. No. 19279 Seq. ID OJ990706_14 . 9A14 . C9 

Gene No. 40283 Strand 

Start 1 End 8816 " 

Name OJ990706_14 . 9A14 . C9 . o2 . gp Method AAT/GAP 

Start 7072 End 7492 

GI uC-osflcypl72a09al Score 640 

Exons 7072.. 7099, 7129.. 7492 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 19279 Seq. ID 

Gene No. 40284 Strand 

Start 9359 End 

Name OJ990706_14 . 9A14 . C9 . o4 . gs Method 

Start 9359 End 

GI none Score 

Exons 9359. . 10375 



OJ990706_14 . 9A14 .C9 

10375 
GENSCAN 
10375 
1 



Seq. No. 19279 
Gene No. 40285 
Start 12788 

Name - OJ990706_14 . 9A14 . C9 . 06 . gs 

Start 12788 
GI none 
Exons 12788. . 13462, 

14662. . 14719, 

16184. .16294 



13757. .13811, 
15215. . 15326, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13985. .14097, 
15409. . 15514, 



OJ990706 14.9A14.C9 



16300 
GENSCAN 
16294 
.87 

14135. 
16026. 



14265, 
16095, 



Seq. No. 
Gene No. 
Start 



19279 
40285 
12788 



Seq. ID 

Strand 

End 



OJ990706 14.9A14.C9 



16300 



19663 




Name OJ990706_14 . 9A14 .C9 . o4 . np Method AAT/NAP 

Start 13150 End 16300 

GI 4559345 Score 249 

Exons 13150. .13199, 13347 13462, 13760. . 13811, 13985 .. 14037, 

14135. .14236, 14390 14 4 94 , 14600 14711, 15152 .. 15326, 

15409. .15514, 16026. .16095, 16184.. 16300 

GI Descrip. (AC006585) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. No. 


19279 








Seq. ID 


OJ990706_14 . 9A14 


.C9 


Gene No. 


40286 








Strand 






Start 


18418 








End 


21378 




Name 


OJ990706 


14 . 9A14 .C9. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


115 








End 


468 




GI 


none 








Score 


106 




Exons 


115 . . 468, 


122. .265, 


130 


. . 417, 


284 . .463 






Seq. No. 


19279 








Seq. ID 


OJ990706_14 . 9A14 


.C9 


Gene No . 


40286 








Strand 






Start 


18418 








End 


21378 




Name 


OJ990706 


14 . 9A14 .C9. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


115 








End 


540 




GI 


none 








Score 


201 




Exons 


115 . . 465, 


115. .540, 


122 


. .538 








Seq. No. 


19279 








Seq. ID 


OJ990706_14 . 9A14 


.C9 


Gene No . 


40286 








Strand 






Start 


18418 








End 


2137"8 




Name 


OJ990706 


14 . 9A14 .C9. 


o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


286 








End 


534 




GI 


none 








Score 


206 




Exons 


286. . 534 














Seq. No. 


19279 








Seq. ID 


OJ990706_14 . 9A14 


.C9 


Gene No. 


40286 








Strand 






Start 


18418 








End 


21378 




Name 


OJ990706 


14 . 9A14 .C9. 


o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


475 








End 


807 




GI 


none 








Score 


144 




Exons 


475. .807, 


476. .754 












Seq. No. 


19279 








Seq. ID 


OJ990706_14.9A14 


.C9 


Gene No. 


40286 








Strand 






Start 


18418 








End 


21378 




Name 


OJ990706 


14.9A14.C9. 


o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


541 








End 


804 




GI 


none 








Score 


250 




Exons 


541. .804, 


542. .802 












Seq. No. 


19279 








Seq. ID 


OJ990706_14 . 9A14 


.C9 


Gene No. 


40286 








Strand 






Start 


18418 








End 


21378 




Name 


OJ990706 


14.9A14.C9. 


o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


556 








End 


951 




GI 


none 








Score 


189 




Exons 


556. .807, 


566. .799, 


8 62 


. .915, 


872. . 913, 


919. .951, 919.. 


951 



19664 



Seq. No. 19279 Seq. ID 

Gene No. 40286 Strand 

Start 18418 End 

Name OJ990706_14 . 9A14 . C9 . o4 . tm Method 

Start 862 End 

GI none Score 

Exons 862.. 1305, 872.. 1309 



OJ990706_14.9A14.C9 
21378 

TBLASTX: Maize 

1309 

110 



Seq. No. 19279 

Gene No. 40286 

Start 18418 

Name OJ990706_14 . 9A14 . C9 . o2 . tw 

Start 891 

GI none 

Exons 891.. 1265, 892.. 1374, 895. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706_14.9A14.C9 
21378 

TBLASTX: Wheat 

1375 

232 



1371, 935.. 1375 



Seq. No. 19279 Seq. ID 

Gene No. 40286 Strand 

Start 18418 End 

Name OJ990706_14 . 9A14 . C9 . o4 . ts Method 

Start 1024 End 

GI none Score 

Exons 1024.. 1338 



OJ990706_14 .9A14 .C9 
21378 

TBLASTX : Soybean 

1338 

195 



Seq. No. 19279 Seq. ID 

Gene No. 40286 Strand 

Start 18418 End 

Name OJ990706_14 . 9A14 . C9 . o7 . tm Method 

Start 1310 End 

GI none Score 

Exons 1310.. 1465, 1312.. 1503 



OJ990706_14.9A14.C9 
21378 

TBLASTX: Maize 

1503 

156 



Seq. No. 19279 Seq. ID 

Gene No. 40286 Strand 

Start 18418 End 

Name, OJ990706_14 . 9A14 . C9 . o5 . tw Method 

Start 1507 End 

GI none Score 

Exons 1507.. 1860 



OJ990706_14.9A14.C9 
21378 

TBLASTX: Wheat 

1860 

252 



Seq. No. 19279 

Gene No. 40286 

Start 18418 

Name OJ990706_14 . 9A14 . C9 . o4 . tw 

Start 2194 

GI none 

Exons 2194.. 2544, 2328.. 2396, 2372. 



Seq. ID OJ990706_14.9A14.C9 
Strand 

End 21378 

Method TBLASTX : Wheat 

End 2545 

Score 4 9 
.2545 



Seq. No. 19279 -. 

Gene No. 40286 

Start 18418 

Name OJ990706_14 . 9A14 . C9 . 06 . tm 

Start 2239 

GI none 

Exons 2239. .2544 



Seq. ID OJ990706_14 . 9A14 1C9 
Strand 

End 21378 

Method TBLASTX : Mai ze 

End 2544 

Score 24 6 



Seq. No. 



19279 



Seq. ID OJ990706_14 .9A14 .C9 



19665 



Gene No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9 


06. tw 


Method 


TBLASTX : 


Wheat 




Start 


2596 






End 


2794 






GI 


none 






Score 


125 






Exons 


2596. . 


2754, 2597.. 2770, 2744 


. .2794 








Seq. No. 


19279 






Seq. ID 


OJ990706 


_14 . 9A14 


.C9~ 


Gene No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9 


o3 . gp 


Method 


AAT/GAP 






Start 


18418 






End 


19319 






GI 


3767784 




Score 


842 






Exons 


18418. 


.18804, 19242 


. 19319 










Seq. No. 


19279 






Seq. ID 


OJ990706 


14 . 9A14 


,C9 


Gene No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9 


08 . gs 


Method 


GENSCAN 






Start 


18649 






End 


21027 






GI 


none 






Score. 


.89 






Exons 


18649. 


.18804, 19242 


. 19333, 


19405. . 19440, 19634 


. .20291, 






20376. 


.20884, 20964 


.21027 










Seq. No. 


19279 






Seq. ID 


OJ990706 


14 . 9A14 


,C9 


Gene No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9 


ol . ts 


.Method 


TBLASTX: 


Soybean 




Start 


19311 






End 


19910 






GI 


none 






Score 


65 






Exons 


19311. 


.19442, 19350 


. 19442, 


19530. . 19724, 19533 


. .19757, 






19534 . 


.19755, 19776 


. 19910, 


19777. .19902 






Seq. No. 


19279 






Seq. ID 


OJ990706 


_14.9A14 


.C9 


Gene No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9 


o4 . gp 


Method 


AAT/GAP 






Start 


19522 






End 


19926 






GI 


none 






Score 


782' 






Exons 


19522. 


.19926 












Seq. No. 


19279 






Seq. ID 


OJ990706 


_14 . 9A14 


.C9 


Gene. No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


19768 






End 


20057 






GI 


none 






Score 


359 






Exons 


19768. 


.20046, 19770. 


.20057 










Seq. No. 


19279 






Seq. ID 


OJ990706 


14 . 9A14 


.C9 


Gene No. 


40286 






Strand 








Start 


18418 






End 


21378 






Name 


OJ990706 14.9A14.C9. 


o2. tm 


Method 


TBLASTX: 


Maize 




Start 


20856 






End 


21378 






GI 


none 






Score 


44 






Exons 


20856. 


.20888, 20860. 


.20886, 


20945. .21064, 20953 


. .20997, 






20956. 


.21069, 20960. 


.21064, 


21108. .2124 


8, 21124 


. .21249, * 





19666 



21124 . .21261, 21131. .21262, 21258 .. 21362, 21267 .. 21368 , 
21268. .21378, 21268.. 21369 



Seq. No. 19280 Seq. ID 

Gene No. 40287 Strand 

Start 406 End 

Name OJ990706_14 . 9A14 .CIO . ol . gs Method 

Start 406 End 

GI none Score 

Exons 406. . 511 



OJ990706_14 . 9A14 . C10 
511 

GEN SCAN 

511 

1 



Seq. No. 19281 

Gene No. 40288 

Start 75 

Name OJ990706_14 . 9A14 .C12 . ol . gs 

Start 75 

GI none 
Exons 



Seq. ID OJ990706 14.9A14.C12 



75.-873, 1026. 
2512. .3321 



Strand + 
End 5668 
Method GENSCAN 
End 3321 
Score . 68 
1138, 1156. .1880, 1961. .2231, 2254, 



,2448, 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



19281 Seq. ID 

40288 Strand 

75 End 

OJ990706_14 . 9A14 . C12 . ol . np Method 

581 " End 

6498441 Score 



OJ990706_14 . 9A14 . C12 
+ 

5668 
AAT/NAP 
5668 
5656 
,3203, 



3376. .3774, 



581. .1642, 1984. .2448, 2512. .2885, 3069. 
3967. .4291, 4463. .5457, 5595. .5668 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 19281 

Gene No. 40288 

Start 75 

Name OJ990706_14 . 9A14 . C12 . 06 . tw 

Start 729 

GI none 
Exons 



729. 
931. 



.776, 783. 
.1086 



Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX : Wheat 

End 1120 

Score 58 

881, 788. .880, 857. .946, 864. .917, 926. .1120, 



Seq. No. 19281 

Gene No. 40288 

Start 75 

Name OJ990706_14 . 9A14 . C12 . o5 . tw 

Start 1857 

GI none 
Exons 



Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX : Wheat 

End 2355 

Score 78 

1857. .1934, 1858. .1962, 1986. .2246, 2063. .2230, 2254. .2355 



Seq. No. 19281 

Gene No. 40288 

Start 75 

Name OJ990706_14 . 9A14 . C12 . ol . tw 

Start 2519 

GI none 
Exons 



Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX : Wheat 

End 2982 

Score 217 



2519. .2962, 2520. .2975, 2521. .2982, 2521. .2976 



19667 



Seq. No. 


19281 








Gene No. 


"40288 








Start 


75 








Name 


OJ990706 14 


. 9A14 


.C12.o2 


. ts 


Start 


2560 








GI 


none 








Exons 


2560.. 2784, 


2791 


. .2925 




Seq. No. 


19281 








Gene No. 


40288 








Start 


75 








Name 


OJ990706 14 


. 9A14 


.C12.ol 


. tm 


Start 


2650 ~ 








GI 


none 








Exons 


2650. .3006, 


2685 


. .2996, 


2701. 


Seq. No. 


19281 








Gene No. 


40288 








Start 


75 








Name 


OJ990706 14 


. 9A14 


.C12.o3 


. tm 


Start 


3033 ~ 








GI 


none 








Exons 


3033. . 3308, 


3034 


. .3309, 


3308. 


Seq. No. 


19281 








Gene No. 


40288 








Start 


75 








Name 


OJ990706 14 


. 9A14 


.C12.o2 


. tw 


Start 


3090 ~ 








GI 


none 








Exons 


3090. . 3308, 


3091 


. .3309, 


3145. 


Seq. No. 


19281 








Gene No. 


40288 








Start 


75 








Name 


OJ990706 14 


.9A14.C12.ol 


. ts 


Start 


3169 








GI 


none 








Exons 


3169. .3303, 


3186 


.3302, 


3308. 


Seq. No. 


19281 








Gene No. 


40288 








Start 


75 








Name 


OJ990706 14 


. 9A14 


C12.o3 


. tw 


Start 


4139 








GI 


none 








Exons 


4139. . 4387, 


4163 


.4387, 


4228 . 


Seq. No. 


19281 








Gene No. 


40288 








Start 


75 








Name 


OJ990706 14 


. 9A14 


C12.o2 


. tm 


Start 


5082 








GI 


none 








Exons 


5082. .5399, 


5111 


.5398, 


5228. 



Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX : Soybean 

End 2925 

Score 118 



Seq. ID OJ990706_14.9A14.C12 
Strand + 

5668 

TBLASTX: Maize 
3006 
392 



End 

Method 
End 
Score 
.3006 



Seq. ID OJ990706_14.9A14.C12 
Strand + 

5668 

TBLASTX: Maize 
3415 
275 



End 

Method 
End 
Score 
.3415' 



Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX : Wheat 

End 3508 

Score 269 

.3324, 3307.. 3483, 3308.. 3508 

Seq. ID OJ990706_14.9A14.C12 
Strand + 

5668 

TBLASTX : Soybean 
3538 
147 



End 

Method 
End 
Score 
.3538 



Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX : Wheat 

End 4597 

Score 228 

.4404, 4448. .4597, 4459. .4596 

Seq. ID OJ990706_14.9A14.C12 

Strand + 

End 5668 

Method TBLASTX: Maize 

End 5428 

Score 367 
.5428 



Seq. No. 



19281 



Seq. ID OJ990706_14.9A14.C12 



19668 




Gene No. 40288 

Start 75 

Name OJ990706_14 . 9A14 . C12 . o4 

Start 5085 

GI none 

Exons 5085.. 5429, 5108.. 5392 

Seq. No. 19282 

Gene No. 40289 

Start 1 

Name OJ990706_14 . 9A14 . C13 . ol 

Start 1 

GI 4680179 

Exons 1. . 1112 

GI Descrip. (AF111709) polyprotein 

Seq. No. 19282 

Gene No. 40289 

Start 1 

Name OJ990706_14 . 9A14 . C13 . ol 

Start 6 

GI none 

Exons • 6. .149, 11. .148, 15. .14 

Seq. No. 19282 

Gene No. 40289 

Start 1 

Name „ . OJ990706_14 . 9A14 . C13 . o2 

Start 6 

GI none 

Exons 6.. 239, 8.. 235 

Seq. No. 19282 

Gene No. 40289 

Start 1 

Name OJ990706_14 . 9A14 . C13 . ol 

Start 108 

GI none 

Exons 108,. 734, 111,. 455, 167 

Seq. No. 19282 

Gene No. 40289 

Start 1 

Name . OJ990706_14 . 9A14 . C13 . ol 

Start 279 

GI none 

Exons 279.. 1115 

Seq. No. . 19282 

Gene No. 40289 

Start 1 

Name OJ990706_14 . 9A14 .C13.ol 

Start 287 

GI none 

Exons 287. .442, 288. .449, 302 
674. .871 




9 





Strand 


+ 


- 




End 


5668 




tw 


Method 


TBLASTX: Wheat 






End 


5429 






Score 


320 






Seq. ID 


OJ990706_14 . 9A14 


.C13 




Strand 


+ 






End 


1115 




np 


Method 


AAT/NAP 






End 


1112 






Score 


1715 




Oryza 


sativa subsp. indica] 






Seq. ID 


OJ990706_14 . 9A14 


.C13 




Strand 


+ 






End 


1115 




ts 


Method 


TBLASTX: Soybean 






End 


149 






Score 


201 






Seq. ID 


OJ990706_14.9A14 


.C13 




Strand 


+ 






End 


1115 




tm 


Method 


TBLASTX: Maize 






End 


239 






Score 


335 






Seq. ID 


OJ990706 14.9A14 


.C13 




Strand 


+ 






End 


1115 




tw 


Method 


TBLASTX: Wheat 






End 


734 






Score 


714 




. 613, 


674. .733 








Seq. ID 


OJ990706_14.9A14 


.C13 




Strand 


+ 






End 


1115 




gs 


Method 


GENSCAN 






End 


1115 






Score 


.92 






Seq. ID 


OJ990706_14. 9A14 


.C13 




Strand 


+ 






End 


1115 




tm 


Method 


TBLASTX: Maize 






End 


872 






Score 


229 




.451, 


446. . 610, 


447 . .872, 606.. 


851, 



19669 



Seq. No. 19282 Seq. ID 

Gene No. 40289 Strand 

Start 1 End 

Name OJ990706_14 . 9A14 . C13 . o2 . tw Method 

Start 734 End 

GI none Score 

Exons 734.. 1015, 735.. 1067 



OJ990706_14 . 9A14 . C13 
+ 

1115 

TBLASTX: Wheat 

1067 

312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19283 
40290 
1 

OJ990706_14 , 
1 

6498441 
1..47, 375., 



9A14.C14.ol.np 



824, 918. .1199 



Seq. ID OJ990706_14.9A14.C14 

Strand + 

End 1202 

Method AAT/NAP 

End 1199 

Score 1172 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetrbSorl. (AF098806) [Oryza sativa] 



Seq. No. 19283 Seq. ID 

Gene No. 40290 Strand 

Start 1 End 

Name OJ990706_14 . 9A14 . C14 . ol . gs Method 

Start 386 End 

GI none Score 

Exons 386.. 1202 



OJ990706_14 . 9A14 . C14 
+ 

1202 
GENSCAN 
1202 
.8 



Seq. No. 


19283 




Seq. ID 


OJ990706_14. 


. 9A14 


.C14 


Gene No. 


40291 




Strand 








Start 


1832 




End 


4972 






Name 


OJ990706 14.9A14.C14.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


423 




End 


788 






GI 


none 




Score 


294 






Exons 


423. .782, 425. .553, 522 


. .788 










Seq. No. 


19283 




Seq. ID 


OJ990706_14 . 


. 9A14 


.C14 


Gene No. 


40291 




Strand 








Start 


1832 




End 


4972 






Name 


OJ990706 14.9A14.C14.o2, 


.gs 


Method 


GENSCAN 






Start 


1832 




End 


4972 






GI 


none 




Score 


.81 






Exons 


1832. .3617, 3739. .3854, 


4187. , 


.4972 








Seq. No. 


19283 




Seq. ID 


OJ990706_14, 


. 9A14 


.C14 


Gene No. 


40291 




Strand 








Start 


1832 




End 


4972 






Name 


OJ990706 14.9A14.C14.o2, 


.np 


Method 


AAT/NAP 






Start 


1835 




End 


4972 






GI 


6907089 




Score 


4407 . 






Exons 


1835. .3617, 3712. .4972 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 







Seq. No. 19284 Seq. ID OJ990706_14.9A14.C15 

Gene No. 40292 • Strand + 

Start 1 End 323 

Name OJ990706_14 . 9A14 . C15 . ol . np Method AAT/NAP 

Start 1 End 323 



19670 




GI 


5042454 


Score 


67 








Exons 


1..24, 270. .323 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


19284 


Seq. ID 


OJ990706_ 


14 , 


. 9A14 


.C15 


Gene No. 


40293 


Strand 


+ 








Start 


270 


End 


2088 








Name 


OJ990706 14.9A14.C15.ol.gs 


Method 


GENSCAN 








Start 


270 


End 


2088 








GI 


none 


Score 


.69 








Exons 


270. .440, 1721. .1970, 2060.. 


2088 










Seq. No. 


19285 


Seq. ID 


OJ990706 


14 . 


.9A14 


.C16 


Gene No. 


40294 


Strand 


- 








Start 


1 


End 


1254 








Name 


OJ990706_14 . 9A14 .C16.ol .np 


Method 


AAT/NAP 








Start 


1 


End 


1254 








GI 


5852180 


Score 


113 








Exons 


1. .96, 1213. .1254 












GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


19285 


Seq. ID 


OJ990706_ 


14 , 


. 9A14 


.C16 


Gene No. 


40294 


Strand 










Start 


1 


End 


1254 








Name 


OJ990706 14.9A14.C16.ol.gs 


Method 


GENSCAN 








Start 


489 


End 


555 








GI 


none 


Score 


.42 








Exons 


489. .555 












Seq. No. 


•19286 


Seq. ID 


OJ990706_ 


14 , 


. 9A14 


.C17 


Gene No. 


40295 


Strand 










Start 


280 


End 


354 








Name 


OJ990706_14 . 9A14 .CI 7 . ol .gs 


Method 


GENSCAN 








Start 


280 


End 


354 








GI 


none 


Score 


.56 








Exons 


280. .354 












Seq. No. 


19287 


Seq. ID 


OJ990706_ 


12, 


. 9A01 


.CI 


Gene No. 


40296 


Strand 










Start 


43 


End 


147 








Name 


OJ990706__12 . 9A01 .CI . ol . gs 


Method 


GENSCAN 








Start 


43 


End 


147 








GI 


none 


Score 


.47 








Exons 


43.. 147 












Seq. No. 


19288 


Seq. ID 


OJ990706__ 


12. 


. 9A01 


.C2 


Gene No. 


40297 


Strand 


+ 








Start 


1 


End 


390 








Name 


OJ990706 12. 9A01.C2.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


390 








GI 


4680186 


Score 


140 








Exons 


1..38, 165. .390 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 








Seq. No. 


19288 


Seq. ID 


OJ990706_ 


12, 


. 9A01 


.C2 


Gene No. 


40298 


Strand 










Start 


1 


End 


279 









19671 




Name 


OJ990706 12.9A01.C2.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


279 






GI 


uC-osf Icyp033a04bl 


Score 


490 






Exons 


1. .279 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza 


sativa genom: 




DNA, chromosome 1, clone: 


P0711E10' 








Seq. No. 


19288 


Seq. ID 


OJ990706 


_12. 


9A01.C2 


Gene No. 


40298 


Strand 








Start 


1 


End 


279 






Name 


OJ990706 12.9A01.C2.ol.gs 


Method 


GEN SCAN 






Start 


70 - 


End 


145 






GI 


none 


Score 


.59 






Exons 


70. . 145 










Seq. No. 


19289 


Seq. ID 


OJ990706 


_12. 


9A01.C3 


Gene No. 


40299 


Strand 








Start 


167 


End 


430 






Name 


OJ990706 12.9A01.C3.ol.gs 


Method 


GENSCAN 






Start 


167 


End 


430 






GI 


none 


Score 


. 64 






Exons 


167 . . 430 










Seq. No. 


19290 


Seq. ID 


OJ990706 


_12. 


9A01.C4 


Gene No. 


40300 


Strand 








Start 


24 


End 


119 






Name 


OJ990706 12 . 9A01.C4 .ol .gs 


Method 


GENSCAN 






Start 


24 


End 


119 






GI 


none 


Score 


.46 






Exons 


24. .49, 116. .119 










Seq. No. 


19291 


Seq. ID 


OJ990706 


12. 


9A01.C5 


Gene No. 


40301 


Strand 








Start 


1 


End 


z4 5 






Name 


OJ990706 12.9A01.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


245 






GI 


5091513 


Score 


270 






Exons 


1..245 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


19291 


Seq. ID 


OJ990706 


_12. 


9A01.C5 


Gene No. 


40301 


Strand 








Start 


1 


End 


245 






Name 


OJ990706 12.9A01.C5.ol.gs 


Method 


GENSCAN 






Start 


14 


End 


170 






GI 


none 


Score 


. 64 






Exons 


14. .170 










Seq. No. 


19292 


Seq. ID 


OJ990706 


_.12. 


9A01.C6 


Gene No. 


40302 


Strand 


+ 






Start 


1 


End 


488 






Name 


OJ990706 12.9A01.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


368 






GI 


6523547 


Score 


100 






Exons 


1. .368 










GI Descrip. 


( AJ24 254 0 ) hydroxyproline 


-rich glycoprotein DZ- 


HRGF 


[Volvox 



carteri f. nagariensis] 



19672 



Seq. No. 


19292 


Seq. ID 


OJ990706_12 


.9A01.C6 


Gene No . 


40302 


Strand 


+ 




Start 


1 


End 


488 




Name 


OJ990706 12 . 9A01 . C6 . ol . gs 


Method 


GENSCAN 




Start 


64 ~~ 


End 


437 




GI 


none 


Score 


.85 




Exons 


64 . . 437 








Seq. No. 


19292 


Seq. ID 


OJ990706_12 


.9A01.C6 


Gene No. 


40302 


Strand 


+ 




Start 


1 


End 


488 




Name 


OJ990706 12 . 9A01 .C6. o2 .np 


Method 


AAT/NAP 




Start 


293 ~~ 


End 


488 




GI 


4680203 


Score 


99 




Exons 


293. . 488 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


19293 


Seq. ID 


OJ990706_12 


.9A01.C8 


Gene No . 


40303 


Strand 






Start 


300 


End 


439 




Name 


OJ990706 12 . 9A01 . C8 . ol . tm 


Method 


TBLASTX: Maize 


Start 


161 ~~ 


End 


439 




GI 


none 


Score 


47 




Exons 


161. .199, 166. .237, 291. .437, 


292. .426, 


296. .439, 


296. .439 


Seq. No. 


19293 


Seq. ID 


OJ990706_12 


. 9A01.C8 


Gene No. 


40303 


Strand 






Start 


300 


End 


439 




Name 


OJ990706 12.9A01.C8.ol.np 


Method 


AAT/NAP 




Start 


300 


End 


439 




GI 


600771 


Score 


180 




Exons 


300. .439 








GI Descrip. 


(L35844) G protein alpha subunit [Oryza sativa] 




Seq. No. 


19294 


Seq. ID 


OJ990706_12 


.9A01.C9 


Gene No . 


40304 


Strand 






Start 


137 


End 


843 




Name 


OJ990706 12.9A01.C9.ol.gs 


Method 


GENSCAN 




Start 


137 


End 


843 




GI 


none 


Score 


.78 




Exons 


137. .267, 400. .509, 787. .843 








Seq. No*. 


19295 


Seq. ID 


OJ990706_12 


. 9A01.C10 


Gene No. 


40305 


Strand 


+ 




Start 


1 


End 


1565 




Name 


OJ990706 12.9A01.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1562 




GI 


1346104 


Score 


194 




Exons 


1..68, 1395. .1562 








GI Descrip. 


GUANINE NUCLEOT I DE-BINDING PROTEIN ALPHA-1 SUBUNIT 


(GP- ALPHA 




gi I 540533 | dbj |BAA07405| (D38232) G protein alpha subunit [Or 




sativa] 








Seq. No. 


19295 


Seq. ID 


OJ990706_12 


.9A01.C10 


Gene No. 


40305 


Strand 


+ 




Start 


1 


End 


1565 





19673 




Name 


OJ990706 12 


. 9A01 


.ClO.ol 


. as 


Method 


GENSCAN 


Start 


1336 ~ 






End 


1565 


GI 


none 








Score 


.81 


Exons 


1336. . 1565 












Seq. No. 


19295 








Seq. ID 


OJ990706_12.9A01.C10 


Gene No. 


40306 ^ 








Strand 




Start 


1968 








End 


6673 


Name 


OJ990706 12 


. 9A01 


.ClO.ol 


tc 


Method 


TBLASTX: Cress 


Start 


1395 ~~ 








End 


1544 


GI 


none 








Score 


185 


Exons 


1395. . 1544, 


1410 


. . 1535, 


1412. 


. 1543 




Seq. No. 


19295 








Seq. ID 


OJ990706_12.9A01.C10 


Gene No. 


40306 








Strand 




Start 


1968 








End 


6673 


Name 


OJ990706 12 


. 9A01 


.ClO.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1395 ~ 








End 


1548 


GI 


none 








Score 


185 


Exons 


1395. .1544, 


1411 


. . 1545, 


1412 . 


.1543, 1417. .1548 


Seq. No. 


19295 








Seq. ID 


OJ990706_12.9A01.C10 


Gene No. 


40306 








Strand 




Start 


1968 








End 


6673 


Name 


OJ990706 12 


. 9A01 


.ClO.ol- 


tm 


Method 


TBLASTX: Maize 


Start 


1404 ~ 








End 


1696 


GI 


none 








Score 


227 


Exons 


1404 . . 1571, 


1410 


. . 1556, 


1412 . 


.1570, 1625. .1696 


Seq. No. 


19295 








Seq. ID 


OJ990706_12.9A01.C10 


Gene No . 


40306 








Strand 




Start 


1968 








End 


6673 


Name 


OJ990706 12 


. 9A01 


.C10.O2. 


np 


Method 


AAT/NAP 


Start 


1962 








End 


4698 


GI 


4874273 








Score 


334 


Exons 


1962. .2339, 


2820 


. .2966, 


3102. 


.3302, 3989.. 4151, 4567.. 4698 


GI Descrip. 


(AC007354) 


Similar to gi 13128199 F4I1. 


5 putative proteinase 




Arabidopsis 


thaliana BAC gb|AC004521. 




Seq. No. 


19295 








Seq. ID 


OJ990706_12.9A01.C10 


Gene No. 


40306 








Strand 




Start 


1968 








End 


6673 


Name 


OJ990706 12 


. 9A01 


.C10.o2. 


gs 


Method 


GENSCAN 


Start 


1968 








End 


6673 


GI 


none 








Score 


.8 


Exons 


1968 . .2339, 


3105 


. .3302, 


4036. 


.4218, 4718. .4799, 5810. .5838, 




6455. .6673 












Seq. No. 


19295 








Seq. ID 


OJ990706_12.9A01.C10 


Gene No. 


40306 








Strand 




Start 


1968 








End 


6673 


Name 


OJ990706 12 


. 9A01 


.C10.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1977 








End 


2969 


GI 


none 








Score 


59 


Exons 


1977. .2054, 


2100 


. .2183, 


2214. 


.2318, 2215.. 2301, 2301. .2339, 




2302. .2340, 


2820 


. .2969 









19674 




Seq. No. 


19296 








Seq. ID 


OJ990706_12. 9A01 


.Cll 


Gene No. 


40307 








Strand 


+ 




Start 


122 








End 


1037 




Name 


OJ990706 12 


.9A01. 


Cll.ol 


as 


Met hod 


GENSCAN 




Start 


122 








End 


1037 




GI 


none 








Score 


. 96 




Exons 


122.. 129, 777.. 950, 980 


. . 1037 










19296 








Seq. ID 


OJ990706_12.9A01 


.Cll 


Gene No. 


40308 








Strand 






Start 


1240 








End 


4309 




Name 


OJ990706 12 


.9A01. 


Cll.o2 


as 


Method 


GENSCAN 




Start 


1240 








End 


4076 




GI 


none 








Score 


.71 




Exons 


1240. .1244, 


1473. 


.1685, 


2768 . 


.2908, . 3057. .3221, 3440. .3512, 




3762. .4076 














Sea No 


19296 








Seq. ID 


OJ990706_12.9A01 


.Cll 


Gene No. 


40308 








Strand 






Start 


1240 








End 


4309 




Name 


OJ990706 12 


.9A01. 


Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1354 








End 


2340 




GI 


4680492 








Score 


686 




F. ynn s 


1354. .2340 














GI Descrip. 


(AF119222) 


putative reverse transcriptase [Oryza sativa 


] 


Sea No 


19296 








Seq. ID 


OJ990706_12.9A01 


.Cll 


Gene No. 


40308 








Strand 






Start 


1240 








End 


4309 




Name 


OJ990706 12 


.9A01. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2443 








End 


3315 




GI 


none 








Score 


75 




Exons 


2443. .2577, 


2649. 


.2672, 


2674 . 


.2868, 2676. .2864, 2919. .2999, 




2947. .3000, 


2998. 


.3315, 


2999. 


.3223 






Sea No 


19296 








Seq. ID 


OJ990706_12.9A01 


.Cll 


Gene No . 


40308 








Strand 






■Start • 


1240 








End 


4309 




Name 


OJ990706 12 


.9A01. 


Cll.o3 


.np 


Method 


AAT/NAP 




Start 


3747 








End 


4309 




GI 


6907106 








Score 


356 




Ex on s 


3747. .3934, 


4008. 


.4309 












(AP001129) 


EST AU068291 (C12960) corresponds to a region 


.of 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Qprr Kin 


19296 








Seq. ID 


OJ990706_12.9A01 


.Cll 


fipnf^ No 


40308 








Strand 






Start 


1240 








End 


4309 




Name 


OJ990706 12 


.9A01. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3846 






End 


4169 




rir 


none 








Score 


124 




Exons 


3846. .3893, 


3850. 


.3903, 


3851. 


.3976, 3851. .3976, 3852. .3977, 




3956. .3991, 


3980. 


.4006, 


3987. 


.4088, 3993. .4160, 3994. .4161, 




4002. .4028, 


4140. 


.4169 










Seq. No. 


19297 








Seq. ID 


OJ990706_12.9A01 


.C12 


Gene No. 


40309 








Strand 


+ 





19675 



Start 
Name 
Start 
GI 

Exons 



70 End 886 

OJ990706_12. 9A01.C12.ol.gs Method GEN SCAN 

70 End 886 

none Score .86 
70. .886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19297 Seq. ID 

40309 Strand 

70 End 
OJ990706_12. 9A01.C12.ol.np Method 

174 End 

3204132 Score 
174. .718, 829. .874 

(AJ006770) extensin [Cicer arietinum] 



OJ990706_12.9A01.C12 
+ 

886 

AAT/NAP 

874 

164 



19297 Seq. ID 

40310 Strand 
918 End 
OJ990706_12. 9A01.C12.ol.gp Method 
918 End 
LIB3433-02 6-P1-K1-C1 Score 
918.. 1064. 

, 5852170/emb|AL117265.1 IOST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 178 04 1 



OJ990706_12.9A01.C12 
+ 

1064 
AAT/GAP 
1064 
204 



Seq. No. 19297 Seq. ID 

Gene No. 40311 Strand 

Start 97 9 End 

Name OJ990706_12 . 9A01 . C12 . o2 . gs Method 

Start 979 End 

GI none Score 

Exons 979.. 1273 



OJ990706_12 . 9A01 . C12 

1273 
GENSCAN 
1273 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19298 Seq. ID OJ990706_12.9A01.C13 

40312 Strand 

1 End 154 

OJ990706_12. 9A01 .C13.ol .gp Method AAT/GAP 

1 End 154 

LIB3433-026-P1-K1-C1 Score 220 

1. .154 

, 5852170/emb|AL117265.1 IOST17804 1.0e-44 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



19298 Seq. ID 

40313 Strand 

1245 End 
OJ990706_12. 9A01.C13.ol.np Method 

542 End 

6063554 Score 

542. .718, 1384. .1412, 1875. .2099, 2658 



OJ990706_12.9A01.C13 

2678 
AAT/NAP 
2678 ' 
163 
. .2678 



(AP000615) ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,098 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



19298 
40313 
1245 



Seq. ID 

Strand 

End 



OJ990706 12.9A01.C13 



2678 



19676 




Name 


OJ990706 12 


.9A01 


.C13.ol 


.gs 


Method 


GENSCAN 


Start 


1245 








End 


2348 


GI 


none 








Score 


.65 


Exons 


1245. . 1361, 


1862 


. .2114, 


2119. 


.2348 




Seq. No. 


19298 








Seq. ID 


OJ990706_12 . 9A01 . C13 


Gene No. 


40314 








Strand 




btart 


£. y^o 








T~> — -J 


con 
DO / / 


Name 


OJ990706 12 


.9A01 


.C13.o2 


. np 


Method 


AAT/NAP 


Start 


2869 








End 


5877 


GI 


4680179 








Score 


1180 


Exons 


2869. .3703, 


5856 


. .5877 








GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 


Seq. No. 


19298 








Seq. ID 


OJ990706_12.9A01.C13 


Gene No. 


40314 








Strand 




Start 


2928 








End 


5877 


Name 


OJ990706 12 


. 9A01 


.C13.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2914 








End 


3247 


GI 


none 








Score 


127 


Exons 


2914. .3246, 


2978 


. . 3247 








Seq. No. 


19298 








Seq. ID 


OJ990706_12.9A01.C13 


Gene No. 


40314 








Strand 




Start 


2928 








End 


5877 


Name 


OJ990706 12 


. 9A01 


,C13.o2 


.gs 


Method 


GENSCAN 


Start 


2928 








End 


4877 


GI 


none 








Score 


.59 


Exons 


2928. .3026, 


3217 


. .3659, 


4776. , 


.4877 




Seq. No. 


19298 








Seq. ID 


OJ990706_12.9A01.C13 


Gene No. 


40314 








Strand 




Start 


2928 








End 


5877 


Name 


OJ990706 12 


. 9A01 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3109 








End 


3693 


GI 


none 








Score 


96 


Exons 


3109. .3534, 


3110 


. .3307, 


3130. . 


.3372, 3374.. 3535, 3532.. 3579, 




3539. .3571, 


3579 


. . 3686, 


3579. . 


.3692, 3580.. 3693 


Seq. No. 


19298 








Seq. ID 


OJ990706_12.9A01.C13 


Gene No. 


40314 








Strand 




Start 


2928 . 








End 


5877 


Name 


OJ990706 12 


. 9A01 


.C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3247 








End 


3702 


GI 


none 








Score 


119 


Exons 


3247. .3585, 


3256 


. .3567, 


3368. , 


.3586, 3579. .3701, 3579. .3701, 




3589. .3702 












Seq.. No. 


19299 








Seq. ID 


OJ990706_12.9A01.C14 


Gene No. 


40315 








Strand 


+ 


Start 


210 








End 


416 


Name 


OJ990706 12 


. 9A01 


.C14 .ol 


.gs 


Method 


GENSCAN 


Start 


210 








End 


416 


GI 


none 








Score 


.65 


Exons 


210. .416 












Seq. No. 


19299 








Seq. ID 


OJ990706_12.9A01.C14 



19677 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40316 Strand + 

788 End 2493 

OJ990706_12. 9A01.C14 .ol.gp Method AAT/GAP 

788 End 1376 

2310235 Score 299 
788. .825, 1237. .1376 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



19299 
40316 
788 

OJ990706_12. 9A01.C14 .ol.np 
1237 
4680203 
1237. .2493 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990706_12.9A01.C14 

Strand + 

End 2493 

Method AAT/NAP 

End 2493 

Score 1463 



19299 
40316 
788 

OJ990706_12.9A01.C14 . o2 . gs 

1237 

none 

1237. .1633, 1876. .2348 



Seq. ID OJ990706_12.9A01.C14 

Strand + 

End 2493 

Method GENSCAN 

End 2348 

Score .61 



Seq. No. 19299 

Gene No. 40316 

Start 788 

Name OJ9907 06_12 . 9A01 . CI 4 . o2 .gp 

Start 1241 

GI 342_1.R1084 

Exons 1241.. 2493 

GI Descrip. 1 4 574 406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990706_12.9A01.C14 

Strand + 

End 2493 

Method AAT/GAP 

End 2493 

Score 1922 



Seq. No. 19299 

Gene No. 40316 

Start 788 

Name OJ990706_12 . 9A01 -C14.o2.tw 

Start 1638 

GI none 
Exons 



Seq. ID OJ990706_12.9A01.C14 

Strand + 

End 2493 

Method TBLASTX : Wheat 

End 2147 

Score 78 



1638. .1787, 1664. .1870, 1851. .1946, 1932. .2003, 1955. .2002, 
2024. .2086, 2028. .2147 



Seq. No. 19299 

Gene No. 40316 

Start 788 

Name OJ990706_12 . 9A01 . C14 . ol . ts 

Start 1860 

GI none 
Exons 



Seq. ID OJ990706_12.9A01.C14 

Strand + 

End 2493 

Method TBLASTX : Soybean 

End 2288 

Score 93 



1860. .1934, 2019. .2288, 2046. .2270 



Seq. No. 19299 

Gene No. 40316 

Start 788 

Name OJ990706 12 . 9A01 . C14 . ol . tc 



Seq. ID OJ990706_12.9A01.C14 

Strand + 

End 2493 

Method TBLASTX : Cress 



19678 




Start 


2021 








End 


2336 




GI 


none 








Score 


288 




Exons 


2021. .2173, 


2028 . 


.2336, 


2213, 


. .2308 






Seq. No. 


19299 








Seq. ID 


OJ990706_12.9A01. 


C14 


Gene No. 


40316 








Strand 


+ 




Start 


788 








End 


2493 




Name 


OJ990706 12 


.9A01. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2028 








End 


2413 




GI 


none 








Score 


67 




Exons 


2028. .2117, 


2133. 


.2336, 


2156. 


,.2335, 2330.. 2413 




Seq. No. 


19299 








Seq. ID 


OJ990706_12.9A01. 


C14 


Gene No. 


40316 








Strand 


+ 




Start 


788 








End 


2493 




Name 


OJ990706 12 


. 9A01. 


C14 .ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2156 








End 


2488 




GI 


none 








Score 


276 




Exons 


2156. .2335, 


2157. 


.2336, 


2329. 


..2424, 2329.-2469, 2330. .2485, 




2336. .2488 














Seq. No. 


19300 








Seq. ID 


OJ990706_12.9A01. 


C15 


Gene No. 


40317 








Strand 


+ 




Start 


1 








End 


1232 




Name 


OJ990706 12 


. 9A01. 


C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


889 




GI 


6742729 








Score 


1392 




Exons 


1 . . 889 














GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 






Seq. No. 


19300 








Seq. ID 


OJ990706_12.9A01. 


C15 


Gene No. 


40317 








Strand 


+ 




Start 


1 








End 


1232 




Name 


OJ990706 12 


. 9A01. 


C15.ol 


.gs 


Method 


GENSCAN 




Start 


6 








End 


1232 




GI 


none 








Score 


.54 




Exons 


6. . 1232 














Seq. No. 


19300 








Seq. ID 


OJ990706_12.9A01. 


C15 


Gene No. 


40318 








Strand 






Start 


1 








End 


1226 




Name 


OJ990706 12 


. 9A01. 


CIS.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


1226 




GI 


342 1.R1084 








Score 


2162 




Exons 


1. .1226 














GI Descrip. 


' 4 574 4 06/gb IAAD24 042.il 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] T 














Seq. No. 


19300 








Seq. ID 


OJ990706_12.9A01. 


C15 


Gene No. 


40318 








Strand 






Start 


1 








End 


1226 




Name 


OJ990706 12 


. 9A01. 


C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


56 








End 


1207 




GI 


none 








Score 


885 




Exons 


56. .958, 57 


. .974, 


969. . 


1013, 


973. .1008, 


1016. .1111, 1020 


. .1079, 




1058. .1198, 


1059. 


.1199, 


1127. 


.1207 







19679 




Seq. No. 


19300 






Seq. ID 


OJ990706_12.9A01 


.C15 


Gene No. 


40318 






Strand 






Start 


1 






End 


1226 




Name 


OJ990706 


12.9A01.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


99 






End 


413 




GI 


none 






Score 


316 




Exons 


99. .413, 


110. .385, 183. 


.413 








Seq. No\ 


19300 






Seq. ID 


OJ990706_12.9A01 


.CIS 


Gene No. 


40318 






Strand 






Start 


1 






End 


1226 




Name 


OJ990706 


12. 9A01.C15.ol 


tc 


Method 


TBLASTX: Cress 




Start 


340 






End 


792 




GI 


none 






Score 


171 




Exons 


340. .522, 


344. .781, 344 


.787, 


348. .791, 


541. .792, 642.. 


791 



Seq. No. 


19301 




Seq. ID 


OJ990706 


Gene No. 


40319 




Strand 


+ 


Start 


1 




End 


3158 


Name 


OJ990706 12.9A01.C16 


. o2 .np 


Method 


AAT/NAP 


Start 


1 




End 


2293 


GI 


4680203 




Score 


163 


Exons 


1..22, 2067. .2293 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 


Seq. No. 


19301.- 




Seq. ID 


OJ990706 


Gene No. 


40319 




Strand 


+ . 


Start 


1 




End 


3158 


Name 


OJ990706 12.9A01.C16 


. ol . gs 


Method 


GEN SCAN 


Start 


68 ' 




End 


2263 


GI 


none 




Score 


.41 


Exons 


68. .140, 2109. .2263 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19301 Seq. ID OJ990706_12.9A01.C16 

40319 Strand + 

1 End 3158 

OJ990706_12.9A01.C16.ol.gp Method AAT/GAP 

987 End 1368 

uC-osflcyp033a04bl Score 683 

987. .1368 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI * ' 

Exons 

GI Descrip. 



19301 Seq. ID 

40319 Strand 

1 End 

OJ990706_12.9A01.C16.o2.gp Method . 

2069 End 

342 1.R1084 Score 



OJ990706_12.9A01.C16 

+ 

3158 
AAT/GAP 
3158 
1509 



2069. .2359, 2395. .2414, 2550. .3158 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 19301 Seq. ID 

Gene No. 40320 Strand 

Start 920 End 

Name OJ990706_12 . 9A01 . CI 6 . ol . np Method 



OJ990706_12.9A01.C16 

3193 
AAT/NAP 



19680 



Start 920 End 3193 

GI 4680186 Score 374 

Exons 920.. 1120, 1956.. 2009, 3161.. 3193 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 19302 Seq. ID 

Gene No. 40321 Strand 

Start 741 End 

Name OJ99070 6_12 . 9A01 . C17 . ol . gs Method 

Start 741 End 

GI none Score 

Exons 741.. 896 



OJ990706_12.9A01.C17 
+ 

896 

GENSCAN 

896 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19303 
40322 
1 

OJ990706_12.9A01.C18.ol.np 
1 

4680204 



Seq. ID OJ990706 12.9A01.C18 



Strand 
End 

Method 

End 

Score 



2864 
AAT/NAP 
2846 
550 



1..587, 663. .1759, 1869. .2042, 2139. .2358, 2709. .2846 
(AF114171) hypothetical protein [Sorghum bicolor] 



19303 Seq. ID 

40322 Strand 

1 End 

OJ990706_12. 9A01.C18.ol.gs Method 

72 End 

none Score 



OJ990706_12.9A01.C18 
+ 

2864 
GENSCAN 
2864 
.81 



72. .422, 468. .588, 700. .804, 930. .1072, 1074. .1759, 2139. .2249, 
2334. .2406, 2501. .2599, 2679. .2864 



Seq. No. 


19304 




Seq. ID 


OJ990706_12 


. 9A01 


.C19 


Gene No. 


40323 




Strand 


+ 






Start 


215 




End 


1875 






Name 


OJ990706 12.9A01.C19 


. ol . gs 


Method 


GENSCAN 






Start 


215 




End 


1875 






GI 


none 




Score 


.63 






Exons 


215.. 344, 15011". 1689 


, 1772.. 


18-75 








Seq. No. 


19304 




Seq. ID 


OJ990706_12 


.9A01 


.C19 


Gene No. 


40324 




Strand 


+ 






Start 


1889 




End 


1994 






Name 


OJ990706 12.9A01.C19 


. o2 . gp 


Method 


AAT/GAP 






Start 


1889 




End 


1994 






GI 


5816518 




Score 


154 






Exons 


1889. .1994 












GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 3.0e- 


4 0 Oryza sativa DNA, 




similar sequence to 


Pib gene 










Seq. No. 


19304 




Seq. ID 


OJ990706_12 


. 9A01 


.C19 


Gene No. 


40325 




Strand 


+ 






Start 


3711 




End 


4268 






Name 


OJ990706 12.9A01.C19 


. o2 .gs 


Method 


GENSCAN 






Start 


3711 




End 


4268 






GI 


none 




Score 


.6 







Exons 3711.. 3840, 4192.. 4268 



19681 



Seq. No. 


19304 




Seq. ID 


OJ990706 


12 


9A01 


C19 


Gene No. 


40326 




Strand 










Start 


1 




End 


116 








Name 


OJ990706 12.9A01.C19.ol 


• gp 


Method 


AAT/GAP 








Start 


1 




End 


116 








GI 


21474 1.R1084 




Score 


194 








Exons 


1. .116 














GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein 


[Arabidopsis 




t~ h a 1 i ansl 1 














Seq. No. 


19304 




Seq. ID 


OJ990706_ 


12 


9A01 


C19 


Gene No. 


40327 




Strand 










Start 


1578 




End 


5226 








Name 


OlT990706 12 9A01 C19 ol 


.np 


Method 


AAT/NAP 








Start 


1578 ~~ 




End 


5226 








GI 


S091 513 




Score 


287 








Exons 


1578 1618 3306 3750 


3803. .4007, 4740. .5226 








GI Descrip. 


fAR0?^48xM Hvnothet i ra 1 

^ rijj \j ~j ^ \j j 1 1 y k> w LiivLi v ■ ci x. 


protein [Oryza 


sativa] 








Seq. No. 


19304 




Seq. ID 


OJ990706_ 


12 


9A01 


. C19 


Gene No. 


40327 




Strand 










Start 


1578 




End 


5226 








Name 


OJ990706 12.9A01.C19.o3 


.gs 


Method 


GENSCAN 








Start 


4445 




End 


502,0 








GI 


none 




Score 


.91 








Exons 


4445. .5020 














Seq. No. 


19305 




Seq. ID 


OJ990706_ 


12 


9A01 


. C20 


Gene No. 


40328 




Strand 


+ 








Start 


4890 




End 


5673 








Name 


OJ990706 12. 9A01.C20.o2 


.np 


Method 


AAT/NAP 








Start 


4890 




End 


5673 








GI 


4680183 




Score 


182 








Exons 


4890. .4997. 5584. .5673 














GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


19305 




Seq. ID % 


. OJ990706_ 


12 


9A01 


.C20 . 


Gene No . 


40329 




Strand 


; + 








Start 


6365 




End 


6691 








Name 


OJ990706 12.9A01.C20.o3 


.np 


Method 


AAT/NAP 








Start 


6365 




End 


6691 








GI 


6721560 




Score 


148 








Exons 


6365. .6691 














Ql DescriD 

\J U- IS v-* O v--' J- -1- k^/ * 


(AP001073) hypothetical 


protein [Oryza 


sativa] 










gi| 6815085 |dbj 1BAA90371 


.11 


(AP001081) - 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


19305 




Seq. ID 


OJ990706_ 


12 


9A01 


.C20 


Gene No. 


40330 




Strand 










Start 


1 




End 


6553 








Name 


OJ990706 12.9A01.C20.ol 


np 


Method 


AAT/NAP 








Start 


1 




End 


2035 








GI 


5091513 




Score 


1280 








Exons 


1..337, 1036.. 2035 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


19305 




Seq. ID 


OJ990706_ 


12. 


9A01 


C20 



19682 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



40330 Strand 

1 End 6553 

OJ990706_12 . 9A01 . C20 . ol . gs Method GENSCAN 

33 End 6553 

none Score .42 

33.-355, 1218. .1525, 1747. .1962, 2763. .2886, 3034. .3093, 

5384.. 5450, 6543.. 6553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19306 Seq. ID 

40331 Strand 

6183 End 

OJ990706_12 . 9A01 . C21 . ol . np Method 

6183 End 

5902445 Score 
6183.. 7965, 7999.. 9312 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990706_12 . 9A01 .C21 
+ 

9312 
AAT/NAP 
9312 
2766 



19306 Seq. ID 

40332 Strand 

10834 End 
OJ990706_12. 9A01.C21.o5.tm Method 

4484 End 

none Score 
4484 . .4738 " 



OJ990706_12.9A01.C21 
13009 

TBLASTX: Maize 

4738 

186 



Seq. No. 19306 Seq. ID 

Gene No. 40332 Strand 

Start 10834 End 

Name OJ990706_12 . 9A01 . C2 1 . o7 . tw Method 

Start 4502 End 

GI none Score 

Exons 4502.. 4900, 4627.. 4770 



OJ990706_12 . 9A01.C21 
13009 

TBLASTX: Wheat 

4900 

253 



Seq. No. 19306 

Gene No. 40332 

Start 10834 

Name OJ990706_12 . 9A01 . C21 . 06 . tw 

Start 5483 

GI none 

Exons 5483.. 5665, 5491.. 5664, 5703. 

5775. .5831, 5817. .5924, 5818. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990706 12.9A01.C21 



13009 

TBLASTX: Wheat 
5937 
135 

5771, 5738.. 5821/ 5761.. 5838, 
5937 



Seq. No. 19306 

Gene No. 40332 

Start 10834 

Name OJ990706_12 . 9A01 . C21 . ol . tw 

Start 6129 

GI none 

Exons 6129. . 6191, 
6235. .6582 



6134.. 6190, 6185. 



Seq. ID OJ990706_12.9A01.C21 
Strand 

End 13009 

Method TBLASTX : Wheat 

End 6582 

Score 72 

.6568, 6193.. ,6582, 6200.. 6571, 



Seq. No. 19306 Seq. ID 

Gene No. 40332 Strand 

Start 10834 End 

Name OJ990706_12 . 9A01 . C21 . ol . tm Method 

Start 6257 End 

GI none Score 



OJ990706_12.9A01.C21 
13009 

TBLASTX: Maize 

6586 

372 



19683 




Exons 


6257. . 6586, 


6311 


. . 6562, 


6319. 


. 6585 






Seq. No. 


19306 








Seq. ID 


OJ990706_12. 9A01 


.C21 


Gene No. 


40332 








Strand 






Start 


10834 








End 


13009 




Name 


OJ990706 12. 


9A01 


C21.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6659' 








End 


7041 




GI 


none 








Score 


210 




Exons 


6659. . 6898, 


6829 


. 6906, 


6894 . 


.7040, 6898.. 7041 




Seq. No. 


19306 








Seq. ID 


OJ990706_12. 9A01 


.C21 


Gene No. 


40332 








Strand 






Start 


10834 








End 


13009 




Name 


OJ990706 12. 


9A01 


C21.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6716 








End 


7139 




GI 


none 








Score 


211 




Exons 


6716. .6898, 


6718 


.6906, 


6719. 


.6901, 6829.. 6936, 6894.. 7139, 




6898. .7137 














Seq. No. 


19306 








Seq. ID 


OJ990706_12.9A01 


.C21 


Gene No. 


40332 








Strand 






Start 


10834 








End 


13009 




Name 


OJ990706 12. 


9A01 


C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


6770 








End 


7164 




GI 


none 








Score 


134 




Exons 


• 6770. . 6892, 


6829 


. 6900, 


6898. 


.7164, 6993.. 7037 




Seq. No. 


19306 








Seq. ID 


OJ990706_12. 9A01 


.C21 


Gene No. 


40332 








Strand 






Start 


10834 








End 


13009 




Name 


OJ990706 12. 


9A01 


C21.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


7288 








End 


7692 




GI 


none 








Score 


193 




Exons 


7288. .7509, 


7338 


. 7505, 


7519. 


.7692, 7534. .7692 




Seq. No. 


19306 








Seq. ID 


OJ990706__12. 9A01 


.C21 


Gene No. 


. 40332 








Strand 






Start 


10834 








End 


13009 '* 




Name 


OJ990706 12. 


9A01 


C21.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


7408 








End 


7791 




GI 


none 








Score 


80 




Exons 


7408. .7515, 


7543 


. 7791 










Seq. No. 


19306 








Seq. ID 


OJ990706_12. 9A01 


.C21 


Gene No. 


40332 








Strand 






Start 


10834 








End 


13009 




Name 


OJ990706 12. 


9A01 


C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8188 








End 


8493 




GI 


none 








.Score 


334 




Exons 


8188. .8493, 


8205 


. 8492 








Seq. No. 


19306 








Seq. ID 


OJ990706_12.9A01 


.C21 


Gene No. 


40332 








Strand 






Start 


10834 








End 


13009 




Name 


OJ990706 12. 


9A01 


C21.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


8188 








End 


8571 




GI 


none 








Score 


334 





19684 



Exons 



8188. .8571, 8211. .8570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



19306 
40332 
10834 

OJ9907 06_12 . 9A01 . C2 1 . o3 . tw 

8695 

none 



Seq. ID OJ990706_12.9A01.C21 
Strand 

End 13009 

Method TBLASTX : Wheat 

End 9303 

Score 357 



8695. .9147, 8710. .8775, 8844. .8951, 9172. .9303 

OJ990706 12.9A01.C21 



19306 
40332 
10834 

OJ990706_12 . 9A01 . C21 . o4 . tm 

8917 

none 

8917. .9180 

19306 
40332 
10834 

OJ990706_12.9A01.C21.o2.gs 

10834 

none 

10834. .11131, 11242. .11598, 
12289.. 13009 

19306 
40332 
10834 

OJ9907 06_12 . 9A01 .C21 . o2 . np 

10837 

6721561 

10837. . 11598, 11679 
(AP001073) EST 
predicted gene 
gil 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13009 

TBLASTX: Maize 

9180 

186 



OJ990706_12 . 9A01 . C21 

13009 
GENSCAN 
13009 
.75 



11807. .12015, 12083. .12207, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706_12.9A01.C21 

13009 
AAT/NAP 
12077 ' 
1015 



,11737, 



11824. .12077 
AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706 12.9A01.C21 



19306 
40332 
10834 

OJ9907 06_12. 9A01.C21.o3.np 
10968 
6721558. 

10968. . 11180, 12083. .12207, 12910. .13009 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815083|dbj I BAA9 ; 0369 . 1 1 (AP001081) hypothetical protein 

[Oryza sativa] 



13009 
AAT/NAP 
13009 
256 



19307 Seq. ID 

40333 Strand 

1 End 

OJ9907 06_12 . 9A01 . C22 . ol . np Method 

1 End 

81286 Score 



OJ990706_12.9A01.C22 
+ 

4493 
AAT/NAP 
4493 
76 



19685 




Exons 1..47, 2180. .2774, 4450. .4493 

GI Descrip. extensin - Volvox carteri (fragment) gi I 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 


19307 








Seq. ID 


OJ990706 12 . 9A01 .C22 


Gene No . 


40333 








Strand 


+ ~ 


Start 


1 








End 


4493 


Name 


OJ990706 12. 


9A01 


.C22 . ol . 


QS 


Method 


GEN SCAN 


Start 


2180 — 








End 


2773 


GI 


none 








Score 


.44 


Exons 


2180. .2773 












Seq. No. 


19307 








Seq. ID 


OJ990706_12.9A01.C22 


Gene No . 


40334 








Strand 


+ 


Start 


5708 








End 


12878 


Name 


OJ990706 12. 


9A01 


.C22.o2. 


np 


Method 


AAT/NAP 


Start 


5708 








End 


12878 


GI 


6815097 








Score 


392 


Exons 


5708. .5867, 


6485 


. .6941, 


11523 


. .11643, 


12832. . 12878 


GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 










Sea No 


19307 








Seq. ID 


OJ990706_12.9A01.C22 


GpriP No 


40334 








Strand 


+ 


Start 


5708 








End 


12878 


Name 


OJ990706 12. 


9A01 


.C22.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6145 








End 


6474 


GI 


none 








Score 


261 


Exons 


6145. .6474 












Seq. No. 


19307 








Seq. ID 


OJ990706_12.9A01.C22 


qqqq No . 


40334 








Strand 


+ 


Start 


5708 








End 


12878 


Name 


OJ990706 12. 


9A01 


.C22.o2. 


gs 


Method 


GEN SCAN 


Start 


7535 








End 


12173 


GI 


none 








Score 


.79 ■ 


Exons 


7535. .7978, 


8040 


. .8222, 


8252. 


.8431, 8 


603. .9067, 9202. .10380 




10440. .10571 


, 10622. .10951, 11361. .12173 


Seq . No . 


19307 








Seq. ID 


OJ990706 12.9A01.C22 


Qene No . 


40334 








Strand 


+ 


Start 


5708 








End 


12878 


Name 


OJ990706 12. 


9A01 


.C22.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8627 








End 


8986 


GI 


none 








Score 


194 


Exons 


8627. .8986 












Seq. No. 


19307 








Seq. ID 


OJ990706_12 . 9A01.C22 


Gene No. 


40334 ... 








Strand 


+ 


Start 


5708 








End 


12878 


Name 


OJ990706 12. 


9A01 


.C22.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9763 








End 


10122 


GI 


none 








Score 


96 


Exons 


9763. .9900, 


9922 


. . 10122, 


9934 


. .10110, 


9936. . 10121 


Seq. No. 


19307 








Seq. ID 


OJ990706_12 . 9A01 .C22 


Gene No. 


40334 








Strand 





19686 



Start 5708 

Name OJ990706_12 . 9A01 . C22 . o3 . np 

Start 10575 

GI 4206306 

Exons 10575. .11449, 11496.. 12170 
GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 19307 

Gene No. 40334 

Start 5708 

Name OJ990706_12 . 9A01 . C22 . ol . tm 

Start 10904 

GI none 
Exons 



End 

Method 

End 

Score 



12878 
AAT/NAP 
12170 
1158 



Seq. ID OJ990706_12.9A01.C22 
Strand 
End 

Method 
End 
Score 



12878 

TBLASTX: Maize 

11362 

345 



10904. .11362, 11029. .11223, 11269. .11361 



Seq. No. 19307 Seq. ID 

Gene No. 40334 Strand 

Start 5708 End 

Name OJ990706_12 . 9A01 . C22 . ol . tw Method 

Start 11012 End 

GI none Score 

Exons 11012. .11401 



OJ990706_12 . 9A01 . C22 
+ 

12878 

TBLASTX: Wheat 

11401 

241 



Seq. -No. 19307 

Gene No. 40334 

Start 5708 

Name OJ990706_12 . 9A01 . C22 . o4 . tw 

Start 11565 

GI none 

Exons 11565. . 11684, 11712 .. 11843, 12036.. 12161 



Seq. ID OJ990706_12.9A01.C22 



Strand 
End 

Method 

End 

Score 



+ 

12878 

TBLASTX: Wheat 
12161 
100 



Seq. No. 19307 Seq. ID 

Gene No. 40334 Strand 

Start 5708 End 

Name OJ990706_12 . 9A01 . C22 . o3 . tm Method 

Start 11610 End 

GI none Score 

Exons 11610.. 11852 



OJ990706_12.9A01.C22 
+ 

12878 

TBLASTX: Maize 

11852 

202 



Seq. No. 19307 Seq. ID 

Gene No. 4 0334 Strand 

Start 5708 End 

Name OJ990706_12 . 9A01 . C22 . o4 . tm Method 

Start 11859 End 

GI none Score 

Exons 11859. . 12119, 11900.. 12094 



OJ990706_12.9A01.C22 
+ 

12878 

TBLASTX: Maize 

12119 

188 



Seq. No. 19308 Seq. ID 

Gene No.. } 40335 " Strand 

Start 127 End 

Name OJ990706_12 . 9A01 . C23 . ol . gs Method 

Start 127 End 

GI none Score 

Exons 127.. 282 



OJ990706_12.9A01.C23 
+ 

282 

GENSCAN 
282 
. 68 



Seq. No. 
Gene No. 



19308 
40336 



Seq. ID OJ990706_12.9A01.C23 
Strand + 



19687 




Start 366 End 9980 

Name OJ990706_12 . 9A01 . C23 . ol . np Method AAT/NAP 

Start 366 End 9980 

GI 6815109 Score 176 

Exons 366.. 426, 913.. 1125, 1619.. 1694, 8691.. 9721, 9754.. 9896, 
9928.. 9980 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


19308 


Seq. ID 


OJ990706_12, 


, 9A01.C23 


Gene No. 


40336 


Strand 


+ 




Start 


366 


End 


9980 




Name 


OJ990706 12. 9A01.C23.o3.gs 


Method 


GENSCAN 




Start 


6748 ~~ 


End 


9242 




GI 


none 


Score 


.52 




Exons 


6748.. 6930, 7280.. 7442, 7891 


..7949, 8691. .9242 




Seq. No. 


19308 


Seq. ID 


OJ990706_12. 


. 9A01.C23 


Gene No. 


40337 


Strand 






Start 


750 


End 


1866 




Name 


OJ990706 12 . 9A01 .C23 . o2 . gs 


Method 


GENSCAN 




Start 


750 ~ 


End 


1866 




GI 


none 


Score 


.73 




Exons 


750. .823, 1414. .1730, 1790.. 


1866 






Seq. No. 


19308 


Seq. ID 


OJ990706_12. 


. 9A01 . C23 


Gene No. 


40338 


Strand 


— 




Start 


10629 


End 


10907 




Name 


OJ990706 12 . 9A01 .C23. o4 .gs 


Method 


GENSCAN 




Start 


10629 


End 


10907 




GI 


none 


Score 


.62 




Exons 


10629. .10679, 10815. .10907 








Seq. No. 


19309 


Seq. ID 


OJ990706_12. 


. 9A01 .C27 


Gene No. 


40339 


Strand 


+ 




Start 


135 


End 


4207 




Name 


OJ990706 12. 9A01.C27.ol.gs 


Method 


GENSCAN 




Start 


135 


End 


4201 




GI 


none 


Score 


.87 




Exons 


135. .302, 1846. .1982, 2845.. 


2905, 2999, 


..3152, 3448. 


. . 3536, 




4083. .4201 








Seq. No. 


19309 


Seq. ID 


OJ990706_12. 


. 9A01 .C27 


Gene No . 


40339 


Strand 


+ 




Start 


135 


End 


4207 




Name 


OJ990706 12.9A01.C27.ol.np 


Method 


AAT/NAP 




Start 


714 


End 


4207 




GI 


6002585 


Score 


348 




Exons 


714. .786, 1837. .1982, 2845.. 


2905, 2987, 


..3152, 3448. 


. .3540, 




4072. .4207 








GI Descrip. 


(AF091035) GTP-binding protein RAB21 [Homo sapiens] 


1 


Seq. No. 


19309 


Seq. ID 


OJ990706_12. 


, 9A01.C27 


Gene No. 


40339 


Strand 


+ 




Start 


135 


End 


4207 




Name 


OJ990706 12. 9A01.C27.ol.gp 


Method 


AAT/GAP 




Start 


1844 


End 


3170 




GI 


LIB3477-005-P1-K1-E9 


Score 


676 





19688 



Exons 

GI Descrip. 



1844. .1982, 
'2500067/spl 
RAB-21 ' 



2845.. 2905, 2987.. 3170 

P55745IRB21 CAN FA 5.0e-40 RAS-RELATED PROTEIN 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19309 
40339 
135 

OJ990706_12. 
3477 
3107464 
3477. .3871 



9A01.C27.o2.gp 



Seq. ID OJ990706_12.9A01.C27 
Strand -+ 
End 4207 
Method AAT/GAP 
End 3871 



Score 



601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19309 
40340 
4771 

OJ990706_12, 

1836 

none 

1836. .1982, 



Seq. ID OJ990706_12.9A01.C27 
Strand 

End 5208 

9A01 . C27 . ol . t c Method TBLASTX : Cress 

End 3159 

Score 100 
2844. .2912, 2845. .2901, 2965. .3159, 2982. .3155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19309 
40340 
4771 

OJ990706_12. 

1836 

none 

1836. .1982, 
3446. .3535 



Seq. ID OJ990706_12.9A01.C27 
Strand 

End 5208 

9A01 . C27 . ol . tm Method TBLASTX: Maize 

End 3535 

Score 91 

2844. .2903, 2845 2901, 2965. .3159, 2982. .3155, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19309 
40340 
4771 

OJ990706_12. 

1836 

none 

1836. .1982, 
3449. .3535 



Seq. ID OJ990706_12.9A01.C27 
Strand 

End 5208 

9A0 1 . C2 7 . ol . t s Method TBLASTX : Soybean 

End 3535 

Score 93 

2844. .2912, 2845. .2901, 2965. .3159, 2982. .3116, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19309 
40340 
4771 

OJ990706_12. 

4771 

none 

4771. .5208 



9A01.C27.o2.gs 



Seq. ID OJ990706_12.9A01.C27 
Strand 

End 5208 

Method GENSCAN 

End 5208 



Score 



.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19310 
40341 
1608 

OJ990706_12, 

1608 

none 

1608. .1719 



9A01.C28.ol.gs 



Seq. ID OJ990706_12.9A01.C28 

Strand + 

End 1719 

Method GENSCAN 

End 1719 



Score 



.55 



Seq. No. 
Gene No. 
Start 



19310 
40342 
2413 



Seq. ID OJ990706_12.9A01.C28 
Strand 

End 2592 



19689 



Name 

Start 

GI 

Exons 



OJ990706_12.9A01.C28.ol.gp 

2413 

2275823 

2413. .2592 



Method AAT/GAP 
End 2592 
Score 352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19311 
40343 
1696 

OJ990*706_12 . 9A0 1 . C29 . ol . gp 
1696 

102_1.R1084 

1696.. 1761, 2281.. 2473, 2572 
3252.. 3329, 3884.. 3991, 4075 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2644, 2895, 
4176 

, 1346104/sp|P49083|GBAl_ORYSA 0.0e+00 GUANINE NUCLEOT I DE-BINDING 
PROTEIN ALPHA- 1 SUBUNIT (GP-ALPHA-1) >gi_54 0533_db j_BAA074 05_ 
(D38232) G protein alpha subunit [Oryza sativa] 1 



OJ990706_12 . 9A01 . C29 
+ 

5197 
AAT/GAP 
4176 
1146 

,2932, 3014.. 3103, 



19311 Seq. ID 

40343 Strand 

1696 End 

OJ990706_12 . 9A01 . C29 . ol . gs Method 

2381 End 

none Score 



OJ990706_12.9A01.C29 
+ 

5197 
GENSCAN 
5197 
.87 



2381. .2473, 2895. .2932, 3014. .3122, 3252. .3329, 3857. .3991, 
4075. .4176, 4683. .4814, 5042. .5197 



19311 Seq. ID 

40343 Strand 

1696 End 

OJ990706_12 . 9A01 . C29 . ol . ts Method 

2405 End 

none Score 



OJ990706_12.9A01.C29 
+ 

5197 

TBLASTX : Soybean 

3985 

53 



2405. .2473, 2407. .2469, 2569. .2646, 2574. .2645, 2893. .2931, 
2897. .2935, 2999. .3130, 3010. .3123, 3249. .3329, 3254. .3331, 
3842. .3985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19311 
40343 
1696 

OJ990706_12.9A01.C29.ol.np 
2411 
1346104 
2411. .2 
3884 . .3 
GUANINE 
gi|5405 
sativa] 



>473, 
5991, 



2572. 
4075. 



.2644, 
.4176 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706_ 
+ 

5197 
AAT/NAP 
4176 
683 



12.9A01.C29 



2895. .2932, 3014. .3103, 3252. .3329, 



NUCLEOT I DE-B INDING PROTEIN ALPHA- 1 SUBUNIT (GP-ALPHA-1) 
33 |dbj | BAA07405 | (D38232) G protein alpha subunit [Oryza 



19311 
40343 
1696 

OJ990706_12. 9A01.C29.ol.tc 

2568 

none 

2568. .2645, 2569. .2646, 2893. 
3010. .3117, 3887. .3991, 4057. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2931, 2897 
.4176, 4067 



OJ990706_12 . 9A01 . C29 
+ 

5197 

TBLASTX: Cress 
4177 
84 

2935, 2999.. 3118, 
4177, 4075. .4176 



19690 






Seq. No. 


19311 


Seq. ID 


OJ990706 


_12.9A01 


.C29 




Gene No. 


40343 


Strand 


+ 








Start 


1696 


End 


5197 








Name 


OJ990706 12.9A01.C29.ol.tm 


Method 


TBLASTX: 


Maize 






Start 


3263 ~~ 


End 


4178 








GI 


none 


Score 


98 








Exons 


3263.. 3325, 3264.-3329, 3878 


..3991, 3879.. 3992, 


3880. .3993, 






4 050. .4178, 4 07 5.. 4 17 6 












Seq. No. 


19312 


Seq. ID 


OJ990706 


12 . 9A01 


.C30 




Gene No. 


40344 


Strand 


+ 








Start 


251 


End 


1811 








Name 


OJ9907 06 12 . 9A01 . C30 . ol . gs 


Method 


GENSCAN 








Start 


251 ~ 


End 


1811 








GI 


none 


Score 


.49 








Exons 


251. .377, 1580. .1623, 1642.. 


1811 










Seq. No. 


19312 


Seq. ID 


OJ990706 


12 . 9A01 


.C30 




Gene No. 


40345 


Strand 










Start 


618 


End 


2242 








Name 


OJ990706 12. 9A01.C30.ol.np 


Method 


AAT/NAP 








Start 


618 


End 


2242 








GI 


5852181 


Score 


112 








Exons 


618 . . 659, 1875 . . 2242 












GI Descrip'. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








i;fs 


Seq. No. 


19313 


Seq. ID 


OJ990706 


12 . 9A01 


.C31 


! «f 


Gene No. 


40346 


Strand 


+ 








Start 


278 


End 


393 






L L.e 


Name 


OJ9907 06 12 . 9A01 .C31 . ol . gs 


Method 


GENSCAN 






"z rJr 


Start 


278 ~~ 


End 


393 








GI 


none 


Score 


. 7 






i 

;= 


Exons 


278 . . 393 










V ^1 


Seq. No. 


19314 


Seq. ID 


OJ990706 


12 . 9A01 


.C34 


'•*S 


Gene No. 


40347 


Strand 


+ 








Start 


216 


End 


723 








Name 


• OJ990706 12 . 9A01 .C34 . ol . gs 


Method 


GENSCAN 






'i k? 


Start 


216 ~ ; " ■ 


End 


620 






J 


GI 


none 


Score 


. 94 








Exons 


216. . 620 












Seq. No. 


19314 


Seq. ID 


OJ990706 


12 . 9A01 


.C34 




Gene No. 


40347 


Strand 


+ 








Start 


216 


End 


723 








Name 


OJ990706 12.9A01.C34.ol.np 


Method 


AAT/NAP 








Start 


224 


End 


723 








GI 


5042454 


Score 


127 








Exons 


224. .357/ 517. .723 












GI Descrip . 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


19315 


Seq. ID 


OJ990916_ 


_19. 9A29 


.CI 




Gene No. 


40348 


Strand 


+ 








Start 


1825 


End 


1881 








Name 


OJ990916 19.9A29.Cl.ol.gp 


Method 


AAT/GAP 








Start 


1825 


End 


1881. 








GI 


2312838 


Score 


67 







19691 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1825. .1881 

1420932/gb|U61383|ORU61383 7. 
4-coumarate-CoA ligase gene, 

19315 
40349 
422 

OJ990916_19.9A29.Cl.6l.gs- 

422 

none 

422. .627, 1441. .1729 



Oe-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990916_19.9A29.C1 

1729 
GENSCAN 
1729 
. 66 



Seq. No. 19316 Seq. ID 

Gene No. 40350 Strand 

Start 126 End 

Name OJ990916_19 . 9A29 . C2 . ol . gs Method 

Start 126 End 

GI none Score 

Exons 126. . 503 



OJ990916_19. 9A29.C2 
503 

GENSCAN 
503 
. 77 



Seq. No. 19317 Seq. ID 

Gene No. 40351 Strand 

Start 189 End 

Name OJ990916_19 . 9A29 . C3 . ol . gs Method 

Start 189 End 

GI none Score 

Exons 189.. 356, 397.. 483 



OJ990916_19. 9A29.C3 
+ 

483 

GENSCAN 

483 

.71 



Seq. No. 19317 

Gene No. 40352 

Start 1850 

Name OJ990916_19 . 9A29 . C3 . o2 . gs 

Start 1850 

GI none 

Exons 1850.. 2226, 2517.. 2628, 3520. 



Seq. ID OJ990916_19. 9A29.C3 
Strand 

End 5035 

Method GENSCAN 

End 5035 

Score . 58 

.3615, 3984. .4183, 4726. .5035 



Seq. No. 19317 

Gene No. 40352 

Start 1850 

Name OJ990916_19 . 9A29 . C3 . ol . tm 

Start 1871 

GI none 

Exons 1871.. 2068, 3511.. 3705, 3516. 



Seq. ID OJ990916_19. 9A29.C3 
Strand 

End 5035 

Method TBLASTX : Maize 

End 3825 

Score 55 

.3716, 3720.. 3821, 3721.. 3825 



Seq. No. 19317 

Gene No. 40352 

Start 1850 

Name OJ990916_19 . 9A29 . C3 . ol . tw • 

Start 2018 
GI ' none 

Exons 2018.. 2143, 3765.. 3917, 3936. 



Seq. ID OJ990916_19.9A29.C3 
Strand 

End 5035 

Method TBLASTX : Wheat 

End 4154 

Score 85 
.4154 



Seq. No. 19317 

Gene No. 40352 

Start 1850 

Name OJ990916_19 . 9A29 . C3 . o2 . np 

Start 3309 



Seq. ID OJ990916_19.9A29.C3 
Strand 

End 5035 

Method AAT/NAP 

End 4238 



19,692 



GI 6069646 Score 

Exons 3309.. 3716, 3747.. 4238 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90 63 9 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



317 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 19318 Seq. ID 

Gene No. 40353 Strand 

Start 3011 End 

Name OJ990916_19 . 9A29 . C4 . o2 . np Method 

Start 3011 End 

GI 5777617 Score 

Exons 3011. .3107 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990916_19.9A29.C4 
+ 

3107 
AAT/NAP 
3107 
61 



Seq. No. 19318 Seq. ID 

Gene No. 40354 Strand 

Start 1 End 

Name OJ990916_19 . 9A29 . C4 . ol . np Method 

Start 1 End 

GI 2980766 Score 

Exons 1..33, 357.. 556, 632.. 792, 1348.. 1783 
GI Descrip. 



OJ990916_19. 9A29. C4 

3212 
AAT/NAP 
1783 
195 



(AL022198) putative calmodulin-binding protein [Arabidopsis 
"thaliana] 



i LP 


Seq. No. 


19318 


Seq. ID 


OJ990916_19.9A29, 


.C4 


u3 


Gene No. 


40354 


Strand 








Start 


1 


End 


3212 




: "ii 


Name 


OJ990916 19.9A29.C4.ol.gs 


Method 


GENSCAN 




~? 
\- : ; 


Start 


63 


End 


3212 




: kt 


GI 


none 


Score 


.74 






Exons 


63. .233, 361. .531, 1348. .1826, 


1977. .: 


2023, 3102.. 3212 




: y 


Seq. No. 


19318 


Seq. ID 


OJ990916_19.9A29, 


.C4 


: . 
t; r's 


Gene No. 


40354 


Strand 






: ™S 


Start 


1 


End 


3212 






Name 


OJ990916 19.9A29.C4.ol.ts 


Method 


TBLASTX: Soybean 






Start 


1352 


End 


1807 






GI 


none 


Score 


67 






Exons 


1352. .1600, 1607. .1687, 1697.. 


1807 








Seq. No. 


19319 


Seq. ID 


OJ990916_19.9A29, 


.C5 




Gene No. 


40355 


Strand 


+ 






Start 


2765 


End 


3608 






Name 


OJ990916 19.9A29.C5.ol.np 


Method 


AAT/NAP 






Start 


2765 


End 


3608 






GI 


2244874 


Score 


116 






Exons 


2765. .3032, 3245. .3359, 3446.. 


3608 








GI Descrip. 


(Z97338) cell wall protein like [Arabidopsis thaliana] 






Seq. No. 


19319 


Seq. ID 


OJ990916_19.9A29, 


,C5 




Gene No. 


40356 


Strand 








Start 


4334 


End 


4693 






Name 


OJ990916 19.9A29.C5.o2.gs 


Method 


GENSCAN 






Start 


4334 


End 


4693 





19693 



GI 


none 


Score 


. 82 




Rxon <5 


4334 4693 








Cpn No 


19320 


Seq. ID 


OJ990916 


19 9A29 C6 


Gene No. 


40357 


Strand 






Start 


657 


End 


5939 




Name 


OJ990916 19 . 9A29. C6 . ol . gs 


Method 


GENSCAN 




Start 


657 ~~ 


End 


5939 




GI 


none 


Score 


■r. 94 




Rxon s 

i-J Av 1 1 


657. .1204, 1294. .1446, 1528.. 


1665, 1797.. 1992, 


2125 . . 2285, 




2611. .2914, 2976.. 3090, 4070. 


.4146, 4705. .4834, 


5800 . . 5939 


Sea No 


19320 


Seq. ID 


OJ990916 


19 9A29 C6 


Gene No . 


40357 


Strand 






Start 


657 


End 


5939 




Name 


OJ990916 19.9A29.C6.ol.np 


Method 


AAT/NAP 




Start 


2125 


End 


3057 




GI 


2980766 


Score 


219 




Rxon s 


2125. .2285, 2611. .3057 








("•IT Dpsrri n 

\J J- i-r w O V_» J L k> * 


(AL022198) putative calmodulin-binding 


protein 


f Arab i Hod^ i s 




thaliana] 








Seq. No. 


19321 


Seq. ID 


OJ990916 


_19.9A29.C7 


Gene No. 


40358 


Strand 


+ 




Start 


1011 


End 


4007 




Name 


OJ990916 19.9A29.C7.ol.gs 


Method 


GENSCAN 






1011 


End 


4007 




GI 


none 


Score 


.6 




P yon c; 


1011. .1708, 1714. .2062, 2951. 


.3157, 3797. .4007 




O C V_J * li w . 


19321 


Seq. ID 


OJ990916 


19 9A2 9 C7 


Gene No . 


40358 


Strand 


+ 




Start 


1011 


End 


4007 




Name 


OJ990916 19. 9A29.C7.ol.np 


Method 


AAT/NAP 




Start 


1171 


End 


3330 




GI 


6665714 


Score 


77 




Rxon <^ 

uAUl 1 0 


1171. .1400, 3301. .3330 










(AF211191) polypyrimidine tract binding protein 


T Drosoohi la 




melanogaster ] 








Seq. No. 


19321 


Seq. ID 


OJ990916 


19. 9A29.C7 


Gene No. 


40359 


Strand 






Start 


554 


End 


3400 




Name 


OJ990916 19.9A29.C7.o2.np 


Method 


AAT/NAP 




Start 


554 


End 


3400 




GI 


6016874 


Score 


99 




Exons 


554.. 588, 3218.. 3400 









GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 19322 

Gene No. 40360 

Start 362 

Name OJ99091 6_19 . 9A29 . C8 . ol . gs 

Start 362 

GI none 



Seq. ID OJ990916_19. 9A29.C8 

Strand + 

End 541 

Method GENSCAN 

End 541 

Score .59 



19694 



Exons 



362. .541 



Seq. No. 19322 Seq. ID OJ990916_19 . 9A29 . C8 

Gene No. 40361 Strand + 

Start 1717 End 1971 

Name OJ990916_19 . 9A29 . C8 . ol . gp Method AAT/GAP 

Start 1717 End 1971 

GI 2309883 Score 369 

Exons 1717.. 1971 

GI Descrip. 2149018/gb | U70541 | OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Seq. No. 19322 Seq. ID 

Gene No. 40362 Strand 

Start 4955 End 

Name 0 J9 90 91 6_1 9 . 9A2 9 . C8 . o3 . gs Method 

Start 4955 End 

GI none Score 

Exons 4955.. 5137, 5437.. 5448 



OJ990916_19.9A29.C8 
+ 

5448 
GENSCAN 
5448 
.94 



Seq. No. 19323 Seq. ID 

Gene No. 40363 Strand 

Start 14 6 / End ' 

Name OJ990916_19 . 9A29 . C9 . ol . gs Method 

Start 146 End 

GI none Score 

Exons 146. .270 



OJ990916_19. 9A29.C9 
+ 

270 

GENSCAN 
270 
. 77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19324 
40364 
1 

OJ990916_19. 
1 

5441880 
1..20, 202.. 



9A29.C10.ol.np 



643, 709.. 741 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990916_19. 9A29.C10 
741 

AAT/NAP 

741 

523 



(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


19324 


Seq. ID 


OJ990916_19. 


9A29.C10 


Gene No. 


40364 


Strand 






Start 


1 


End 


741 




Name 


OJ990916 19. 9A29.C10.ol.gs 


Method 


GENSCAN 




Start 


196 


End 


393 




GI 


none 


Score 


.66 




Exons 


196. .393 








Seq. No. 


19325 


Seq. ID 


OJ990916_19. 


9A2 9..C11 


Gene No. 


40365 


Strand 


+ 




Start 


1 


End 


371 




Name 


OJ990916 19.9A29.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


371 




GI 


7406 1.R1084 


Score 


506 




Exons 


1..262, 297. .371 








GI Descrip. 


, 1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock 


protein 17.0 




[Pennisetum glaucum] 1 









19695 



Seq. No. 19326 Seq. ID 

Gene No. 40366 Strand 

Start 4 64 End 

Name OJ990916_19 . 9A29 . C12 . ol . gs Method 

Start 4 64 End 

GI none Score 

Exons 464 . . 649 



OJ990916_19.9A29.C12 
+ 

649 

GENSCAN 

649 

.99 



Seq. No. 19326 Seq. ID 

Gene No. 40367 Strand 

Start 84 3 End 

Name OJ990916_19 . 9A29 . C12 . ol . gp Method 

Start 843 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 843.. 874, 916.. 978 

GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990916_19.9A29.C12 
+ 

978 

AAT/GAP 

978 

124 



Seq. No. 


19326 


Seq. ID 


OJ990916_19. 


9A29.C12 


Gene No. 


40368 


Strand 


+ 




Start 


3102 


End 


4347 




Name 


OJ990916 19.9A29.C12.ol.np 


Method 


AAT/NAP 




Start 


3102 


" End 


4347 




GI 


6721543 


Score 


118 




Exons 


3102. .3232, 4299. .4347 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


19326 


Seq. ID 


OJ990916_19, 


9A29.C12 


Gene No. 


40368 


Strand 


+ 




Start 


3102 


End 


4347 




Name 


OJ990916 19. 9A29.C12.o3.gp 


Method 


AAT/GAP 




Start 


3116 


End 


3566 




GI 


7406 1.R1084 


Score 


515 




Exons 


3116. .3457, 3492. .3566 








GI Descrip. 


, 1122315/emb|CAA63901| 7 . Oe 


-10 (X94191) 


heat shock 


protein 17 




[Pennisetum glaucum] 1 








Seq. No. 


19326 


Seq. ID 


OJ990916_19. 


9A29.C12 


Gene No. 


40369 


Strand 






Start 


1025 


End 


1117 




Name 


OJ990916 19.9A29.C12.o2.gp 


Method 


AAT/GAP 




Start 


1025 


End 


1117 




GI 


21474 1.R1084 


Score 


128 




Exons 


1025. .1117 








GI Descrip. 


'3894159. 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 








Seq. No. 


19326 


Seq. ID 


OJ990916_19. 


9A2 9.C12 


Gene No. 


40370 


Strand 






Start 


1905 


End 


2081 




Name 


OJ990916 19.9A29.C12.o2.gs 


Method 


GENSCAN 




Start 


1905 


End 


2081 




GI 


none 


Score 


. 65 




Exons 


1905. .2081 









19696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



19326 Seq. ID 

40371 Strand 
2976 End 
OJ99091 6_19 . 9A2 9 . C12 . o3 . gs Method 
2976 End 
none Score 

2976.. 3101, 3781.. 3947, 4.083.. 4352, 

4980.. 5238, 5315.. 5592 



OJ990916 19.9A29.C12 



5650 
GENSCAN 
5592 
.77 

4416... 4547, 



4638. .4887, 



OJ990916 19.9A29.C12 



19326 Seq. ID 

40371 Strand 
2976 End 5650 

OJ990916_19 . 9A29 . C12 . o4 . gp Method AAT/GAP 
3509 End 3962 

LIB3431-045-P1-N1-A10 Score 836 

3509. .3962 

, 5441876/dbj | AP000367.il AP000367 0 . 0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 1 



19326 Seq. ID 

40371 Strand 

2976 End 
OJ990916_19 . 9A29 . C12 . o2 . np Method 

4066 End 

5441880 Score 

4066. .4300, 4416. .4547, 4638. .4735, 



OJ990916 19.9A29.C12 



5650 
AAT/NAP 
5650 
1677 
4980. .5238, 



5315. .5650 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990916 19.9A29.C12 



5650 
AAT/GAP 
548-7 
801 



19326 
40371 
2976 

OJ990916_19. 9A29.C12.o5.gp 
4988 

LIB34 75-007-P1-K1-G8 
4988. .5238, 5315. .5487 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 

19327 Seq. ID OJ990916_19.9A29.C13 

40372 Strand 

1 End 7 64 

OJ990916_19. 9A29.C13.ol.np Method AAT/NAP 

1 End 764 

5441880 Score 787 
1..497, 603. .764 

. ; (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



19327 Seq. ID 

40372 Strand 

1 End 

OJ990916_19. 9A29.C13.ol.gs Method 

161 End 



OJ990916_19.9A29.C13 
764 

GENSCAN 
751 



19697 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

161. .497, 603. .751 



Score .54 



OJ990916 19.9A29.C14 



19328 Seq. ID _ 

40373 Strand 

1 End 1626 

O J9 9 0 9 1 6_1 9 . 9A2 9. C 1 4 . o 1 . np Me t hod AAT/NAP 

1 End 1174 

5441880 Score 1722 
1..90, 163. .1174 

(AP000367) EST C28952 (C6294 5) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



19328 
40373 
1 

OJ990916_19. 9A29.C14 .ol.tw 
1 

none 



Seq. ID OJ990916_19.9A29.C14 
Strand 

End 1626 

Method TBLASTX : Wheat 

End 320 

Score 82 



1..120, 6. .116, 114. .311, 126. .320 



19328 
40373 
.1 

OJ990916_19. 9A29.C14 .ol.tm 
18 

none 



Seq. ID OJ990916_19.9A29.C14 
Strand 

End 1626 

Method TBLASTX : Mai ze 

End 614 

Score 151 



18. .89, 153. .452, 214. .435, 486. .614, 535. .606 



19328 
40373 
1 

OJ990916_19.9A2 9.C14 .ol.gs 
68 

none 

68. .986, 1255. .1626 



Seq. ID OJ990916_19.9A29.C14 
Strand 

End 1626 

Method GENSCAN 

End 1626 

Score .44 



OJ990916 19.9A29.C14 



19328 Seq. ID 

40373 Strand 
1 End 1626 

OJ990916_19. 9A29.C14 .ol.gp Method AAT/GAP 
140 End 571 

5701669 Score 849 

140. .571 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



19329 Seq. ID 

40374 Strand 

6565 End 

OJ990916_19. 9A29.C15.o3.np Method 

6565 End 

2129703 Score 
6565. .6597, 9131. .9839 

receptor kinase - Arabidopsis thaliana gi | 2129704 I pir |'| S71184 



OJ990916_19.9A29.C15 
+ 

10102 
AAT/NAP 
9839 
372 



19698 




receptor kinase - Arabidopsis thaliana gi 1166692 (M80238) 
receptor kinase [Arabidopsis thaliana] gi | 445123 | prf | | 1908429A 
receptor kinase [Arabidopsis thaliana] 



Seq. No. 


19329 










Seq. ID 


OJ990916 


_19. 9A29.C15 


Gene No. 


40374 










Strand 


+ 




Start 


6565 










End 


10102 




Name 


OJ990916 19. 


9A29 


.C15.o2 


. gs 


Method 


GENSCAN 




Start 


8463 










End 


10102 




GI 


none 










Score 


.9 




Exons 


8463. 


.8606, 


8651 


.8959, 


9080. 


.10102 






Seq. No. 


19329 










Seq. ID 


OJ990916 


_19.9A29.C15 


Gene No. 


4 0375 










Strand 






Start 


4233 










End 


10012 




Name 


OJ990916 19. 


9A29 


CIS.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start. 


713 










End 


10012 




GI 


none 










Score 


82 




Exons 


713. . 


838, 713. .841, 720 


. .842, 


842. .940, 


846. .920, 1094. .120 




1104. 


.1208, 


1271 


.1468, 


1272. 


.1442, 1433. .1507, 


1434. .1475, 




1532. 


.1606, 


1548 


.1613, 


5335. 


.5466, 5341. .5469, 


5348. .5470, 




5470. 


.5544, 


5480 


.5539, 


5485. 


.5544, 5686. .5790, 


5687. .5791, 




5836. 


.6051, 


5839 


.5997, 


5846. 


.6010, 6034. .6093, 


6035. .6073, 




6037. 


.6093, 


6157 


. 6207, 


9311. 


.9625, 9313. .9636, 


9314 . . 9637, 




9671. 


.9763, 


9694 


.9831, 


9695. 


.9790, 9824.. 9895, 


9827. . 9901, 




9896. 


.10012 














Seq. No. 


19329 










Seq. ID 


OJ990916 


_19. 9A29.C15 


Gene No. 


40375 










Strand 






Start 


4233 










End 


10012 




Name 


OJ990916 19. 


9A2 9 


CIS.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


1106 










End 


9835 




GI 


none 










Score 


78 




Exons 


1106. 


.1222, 


1107 


.1217, 


1265. 


.1426, 1266. .1418, 


1454. .1501, 




1661. 


.1792, 


5677 


.5805, 


5690. 


.5800, 5842. .5997, 


5843. .5995, 




6040. 


.6087, 


6163 


.6384, 


6263. 


.6370, 9149.. 9256, 


9190. . 9261, 




9290. 


. 9418, 


9476 


.9652, 


9668. 


.9835, 9682. .9786 




Seq. No. 


19329 










Seq. ID 


OJ990916 


_19.9A29.C15 


Gene No. 


40375 










Strand 






Start 


4233 










End 


10012 




Name 


OJ990916 19. 


9A29 


CIS.ol 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1106 










End 


9796 




GI 


none 










Score 


81 




Exons 


1106. 


.1234, 


1113 


.1253, 


1262. 


.1417, 1263. .1418, 


1451. . 1510, 




5689. 


.5805, 


5696 


.5806, 


5839. 


.5994, 5840. .5995, 


6037. .6093, 




6157. 


.6279, 


6289 


.6390, 


6290. 


.6385, 9128.. 9223, 


9296. .9433, 




9479. 


.9634, 


9676 


.9795, 


9677. 


.9796 






Seq. No. 


19329 










Seq. ID 


OJ990916 


_19.9A29.C15 


Gene No. 


40375 










Strand 






Start 


4233 










End 


10012 




Name 


OJ990916 19. 


9A29 


C15.o2 


tw 


Method 


TBLASTX : 


Wheat 


Start 


1189 










End 


9651 




GI 


none 










Score 


37 




Exons 


1189. 


. 1215, 


1189, 


.1215, 


1257. 


.1436, 1259. .1441, 


1265. . 1441, 




1451. 


.1489, 


1451. 


.1510, 


5770. 


.5802, 5771. .5803, 


5834 . . 6037, 



19699 



5836.. 6048, 6037.. 6093, 6037. 
9377. .9433, 9419. .9637, 9421. 

Seq. No. 19329 
Gene No. 40375 
Start 4233 

Name OJ990916_19 . 9A29 . C15 . ol . tw 

Start 2873 
GI none - 

Exons 2873.. 3100, 2874.. 3026, 3104. 

6869. .7027, 7099. .7257, 7130. 
8618. .8653, 8687. .8890, 8690. 

Seq. No. 19329 
Gene No. 40375 
Start 4233 

Name OJ990916_19 . 9A29 .C15 . o2 . tm 

Start 2879 
GI none 

Exons 2879.. 3091, 2882.. 3100, 3095. 

3249.. 3284, 6868.. 7086, 6877. 
7231. .7284, 7240. .7296, 8466. 
8511. .8609, 8511. .8609, 8621. 
9101. .9175, 9234. .9257 



,6093, 9243. .9317, 9376. .9429, 
,9438, 9460. .9651, 9467. .9631 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990916 19.9A29.C15 



10012 

TBLASTX: Wheat 
8890 
139 

.3262, 3141. .3260, 6868. .7095, 
.7255, 8493. .8612, 8495. .8611, 
.8890 

Seq. ID OJ990916_19.9A29.C15 
Strand 

End 10012 
Method TBLASTX : Maize 
End 9257 
Score 117 

.3244, 3147. .3245, 3238. .3333, 
.7095, 7090. .7239, 7130. .7240, 
.8519, 8469. .8510, 8510. .8608, 
.8653, 8672..888U 8690. .8881, 



OJ990916 19.9A29.C15 



Seq. No. 19329 Seq. ID 

Gene No. 40375 Strand 

Start 4233 End 

Name OJ990916_19 . 9A29 . C15 . o2 . ts Method 

Start 2987 End 

GI none Score 

Exons 2987. .3295, 3156. .3293, 6982. .7290, 7151. .7288, 8463. .8609, 

8483.-8599, 8621. .8776 



10012 

TBLASTX : Soybean 

8776 

83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19329 Seq. ID 

40375 Strand 

4233 End 
OJ990916_19. 9A2 9.C15.ol.np Method 

4233 End 

6056374 Score 

4233. .4253, 5650. .6099, 6154. .6384 



OJ990916_19.9A29.C15 

10012 
AAT/NAP 
6384 
371 



(AC009894; 
thaliana] 



Similar to serine/threonine kinases [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



19329 Seq. ID 

40375 Strand 

4233 End 

OJ990916_19. 9A29.C15.o2.np Method 

5040 . End 

6598810 Score 



OJ990916_19.9A29.C15 

10012 
AAT/NAP 
7290 
231 



5040. .5084, 5575. .5667, 6863. .7290 

(AF024504) hypothetical protein [Arabidopsis thaliana] 



19330 Seq. ID 

40376 Strand 

641 End 

OJ990916_19. 9A2 9.C16.ol.gs Method 



OJ990916_19.9A29.C16 
+ 

2636 
GENSCAN 



19700 




Start 


641 






End 


2628 




GI 


none 






Score 


.55 




Exons 


641.. 1655, 1793. 


.2628 










Seq. No. 


19330 






Seq. ID 


OJ990916_19.9A29 


C16 


Gene No." 


40376 






Strand 


+ 




btart 


a a i 
o3 1 






TT Yi A 


ZdjO 




Name 


OJ990916 19.9A29 


.CI6.0I 


.np 


Method 


AAT/NAP 




Start 


641 






End 


2636 




GI 


4680203 






Score 


2218 




Exons 


641. .2316, 2470. 


.2636 










GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


19330 






Seq. ID 


OJ990916_19.9A29 


C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19.9A29 


.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


645 






End 


2636 




GI 


342 1.R1084 






Score 


3348 




Exons 


645. .2636 












GI Descrip. 


1 4574 406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Or 




sativa] ' 












Seq. No. 


19330 • 






Seq. ID 


OJ990916_19.9A29 


C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19.9A29 


.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


992 






End 


1343 




GI 


none 






Score 


98 




Exons 


992.. 1099, 1082. 


.1333, 


1090. . 


1332, 1092. .1343 




Seq. No. 


19330 






Seq. ID 


OJ990916_19. 9A29 


C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19.9A29 


.C16.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1264 






End 


1693 




GI 


none 






Score 


102 




Exons 


1264.. 1347, 1265 


. .1339, 


1340. 


.1402, 1397. .1693, 1451. .1675 


Seq. No. 


19330 






• Seq. ID 


OJ990916_19.9A29 


C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19.9A29 


.C16.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1426 






End 


1741 




GI 


none 






Score 


291 




Exons 


1426.. 1578, 1433 


. . 1741, 


1618. 


.1713 






Seq. No. 


19330 






Seq. ID 


OJ990916_19. 9A29 


C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19.9A29 


.C16.61 


.tw 


Method 


TBLASTX: Wheat 




Start 


1561 






End 


2033 




GI 


none 






Score 


75 




Exons 


1561.. 1614, 1562 


. .1615, 


1616. 


.1720, 1627. .1716, 1737. .1^ 


523, 




1738.. 1824, 1804 


. .2028, 


1824 . 


.2033, 1827.. 2033 




Seq. No. 


19330 






Seq. ID 


OJ990916_19. 9A29 


C16 



19701 



Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19 


.9A29.C16.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1607 






End 


2067 




GI 


none 






Score 


108 




Exons 


1607. .1735, 


1619. .1741, 


1738. 


.1863, 1744. .1863, 


1873. .2067 


Seq. No. 


19330 






Seq. ID 


OJ990916 


_19.9A29.C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19 


.9A29.C16.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1897 






End 


2139 




GI 


none 






Score 


216 




Exons 


1897. .2139 












Seq. No. 


19330 






Seq. ID 


OJ990916 


_19.9A29.C16 


Gene No. 


40376 






Strand 


+ 




Start 


641 






End 


2636 




Name 


OJ990916 19 


. 9A29.C16.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2172 






End 


2636 




GI 


none 






Score 


87 




Exons 


2172. .2222, 


2173. .2235, 


2241. 


.2423, 2245.-2463, 


2491. .2634, 




2496. .2636, 


2497. .2634 










Seq. No. 


19331 






Seq. ID 


OJ990916 


_19.9A29.C17 


Gene No. 


40377 






Strand 






Start 


576 






End 


1138 




Name 


OJ990916 19 


.9A29.C17.ol 


.np 


Method 


AAT/NAP 




Start 


576 






End 


1138 




GI 


6006359 






Score 


61 




Exons 


576. .675, 1103. . 1138 










GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


19331 






Seq. ID 


OJ990916 


_19.9A29.C17 


Gene No. 


40377 






Strand 






Start 


•576 






End 


1138 




Name 


OJ990916 19 


.9A29.C17.o2 


.np 


Method 


AAT/NAP 




Start 


1030 






End 


1138 




GI 


4539658 






Score 


73 




Exons 


1030. .1138 












GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 












Seq. No. 


19332 






Seq. ID 


OJ990916 


_19.9A29.C19 


Gene No. 


40378 






Strand 






Start 


544 






End 


738 




Name 


OJ990916 19 


.9A29.C19.ol 


gs 


Method 


GENSCAN 




Start - 


544 






End 


738 




GI 


none 






Score 


. 98 




Exons 


544 . .738 












Seq. No. 


19333 






Seq. ID 


OJ990916 


_19.9A29.C20 


Gene No. 


40379 






Strand 


+ 




Start 


703 






End 


7016 




Name 


OJ990916 19 


.9A29.C20.ol 


gs 


Method 


GENSCAN 




Start 


703 






End 


7016 




GI 


none 






Score 


.48 





19702 




Exons 


703. .835, 944. .1095, 


2187. . 


2353, 3393. 


.3656, 4666. .4805, 






5417.. 5552, 5597.. 57' 


32, 5868.. 5963, 6475.. 6733, 


6892. .7016 


Seq. No. 


19333 




Seq. ID 


OJ990916 


J.9.9A29. 


C20 


Gene No. 


40380 




Strand 


+ 






Start 


11750 




End 


19565 






Name 


OJ990916 19.9A29.C20 


.o3.gs 


Method 


GENSCAN 






Start 


11750 




End 


19565 






GI 


none 




Score 


.49 






Exons 


11750. .11808, 11858. 


. 11971, 


12345. . 12727, 13191 


. . 13236, 






14220. .14370, 17889. 


. 18024, 


19483. . 19565 






Seq. No. 


19333 




Seq. ID 


OJ990916 


J.9.9A29. 


C20 


Gene No. 


40381 




Strand 


+ 






Start 


22362 




End 


25311 






Name 


OJ990916 19.9A29.C20 


. o2 . np 


Method 


AAT/NAP 






Start 


22362 




End 


25311 






GI 


4680186 




Score 


189 






Exons 


22362. .22381, 23748. 


.23910, 


24485. .24626, 25283 


. . 25311 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


19333 




Seq. ID 


OJ990916 


1 9 . 9 A2 9 . 


C20 


Gene No. 


40382 




Strand 








Start 


8911 




End 


11218 






Name 


OJ990916 19.9A29.C20 


. o2 . gs 


Method 


GENSCAN 






Start 


8911 




End 


11173 






GI 


none 




Score ... 


. 91 






Exons 


8911.. 9035, 10250. .10364, 10603.. 10665 


, 10721.. 


11173 




Seq. No. 


19333 




Seq. ID 


OJ990916 


_19. 9A29. 


C20 


Gene No. 


40382 




Strand 








Start 


8911 




End 


11218 






Name 


OJ990916 19.9A29.C20 


.ol.gp 


Method 


AAT/GAP 






Start 


9837 




End 


10371 






GI 


3759045 




Score 


1006 






Exons 


9837. .10371. 












Seq. No. 


19333 




Seq. ID 


OJ990916 


_19.9A29. 


C20 


Gene No. 


40382 




Strand 








Start 


8911 




End 


11218 






Name 


OJ990916 19.9A29.C20 


o2.gp 


Method 


AAT/GAP 






Start 


10759 




End 


11218 






GI 


58496 1.R1084 




Score 


886 






Exons 


10759. .11218 












GI Descrip. 


' 6069643/dbj IAP00061* 


5.1IAP000616 l.Oe- 


152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


19333 




Seq. ID 


OJ990916^ 


_19.9A29. 


C20 


Gene No. 


40383 




Strand 








Start 


21367 




End 


25672 






Name 


OJ990916 19.9A29.C20 


o4 . gs 


Method 


GENSCAN 






Start 


21367 




End 


25352 






GI 


none 




Score 


. 63 






Exons 


21367. .21902, 22830. 


23124, 


23292. .234 


97, 23511 


. .23698, 






23726. .23820, 24165. 


24287, 


24948. .25182, 25253 


. .25352 




Seq. No. 


19333 




Seq. ID 


OJ990916_ 


_19. 9A29. 


C20 



19703 



Gene No. 


40383 


Strand 








Start 


21367 


End 


25672 






Name 


OJ990916 19. 9A29.C20.ol.np 


Method 


AAT/NAP 






Start 


21825 


End 


25672 






GI 


2586082 


Score 


107 






Exons 


21825. .21958, 224 87 .. 2261 9, 


25572. .25672 






-GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


19333 


Seq. ID 


OJ990916 


_19, 


. 9A29.C20 


Gene No. 


40383 


Strand 








Start 


21367 


End 


25672 






Name 


OJ990916 19.9A29.C20.o3.gp 


Method 


AAT/GAP 






Start 


24044 


End 


24469 






GI 


4878407 


Score 


663 






Exons 


24044. .24469 










GI Descrip. 


6069643/dbj | AP00061 6 . 1 | AP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 








Seq. No. 


19334 


Seq. ID 


OJ990916 


19, 


, 9A29.C21 


Gene No. 


40384 


Strand 


+ 






Start 


5253 


End 


9371 






Name 


OJ990916 19. 9A29.C21.o2.gs 


Method 


GENSCAN 






Start 


5253 


End 


6014 






GI 


none 


Score 


.57 






Exons 


5253. .6014 ' 










Seq. No. 


19334 


Seq. ID 


OJ990916 


_19, 


. 9A29.C21 


Gene No. 


40384 


Strand 


+ 






Start 


5253 


End 


9371 






Name 


OJ990916 19.9A29.C21.ol.np 


Method 


AAT/NAP 






Start 


5274 


End 


9371 






GI 


4234852 


Score 


4154 






Exons 


5274. .5413, 5456. .9371 










GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 


19334 


Seq. ID 


OJ990916 


_19, 


. 9A29.C21 


Gene No. 


40384 


Strand 


+ 






Start 


5253 


End' 


9371 






Name 


OJ990916 19.9A29.C21.o3.gs 


Method 


GENSCAN 






Start 


7899 


End 


9284 






GI 


none 


Score 


.51 






Exons 


7899. .8770, 8915. .9104, 9141 


. . 9284 








Seq. No. 


19334 


Seq. ID 


OJ990916 


_19. 


, 9A29.C21 


Gene No. 


40385 


Strand 








Start 


762 


End 


4613 






Name 


OJ990916 19.9A29.C21.ol.gs 


Method 


GENSCAN 






Start 


762 


End 


4613 






GI 


none 


Score ^ 


.68 






Exons 


762. .851, 1092. .1172, 1258.. 


1405, 2298. 


.2455, 2460. 


, .2906, 




2912. .3349, 3461. .3634, 3658 


..3973, 4056. .4326, 


4481. .4613 


Seq. No. 


19334 


Seq. ID 


OJ990916 


_19. 


. 9A29.C21 


Gene No. 


40385 


Strand 








Start 


762 


End 


4613 






Name 


OJ990916 19.9A29.C21.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


2305 


End 


3007 







19704 



GI 

Exons 



none 

2305. .2421, 



2541. .2678, 2756. 



Score 80 

,2821, 2813.. 2899, 2948.. 3007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19334 
40385 
762 

OJ990916_i9. 

2547 

none 

2547. .2678, 
3209. .3307 



9A29.C21.o2.tc 



2566.. 2679, 2774. 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End 4 613 

Method TBLASTX : Cress 

End 3307 

Score 7 6 

.2833, 2945.. 3004, 3065.. 3133, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19334 
40385 
762 

OJ990916_19. 

2574 

none 

2574 . .2711, 
3065. .3151, 

19334 
40385 
762 

OJ990916_19. 

3530 

none 

3530. .3595, 
3758. .3826, 

19334 
40386 
5366 

OJ990916_19. 

5366 

none 

5366. .5935, 
6223. .6306 



9A29.C21.o4 .tm 



2587.. 2679, 2765, 
3209.. 3331, 3223, 



9A29.C21.o4 . tw 



3597.. 3641, 3598. 
3763.. 3825, 3824. 



9A29.C21.ol.tm 



5367.. 5936, 5641. 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End 4613 
Method TBLASTX : Mai ze 
End 3331 
Score 79 

.2821, 2945.. 3004, 3065.. 3151, 
.3294 

Seq. ID OJ990916_19.9A29.C21 
Strand 

End 4613 
Method TBLASTX : Wheat 
End 3892 
Score 4 9 

.3672, 3670.. 3726, 3670.. 3726, 
.3892, 3826.. 3891 

Seq. ID OJ990916_19.9A29.C21 
Strand 

End 6306 

Method TBLASTX : Maize 

End 6306 

Score 543 

.5943, 6030.. 6119, 6059.. 6100, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19334 
40387 
6594 

OJ990916_19. 

6594 

none 

6594 . . 6980, 

19334 
40387 
6594 

OJ990916_19. 

6756 

none 

6756. .6989, 
7110. .7337, 



9A29.C21.o2.ts 



6605. .6811 



9A29.C21.o2.tw 



6770.. 6988, 7034, 
7318. .7416 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End 7419 

Method TBLASTX : Soybean 

End 6980 

Score 318 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End . 7419 

Method TBLASTX : Wheat 

End 7416 

Score 237 

.7108, 7057. .7107, 7108. .7326, 



Seq. No. 



19334 



Seq. ID OJ990916_19.9A29.C21 



19705 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

^ Seq. No. 
*z. Gene No. 

:::: start 

i Lf Name 
Q Start 

Exons 

^ Seq. No. 
x Gene No . 
□ Start 
sj Name 
Start 

Exons 

r3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



40387 
6594 

OJ990916_19.9A29.C21.o5.tm 

7034 

none 

7034. .7114, 7111. .7236, 7249. 

19334 
40387 
6594 

OJ990916_19.9A29.C21.o5.ts 

7034 

none 

7034. .7108, 7108. .7242, 7246. 

19334 
40388 
7896 

OJ990916_19.9A29.C21.ol.ts 

7896 

5509260 

7896.. 8324, 7976.. 8245, 8291. 



Strand 
End 

Method 

End 

Score 



7419 

TBLASTX: Maize 

7410 

71 



.7326, 7339.. 7410 

Seq. ID OJ990916_19.9A29.C21 
Strand 

End 7419 

Method TBLASTX : Soybean 

End 7419 

Score 55 
.7419 

Seq. ID OJ990916_19.9A29.C21 
Strand 

End 9350 

Method TBLASTX : Soybean 

End 8324 

Score 326 
.8323 



19334 
40388 
7896 

OJ990916_19.9A29.C21.ol.tc 

7974 

none 

7974. .8234, 7976. .8212 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End 9350 

Method TBLASTX : Cress 

End 8234 

Score 220 



19334 
40388 
7896 

OJ990916_19.9A29.C21.ol.tw 

8015 

none 

8015.. 8359, 8016.. 8360, 8043, 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End 9350 

Method TBLASTX : Wheat 

End 8795 

Score 334 

.8360, 8345. .8791, 8346. .8795 



19334 
40388 
7896 

OJ990916_19.9A29.C21.o3.tm 

8016 

none 

8016.. 8324, 8033.. 8323, 8358. 



Seq. ID OJ990916_19.9A29.C21 
Strand 

End 9350 

Method TBLASTX : Mai ze 

End 8459 

Score 253 . 

8459 



19334 
40388 
7896 

0 J990 9 1 6_1 9 . 9A2 9 . C2 1 . o2 . tm 

8460 

none 

8460.. 8621, 8595.. 8891, 8735. 



Seq. ID OJ9?0916_19. 9A29.C21 
Strand 

End 9350 

Method TBLASTX : Mai ze 

End 8891 

Score 81 
.8890 



19334 



Seq. ID OJ990916_19.9A29.C21 



19706 




Gene No. 


40388 




Strand 






Start 


7896 




End 


9350 




Name 


OJ990916 19. 9A29.C21.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


8781 




End 


9347 




GI 


none 




Score 


113 




Exons 


8781. .8963, 8976. .9167, 


9156 


. .9347 






Seq. No. 


19334 




Seq. ID 


OJ990916_19.9A29. 


C21 


Gene No. 


40388 




Strand 






Start 


7896 




End 


9350 




Name 


OJ990916 19.9A29.C21.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


8944 




End 


9350 




GI 


none 




Score 


58 




Exons 


8944. .9138, 8951. .9184, 


8955 


. .9350, 9232. .9279 




Seq. No. 


19335 




Seq. ID 


OJ990916_19. 9A29. 


C22 


Gene No. 


40389 




Strand 






Start 


63 




End 


287 




Name 


OJ990916 19. 9A29.C22.ol 


. gs 


Method 


GENSCAN 




Start 


63 




End 


287 




GI 


none 




Score 


.43 




Exons 


63. .287 










Seq. No. 


19336 




Seq. ID 


OJ990916_19. 9A29. 


C23 


Gene No. 


40390 




Strand 


+ 




Start 


1 




End 


1784 




Name 


OJ990916 19. 9A29.C23.ol 


-gp 


Method 


AAT/GAP 




Start 


1 




End 


1622 




GI 


. 342 1.R1084 




Score 


2214 




Exons 


1. .251, 283. .940, 976. . 


995, 


1078. .1184 


, 1278. .1622' 




GI Descrip. 


■ 4574 4 06/gb|AAD24 042.1 | 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 










Seq. No. 


19336 




Seq. ID 


OJ990916_19.9A29. 


C23 


Gene No. 


40390 




Strand 


+ 




Start 


1 




End 


1784 




Name 


OJ990916 19. 9A29.C23.o3 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


1784 




GI 


342 1.R1084 




Score 


2503 




Exons 


1..251, 283.. 940, 976.. 


995, 


1078. .1184 


, 1278. .1784 




GI Descrip. 


? 4 574 4 06/gb| AAD24 042 . 1 | 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 










Seq. No. 


19336 




Seq. ID 


OJ990916_19. 9A29. 


C23 


Gene No. 


40390 




Strand 


+ 




Start 


1 




End 


1784 




Name 


OJ990916 19. 9A29.C23.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


847 




GI 


4680203 




Score 


627 




Exons 


1. .847 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


19336 




Seq. ID 


OJ990916_19.9A29. 


C23 


Gene No. 


40390 




Strand 


+ 




Start 


1 




End 


1784 




Name 


OJ990916 19. 9A29.C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8 




End 


793 





19707 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 181 

8. .235, 41. .235, 183. .245, 297. .362, 304. .363, 304. .363, 
391. .429, 405. .434, 437. .499, 441. .500, 508. .618, 509. .619, 
632. .712, 701. .793, 727. .792 



19336 
40390 
1 

OJ990916_19.9A29.C23.ol.gs 

509 

none 

509. .868 



Seq. ID OJ990916_19.9A29.C23 

Strand + 

End 1784 

Method GEN SCAN 

End 868 

Score .83 



Seq. No. 19337 

Gene No. 40391 

Start 175 

Name OJ990916_19 . 9A29 . C24 . ol . gs 

Start 175 

GI none 

Exons 175.. 248, 1114.. 1356 



Seq. ID OJ990916_19.9A29.C24 

Strand + 

End 1356 

Method GENSCAN 

End 1356 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19338 
40392 
1 

OJ990706_05 . 9A20 . C2 . ol . np 
1 • 

4826399 
1..948 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



Seq. ID OJ990706_05.9A20.C2 
Strand 

End 94 8 

Method AAT/NAP 

End 94 8 

Score 180 



Seq. ID OJ990706_05.9A20.C3 

Strand + 

End 971 

Method AAT/GAP 

End 971 

Score 740 



19339 
40393 
562 

OJ990706_05 . 9A20 . C3 . ol . gp 
562 

LIB3432-012-P1-K1-G7 
562.. 971 

1 5257255/dbj | AP000364.il AP000364 1 . Oe-38 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



19339 
40394 
1303 

OJ990706_05.9A20.C3.ol.gs 

1303 

none 

1303.. 1326, 1632.. 2042 



Seq. ID OJ990706_05.9A20.C3 

Strand + 

End " 2939 

Method GENSCAN 

End 2042 

Score .97 



19339 
40394 
1303 

OJ990706_05.9A20.C3.ol.np 
1635 
6688926 
1635. .2033, 2861. .2939 

(AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. ID OJ990706_05. 9A20.C3 

Strand + 

End 2939 

Method AAT/NAP 

End 2939 

Score 160 



19708 



Seq. No. 19339 Seq. ID 

Gene No. 40394 Strand 

Start 1303 End 

Name OJ990706_05 . 9A20 . C3 . o2 . gs Method 

Start 2638 End 

GI none Score 

Exons ■ 2638. .2930 



OJ990706_05.9A20.C3 
+ 

2939 
GENSCAN 
2930 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19340 Seq. ID 

40395 Strand 

174 End 

OJ990706__05 . 9A20 .C5.ol.np Method 

174 End 

5803260 Score 



OJ990706_05 . 9A20 . C5 
+ 

7313 
AAT/NAP 
3649 
845 



174. .1111, 1832. .1936, 2505. .3649 

(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



Seq. No. 19340 

Gene No. 40395 

Start 174 

Name OJ990706_05 . 9A20 . C5 . o2 . np 

Start 2772 

GI 4539658 

Exons 2772.. 2824, 

GI Descrip. (AF061282) 
bicolor] 



Seq. ID OJ990706_05. 9A20.C5 
Strand + 
End 7313 
Method AAT/NAP 
End 7313 
Score 196 
4200. .4336, 4421. .4568, 7282. .7313 
serine carboxypeptidase-like protein [Sorghum 



Seq. No. 19340 Seq. ID 

Gene No. 40395 Strand 

Start 174 End 

Name OJ990706_05 . 9A20 . C5 . o3 . np Method 

Start 3466 End 

GI 4539658 Score 

Exons 3466.. 3512, 4202.. 4336, 4421. .4577 
GI Descrip. 



OJ990706JD5. 9A20.C5 
+ 

7313 
AAT/NAP 
4577 
202 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 19340 

Gene No. 40395 

Start 174 

Name 0 J 9 9 0 7 0 6_0 5 . 9 A2 0 . C 5 . o 4 . np 

Start 5341 

GI 5734709 

Exons 5341.. 5497, 5583.. 6173 

GI Descrip. (AC008075) Contains PF | 00069 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706_ 
+ 

7313 
AAT/NAP 
6173 
119 • 



05.9A20.C5 



Eukaryotic protein kinase domain. 



Seq. No. 19340 

Gene No. 40396 

Start 6681 

Name OJ990706_05 . 9A20 .C5.ol.tc 

Start 693 
GI . none 

Exons 693.. 827, 1015. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1104, 2582... 2617, 2633. 



OJ990706_05. 9A20.C5 
9912 

TBLASTX: Cress 

3292 

77 

.2764, 2758. .2913, 



2762, 
3218. 



.2932, 2972. 
.3292 



,3037, 3034. .3132, 3047.. 3136, 3140.. 3292, 



19709 




Seq. No. 


19340 








- Seq. ID 


OJ990706 


05 . 9A20 .C5 


Gene No. 


40396 








Strand 






Start 


6681 








End 


9912 




Name 


OJ990706 05 


. 9A20. 


C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2552 








End 


3499 




GI 


none 








Score 


56 




Exons 


2552. .2641, 


2572. 


.2613, 


2633. 


.2788, 2677. .2835, 


2755 . .2916, 




2762. .2956, 


2971. 


.3039, 


2975. 


.3037, 3046. .3132, 


3047 . . 3136, 




3155. .3283, 


3155. 


.3271, 


3284 . 


.3499 






Seq. No. 


19340 








Seq. ID 


OJ990706 


_05.9A20.C5 


Gene No. 


40396 








Strand 






Start 


6681 








End 


9912 




Name 


OJ990706 05 


. 9A20. 


C5.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2639 








End 


2953 




GI 


none 








Score 


82 




Exons 


2639. .2788, 


2677 . 


.2826, 


2762 . 


.2953 






Seq. No. 


19340 








Seq. ID 


OJ990706 


05 . 9A20 .C5 


Gene No. 


40396 








Strand 






Start 


6681 








End 


9912 




Name 


OJ990706 05 


. 9A20. 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2651 








End 


3283 


GI 


none 








Score 


82 




Exons 


2651. .2749, 


2677 . 


.2739, 


2801.. 


.2944, 2803.. 2913, 


2972 . . 3037 , 




2974. .3018, 


3044 . 


. 3130, 


3061 . 


.3138, 3158.. 3283, 


3214 . . 3276 


Seq. No. 


19340 








Seq. ID 


OJ990706 


_05.9A20.C5 


Gene No. 


40396 








Strand 






Start 


6681 








End 


9912 




Name 


OJ990706 05 


. 9A20. 


C5 .ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2987 








End 


3283 




GI 


none 








Score 


41 




Exons 


2987. .3049, 


3046. 


.3129, 


3047 . 


.3136, 3155.. 3283, 


3214 . . 3282 


Seq. No. 


19340 








Seq. ID 


OJ990706 


05 . 9A20 .C5 


Gene No. 


40396 








Strand 






Start 


6681 








End 


9912 




Name 


OJ990706 05 


. 9A20. 


C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4127 








End 


4946 




GI 


none 








Score 


114 




Exons 


4127. .4228, 


4130. 


. 4234, 


4132. 


.4233, 4206. .4343, 


4219. . 4344, 




4222. .4347, 


4232. 


.4348, 


4621. 


.4743, 4621. .4743, 


4623. . 4745, 




4631. .4750, 


4 63,5. 


.4751, 


4743. 


.4778, 4767. .4832, 


4767 . .4826, 




4775. .4831, 


4804 . 


.4941, 


4817 . 


.4921, 4825. .4929, 


4830. .4946 


Seq. No. 


19340 








Seq. ID 


OJ990706 


_05. 9A20.C5 


Gene No. 


40396 








Strand 






Start 


6681 








End 


9912 




Name 


OJ990706 05 


. 9A20. 


C5 . o2 . 


OS 


Method 


GENSCAN 




Start 


6681 ~~ 








End 


9912 




GI 


none 








Score 


.51 




Exons 


6681. . 6727, 


7177. 


.7222, 


7236. 


.7303, 9846.. 9912 




Seq. No. 


19341 








Seq. ID 


OJ990706 


_05.9A20.C6 


Gene No. 


40397 








Strand 


+ 




Start 


666 








End 


2815 





19710 



Name 


OJ990706 05.9A20.C6.ol.np 


Method 


AAT/NAP 


Start 


666 


End 


2815 


GI 


6721547 


Score 


101 


Exons 


666.. 750, 2733.. 2815 






GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No.-.-. 


- 

19342 


Seq. ID 


OJ990706 05.9A20.C7 


Gene No. 


40398 


Strand 


+ 


Start 


584 


End 


704 


Name 


OJ990706 05.9A20.C7.ol.gs 


Method 


GENSCAN 


Start 


584 


End 


704 


GI 


none 


Score 


. 91 


Exons 


584 . . 704 






Seq. No. 


19342 


Seq. ID 


OJ990706_05. 9A20.C7 


Gene No. 


40399 


Strand 


+ 


Start 


3171 


End 


4004 


Name 


OJ990706_05. 9A20 . C7 . ol . tm 


Method 


TBLASTX: Maize 


Start 


126 


End 


803 


GI 


none 


Score 


44 


Exons 


126. .197, 130. .201, 241. .378, 


247. .384, 


247. .384, 250. .378, 




288.. 383, 289.. 360, 294.. 392, 


299. . 388, 


396. . 509, 407 . . 511, 




409. .510, 410. .511, 411. .509, 


417 . . 509, 


419. . 502, 486. . 605, 




532. .591, 533. .610, 538. .564, 


551. .790, 


. 553. .609, 576. .749, 




588. .794, 595. .651, 597. .752, 


597. .770, 


618. .746, 619. .747, 




624. .749, 628. .708, 639. .803 






Seq. No. 


19342 


Seq. ID 


OJ990706_05.9A20.C7 


Gene No. 


40399 


Strand 


.+ 


Start 


3171 


End 


4004 


Name 


OJ990706 05. 9A20 . C7 . ol . np 


Method 


AAT/NAP 


Start 


3171 


End 


4004 


GI 


6721547 


Score 


77 


Exons 


3171. .3255, 3984. .4004 






GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No. 


19343 


Seq. ID 


OJ990706_05.9A20.C8 


Gene No. 


40400 


Strand 


+ 


Start 


500 


End 


620 


Name 


OJ990706 05. 9A20 . C8 . ol . gs 


Method 


GENSCAN 


Start 


500 


End 


620 


GI 


none 


Score 


.88 


Exons 


500. .620 






Seq. No. 


19344 


Seq. ID 


OJ990706_05.9A20.C11 


Gene No. 


40401 


Strand 




Start 


1221 


End 


5597 


Name 


OJ990706 05. 9A20 . CI 1 . ol . gs , 


Method 


GENSCAN 


Start 


1221 


End 


5597 


GI 


none 


Score 


.86 


Exons 


1221. .1496, 1738. .1924, 2701. 


.2789, 3040. .3309, 3971. .4168, 




4274. .4546, 4691. .4903, 5559. 


.5597 




Seq. No. 


19344 


Seq. ID 


OJ990706_05.9A20.C11 


Gene No. 


40401 


Strand 




Start 


1221 


End 


5597 


Name 


OJ990706 05.9A20.Cll.ol.tm 


Method 


TBLASTX: Maize 



19711 



Start 
GI 

Exons 



1227 
none 

1227. .1316, 1747. .1869, 1751. 
3070.. 3234, 3983.. 4159, 3984. 
4317. .4472, 4323. .4472, 4718. 



End 4873 
Score 110 

.1873, 1894. .1926, 1898. .1927, 
.4163, 4310. .4459, 4310. .4471, 
.4873, 4770. .4850 



Seq. No. 

Gene No.-.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706 05.9A20.C11 



5597 
AAT/NAP 
4893 
368 



19344 
40401 
1221 

OJ990706_05 . 9A20 . Cll . ol . np 
4304 
1167955 
4304. .4546, 4703. .4893 

(U434 97) putative 32.7 kDa j asmonate-induced protein [Hordeum 
vulgare] gi 12465428 (AF021257) 32 kDa protein [Hordeum vulgare] 

19344 Seq. ID OJ990706_05.9A20.C11 

40401 Strand 

1221 End 5597 

OJ990706_05 . 9A20 . Cll . o2 . np Method AAT/NAP 

4304 End 4893 

1167953 Score 372 

4304. .4546, 4703. .4893 

(U43496) putative 32.6 kDa j asmonate-induced protein [Hordeum 
vulgare] gi 12465426 (AF021256) 32 kDa protein [Hordeum vulgare] 

19344 Seq. ID OJ990706_05 . 9A20 . Cll 

40401 Strand 

1221 End 5597 

OJ990706_05 . 9A20 . Cll . ol . gp Method AAT/GAP 

4335 End 4923 

2427628 Score 785 

4335. .4546, 4691. .4923 

1167953 2.0e-26 (U43496) putative 32.6 kDa jasmonate-induced 

protein [Hordeum vulgare] >gi_2465426 (AF021256) 32 kDa protein 
[Hordeum vulgare] 



Seq. No. 


19345 








Seq. ID 


OJ990706 


Gene No. 


40402 








Strand 


-f 


Start 


1668 








End 


2297 


Name 


OJ990706 05. 


.9A20. 


C12.ol. 


gs 


Method 


GENSCAN 


Start 


1668 








End 


2297 


GI 


none 








Score 


.46 


Exons 


1668. ,1811, 


2058, 


.2297 








Seq. No. 


19345 








Seq. ID 


OJ990706 


Gene No. 


40403 








Strand 


+ 


Start 


8731 








End 


11250 


Name 


OJ990706 05. 


,9A20. 


C12.o3. 


gs 


Method 


GENSCAN 


Start 


8731 








End 


11250 


GI 


none 








Score 


.74 


Exons 


■ 8731. .8788, 


11021 


.. . 11250 






Seq. No. 


19345 








Seq. ID 


OJ990706 


Gene No. 


40404 








Strand 




Start 


1 








End 


224 


Name 


OJ990706 05. 


■9A20. 


C12.ol. 


gp 


Method 


AAT/GAP 



19712 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



224 
398 



LIB3432-059-P1-K1-D8 
1. .224 

, 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



19345 
'40405 
3037 

OJ990706_05 . 9A20 . C12 . o2 . gs 

3037 

none 

3037. .3243, 4526.. 4639, 4942. 
5916. .6014 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5095, 



OJ990706 05.9A20.C12 



9016 
GENSCAN 
6014 
.75 

5196. .5424, 5526. .5784, 



Seq. No. 


19345 








Seq. ID 


OJ990706_05.9A20.C12 


Gene No. 


40405 








Strand 




Start 


3037 








End 


9016 


Name 


OJ990706 05 


.9A20. 


C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3088 








End 


5987 


GI 


none 








Score 


47 


Exons 


3088. .3243, 


5000. 


.5086, 


5198. 


.5410, 5202.. 5321, 5515.. 5580, 




5620. .5784, 


5919. 


.5987 








Seq. No. 


19345 








Seq. ID 


OJ990706_05.9A20.C12 


Gene No. 


40405 








Strand 




Start 


3037 








End 


9016 


Name 


OJ990706 05 


.9A20. 


C12.ol. 


np 


Method 


AAT/NAP 


Start 


4962 








End 


9016 


GI 


4008008 








Score 


268 


Exons 


4962. .5123, 


5221. 


.5426, 


5522. 


.5576, 5625. .5784, 5916. .5983, 




8995. .9016 












GI Descrip. 


(AF084035) 


receptor-like protein kinase [Arabidopsis thaliana 


Seq. No. 


19345 








Seq. ID 


OJ990706_05.9A20.C12 


Gene No. 


40405 








Strand 




Start 


3037 








End 


9016 


Name 


OJ990706 05 


. 9A20 . 


C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4993 








End 


5861 


GI 


none 








Score 


39' 


Exons 


4993. .5091, 


5198. 


.5422, 


5524 . 


.5577, 5647.. 5781, 5817.. 5861 


Seq. No. 


19345 . 








Seq. ID 


OJ990706_05.9A20.C12 


Gene No. 


40405 








Strand 




Start 


3037 








End 


9016 


Name 


OJ990706 05 


. 9A20. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4993 








End 


5796 


GI 


none 








Score 


53 


Exons 


4993. .5091, 


5000. 


.5089, 


5193. 


.5333, 5225.. 5332, 5348.. ; 5431, 




5371. .5406, 


5530. 


.5721, 


5531. 


.5566, 5620.. 5712, 5738.. '5788, 



5743. .5796 



Seq. No. 19345 Seq. ID OJ990706_05.9A20.C12 

Gene No. 40405 Strand 

Start 3037 End 9016 

Name OJ990706_05 . 9A20 . C12 . ol . ts Method TBLASTX : Soybean 

Start 4999 End 5733 



19713 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none Score 84 

4999.. 5091, 5198.. 5410, 5515.. 5583, 5620.. 5733 



Seq. ID OJ990706_05.9A20.C13 

Strand + 

End 2802 

Method GENS CAN 

End 2802 ' 

Score .71 



Seq. ID OJ990706_05.9A20.C13 

Strand + 

End 5122 

Method GENSCAN 

End 4195 

Score . 83 



Seq. ID OJ990706_05.9A20.C13 

Strand + 

End 5122 

Method AAT/GAP 

End 5122 

Score 583 



19346 
40406 
2037 

OJ990706_05 . 9A20 .C13 . ol . gs 
2037 
none 

2037.. 2120, 2665.. 2802 

19346 
40407 
3761 

OJ990706JD5 . 9A20 . C13 . o2 . gs 
3761 
none 

3761. .3941, 4119. .4195 

19346 
40407 
3761 

OJ990706J35 . 9A20 . C13 . ol . gp 
4061 

LIB34 32-022-P1-K1-E11 
4061. .4128, 4746. .4901, 5024. .5122 

'3953479 8.0e-09 (AC002328) F2202.24 [Arabidopsis thaliana] 1 



19347 
40408 
1 

OJ990706_05 . 9A20 . C14 . ol . np 
1 

6453905 
1..131, 208. .358, 429. .547 

(AC011663) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990706_05.9A20.C14 

Strand + 

End 547 

Method AAT/NAP 

End 547 

Score 187 



19347 
40408 
1 

OJ990706_05. 9A20.C14 .ol.tw 
1 

none 



•Seq. ID OJ990706_05.9A20.C14 

Strand + 

End 547 

Method TBLASTX : Wheat 

End 354 

Score 111 



1..84, 3. .80, 12. .89, 208. .303, 209. .304, 328. .354 



19347 
40408 
1 

OJ990706_05 . 9A20 . C14 . ol . ts 
1 

none 

1..84, 6. .74, 206. .355 

19347 
40408 
1 

OJ990706 05. 9A20.C14 .ol.gs 



Seq. ID OJ990706_05.9A20.C14 

Strand + 

End 547 

Method TBLASTX : Soybean 

End 355 

Score 107 



Seq. ID OJ990706_05.9A20.C14 

Strand + 

End 547 

Method GENSCAN 



19714 




Start 


49 






End 


538 




GI 


none 






Score 


.8 




Exons 


49. . 131, 


208. .358, 440. . 


538 








Seq. No. 


19348 






Seq. ID 


OJ990706__05. 9A20 


C15 


Gene No. 


40409 






Strand 






Start 


1 






End 


220 




Name 


OJ990706 


_05.9A20.C15.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


220 




GI 


5803260 






Score 


122 




Exons 


1. .220 












GI Descrip. 


(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 


Seq. No. 


19348 






Seq. ID 


OJ990706_05.9A20 


C15 


Gene No. 


40409 






Strand 






Start 


1 






End 


220 




Name 


OJ990706 


05. 9A20.C15.ol. 


gs 


Method 


GENSCAN 




Start 


17 






End 


203 




GI 


none 






Score 


.98 




Exons 


17. .203 












Seq. No. 


19349 






Seq. ID 


OJ990706_05.9A20 


C16 


Gene No. 


40410 






Strand 


+ 




Start 


67 






End 


1688 




Name 


OJ990706 


05. 9A20.C16.ol. 


np 


Method 


'AAT/NAP 




Start 


67 






End 


1688 




GI 


22490 






Score 


158 




Exons 


67. .114, 


1403. . 1688 










GI Descrip. 


(X01380) 


ORF1 [Zea mays] 










Seq. No. 


19349 






Seq. ID 


OJ990706_05.9A20 


C16 


Gene No. 


40410 






Strand 


+ 




Start 


67 






End 


1688 




Name 


OJ990706 


_05.9A20.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1392 






End 


1662 




GI 


none 






Score 


133 




Exons 


1392. .1538, 1463. .1531, 


1534. . 


1662, 1538. .1639 




Seq. No. 


19350 






Seq. ID 


OJ990706_05.9A20 


C17 


Gene No. 


40411 






Strand 


+ 




Start 


1 






End 


130 




Name 


OJ990706 


_05.9A20.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


130 




GI 


2462640 






Score 


137 




Exons 


1. .130 












GI Descrip. 


(Y13370) 


reverse transcriptase [Oryza 


sativa] 




Seq. No. 


19350 






Seq. ID 


OJ990706_05. 9A20 


C17 


Gene No. 


40412 






Strand 


+ 




Start 


783 






End 


1297 




Name 


OJ990706 


05. 9A20.C17.ol. 


gs 


Method 


GENSCAN 




Start 


783 






End 


1297 




GI 


none 






Score 


. 97 




Exons 


783. .906, 


1071. .1297 










Seq. No. 


19351 






Seq. ID 


OJ990706JD5.9A20 


C18 


Gene No. 


40413 






Strand 







19715 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990706_05 . 9A20 . C18 . ol . np 
1 

6665543 
1..667, 1136. .1162 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



End 

Method 
End 
Score 



1162 
AAT/NAP 
1162 
372 



19351 
40413 
1 

OJ990706_05 . 9A20 .C18 . ol . tm 
1 

none 



Seq. ID OJ990706_05.9A20.C18 
Strand 

End 1162 

Method TBLASTX : Mai ze 

End 660 

Score 4 0 



1..51, 76. .165, 182. .241, 256. .462, 353. .535, 463. .561, 
574 . . 660, 611. . 640 



19351 
40413 
1 

OJ990706_05.9A20.C18.ol.ts 

13 • 

none 



Seq. ID OJ990706_05.9A20.C18 
Strand 

End 1162 

Method TBLASTX : Soybean 

End 558 

Score 59 



13. .48, 67*. .162, 214. .462, 284. .469, 448. .558 



19351 
40413 
1 

OJ990706_05.9A20.C18.ol.tc 
19 

none 



Seq. ID OJ990706_05.9A20.C18 
Strand 

End 1162 

Method TBLASTX: Cress 

End 636 

Score 61 



19. .72, 76. .165, 280. .462, 299. .451, 463. .576, 577. .636 



19351 
40413 
1 

OJ990706_05.9A20.C18.ol.gs 
38 

none 
38. .707 



Seq. ID OJ990706_05.9A20.C18 
Strand 

End 1162 

Method GENSCAN 

End 7 07 ■ 

Score" .49 



Seq. No. 19352 

Gene No. 40414 

Start 51 

Name OJ990706_05 . 9A20 . C19 . ol . gs 

Start 51 

GI none 

Exons 51.. 229 



Seq. ID OJ990706_05.9A20.C19 

Strand + 

End 229 

Method GENSCAN 

End 229 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



19353 
40415 
96 

OJ990706_05. 9A20 . C23 . ol . gs 
96 

none 



Seq. ID OJ990706_05.9A20.C23 
Strand 

End 2096 

Method GENSCAN 

End 1608 

Score .59 



96. .297, 565. .646, 1041. .1254, 1366. .1608 

19353 Seq. ID OJ990706_05.9A20.C23 



19716 



Gene No. 


40415 


Strand 






Start 


96 


End 


2096 




Name 


OJ990706 05.9A20.C23.ol.np 


Method 


AAT/NAP 




Start 


1227 


End 


2096 




GI 


4680203 


Score 


453 




Exons 


1227. .1907, 2045. .2096 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


19353 


Seq. ID 


OJ990706_05.9A20 


.C23 


Gene No. 


40415 


Strand 






Start 


96 


End 


2096 




Name 


OJ990706 05.9A20.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1250 


End 


1542 




GI 


none 


Score 


134 




Exons 


1250. .1273, 1270. .1452, 1277. 


.1444, 1435. .1542 




Seq. No. 


19353 


Seq. ID 


OJ990706_05.9A20 


.C23 


Gene No. 


40415 


Strand 






Start 


96 


End 


2096 




Name 


OJ990706 05.9A20.C23.o2.np 


Method 


AAT/NAP 




Start 


1564 


End 


2096 




GI 


5852182 


Score 


303 




Exons 


1564.. 1891, 2008.. 2096 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 






Seq.. No. 


19354 


Seq. ID 


OJ990706_05.9A20 


.C24 


Gene No. 


40416 


Strand 


+ 




Start 


606 


End 


1280 




Name 


OJ990706 05.9A20.C24.ol.gs 


Method 


GENSCAN 




Start 


606 


End 


1280 




GI 


none 


Score 


.79 




Exons 


606. .687, 1150. .1280 








Seq. No. 


19354 


Seq. ID 


OJ990706JD5.9A20 


.C24 


Gene No. 


40417 


Strand 






Start 


419 


End 


1592 




Name . 


OJ990706 05.9A20.C24.ol.np 


Method 


AAT/NAP 




Start 


419 


End 


1592 




GI 


6063554 


Score 


129 




Exons 


419..594, 1526. .1592 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


19355 


Seq. ID 


OJ990706_05.9A20 


.C29 


Gene No. 


40418 


Strand 


+ 




Start 


268 


End 


885 




Name 


OJ990706 05. 9A20 . C29 . ol . gs 


Method 


GENSCAN 




Start 


268 


End 


885 




GI 


none 


Score 


.96 




Exons 


268. .347, 441. .534, 671. .885 








Seq. No. 


19355 


Seq. ID 


OJ990706_05. 9A20 


.C29 


Gene No. 


40419 


Strand 






Start" 


1 


End 


914 




Name 


OJ990706 05.9A20.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


914 





19717 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6815109 Score 176 

1..914 

(AP001081) hypothetical protein [Oryza sativa] 



19356 
40420 
64 

OJ990706_05 . 9A20 . C30 . ol . gs 
64 

none 

64. .269, 402. .704 



Seq. ID OJ990706_05.9A20.C30 

Strand + 

End 720 

Method GENSCAN 

End 704 

Score .76 



19356 Seq. ID 

40420 Strand 

64 End 

OJ9907 06_05 . 9A20 . C30 . ol . np Method 

534 End 

5441880 Score 
534 . .720 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



OJ990706_05.9A20.C30 
+ 

720 

AAT/NAP 

720 

195 



Seq. No. 19357 Seq. ID 

Gene No. 40421 Strand 

Start 1 End 

Name OJ990706_05 . 9A20 . C31 . ol . np Method 

Start 1 End 

GI 5441880 Score 

Exons 1..123, 567.. 679 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to 
predicted gene.; Similar to maize transposon 
(AC003981) [Oryza sativa] 



OJ990706_ 
+ 

679 

AAT/NAP 
679 
161 



05.9A20.C31 



a region of the 
MuDR mudrA protein 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .; 
GI Descrip. 



19357 
40421 
1 

OJ990706_05. 9A20 . C31 . ol . tw 
3 

none 

3. .143, 5. .127, 177. .218, 218. .349, 228. .338 



Seq. ID OJ990706_05.9A20.C31 
Strand 
End 

Method 
End 
Score 



+ 

679 

TBLASTX: Wheat 
349 
157 



19358 Seq. ID 

40422 Strand 

1 End 

OJ990706_05.9A20.C32.ol.np Method 

1 End 

5441880 Score 



OJ990706_05 . 9A20 . C32 
+ 

2235 
AAT/NAP 
2235 
761 



1..467, 1078. .1219, 1330. .1663, 2175. .2235 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 19358 Seq. ID 

Gene No. 40422 Strand 

Start 1 End 

Name OJ990706_05 . 9A20 . C32 . ol . gs Method 



OJ990706_05 . 9A20 . C32 
+ 

2235 
GENSCAN 



19718 



Start 
GI 

Exons 



3 End 2163 

none Score .82 

3. .63, 235. .461, 1109. .1182, 1297. .1451, 1475. .1644, 1749. .1907, 
2044 . .2163 



Seq-. No. 19359 
Gene No. 40423 
Start 1 

Name OJ990706_05 . 9A20 . C33 . ol . np 

Start 1 
GI 5441880 
Exons 1..26, 131.. 388, 953.. 985 

GI Descrip. (AP000367) EST C28 952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990706_05.9A20.C33 

Strand + 

End 985 

Method AAT/NAP 

End 985 

Score 182 



Seq. No. 


19359 




Seq. ID 


OJ990706 


Gene No. 


40423 




Strand 


+ 


Start 


1 




End 


985 


Name 


OJ990706 05.9A20.C33.ol. 


gs 


Method 


GENSCAN 


Start 


131 




End 


961 


GI 


none 




Score 


.58 


Exons 


131. .303, 486. .593, 640. 


.741, 


857. .961 




Seq. No. 


19359 




Seq. ID 


OJ990706 


Gene No. 


40423 




Strand 


+ 


Start 


1 




End 


985 


Name 


OJ990706 05.9A20.C33.ol. 


gp 


Method 


AAT/GAP 


Start 


641 




End 


985 


GI 


LIB34 33-020-P1-K1-A6 




Score 


553 


Exons 


641. .985 









GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19360 
40424 
1 

OJ990706JD5. 9A20.C34 .ol.np 
1 

1086147 
1..24, 574. .714 

protein S2 - Phalaris coerulescens 



Seq. ID OJ990706_05.9A20.C34 

Strand + 

End 714 

Method AAT/NAP 

End 714 

Score 127 



19360 
40424 
1 

OJ990706_05.9A20.C34 .ol.tm 

573 

none 

573. .680, 574. .684 



Seq. ID OJ990706_05.9A20.C34 

Strand + 

End 714 

Method TBLASTX: Maize 

End .684 

Score 189 



Seq. No. 19360 Seq. ID 

Gene No. 40424 Strand 

Start 1 End 

Name OJ9907 06_05 . 9A20 . C34 . ol . gp Method 

Start 574 End 

GI 54795 1.R1084 Score 



OJ990706_05.9A20.C34 
+ 

714 

AAT/GAP 

704 

175 



19719 



Exons 574.. 704 

GI Descrip. 1 1085952/pir | | S49352 3.0e-30 hypothetical protein SI - Phalaris 
coerulescens 1 



Seq. No. 19360 

Gene No. 40424 

Start 1 

Name OJ990706_05 . 9A20 . C34 . ol . gs 

Start 574 

GI none 

Exons 574.. 696 



Seq. ID OJ990706_05.9A20.C34 

Strand + 

End 714 

Method GENSCAN 

End 696 

Score .59 



Seq. No. 19361 
Gene No. 40425 
Start 1 

Name OJ990706_05 . 9A20 . C35 . ol . np 

Start 1 
GI 6587820 
Exons 1..79, 346.. 571 

GI Descrip. (AC010924) Contains similarity to gb|AJ009695 wall-associated 

kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



Seq. ID OJ990706_05.9A20.C35 
Strand 

End 625 

Method AAT/NAP 

End 571 

Score 77 



Seq. No. 19361 

Gene No. 40425 

Start 1 

Name OJ990706_05 . 9A20 . C35 . ol . gs 

Start 48 

GI none 

Exons 48.. 625 



Seq. ID OJ990706_05.9A20.C35 
Strand 

End 625 

Method GENSCAN 

End 625 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19361 
40426 
1208 

OJ990706_05. 9A20 . C35 . o2 . gs 

1208 

none 



Seq. ID OJ990706_05.9A20.C35 
Strand 

End 3755 

Method GENSCAN 

End 3755 

Score .73 



1208. .1225, 1586. .1664, 2140. .2193, 3715. .3755 



Seq. No. 19362 

Gene No. 40427 

Start 461 

Name OJ990706_05 . 9A20 . C36 . ol . gs 

Start 461 

GI none 

Exons 461.. 697, 1169.. 1194 



Seq. ID OJ990706_05.9A20.C36 

Strand + 

End 1194 

Method GENSCAN 

End 1194 

Score . 62 



Seq. No. 19362 

Gene No. 40428 

Start 8876 

Name OJ9907 06_05 . 9A20 . C36 . o3 . gs 

Start 8876 

GI none 
Exons 



Seq. ID OJ990706_05.9A20.C36 

Strand + 

End 9989 

Method GENSCAN 

End 9989 

Score .56 



376. .9232, 9343. .9376, 9664. .9717, 9728. .9848, 9974. .9989 



Seq. No. 
Gene No. 



19362 
40429 



Seq. ID OJ990706_05.9A20.C36 
Strand 



19720 



Start 


1971 








End 


5199 


Name 


OJ990706 05 


.9A20. 


C36.o2 


. gs 


Method 


GENSCAN 


Start 


1971 








End 


5199 


GI 


none 








Score 


.79 


Exons 


1971. .3121, 


3250. 


.3417, 


3717. 


.4568, 5139.. 5199 


Seq. No. 


19362 








Seq. ID 


OJ990706_05 . 9A20 . C36 


Gene No. 


40430 








Strand 




Start 


10952 








End 


11264 


Name 


OJ990706 05 


.9A20. 


C36.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2124 








End 


2945 


GI 


none 








Score 


59 


Exons 


2124. .2267, 


2142. 


.2312, 


2313. 


.2435, 2320.. 2433, 2460.. 2534, 




2464. .2550, 


2640. 


.2834, 


2680. 


.2739, 2787.. 2945, 2833.. 2919 


Seq. No. 


19362 








Seq. ID 


OJ990706_05.9A20.C36 


Gene No. 


40430 








Strand 




Start 


10952 








End 


11264 


Name 


OJ990706 05 


. 9A20. 


C36.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2302 








End 


2699 


GI 


none 








Score 


94 


Exons 


2302. .2442, 


2313. 


.2453, 


2460. 


.2534, 2467. .2550, 2652. .2699 


Seq. No. 


19362 








Seq. ID 


OJ990706_05.9A20.C36 


Gene No. 


40430 








Strand 




Start 


10952 








End 


11264 


Name 


OJ990706 05 


. 9A20. 


C36.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2304 








End 


2903 


GI 


none 








Score 


147 


Exons 


2304. .2441, 


2466. 


.2534, 


2652. 


.2903 




Seq. No. 


19362 








Seq. ID 


OJ990706_05.9A20.C36 


Gene No. 


40430 








Strand 




Start 


10952 








End 


11264 


Name 


OJ990706 05 


.9A20. 


C36.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2313 








End 


3053 


GI 


none 








Score 


77 


Exons 


2313. .2435, 


2314 . 


.2433, 


2458. 


.2535, 24 


56.. 2534, 2652.. 2789, 




2683. .2787, 


2820. 


.2945, 


2857. 


.2919, 2985.. 3053 


Seq. No. 


19362 








Seq. ID 


OJ990706_05.9A20.C36 


Gene No. 


40430 








Strand 




Start 


10952 








End 


11264 


Name 


OJ990706 05 


. 9A20. 


C36.o4 


.gs 


Method 


GENSCAN 


Start 


10952 








End 


11264 


GI 


none 








Score 


.89 


Exons 


10952. .1098 9, 11177. .11264 






Seq. No. 


19363 








Seq. ID 


OJ990706_05.9A20.C37 


Gene No. 


40431 








Strand 


+ 


Start 


2795 








End 


3157 


Name 


OJ990706 05 


. 9A20. 


C37.o2 


.gs 


Method 


GENSCAN 


Start 


2795 








End 


3157 


GI 


none 








Score 


.55 


Exons 


2795. .3003, 


3076. 


.3157 









Seq. No. 19363 Seq. ID OJ990706_05.9A20.C37 

19721 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40432 Strand 

1 End 1876 

OJ990706_05. 9A20 .C37 . ol . np Method AAT/NAP 

1 End 1876 

4680203 Score 981 
1..38, 355. .1876 

(AF114171) TNP2-like protein [Sorghum bicolor] 



19363 
40433 
3040 

OJ990706JD5 . 9A20 . C37 . o2 . tm 

465 

none 



Seq. ID OJ990706_05.9A20.C37 
Strand 

End 5990 

Method TBLASTX : Mai ze 

End 974 

Score 37 



465. .524, 533. .658, 565. .657, 674. .904, 681. .842, 933. .974 



Seq. No. 19363 

Gene No. 40433 

Start 3040 

Name OJ990706_05 . 9A20 . C37 . ol . tw 

Start 542 

GI none 
Exons 



Seq. ID OJ990706_05.9A20.C37 
Strand 

End 5990 

Method TBLASTX : Wheat 

End 920 

Score 58 



542. .658, 543. .659, 689. .799, 699. .800, 806. .910, 813. .920 



Seq. No. 19363 
Gene No. ■ 40433 

Start 3040 

Name OJ990706_05 . 9A20 . C37 . o2 . tc 

Start 752 

GI none 

Exons 752.. 1102, 753.. 905, 945.. 1094 

Seq. No. 19363 

Gene No. 40433 

Start 3040 

Name OJ9907 0 6_05 . 9A20 . C37 . o3 . ts 

Start 833 

GI none 

Exons 833.. 1102, 846.. 1088 



Seq. ID OJ990706_05.9A20.C37 
Strand 

End 5990 

Method TBLASTX : Cress 

End 1102 

Score 8 6 



Seq. ID OJ990706_05.9A20.C37 
Strand 

End 5990 

Method TBLASTX : Soybean 

End 1102 

Score 110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19363 
40433 
3040 

OJ990706JD5. 9A20.C37 .o2.tw 

980 

none 



Seq. ID OJ990706_05.9A20.C37 
Strand 

End 5990 

Method TBLASTX : Wheat 

End 1528 

Score 37 



980. .1099, 992. .1081, 1112. .1528, 1113. .1286 



Seq. No. 19363 

Gene No. 40433 

Start 3040 

Name OJ9907 0 6_05 . 9A20 . C37 . o2 . ts 

Start 1127 

GI none 

Exons 1127.. 1402, 1134.. 1403, 1250, 



Seq. ID OJ990706_05.9A20.C37 
Strand 

End 5990 

Method TBLASTX : Soybean 

End 1405 

Score 192 
.1405 



Seq. No. 



19363 



Seq. ID OJ990706_05.9A20.C37 



19722 




Gene No. 


40433 








Strand 






Start 


3040 








End 


5990 




Name 


OJ990706 05 


.9A20. 


C37.o2 


.np 


Method 


AAT/NAP 




Start 


3040 








End 


5990 




GI 


6665543 








Score 


504 




Exons 


3040. .3061, 


4192. 


.5184, 


5949 


. .5990 






GI Descrip. 


(AC013289) 


putative protein . 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


19363 








Seq. ID 


OJ990706 


_05.9A20.C37 


Gene No. 


40433 








Strand 






Start 


3040 








End 


5990 




Name 


OJ990706 05 


.9A20. 


C37.o3 


.gs 


Method 


GENSCAN 




Start 


4107 








End 


5561 




GI 


none 








Score 


.54 




Exons 


4107. .5254, 


5454 . 


. 5561 










Seq. No. 


19363 








Seq. ID 


OJ990706 


_05.9A20.C37 


Gene No. 


40433 








Strand 






Start 


3040 








End 


5990 




Name 


OJ990706 05 


.9A20. 


C37.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4254 








End 


5177 




GI 


none 








Score 


64 




Exons 


4254 . .4445, 


4446 . 


. 4568, 


4593 


. .4688, 4597. .4689, 


4692. .4754, 


- 


4693. .4758, 


4773. 


. 4967, 


4980 


..5078, 5088. .5177 




Seq. No. 


19363 . 








Seq. ID 


OJ990706 


_05.9A20.C37 


Gene No. 


40433 








Strand 






Start 


3040 








End 


5990 




Name 


OJ990706 05 


. 9A20. 


C37.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


4356 








End 


5496 




GI 


none 








Score 


63 




Exons 


4356. .4589, 


4593 . 


. 4694, 


4597 


..4695, 4797. .4967, 


4816. .4920, 




4980. .5093, 


4 981 , 


. 5052, 


5094 


. .5153, 5413. .5496 




Seq. No. 


19363 








Seq. ID 


OJ990706 


_05.9A20.C37 


Gene No. 


40433 








Strand. 






Start 


O A /I A 

304 0 








End 


5990 




Name 


OJ990706 05 


. 9A20. 


C37.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4434 








End 


5186 




GI 


none 








Score 


72 




Exons 


4434. .4568, 


4453 . 


.4566, 


4585 


. .4668, 4599. .4688, 


4692. .4757, 




4693. .4755, 


4785 . 


. 4922, 


4816 


. .4920, 4980. .5078, 


5118. .5186 


Seq. No. 


19363 








Seq. ID 


OJ990706 


_05.9A20.C37 


Gene No. 


A f\ A "3 "5 

40433 








Strand 






Start 


3040 








End 


5990 




Name 


OJ990706 05 


. 9A20. 


C37.o4 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4435 








End 


4742 




GI 


none 








Score 


87 




Exons 


4435. .4575, 


4446. 


.4574, 


4593 


. .4682, 4600. .4740, 


4680. .4742 


Seq. No. 


19363 








Seq. ID 


OJ990706 


_05.9A20.C37 


Gene No. 


40433 








Strand 






Start 


3040 








End 


5990 




Name 


OJ990706 05 


. 9A20. 


C37.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4767 








End 


5063 




GI 


none 








Score 


60 





19723 



Exons 



4767. .4889, 4776.-4967, 4816. .4920, 4965. .5063, 4990. .5052, 
4992. .5057 



Seq. No. 19364 Seq. ID 

Gene No. 40434 Strand 

Start 9 End 

Name OJ990616_05 . 9A27 . CI . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.. 53, 114.. 245 



OJ990616_05. 9A27.C1 
245 

GEN SCAN - 

245 

.95 



Seq. No. 19365 Seq. ID 

Gene No. 40435 Strand 

Start 334 End 

Name OJ99061 6_05 . 9A27 . C4 . ol . gs Method 

Start 334 End 

GI none Score 

Exons 334.. 398, 673.. 744 



OJ990616_05.9A27.C4 
+ 

744 

GENSCAN 

744 

.85 



Seq. No. 19366 Seq. ID 

Gene No. 40436 Strand 

Start 200 End 

Name OJ99061 6_05 . 9A27 .C5.ol.gs Method 

Start 200 • End 

GI none Score 

Exons 200.. 331, 382.. 432 



OJ990616_05.9A27.C5 
+ 

432 

GENSCAN 

432 

.89 



Seq. No. 19367 Seq. ID 

Gene No. 40437 Strand 

Start 396 End 

Name OJ990616_05 . 9A27 . C6 . ol . gs Method 

Start 396 End 

GI none Score 

Exons 396.. 492, 690.. 721 



OJ990616_05.9A27.C6 
721 

GENSCAN 

721 

.74 



Seq. No. 19368 Seq. ID 

Gene No. 4 04 38 Strand 

Start 328 End 

Name OJ990616_05 . 9A27 . C9 . ol . gs Method 

Start 328 End 

GI none " Score 

Exons 328.. 358 



OJ990616_05.9A27.C9 
358 

GENSCAN 

358 

.48 



Seq. No. 19369 Seq. ID 

Gene No. 40439 Strand 

Start 627 End 

Name OJ99061 6_05 . 9A27 . Cll . ol . gs Method 

Start 627 End 

GI none Score 

Exons 627.. 722, 827..il02 



OJ990616_05.9A27.C11 
+ 

1102 
GENSCAN 
1102 
.51 



Seq. No. 19369 Seq. ID 

Gene No. 40440 Strand 

Start 1682 End 

Name OJ990616_05 . 9A27 . Cll . o2 . gs Method 

Start 1682 End 

GI none Score 



OJ990616_05.9A27.C11 
+ 

3417 
GENSCAN 
3417 
. 65 



19724 




Exons 


1682. .1760, 


1845. 


.1916, 


2001. 


.2229, 2317.. 2512, 


2807. .2920, 




3049. .3225, 


3316. 


.3417 














Seq. No. 


19369 








beq. iu 


uj y yubib 


uo 


yAz / 


pi i 


Gene No. 


A O A A 1 

4 U4 4 1 








Strand 










Start 


3893 








End 


4488 








Name 


OJ990616 05 


.9A27. 


Cll.o3 


.gs 


Method 


GEN SCAN 








Start 


3893 








End 


4488 








GI 


none 








Score 


.61 








Exons 


3893. .3919, 


3993. 


.4107, 


4397. 


. 4488 










Seq. No. 


19370 








beq. id 




U O 


yA^ / 


. tlJ 


bene no . 


A Ci A A O 

4 U4 4 z 








Strand 










Start 


57 








End 


541 








Name 


OJ990616 05 


. 9A27. 


C13.ol 


■ gp 


Method 


AAT/GAP 








Start 


57 








End 


541 








GI 


5039120 








Score 


886 








Exons 


57. .541 


















Seq. No. 


19370 








beq. id 


uj y y u o i o 


n c: 
UO 


Q7\ O "7 

yAz / 


. LI j 


Gene No. 


A f\ A A O 

4 U4 4 Z 








Strand 










Start 


57 








End 


541 








Name 


OJ990616 05 


. 9A27. 


C13.ol 


.gs 


Method 


GEN SCAN 








Start 


293 








End 


535 








GI 


none 








Score 


1 








Exons 


293. .535 


















Seq. No. 


19371 








beq. ID 


oj y yu oi b 


(JO 


A 7\ O "7 

yAz / 


. C14 


Gene No. 


4 0443 








.Strand 


+ 








Start 


195 








End 


302 








Name 


OJ990616 05 


. 9A27. 


C14 .ol 


.gs 


Method 


GENSCAN 








Start 


195 








End 


302 








GI 


none 








Score 


.46 








Exons 


195. .302 


















Seq. No. 


19372 








beq. id 


vjjy yuoib 


Uo 


yAz / 


. LI / 


Gene No. 


A C\ A A A 

4 U4 4 4 








Strand 


+ 








Start 


1229 








End 


1358 








Name 


OJ990616 05 


. 9A27. 


C17.ol 


.gs 


Method 


GENSCAN 








Start 


1229 








End 


1358 








GI 


none 








Score 


.93 








Exons 


1229. .1358 


















Seq. No. 


19373 








Seq. ID 


OJ990616_ 


05. 


9A27 


.C20 


Gene No. 


40445 








Strand 


+ 








otart 


1 








End 


1266 








Name 


OJ990616 05 


. 9A27. 


C20.ol 


np 


Method 


AAT/NAP 








Start 


1 








End 


1266 








GI 


6560763 








Score 


503 








Exons 


1..123, 731 


. .940, 


1017. 


1266 










GI Descrip. 


(AC010155) 


F3M18. 


14 [Arabidopsis thaliana] 








Seq. No. 


19373 








Seq. ID 


OJ990616_ 


05. 


9A27 


.C20 


Gene No. 


40445 








Strand • 


+ 








Start 


1 








End 


1266 








Name 


OJ990616 05 


. 9A27. 


C20.ol 


gs 


Method 


GENSCAN 








Start 


76 








End 


1190 









19725 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

76. .123, 731. .940, 1017. 



Score 



1190 



19374 
40446 
1 

OJ99061 6_05 . 9A27 . C23 . ol . np 
1 

100266 

1..74, 146. .254, 
homeotic protein 
(X67 602) homeobox 
peruvianum] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

391. .487 

Hox7 - Peruvian tomato 
transcription factor 



.85 



OJ990616_05.9A27.C23 
487 

AAT/NAP 
487 
162 

gi | 1948 6|emb|CAA47871| 
Hox7 [Lycopersicon 



Seq. No. 


19374 


Seq. ID 


OJ990616_05 


Gene No. 


40447 


Strand 




Start 


4156 


End 


4286 


Name 


OJ990616 05.9A27.C23.o2.np 


Method 


AAT/NAP 


Start 


4156 


End 


4286 


GI 


5051773 


Score 


75 


Exons 


4156.. 4286 






GI Descrip. 


(AL078637) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


19375 


Seq. ID 


OJ990616 05 


Gene No . 


40448 


Strand 


+ 


Start 


16 


End 


258 


Name 


OJ990616 05.9A27.C24.ol.gs ; ■ 


Method 


GENSCAN 


Start 


16 


End 


258 


GI 


none 


Score 


.65 


Exons 


16. . 258 






Seq. No. 


19376 


Seq. ID 


OJ990616_05 


Gene No . 


40449 


Strand 


+ 


Start 


384 


End 


1413 


Name 


OJ990616 05.9A27.C25.ol.gs 


Method 


GENSCAN 


Start 


384 


End 


1413 


GI 


none 


Score 


.67 


Exons 


384. .402, 1304. .1413 




-.1. • ■ 


Seq. No. 


19377 


Seq. ID 


OJ990616 05 


Gene No. 


40450 


Strand 


+ 


Start 


1727 


End 


2068 


Name 


OJ990616 05.9A27.C27.o2.gs 


Method 


GENSCAN 


Start 


1727 


End 


2068 


GI 


none 


Score 


.76 


Exons 


1727.. 1813, 2039.. 2068 






Seq. No. 


19377 


Seq. ID 


OJ990616_05 


Gene No. 


40451 


Strand 




Start 


227 


End 


949 


Name 


OJ990616 05. 9A27.C27.ol.gs 


Method 


GENSCAN 


Start 


227 


End 


949 


GI 


none 


Score 


.45 


Exons 


227. .320, 421. .519, 696. .949 






Seq. No. 


19378 


Seq. ID 


OJ990616_05 


Gene No. 


40452 


Strand 


+ 



19726 




Start 


63 




End 


488 






Name 


OJ990616 05.9A27.C29.ol 


. gs 


Method 


GENSCAN 






Start 


63 




End 


488 






GI 


none 




Score 


.84 






Exons 


63. .488 












Seq.. No. 


19379 




Seq. ID 


OJ990616 


_05. 9A27 


.C30 


Gene No. 


40453 




Strand 








Start 


571 




End 


1423 






Name 


OJ990616 05.9A27.C30.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


530 




End 


838 






GI 


none 




Score 


325 






Exons 


530.. 838, 568.. 837, 569 


. .838 










Seq. No. 


19379 




Seq. ID 


OJ990616 


_05.9A27 


.C30 


Gene No. 


40453 




Strand 








Start 


571 




End 


1423 






Name 


OJ990616 05.9A27.C30.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


530 




End 


849 






GI 


none 




Score 


152 






Exons 


530. .772, 535. .849 












Seq. No. 


19379 




Seq. ID 


OJ990616 


_05.9A27 


.C30 


Gene No. 


40453 




Strand 








Start 


571 




End 


1423 






Name 


OJ990616 05.9A27.C30.ol 


gs 


Method 


GENSCAN 






Start 


571 




End 


1423 






GI 


none 




Score 


.42 






Exons 


571. .846, 1303. .1423 












Seq. No. 


19379 




Seq. ID 


OJ990616 


_05. 9A27 


.C30 


Gene No. 


40453 




Strand 








Start 


571 




End 


1423 






Name 


OJ990616 05.9A27.C30.ol 


gp 


Method 


AAT/GAP 






Start 


605 




End 


849 






GI 


none 




Score 


463 






Exons 


605. .849 












Seq. No. 


19380 




Seq. ID 


OJ990616 


_05. 9A27 


C31 


Gene No. 


40454 




Strand 


+ 






Start 


235 




End 


2398 






Name 


OJ990616 05.9A27.C31.ol 


gs 


Method 


GENSCAN 






Start 


235 




End 


2398 






GI 


none 




Score 


.86 






Exons 


235. .356, 1597. .1745, 2250.. 


2398 








Seq. No. 


19380 




Seq. ID 


OJ990616 


_05.9A27 


C31 


Gene No. 


40455 




Strand 


+ 






Start 


4393 * 




End 


8728 






Name 


OJ990616 05.9A27.C31.o2 


gs 


Method ■ 


GENSCAN 






Start 


4393 




End 


8728 






GI 


none 




Score 


.65 






Exons 


4393. .4445, 4502. .4577, 


4717 


..4938, 4997. .5405, 


5411. .5533, 




6146. .6232, 6324. .6448, 


6712 


..6808, 7068. .7198, 


7528. .7616, 




8180. .8274, 8364. .8728 












Seq. No. 


19380 




Seq. ID 


OJ990616 


_05. 9A27 


C31 



19727 



Gene No. 40455 Strand 

Start 4393 End 

Name OJ990616_05 . 9A27 . C31 . o3 . np Method 

Start 4820 * End 

GI 6862961 Score 

Exons 4820.. 5038, 5848.. 5893, 6146.. 6232, 6324 

6931. .6982,.. 7088.. 7198, 7528. .7617 
GI Descrip. (AC019018) putative deoxyoctulonosic acid synthetase 

[Arabidopsis thaliana] 



+ 

8728 
AAT/NAP 
7617 
912 

6451, 6715. .6851-, 



Seq. No. 19380 Seq. ID 

Gene No. 40456 Strand 

Start 1385 End 

Name OJ990616_05 . 9A27 . C31 . ol . np . Method 

Start 1385 End 

GI 6539570 Score 

Exons 1385.. 1451, 1633.. 1835 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ990616_05.9A27.C31 

1835 
AAT/NAP 
1835 
163 



Seq. No. 19380 Seq. ID OJ990616_05.9A27.C31 

Gene No. 40457 Strand 

Start 1962 End 2039 

Name OJ990616_05 . 9A27 . C31 . o2 . np Method AAT/NAP 

Start 1962 End 2039 

GI 6630699 Score' 73 

Exons 1962.. 2039 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 19380 
Gene No. 40458 
Start 8356 

Name OJ990616_05 . 9A27 . C31 . ol . ts 

Start 4817 
GI none 

Exons 4817.. 5038, 4855.. 5034, 5839. 

6323.. 6448, 6328.. 6468, 6329. 
6769. .6840, 6771. .6839 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990616 05.9A27.C31 



8696 

TBLASTX : Soybean 
6840 
149 

5892, 6141.. 6239, 6142.. 6237, 
6430, 6705. . 67 67,'"' 6706. .6768, 



Seq. No. 19380 

Gene No. 40458 

Start 8356 

Name OJ990616_05 . 9A27 . C31 . ol 

Start 4939 

GI none 

Exons 4939.. 5034, 4940.. 5038, 
6323.. 6373 

Seq. No. 19380 

Gene No. 40458 

Start 8356 

Name OJ990616_05 . 9A27 . C31 . ol 

Start 4969 

GI none 

Exons 4969.. 5034, 4970.. 5038, 
5846.. 5896, 6142.. 6237, 



Seq. ID OJ990616_05.9A27.C31 
Strand 

End 8696 

.tc Method TBLASTX: Cress 

End 6373 

Score 142 
5839. .5892, 6141. .6239, 6142. .6237, 



Seq. ID OJ990616_05.9A27.C31 
Strand 

End 8696 
.tm Method TBLASTX : Maize 

End 7583 

Score 109 
4970. .5038, 5839.. 5892, 5845.. 5892, 
6144. .6233, 6322. .6384, 6323. .6445, 
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6323.. 6439, 6688.. 6852, 6707.. 6865, 6708.. 6851, 6928.. 6981, 
6929.. 6988, 7089.. 7199, 7090.. 7200, 7092.. 7205, 7525.. 7581, 
7527. .7583 



Seq. No. 


19380 




Seq. ID 


OJ990616_ 


05. 


9A27.C31 


Gene No. 


40458 




Strand 


_ 






Start 


8356 




End 


8696 






Name 


OJ990616 05 


.9A27.C31.ol.gp 


Method 


AAT/GAP 






Start 


8356 




End 


8696 






GI 


none 




Score 


595 






Exons 


8356. .8696 












Seq. No. 


19381 




Seq. ID 


OJ990616_ 


05. 


9A27.C32 


Gene No. 


40459 




Strand 


+ 






Start 


1027 




End 


3739 






Name 


OJ990616 05 


. 9A27.C32.ol.gs 


Method 


GENSCAN 






Start 


1027 




End 


3739 






GI 


none 




Score 


.6 






Exons 


1027. .1240, 


2025. .2146, 2313.. 


.3068, 3155.. 3739 






Seq. No. 


19381 




Seq. ID 


OJ990616_ 


05. 


9A27.C32 


Gene No. 


40459 




Strand 


+ 






Start 


1027 




End 


3739 






Name 


OJ990616 05 


. 9A27.C32.ol.np 


Method 


AAT/NAP 






Start 


2391 




End 


3466 






GI 


6539555 




Score 


1349 






Exons 


2391. .3068, 


3155. .3466 










GI Descrip. 


(AP000836) 


Similar to mariner 


transposase (AF07 8934 


) [Oryza 



sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) (Oryza sativa] 



Seq. No. 19381 

Gene No. 40460 

Start 5742 

Name OJ990616_05 . 9A27 . C32 . o2 . np 

Start 5742 

GI 100248 

Exons 5742.. 6041, 6163.. 6552 

GI Descrip. proline-rich protein 
proline rich protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616_ 
+ 

6552 
AAT/NAP 
6552 
132 



05. 9A27.C32 



- tomato gi|19521|emb|CAA40361| (X57076) 
[Lycopersicon esculentum] 



Seq. No. 19381 

Gene No. 40461 

Start 7810 

Name OJ990616_05 . 9A27 . C32 . o3 . gs 

Start 7810 

GI none 

Exons 7810.. 7996, 8025.. 8111, 8317. 



Seq. ID OJ990616_05.9A27.C32 

Strand . + 

End 9109 

Method GENSCAN 

End 9109 

Score .69 

.8418, 8882. .9052, 9087. .9109 



Seq. No. 19381 Seq/ ID 

Gene No. 40462 Strand 

Start 9632 End 

Name OJ990616_05 . 9A27 . C32 . ol . tm Method 

Start 2379 End 

GI none Score 

Exons 2379.. 2666, 2420.. 2653 



OJ990616_05.9A27.C32 
9747 

TBLASTX: Maize 

2666 

191 
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Seq. No. 19381 

Gene No. 40462 

Start 9632 

Name OJ99061 6_05 . 9A27 . C32 . ol . tw 

Start 3242 

GI none 

Exons 3242.. 3523, 3256.. 3462 - 



Seq. ID OJ990616_05.9A27.C32 
Strand 

End 9747 

Method TBLASTX : Wheat 

End 3523 

Score 220 



Seq. No. 19381 

Gene No. 404 62 

Start 9632 

Name OJ99061 6_05 . 9A27 . C32 . o4 . gs 

Start 9632 

GI none 

Exons 9632.. 9747 



Seq. ID OJ990616_05.9A27.C32 
Strand 

End 9747 

Method GENSCAN 

End 9747 

Score . 5 



Seq. No. 19382 

Gene No. 40463 

Start 1304 

Name OJ990616_05 . 9A27 . C33 . o2 . gs 

Start 1304 

GI none 

Exons 1304.. 1524, 1566.. 1674 



Seq. ID OJ990616_05.9A27.C33 
Strand 

End 167 4 

Method GENSCAN 

End 167 4 

Score . 83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19383 
40464 
708 

OJ990 61 6_05 . 9A27 . C34 . ol . np 
708 

1666096 
708. .755, 948. .1145 

(Y09113) dioxygenase [Marah macrocarpus] 



Seq. ID OJ990616_05.9A27.C34 
Strand + 

1145 
AAT/NAP 
1145 
107 



End 

Method 

End 

Score 



19383 
40465 
8.61 

OJ990616_05. 9A27.C34.ol.gs 

861 

none 

861. .971, 982. .1089 



Seq. ID OJ990616_05.9A27.C34 
Strand 

End 1089 

Method GENSCAN 

End 1089 

Score .86 



Seq. No. 19384 

Gene No. 40466 

Start 1 

Name OJ99061 6_05 . 9A27 . C35 . ol . np 

Start 1 

GI 4678586 

Exons 1..285, 772.. 1023 

GI Descrip. (AJ132438) GA 2-oxidase [Phaseolus coccineus] 



Seq. ID OJ990616_05.9A27.C35 

Strand + 

End 1053 

Method AAT/NAP 

End, 1023 

Score 440 



Seq. No. 19384 

Gene No. 40466 

Start 1 

Name OJ99061 6_05 . 9A27 . C35 . ol . gs 

Start 19 

GI none 

Exons 19.. 285, 772.. 1053 



Seq. ID OJ990616_05.9A27.C35 

Strand + 

End 1053 

Method GENSCAN 

End 1053 

Score . 8 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19384 
40467 
2159 

OJ990616_05 . 9A27 . C35 . ol . tm 
34 

none 



Seq. ID OJ990616_05.9A27.C35 



Strand 
End 

Method 

End 

Score 



+ 

2385 

TBLASTX :Maize 

1008 

62 



34.. 78, 115. .198, 120. .197, 226. .294, 252. .314, 735. .818, 
742. .867, 832. .1008, 834. .965 



19384 
40467 
2159 

OJ990616_05. 9A27.C35.ol.ts 
34 

none 



Seq. ID OJ990616_05.9A27.C35 

Strand + 

End 2385 

Method TBLASTX : Soybean 

End 1008 

Score 62 



34. .78, 115. .198, 120. .197, 226. .294, 252. .314, 735. .818, 
742. .867, 832. .1008, 834 .. 965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19384 
40467 
2159 

OJ990616_05 . 9A27 . C35 . o2 . gs 

2159 

none 

2159. .2291, 2342. .2385 

19385 
40468 
2804 

OJ990616_05 . 9A27 . C36 . ol . tm 

2786 

none 

2786. .2989, 2789. .3094, 2790, 
3112. .3180, 3170. .3214 

19385 
40468 " 
2804 

OJ990616_05. 9A27 .C36.ol.gs 

2804 

none 

2804 . .3559 



Seq. ID OJ990616_05.9A27.C35 

Strand + 

End 2385 

Method GENSCAN 

End 2385 

Score .98 



Seq. ID OJ990616_05.9A27..C36 
Strand 

End 3670 

Method TBLASTX : Maize 

End 3214 

Score 190 

.3044, 2797. .3087, 3001. .3096, 



Seq. ID OJ990616_05.9A27.C36 
Strand 

End 3670 

Method GENSCAN 

End 3559 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



19385 Seq. ID 

40468 Strand 

2804 End 

OJ990616_05. 9A27 .C36.ol.np Method 

2858 End 

6735380 Score 
2858. .3139, 3185. .3670 

(AL137082) putative protein [Arabidopsis thaliana] 



OJ990616_05.9A27.C36 

3670 
AAT/NAP 
3670 
317 



19385 
40468 
2804 

OJ990616 05. 



9A27.C36.o2.tm 



Seq. ID 

Strand 

End 

Method 



OJ990616_05.9A27.C36 
3670 

TBLASTX: Maize 
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Start 


3350 








End 


3670 




GI 


none 








Score 


247 




Exons 


3350. .3385, 


3446. 


.3670, 


3447 


.3668 






Seq. No. 


19386 








Seq. ID 


OJ990616 


_05.9A27.C37 


Gene No. 


40469 








Strand 


+ 




Start - 


278 








End 


448 




Name 


OJ990616 05. 


9A27. 


C37.ol 


. gs 


Method 


GENSCAN 




Start 


278 








End 


448 




GI 


none 








Score 


.98 




Exons 


278. .448 














Seq. No. 


19386 








Seq. ID 


OJ990616 


_05.9A27.C37 


Gene No. 


40470 








Strand 


+ 




Start 


1448 








End 


1791 




Name 


OJ990616 05. 


9A27. 


C37.o2 


. gs 


Method 


GENSCAN 




Start 


1448 








End 


1791 




GI 


none 








Score 


. 94 




Exons 


1448. .1571, 


1676. 


.1791 










Seq. No. 


19386 








Seq. ID 


OJ990616 


05. 9A27 .C37 


Gene No. 


40471 








Strand 






Start 


2345 








End 


5333 




Name 


OJ990616 05. 


9A27. 


C37.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2281 








End 


5331 




GI 


none 








Score 


82 - 




Exons 


2281. .2460, 


2342. 


.2626, 


2343. 


.2654, 2607. .2870, 


2625. .2831, 




2818 . .2922, 


2820. 


.2921, 


3677 . 


.3808, 3680.. 3808, 


3690. .3809, 




3690. .3809, 


3691. 


.3813, 


3694. 


.3843, '4413. .4496, 


4415. .4498, 




5139. .5195, 


5140. 


.5331, 


5247, 


.5291 






Seq. No. 


19386 








Seq. ID 


OJ990616 


_05.9A27.C37 


Gene No. 


40471 








Strand 






Start 


2345 








End 


5333 




Name 


OJ990616 05. 


9A27. 


C37.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2333 








End 


2798 




GI 


none 








Score 


115 




Exons 


2333. .2638, 


2343. 


.2480, 


2348. 


.2605, 2502.. 2639, 


2694. .2798 


Seq. No. 


19386 








Seq. ID 


OJ990616 


_05.9A27.C37 


Gene No.' 


40471 








Strand 






Start 


2345 








End 


5333 




Name 


OJ990616 05. 


9A27. 


C37.o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2340 








End 


2479 




GI 


none 








Score 


130 




Exons 


2340. .2474, 


2340. 


.2462, 


2342. 


.2473, 234 


8. .2479 




Seq. No. 


19386 








Seq. ID 


OJ990616 


_05.9A27.C37 


Gene No. 


40471 








Strand 






Start 


2345 








End 


5333 




Name 


OJ990616 05. 


9A27 . 


C37 .ol 


. tc 


Method 


TBLASTX: 


Z^res s 


Start 


2341 








End 


2620 




GI 


none 








Score 


66 




Exons 


2341. .2472, 


2342. 


.2620, 


2343. 


.2618, 2357. .2620 




Seq. No. 


19386 








Seq. ID 


OJ990616 


_05.9A27.C37 


Gene No." 


40471 








Strand 
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Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2345 

OJ99061 6_05 . 9A27 . C37 . ol . np 

2345 

3738302 

2345. .2919, 3689. .3824, 4405. 



End 

Method 

End 

Score 



5333 
AAT/NAP 
5333 
659 



.4492, 5148.. 5333 



(AC005309) putative Tub family protein [Arabidopsis thaliana] 



Seq. No. 19386 Seq. ID 

Gene No. 40471 Strand 

Start 2345 End 

Name OJ990616_05 . 9A27 . C37 . ol . tw Method 

Start 24 92 End 

GI none Score 

Exons 2492.. 2632, 2514.. 2627 



OJ990616_05 . 9A27 .C37 
5333 

TBLASTX: Wheat 

2632 

142 



Seq. No. 19386 

Gene No. 40471 

Start 2345 

Name OJ990616_05 . 9A27 . C37 . o2 . tw 

Start 2646 

GI none 

Exons 2646.. 2870, 
3694. .3768 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616_05.9A27.C37 
5333 

TBLASTX: Wheat 

3769 

50 



2686.. 2814, 2818. .2922, 2820.. 2921, 3665.. 3769, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19386 
40471 
2345 

OJ990616_05. 

2682 

none 

2682. .2870, 
3677. -.3814, 



9A27.C37-.o-2.tc 



2688. 
3694. 



.2792, 
.3843, 



2820 
4412 



Seq. ID OJ990616_05.9A27.C37 
Strand 

End 5333 

Method TBLASTX : Cress 

End 4 4 93 

Score 53 
.2921, 2856.. 2915, 2857.. 2922, 
.4492, 4413. .4493 



Seq. No. 19387 Seq. ID 

Gene No. 40472 Strand 

Start 20 End 

Name OJ990616_05 . 9A27 . C38 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20.. 322, 1161.. 1257 



OJ990616_05 . 9A27 .C38 

1257 
GENSCAN 
1257 
.86 



Seq. No. 19388 

Gene No. 40473 

Start 1467 

Name 0 J9 9 0 6 1 6_0 5 . 9A2 7.C39.ol.gs 

Start 1467 

GI none 
Exons 



Seq. ID OJ990616 05.9A27.C39 



Strand 
End 

Method 

End 

Score 



+ 

4175 
GENSCAN 
4140 
.65 



1467. .1607, 2183. .2312, 2374. .2664, 2834. .3024, 3122. .3254, 
3355.. 3509, 3720.. 3905, 4023.. 4140 



Seq. No. 19388 Seq. ID 

Gene No. 40473 Strand 

Start 14 67 End 

Name OJ990 61 6_05 . 9A27 . C3 9 . ol . gp Method 

Start 1922 End 

GI none Score 

Exons 1922.. 2004, 2098.. 2635 



OJ990616_05.9A27.C39 
+ 

4175 
AAT/GAP 
2635 
1186 
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Seq. No. 19388 Seq. ID OJ990616 05.9A27.C39 

Gene No. 40473 

Start 1467 

Name OJ990616J35 . 9A27 . C39 . ol . np 

Start 2491 

GI 4539383 

Exons 2491.. 2664, 2834.. 3024, 3122.. 3276, 3352.. 3509, 3720.. 3932, 
4052. .4175 

GI Descrip. (AL035526) putative protein (fragment) [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3122. .3276, 



OJ990616_05 
+ 

4175 
AAT/NAP 
4175 
695 . 
3352.. 3509, 3720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19388 * Seq. ID 

40473 Strand 

14 67 End 

OJ990616_05 . 9A27 . C39 . o2 . gp Method 

2930 End 

LIB34 34-032-P1-K1-B4 Score 



OJ990616_05.9A27.C39 
+ 

4175 
AAT/GAP 
3839 
870 



2930.. 3024, 3122.. 3254, 3355.. 3509, 3720.. 3839 

' 4 588001/gb|AAD2594 2.1 |AF08527 9_15 7.0e-4 0 (AF08527 9) 

hypothetical Ser-Thr protein kinase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19388 
40474 
4117 

OJ990616_05 . 9A27 . C39 . ol . tm 

2577 

none 

2577.. 2666, 2585.-2665, 2829. 
3104. .3274, 3115. .3249, 3119. 
3363.. 3512, 3719.. 3745, 3765. 



Seq. ID OJ990616__05.9A27.C39 

Strand + 

End 4175 

Method TBLASTX: Maize 

End 3872 

Score 130 

.2930, 2830. .3027, 2832. .3029, 
.3295, 3353. .3508, 3357. .3512, 
.3872, 3809. .3871 



Seq. No. 19388 

Gene No. 40474 

Start 4117 

Name OJ990616_05 . 9A27 . C39 . ol . ts 

Start 2586 

GI none 

Exons 2586. .2666, 
3121. .3237 



Seq. ID OJ990616_05.9A27.C39 

Strand + 

End 4175 

Method TBLASTX : Soybean 

End 3259 

Score 101 
2591.. 2665, 2830.. 3027, 2832. .3020, 3119. .3259, 



Seq. No. 19388 

Gene No. 40474 

Start 4117 

Name OJ990616_05 . 9A27 . C39 . ol . tc 

Start 2588 

GI none 

Exons 2588.. 2665, 2589.. 2666, 2830. 

3116. .3259, 3134. .3253 



Seq. ID OJ990616__05.9A27.C39 

Strand + 

End 4175 

Method TBLASTX : Cress 

End 3259 

Score 112 

.3027, 2832. .2987, 3115. .3234, 



Seq. No. 19388 Seq. ID 

Gene No. 40474 Strand 

Start 4117 End 

Name OJ990616__05 . 9A27 . C39 . o3 . gp Method 

Start 4117 End 

GI none Score 

Exons 4117. .4175 



OJ990616_05.9A27.C39 
+ 

4175 
AAT/GAP 
4175 
91 
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Sea No 


19389 


Seq. ID 


OJ990616 05 9A27 


. C40 


Gene No . 


40475 


Strand 


+ ~~ 




Start 


1 


End 


744 




Name 


OJ990616 05.9A27.C40.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


123 




GI 


LIB34 34-032-P1-K1-B4 


Score 


226 




Ex on *5 


1. .123 








GI Descrip. 


'4588001/gb|AAD25942.1|AF085279 15 7.0e-40 (AF085279) 






hypothetical Ser— Thr protein 


kinase [Arabidopsis thaliana] 1 


Seq. No. 


19389 


Seq. ID 


OJ990616_05.9A27 


.C4 0 


Gene No. 


40475 


Strand 


+ 




Start 


1 


End 


744 




Name 


OJ990616 05.9A27.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


564 




GI 


4539383 


Score 


231 




Exons 


1 216. 336 564 








GI Descrip . 


fAL035526) outative Drotein 


(fragment) 


[Arabidopsis thaliana] 


Sea No 


19389 


Sea TD 


OJ990616_05.9A27 


.C40 


Gene No. 


40475 


Strand 


+ 




Start 


1 


End 


744 




Name 


OJ990616 05 . 9A27 . C4 0 . ol . tm 


Method 


TBLASTX: Maize 




Start 


3 ~ 


End 


697 




GI 


none 


Score 


156 




Exon <5 


3 59, 67 195. 87 179. 291 


. .533/ 305 


..454, 307. .552, 


411. .5 




659 697 








Seq. No. 


19389 


Seq. ID 


OJ990616_05.9A27 


.C40 


Gene No. 


40475 


Strand 


+ 




Start 


1 


End 


744 




Name 


OJ990616 05 . 9A27 . C40 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


76 ~~ 


End 


552 




GI 


none 


Score 


84 




Exons 


76. .174, 322. .552, 426. .542 








Seq. No. 


19389 


Seq. ID 


OJ990616_05.9A27 


.C40 


Gene No. 


40475 


Strand 


+ 




Start 


1 


End 


744 




Name 


OJ990616 05. 9A27.C4 0.ol.tc 


Method 


TBLASTX: Cress 




Start 


337 ~~ 


End 


552 




GI 


none 


Score 


209 




Exons 


337 552 346 549 390 551 








Seq. No. 


19389 


Seq. ID 


OJ990616_05.9A27 


.C40 


Gene No. 


40475 


Strand 


+ 




Start 


1 


End 


744 




Name 


OJ990616 05. 9A27 .C40.o2.gp 


Method 


AAT/GAP 




Start 


401 


End 


744 




GI 


none 


Score 


643 




DAUJ 1 O 


401. .744 








Seq. No. 


19390 


Seq. ID 


OJ990616_05.9A27 


.C41 


Gene No. 


40476 


Strand 


+ 




Start 


553 


End 


3943 




Name 


OJ990616 05.9A27.C41.ol.np 


Method 


AAT/NAP 




Start 


553 


End 


3499 





19735 




GI 


4753658 






Score 


1104 


Exons 


553.. 717, 1328.. 


1511, 1609.. 


1763, 2092 


..2166, 2274. .2546, 




2651. .2971, 


3074 


..3343, 3386 


. .3499 




GI Descrip. 


(AL049751) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


19390 






Seq. ID 


OJ990616_05.9A27.C41 


Gene No. 


40476 






Strand 


+ 


Start 


553 






End 


3943 


Name 


OJ990616 05 


. 9A27 


.C41.ol.gs 


Method 


GENSCAN 


Start 


959 






End 


3943 


GI 


none 






Score 


.56 


Exons 


959. .1298, 


1395. 


.1511, 1609. 


.1763, 2172. .2546, 2651. .2971, 




3074. .3271, 


3872 


. .3943 






Seq. No. 


19390 






Seq. ID 


OJ990616_05 . 9A27 .C41 


Gene No. 


40477 






Strand 


+ 


Start 


6688 






End 


7482 


Name 


OJ990616 05 


.9A27 


.C41.o3.np 


Method 


AAT/NAP 


Start 


6688 






End 


7482 


GI. 


6453864 






Score 


172 


Exons 


6688. .6842, 


7322 


. .7482 






GI Descrip. 


(AC011717) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


19390 






Seq. ID 


OJ990616_05.9A27.C41 


Gene No. 


40478 






Strand 




Start 


54 






End 


267 


Name 


OJ990616 05 


. 9A27 


.C41.ol.gp 


Method 


AAT/GAP 


Start 


54 






End 


267 


GI 


5039120 






Score 


380 


Exons 


54. .267 










Seq. No. 


19390 






Seq. ID 


OJ990616_05.9A27.C41 


Gene No. 


40479 






Strand 




Start 


4403 






End 


6903 


Name 


OJ990616 05 


.9A27 


.C41 .o3. ts 


Method 


TBLASTX : Soybean 


Start 


1360 






End 


2378 


GI 


none 






Score 


163 


Exons 


1360. .1509, 


1388 


..1519, 1602 


..1745, 1607. .1744, 2089. .2151, 




2274. .2378 










Seq. No. 


19390 






Seq. ID 


OJ990616_05.9A27.C41 


Gene No. 


40479 






Strand 




Start 


4403 






End 


6903 


Name 


OJ990616 05 


.9A27 


.C41.o3.tm 


Method 


TBLASTX: Maize 


Start 


1391 






End 


1754 


GI 


none 






Score 


167 


Exons 


1391. .1519, 


1393 


..1509, 1602 


..1754, 1607. .1726, 1611. .1751 


Seq. No. 


19390 






; Seq. ID 


OJ990616_05.9A27.C41 


Gene No. 


40479 






Strand 




Start 


4403 






End 


6903 


Name 


OJ990616 05 


.9A27 


.C41 ,o4 . tm 


Method 


TBLASTX: Maize 


Start 


2100 






End 


2400 


GI 


none 






Score 


85 


Exons 


2100. .2177, 


2101 


..2166, 2101 


..2199, 2226. .2399, 2248. .2400, 




2267. .2398, 


2299 


. .2400 







19736 



Seq. No. 19390 Seq. ID 

Gene No. 4 0479 Strand 

Start 4403 End 

Name OJ990616_05 . 9A27 . C4 1 . o2 . tc Method 

Start 2357 End 

GI none Score 

Exons 2357.. 2545, 2358.. 2546, 2651.. 2782" 



OJ990616_05.9A27.C41 
6903 

TBLASTX: Cress 

2782 

196 



Seq. No. 19390 

Gene No. 40479 

Start 4403 

Name OJ990 616JD5 . 9A27 . C4 1 . ol . tm 

Start 2405 

GI none 

Exons 2405.. 2542, 2406.. 2546, 2647. 

3071.. 3181, 3073.. 3195, 3296. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990616 05.9A27.C41 



6903 

TBLASTX: Maize 
3325 
185 

2973, 2654.. 2971, 2770.. 2973, 
3325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990616 05.9A27.C41 



6903 

TBLASTX : Soybean 
2971 
111 

.2547, 2650.. 2811, 2650.. 2835, 
.2971 



19390 
40479 
4403 

OJ990616_05 . 9A27 . C41 . ol . ts 
2463 
none 

2463. .2546, 2465. .2545, 2467. 
2651.. 2836, 2827.. 2958, 2828. 

19390 
40479 
4403 

OJ990616_05 . 9A27 . C4 1 . o2 . gp 
4183 

897_1.R1084 
4183. .4582, 4661. .4790, 4919. .5186 

1 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. ID 
Strand 
'End 
Method 
End 
Score 



OJ990616_05.9A27.C41 

6903 
AAT/GAP 
5186 
1384 



Seq. No. 19390 

Gene No. 40479 

Start 4403 

Name OJ990616_05 . 9A27 . C4 1 . o2 . ts 

Start 4334 

GI none 
Exons 



Seq. ID OJ990616_05.9A27.C41 
Strand 
End 

Method 
End 
Score 



6903 

TBLASTX: Soybean 

5055 

38 



4334. .4387, 4394. .4588, 4404. .4487, 4548. .4583, 4661. .4780, 
4665. .4781, 4895. .5047, 4948. .5055 



Seq. No. 19390 

Gene No. 4 0479 

Start 4403 

Name OJ990616_05 . 9A27 .,C4 1 . ol . tc 

Start 4391 

GI none 

Exons 4391. .4588, 
4948. .5007 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616_05.9A27.C41 
6.903 

TBLASTX: Cress 

5007 

87 



4392. .4490, 4548. .4583, 4661. .4780, 4668. .4781, 



Seq. No. 
Gene No. 
Start 



19390 
40479 
4403 



Seq, ID 

Strand 

End 



OJ990616 05.9A27.C41 



6903 



19737 




Name 


OJ990616 05 


.9A27 


.C41 .o2 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


4391 








End 


5040 




GI 


none 








Score 


99 




Exons 


4391. .4501, 


4391 


. .4588, 


4392 


..4586, 4543. .4590, 


4661. .4783, 




4668. .4784, 


4957 


. .5040, 


4958 


. .5026 






Seq. No. 


19390 








Seq. ID 


OJ990616 


05.9A27.C41 


Gene No. 


40479 








Strand 






Start 


4403 








End 


6903 




Name 


OJ990616 05 


. 9A27 


.C41.o2 


.as 


Method 


GENSCAN 




Start 


4403 








End 


6903 




GI 


none 








Score 


.4 




Exons 


4403. .4582, 


4661 


. .4790, 


4919 


..5068, 5127. .5274, 


5854 . . 5978, 




6281. . 6903 














Seq. No. 


19390 








Seq. ID 


OJ990616 


05 . 9A27 .C41 


Gene No. 


40479 








Strand 






Start 


4403 








End 


6903 




Name 


OJ990616 05 


.9A27 


.C41.o2 


.np 


Method 


AAT/NAP 




Start 


4406 








End 


5037 




GI 


3885894 








Score 


670 




Exons 


4406. .4582, 


4661 


. .4790, 


4919 


. .5037 






GI Descrip. 


(AF093635) 


photosystem- 


1 H subunit GOS5 [Oryza 


sat i va ] 


Seq. No. 


19390 








Seq. ID 


OJ990616 


05 9A27 C41 


Gene No. 


40479 








Strand 






Start 


4403 








End 


6903 




Name 


OJ990616 05 


.9A27 


.C41.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4515 








End 


5040 




GI 


none 








Score 


48 




Exons 


4515. .4586, 


4541 


. .4588, 


4548 


..4586, 4656..4784, 


4661 . .4783, 




4918. .5040, 


4918 


. .5040 










Seq. No. 


19391 








Seq. ID 


OJ990616 


05 . 9A27 .C42 


Gene No . 


40480 








Strand 


+ 




Start 


1 








End 


7793 




Name 


OJ990616, 05 


.9A27 


.C42.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


7295 




GI 


6453864 








Score 


1449 




Exons 


1..393, 554 


..1005, 1651 


..1722, 1917. .1991, 2393 


. .2507, 




2962. .3023, 


3113 


. .3160, 


3624 


..3897, 4052. .4122, 


4214 . .4297, 




4950. .5061, 


5141 


. .5385, 


6065 


. . 6159, 6346. . 6487, 


6663. .6722, 




6804 . . 6917, 


7215 


. .7295 










GI Descrip. 


(AC011717) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


19391 








Seq. ID 


OJ990616 


_05.9A27.C42 


Gene No . 


40480 








Strand 


+ 




Start 


1 








End 


7793 




Name 


OJ990616 05 


.9A27 


.C42.ol 


.gs 


Method 


GENSCAN 




Start 


97 . 








End 


7561 




GI 


none 








Score 


.94 




Exons 


97. .1005, 1651.. 


1722, 1917.. 


1991, 2393. 


.2507, 2912.. 2961, 




3113. .3160, 


3624 


. .3911, 


4063 


..4122, 4214. .4297, 


4447. .4512, 




4950. .5048, 


5167 


. .5385, 


6065 


..6152, 6264. .6487, 


6663. .6722, 




6804. .6917, 


7215 


. .7289, 


7475 


. .7561 






Seq. No. 


19391 








Seq. ID 


OJ990616 


_05.9A27.C42 



19738 



Gene No. 40480 . . Strand + 

Start 1 End 7793 

Name OJ990616_05 . 9A27 .C42 .ol . gp Method AAT/GAP 

Start 962 End 3715 

GI 29931_1.R1084 Score 817 

Exons 962.. 1005, 1651.. 1722, 1917. 

3113. .3160, 3624. .3715 

GI Descrip. • 6005904/ref | NP_009045 . 1 | pTMFl | 1.0e-15 TATA element modulatory 

factor 1 >gi_423112_pir A47212 transcription factor TMF, TATA 

element modulatory factor - human >gi_5870866_gb_AAD54 608 . 1_ 
(L01042) TATA element modulatory factor [Homo sapiens] ' 



1991, 2393.. 2507, 2962.. 3023, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19391 
40480 
1 

OJ990616_05. 
. 3636 
none 

3636. .3896, 
4060. .4128, 
4240. .4329, 



9A27.C42.o2.tm 



3637. .3750, 
4061. .4123, 
4443. .4490, 



3654, 
4209, 
4444 , 



Seq. ID OJ990616_05.9A27.C42 

Strand + 

End 7793 

Method TBLASTX : Maize 

End 4 4 90 

Score 283 

.3890, 3812. .3898, 3824. .3892, 
.4295, 4211. .4336, 4211. .4297, 
.4488, 4449. .4490 



Seq. No. 19391 
Gene No. 40480 
Start • 1 

Name OJ990616_05 . 9A27 . C42 . ol . tw 

Start 4479 
GI none 

Exons 4479. .4514, 4946.^5047, 4981. 

4989.. 5051, 5160.. "5276, 5164, 
5312. .5386, 6063. .6143, 6064. 



Seq. ID OJ990616_05.9A27.C42 

Strand + 

End 7793 

Method TBLASTX : Wheat * 

End 6144 

Score 58 

.5046, 4984. .5049, 4988. .5047, 
.5382, 5164.. 5382, 5165.. 5386, 
.6144, 6065. .6142 



Seq. No. 19391 Seq. ID 

Gene No. 40480 Strand 

Start 1 End 

Name OJ990616_05 . 9A27 . C42 . ol . ts Method 

Start 5164 End 

GI none Score 

Exons 5164.. 5385, 5164.. 5385 



OJ990616_05.9A27.C42 
+ 

7793 

TBLASTX: Soybean 

5385 

236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19391 
40480 
1 

OJ990616_05 . 9A27 . C42 . o2 . gp 

5258 

none 

5258.. 5385, 6065.. 6152, 6264. 

19391 
40480 
1 

OJ990616_05 . 9A27 . C42 . ol . tm 

5329 

none 

5329.-5385, 5330.. 5386, 5330. 
6064.. 6153, 6106.. 6159, 6249, 
6661.. 6720, 6662.. 6721, 6662, 



Seq. ID OJ990616_05.9A27.C42 

Strand + 

End 7793 

Method AAT/GAP 

End 6830 

Score 958 

.6487, 6663.. 6722, 6804.. 6830 

Seq. ID OJ990616_05.9A27.C42 

Strand + 

End 7793 

Method TBLASTX: Maize 

End 7421 

Score 90 

.5386, 6063.. 6152, 6063.. 6155, 
,6488, 6265.. 6504, 6266.. 6487, 
,6721, 6663.. 6722, 6796.. 6879, 



19739 






6800. . 6880, 


6801 


. . 6920, 


6975 . 


.7028, 7212.. 7262, 


7212. . 7289, 




7213. .7335, 


7375 


. . 7407, 


7377 . 


.7421 






Seq. No. 


19391 








Seq. ID 


OJ990616 


05 . 9A27 . C42 


Gene No. 


40480 








Strand 


+ 




Start 


1 








End 


7793 




Name 


OJ990616 05 


9A27 


.C42.o2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


6412 








End 


7292 




GI 


none 








Score 


105 




Exons 


6412. . 6504, 


6413 


. . 6487, 


6662 . 


.6721, 6663.-6722, 


6672. . 6722, 




6800. . 6880, 


6801 


. . 6920, 


6801 . 


.6917, 7212. .7262, 


7212 . . 7292 


Seq. No. 


19391 








Seq. ID 


OJ990616 


_05.9A27.C42 


Gene No. 


40480 








Strand 


+ 




Start 


1 








End 


7793 




Name 


OJ990616 05 


9A27 


.C42 .o3 


CfD 


Method 


AAT/GAP 




Start 


7197 ~ 








End 


7793 




GI 


none 








Score 


694 




Exons 


7197 . . 7289, 


7488 


. . 7793 










Seq. No. 


19392 








Seq. ID 


OJ990616 


_05.9A27.C43 


Gene No. 


40481 








Strand 


+ 




Start 


4 9 








End 


358 




Name 


OJ990616 05 


9A27 


-C43.ol 


an 


Method 


AAT/GAP 




Start 


49 ~ 








End 


358 




GI 


none 








Score 


554 




Exons 


49. .358 














Seq. No. 


19392 








Seq. ID 


OJ990616 


_05.9A27.C43 


Gene No. 


40482 








Strand 


+ 




Start 


2484 








End 


3812 




Name 


OJ990616 05 


9A27 


.C43.o2 


as 


Method 


GENSCAN 




Start 


2484 ~~ 








End 


3812 




GI 


none 








Score 


.44 




Exons 


2484 . .2571, 


3223 


. . 3812 










Seq. No. 


19392 








Seq. ID 


OJ990616 


_05.9A27.C43 


Gene No. 


40483 








Strand 


— 




Start ' 


606 








End 


1131 




Name 


OJ990616 05. 


9A27 


.C4 3.ol 


as 


Method 


GENSCAN 




Start 


606 ~ 








End 


1100 




GI 


none 








Score 


.85 




Exons 


606. . 1100 














Seq. No. 


19392 








Seq. ID 


OJ990616 


_05.9A27.C43 


Gene No. 


40483 








Strand 






Start 


606 








End 


1131 




Name 


OJ990616 05. 


9A27 


.C43.o2 




Method 


AAT/GAP 




Start 


' 702 ~~ 








End 


1131 




GI 


2798261 








Score 


590 






702 1131 














Seq. No. 


19392 








Seq. ID 


OJ990616 


_05. 9A27.C4 3 


Gene No . 


" : - 40484 








Strand 






Start 


3802 








End 


7118 




Name 


OJ990616 05. 


9A27 


.C43.o3 


gp 


Method 


AAT/GAP 




Start 


3802 








End 


4113 





19740 



GI 


3769075 




Score 


574 


Exons 


3802. .4113 








Seq. No. 


19392 




Seq. ID 


OJ990616_05. 9A27.C4 3 


Gene No. 


40484 




Strand 




Start 


3802 




End 


7118 


Name 


OJ990616 05. 9A27.C43.ol 


.np 


Method 


AAT/NAP 


Start 


3807 




End 


7118 


GI 


5668771 




Score 


500 


Exons 


3807. .3854, 4370. .4522, 


5071. 


.5329, 6729.. 7118 


GI Descrip. 


(AC005916) Contains similarity to gb|l 


D88035 glycoprotein 




specific UDP-glucuronyltransf erase from Rattus norvegicus. 




[Arabidopsis thaliana] 








Seq. No. 


19392 




Seq. ID 


OJ990616_05.9A27.C43 


Gene No. 


40484 




Strand 




Start 


3802 




End 


7118 


Name 


OJ990616 05.9A27.C43.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4341 




End 


7117 


GI 


none 




Score 


49 


Exons 


4341. .4412, 4349. .4405, 


4367. 


.4492, 4395.-4526, 4397. .4528, 




4404 . . 4538, 4405. .4527, 


5065. 


.5331, 5069.. 5332, 5070.. 5333, 




6687 . . 7091, 6725. .7099, 


6728. 


.7117 • 




Seq. No. 


19392 




Seq. ID 


OJ990616_05.9A27.C43 


Gene No. 


40484 




Strand 


_ 


Start 


3802 




End 


7118 


Name 


OJ990616 05. 9A27.C43.o3 


. as 


Method 


GENSCAN 


Start 


4352 




End 


6881 


GI 


none 




Score 


.86 


Exons 


4352. .4522, 5071. .5329, 


6729. 


.6881 




Seq. No. 


19392 




Seq. ID 


OJ990616_05.9A27.C43 


Gene No. 


40484 




Strand 




Start 


3802 




End 


7118 


Name 


OJ990616 05. 9A27.C43.ol, 


. ts 


Method 


TBLASTX : Soybean 


Start 


5122 




End 


7075 


GI 


none 




Score 


225 


Exons 


5122.. 5226, 5230.. 5325, 


6731. 


.7075 




Seq. No. 


19393 




Seq. ID 


OJ990616_05 . 9A27 . C44 


Gene No. 


40485 




Strand 




Start 


244 




End 


517 


Name 


OJ990616 05.9A27.C44.ol. 


.gs 


Method 


GENSCAN 


Start 


244 




End 


517 


GI 


none 




Score 


. 95 


Exons 


244. .345, 442. .517 








Seq. No. 


19394 




Seq. ID 


OJ990616_05.9A27.C45 


Gene No. 


40486 




Strand 


+ 


Start 


2903 




End 


3363 


Name 


OJ990616 05.9A27.C45.o2, 


■ gp 


Method 


AAT/GAP 


Start 


2903 




End 


3363 


GI 


LIB34 32-059-P1-K1-D8 




Score 


710 


Exons 


2903. .3363 








GI Descrip. 


'5734616/dbj |AP000391.1| 


IAP000391 0.0e+00 Oryza sativa genomii 



DNA, chromosome 6, clone : P0538C01 ? 



19741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



19394 
40487 
296 

OJ990616_05 . 9A27 . C4 5 . ol . gs 

296 

none 



Seq. ID OJ990616_05.9A27.C45 
Strand 

End 5302 

Method GENSCAN 

End 5302 

Score .77 



296. .409, 1502. .1546, 1947. .2022, 2119. .2194, 2297. .2523, 
2634.. 2732, 3386. .3581, 3671.. 3896, 4008.. 4091, 4173.. 4358, 
4617. .4950, 5186. .5302 



19394 
40487 
296 

OJ990616_05 . 9A27 . C4 5 . o3 . gp 

4058 

4715099 

4058. .4331 



Seq. ID OJ990616_05.9A27.C45 
Strand 

End 5302 

Method AAT/GAP 

End 4331 

Score 548 



Seq. No. 19395 Seq. ID 

Gene No. 40488 Strand 

Start 1. End 

Name OJ990616_05 . 9A27 . C4 6 . ol . np Method 

Start 1 End 

GI 5734621 Score 

Exons 1..215, 2564.. 2587 

GI Descrip. -(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



OJ990616_05.9A27.C46 
+ 

3791 
AAT/NAP 
2587 
125 



Seq. No. 


19395 


Seq. ID 


OJ990616_05.9A27 


Gene No. 


40488 


Strand 


+ 


Start 


1 


End 


3791 


Name 


OJ990616 05.9A27.C46.ol.gs 


Method 


GENSCAN 


Start 


64 


End 


1337 


GI 


none 


Score 


.45 


Exons 


64. .176, .1054. .1337 






Seq. No. 


19395 


Seq. ID 


OJ990616_05.9A27 


Gene No. 


40488 


Strand 


+ 


Start 


1 


End 


3791 


Name 


OJ990616 05.9A27.C46.o2.gs 


Method 


GENSCAN 


Start 


2310 


End 


3791 


GI 


none 


Score 


.81 


Exons 


2310. .2363, 2745. .2827, 3677 


.3791 




Seq. No. 


19395 


Seq. ID 


OJ990616_05.9A27 


Gene No. 


40489 


Strand 




Start 


3938 


End 


3995 


Name 


OJ990616 05.9A27.C46.ol.gp 


Method 


AAT/GAP 


Start 


3938 


End 


3995 


GI 


2312838 


Score 


65 


Exons 


3938. .3995 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


19395 


Seq. ID 


OJ990616_05.9A27 



19742 




Gene No. 


40490 








Strand 




Start 


4914 








End 


7726 


Name 


OJ990616 05. 


9A27 . 


C46. o2 


. y ±j 


Method 


AAT/GAP 


Start 


4492 ~~ 








End 


5816 


GI 


none 








Score 


1532 


Exons 


4492. . 5022, 


5499. 


. 5816 








Seq. No. 


19395 • 








Seq. ID 


OJ990616_05.9A27.C46 


Gene No. 


40490 








Strand 




Start- 


4914 








End 


7726 


Name 


OJ990616 05. 


9A27 . 


C4 6.o3 


. as 


Method 


GENSCAN 


Start 


4914 " 








End 


7393 


GI 


none 








Score 


.57 


Rxon s 

4«i A \y l X w 


4914 . . 5022, 


5499. 


. 5600, 


5948 


.6012, 7049. .7188, 7321. .7393 


Sea No 


19395 








Seq. ID 


OJ990616_05.9A27.C46 


Gene No . 


40490 








Strand 




Start 


4914 








End 


7726 


Name 


OJ990616 05. 


9A27. 


C46.o3 


.gp 


Method 


AAT/GAP 


Start 


5938 








End 


7726 


GI 


20610 1.R1084 






Score 


1171 


J_J \^ 1 i o 


5938. .6012, 


7049. 


.7188, 


7321 


.7726 




GT Dpsrri n 


' 1076316/pir | IS51478 8. 


Oe-12 


drought-induced protein Dil9 - 




Arabidopsis 


thaliana >gi 469110 emb CAA55321 (X78584) Dil9 




[Arabidopsis 


thaliana] 1 










19395 








Seq. ID 


OJ990616_05.9A27.C46 




1 \J *3 J -L 








Strand 




Start 


9463 








End 


16544 


Name 


OJ990616 05. 


9A27. 


C46.o5 


.tin 


Method 


TBLASTX: Maize 


Start 


5456 








End 


7168 


GI 


none 








Score 


110 


Exon 

1—1 Vh/ 


5456. .5644, 


5480. 


.5758, 


5496 


.5648, 5547. .5801, 5685. .5771, 




5686. .5814, 


5687. 


.5791, 


5908 


.5988, 5909. .6013, 5910. .5987, 




5935. .6024, 


7049. 


.7168, 


7050 


.7148 




Seq. No. 


19395 








Seq. ID 


OJ990616_05.9A27.C46 


Gene No. 


40491 








Strand 




Start 


9463 








End 


16544 


Name 


OJ990616 05. 


9A27. 


C46.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


5580 








End 


5789 


GI 


none 








Score 


92 


F. von *5 


5580. .5645, 


5581. 


.5673, 


5585 


.5683, 5597. .5662, 5651. .5782, 




5666. .5758, 


5685. 


.5789 








Sea No. 


19395 








Seq. ID 


OJ990616_05.9A27.C46 


Gene No. 


40491 








Strand 




Start 


9463 








End 


16544 


Name 


OJ990616 05. 


9A27. 


C4 6.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5946 








End 


7393 


GI 


none 








Score 


77 


Exons 


5946. . 6011, 


5947. 


. 6012, 


5947. 


.6030, 7049. .7147, 7050. .7148, 




7157. .7192, 


7318. 


.7392, 


7325, 


.7393 




Seq. No. 


19395 








Seq. ID 


OJ990616_05. 9A27.C4 6 


Gene No. 


40491 








Strand 




Start 


9463 








End 


16544 



19743 



Name 

Start 

GI 

Exons 



OJ990 616_05 . 9A27 . C4 6 . ol . tc Method TBLASTX : Cress 
9416 End 9774 

none Score 126 

9416. .9637, 9451. .9645, 9634. .9774, 9635. .9772 



Seq. No. 19395 

Gene No. 404 91 

Start 9463 

Name OJ990616_05 . 9A27 . C4 6 . ol ; tm 

Start 9455 

GI none 
Exons 



Seq. ID OJ990616_05.9A27.C46 

Strand ' - 

End 1654 4 

Method TBLASTX : Mai ze 

End 10519 

Score 634 



9455. .9562, 9458. .9901, 9463. .9900, 9641. .9901, 9658. .9903, 
10478.. 10519 



Seq. No. 19395 

Gene No. 404 91 

Start 9463 

Name OJ990616_05 . 9A27 . C4 6 . ol . tw 

Start 9461 

GI none 
Exons 



Seq. ID OJ990616_05.9A27.C46 
Strand 

End 16544 

Method TBLASTX : Wheat 

End 9904 

Score 621 



9461. .9901, 9464. .9562, 9466. .9897, 9658. .9903, 9701. .9904 



Seq. No. 19395 

Gene No. 40491 

Start 9463 

Name OJ990616_05.9A27.C46.o4.gs 

Start 9463 

GI none 
Exons 



Seq. ID OJ990616_05.9A27.C46 
Strand 

End 16544 

Method GENSCAN 

End 11244 

Score .92 



94 63. . 9901, 104 80. .10964, . 11080. . 1124 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19395 
40491 
9463 

OJ990616_05. 9A27.C4 6.o2.np 

9469 

4586038 



Seq. ID OJ990616_05.9A27.C46 
Strand 

End 16544 

Method AAT/NAP 

End 11244 

Score 1276 



9469. .9901, 10480. .10696, 10742 .. 10964 , 11080. .11244 
(AC007109) putative heat shock protein [Arabidopsis thaliana] 



19395 
40491 
9463 

OJ990616_05. 9A27.C4 6.ol.ts 

9472 

none 



Seq. ID OJ990616_05.9A27.C46 
Strand 

End 16544 

Method TBLASTX : Soybean 

End 10584 

Score 412 



9472. .9867, 9476. .9865, 9853. .9894, 10477 .. 10584 , 10479. .10583 



Seq. No. 19395 

Gene No. 40491 

Start 9463 

Name OJ990616_05 . 9A27 . C4 6 . o4 . gp 

Start 9735 

GI LIB34 33-05 6-P1-K1-B11 

Exons 9735.. 9901, 10480.. 10650 

GI Descrip. 1 4586038/gb | AAD25656 . 1 | AC007109_14 1.0e-08 (AC007109) putative 
heat shock protein [Arabidopsis thaliana] ' 



Seq. ID OJ990616_05.9A27.C46 

Strand - • 

End 16544 

Method AAT/GAP 

End 10650 

Score 585 



19744 




Seq. No. 


19395 




Seq. ID 


OJ990616_05.9A27 


.C46 


Gene No. 


40491 




Strand 






Start 


94 63 




End 


16544 




Name 


OJ990616 05.9A27.C46 


. o3 . np 


Method 


AAT/NAP 




Start 


10114 




End 


13352 




GI 


5852093 




Score 


62 




Exons 


10114. .10134, 11858. 


.11977, 


13332.. 13352 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


19395 




Seq. ID 


OJ990616_05.9A27 


.C4 6 


Gene No. 


40491 




Strand 






Start 


9463 




End 


16544 




Name 


OJ990616_05.9A27.C46 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


10756 




End 


11245 




GI 


none 




Score 


83 




Exons 


10756. . 10839, 10779. 


. 10838, 


10896. .10964, 10897 10965, 






11062. .11244, 11072. 


. 11245 








Seq. No. 


19395 




Seq. ID 


OJ990616_05.9A27 


.C4 6 


Gene No. 


40491 




Strand 






Start 


9463 




End 


16544 




Name 


OJ990616_05.9A27.C46 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10756 




End 


11245 




GI 


none 




Score 


86 




Exons 


10756. . 10839, 10779. 


. 10850, 


10902. .10964, 10903. .10977, 






11062. . 11244, 11072 . 


. 11245 








Seq. No. 


19395 




Seq. ID 


OJ990616_05.9A27 


.C46 


Gene No. 


40491 




Strand 






Start 


9463 




End 


16544 




Name 


OJ990616 05.9A27.C46 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


10756 




End 


11342 




GI 


none 




Score 


150 




Exons 


10756. .10797, 10759. 


. 10857, 


10779. .10964, 108 97 .. 10965, 






11062. .11244, 11072 . 


. 11245, 


11286. .11342 




Seq. No. 


19395 




Seq. ID 


OJ990616_05. 9A27 


.C46 


Gene No. 


40491 




Strand * 






Start 


9463 




End 


16544 




Name 


OJ990616 05.9A27.C46 


. o4 . np 


Method 


AAT/NAP 




Start 


10861 




End 


16544 




GI 


6560763 




Score 


615 




Exons 


10861. .10913, 11268. 


.11377, 


13787. .14011, 14552. . 14656, 






14750. .14799, 14842. 


. 15373, 


16172. .16544 




GI Descrip. 


(AC010155) F3M18.14 


[Arabidopsis thaliana] 




Seq. No. 


19395 




Seq. ID 


OJ990616_05.9A27 


.C4 6 


Gene No. 


40491 




Strand 






Start 


9463 




End 


16544. . 




Name 


OJ990616 05.9A27.C46 


. o5 .gp 


Method 


AAT/GAP 




Start 


11057 




End 


11362 




GI 


2312458 




Score 


522 




Exons 


11057. .11362 










GI Descrip. 


4586038/gb|AAD25656. 


1IAC007109 14 l.Oe- 


-08 (AC007109) putative 




heat shock protein [Arabidopsis thaliana] 





Seq. No. ' 19395 Seq. ID OJ990616_05 . 9A27 . C4 6 

19745 




Gene No. 


40491 






Strand 




Start 


9463 






End 


16544 


Name 


OJ990616 05.9A27.C46 


o5 . gs 


Method 


GEN SCAN 


Start 


12728 






End 


14656 


GI 


none 






Score 


.91 


Exons 


12728. . 


13573, 13748. 


14011, 


14552. .14656 


Seq. No. 


19395 






Seq. ID 


OJ990616_05.9A27 


Gene No. 


40491 






Strand 




Start 


9463 






End 


16544 


Name 


OJ990616 05.9A27.C46 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


13010 






End 


13588 


GI 


none 






Score 


43 


Exons 


13010. . 


13057, 13091. 


13246, 


13098. .13262, 13263 . .13283, 




13341. . 


13451, 13348. 


13452, 


134 97. . 13574, 13505. .13588 


Seq. No. 


19395 






Seq. ID 


OJ990616JD5.9A27 


Gene No. 


40491 






Strand 




Start 


9463 






End 


16544 


Name 


OJ990616 05.9A27.C46 


06 . gp 


Method 


AAT/GAP 


Start 


13159 






End 


13856 


GI 


none 






Score 


981 


Exons 


13159. . 


13573, 137.48. 


13856 






Seq . - No . 


19395 






Seq. ID 


OJ990616JD5.9A27 


Gene No . 


40491 






Strand 




Start 


9463 






End 


1654.4 


Name 


OJ990616 05.9A27.C46 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


14792 






End 


16318 


GI 


none 






Score 


149 


Exons 


14792. . 


14923, 14793. 


14909, 


14798. .14 


923, 14907. .15206, 




14909. . 


15199, 15186. 


15356, 


15204. .15368, 15206 .. 1537 6, 




15208. . 


15384, 16166. 


16318, 


16167. .16316 


Seq. No. 


19395 






Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40491 






Strand 




Start 








End 


16544 


Name 


OJ990616 05.9A27.C46 


o2 . ts 


Method 


TBLASTX : Soybean 


Start 


14933 






End 


16282 


GI 


none 






Score 


103 


Exons 


14933. . 


15121, 14952. 


15122, 


15137. .15196, 15263. .15376, 




16154 . . 


16282, 16155. 


16277 






Seq. No. 


19395 






Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40491 






Strand 




Start 


9463 






End 


16544 


Name 


OJ990616 05.9A27.C46 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


16164 






End 


16396 


GI 


none 






Score 


128 


Exons 


16164. . 


16358, 16187.. 


16393, 


16262. .16396 


Seq. No. 


19396 






Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40492 






Strand 




Start 


1 






End 


1059 


Name 


OJ990616 05.9A27.C47. 


ol . np 


Method 


AAT/NAP 


Start 


1 






End 


1059 


GI 


6560763 






Score 


407 



19746 



Exons 


1..352, 421. .623, 684. .1059 






GI Descrip. 


(AC010155) F3M18.14 [Arabidopsis thaliana] 


Seq. No. 


19396 


Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40492 


Strand 


— 


Start 


1 


End 


1059 


Name 


OJ990616_05.9A27 .C47 .ol.gs 


Method 


GENSCAN 


Start 


68 


End 


1000 


GI 


none 


Score 


. 88 


Exons 


68. .229, 421. . 1000 






Seq. No. 


19397 


Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40493 


Strand 


+ 


Start 


75 


End 


756 


Name 


OJ990616_05. 9A27 .C4 8 .ol .gs 


Method 


GENSCAN 


Start 


75 


End 


756 


GI 


none 


Score 


. 64 


Exons 


75. .221, 559. .756 






Seq. No. 


19398 


Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40494 


Strand 


+ 


Start 


67 


End 


410 


Name 


OJ990616 05. 9A27.C49. ol.gs 


Method 


GENSCAN 


Start 


67 


End 


410 


GI 


none 


Score 


. 94 


Exons 


67. .190, 295. .410 






Seq. No. 


19399 


Seq. ID 


OJ990616_05.9A27 


Gene No. 


40495 


Strand 


+ 


Start 


1 


End 


769 


Name 


OJ990616 05. 9A27.C50.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


769 


GI 


6850348 


Score 


333 


Exons 


1..294, 397. .570, 612. .769 






GI Descrip. 


(AC022354) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


19399 


Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40495 


Strand 


+ 


Start 


1 


End 


769 


Name 


OJ990616 05.9A27.C50.ol.tm 


Method 


TBLASTX: Maize 


Start 


87 


End 


648 


GI 


none 


Score 


231 


Exons 


87. .296, 88. .294, 93. .296, 


394. .504, 396. .518, 619. .648 


Seq. No. 


19399 


Seq. ID 


OJ990616_05.9A27 


Gene No. 


40495 


Strand 


+ 


Start 


1 


End 


769 


Name 


OJ990616 05.9A27.C50.ol.ts 


Method 


TBLASTX: Soybean 


Start 


88 .. 


End 


294 


GI 


none 


Score 


76 


Exons 


88. .159, 88. .135, 150. .281, 


151. .294 




Seq. No. 


19399 


Seq. ID 


OJ990616_05. 9A27 


Gene No. 


40495 


Strand 


+ 


Start 


1 


End 


769 


Name 


OJ990616 05. 9A27.C50. ol.gs 


Method 


GENSCAN 


Start 


133 


End 


594 



19747 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score . 97 



none 

133. .294, 397. .594 

19400 
40496 
949 

OJ990616_05 . 9A27 . C51 . ol . tm 
946 
none 

946. .1089, 947. .1090, 948. .1094, 1023 
1118. .1222, 1119. .1220, 1233. .1319, 1238 
1240. .1377, 1362. .1451, 1363. .1452, 1363 
1516. .1725, 1522. .1725 



Seq. ID OJ990616_05.9A27.C51 
Strand + 
End 2127 
Method TBLASTX : Mai ze 
End 1725 
Score 190 

1094, 1114. .1194, 
1312, 1239.. 1361, 
1452, 1466. .1504, 



Seq. No. 19400 

Gene No. 40496 

Start 949 

Name OJ990616_05 . 9A27 . C51 . ol . gs 

Start 949 

GI none 

Exons 949.. 2127 



Seq. ID OJ990616_05.9A27.C51 

Strand + 

End 2127 

Method GENSCAN 

End 2127 

Score . 92 



Seq. No. 19400 Seq. ID 

Gene No. ,40496 Strand 

Start 94 9 End 

Name O J9 9 0 6 1 6_0 5 . 9A2 7 . C5 1 . o2 . tm Method 

Start 1746 End 

GI none Score 

Exons 1746. .1766, 1782. .1826, 1817. .1888, 
1826. . 1978 



OJ990616_05.9A27.C51 
+ 

2127 

TBLASTX: Maize 
1978 - 
62 

1822. .1977, 1824. .1976, 



Seq. No. 19401 Seq. ID 

Gene No. 40497 Strand 

Start 361 End 

Name OJ990 61 6_05 . 9A27 . C52 . ol . gs Method 

Start 361 End 

GI none Score 

Exons 361.. 547 



OJ990616_05.9A27.C52 
+ 

547 

GENSCAN 

547 

.41 



Seq. No. 19402 Seq. ID 

Gene No. 40498 Strand" 

Start 260 End 

Name OJ990616_05 . 9A27 . C53 . ol . gs Method 

Start 260 End 

GI none Score 

Exons 260.. 333 



OJ990616_05.9A27.C53 
+ 

333 

GENSCAN 

333 

.59 



Seq. No. 19402 Seq. ID 

Gene No. 40499 . 4 ' Strand 

Start 177 End 

Name O J 9 9 0 6 1 6_0 5 . 9A2 7 . C 5 3 . o 1 . gp Method 

Start 177 End 

GI none Score 

Exons 177.. 358 



OJ990616_05.9A27.C53 
■358 

AAT/GAP 
358 

. 293 



Seq. No. 
Gene No. 



19403 
40500 



Seq. ID OJ990616_05.9A27.C54 
Strand + 



19748 




Start 


359 




End 


535 








Name 


OJ990616 05.9A27.C54 


. ol . gs 


Method 


GENSCAN 








Start 


359 




End 


535 








GI 


none 




Score 


.84 








Exons 


359. .535 














Seq. No. 


19404 




Seq. ID 


OJ990616 


_05. 


9A27 


.C55 


Gene No. 


40501 




Strand 










Start 


204 




End 


253 








Name 


OJ990616 05.9A27.C55 


. ol . gs 


Method 


GENSCAN 








Start 


204 




End 


253 








GI 


none 




Score 


. 69 








Exons 


204. .253 














Seq. No. 


19405 




Seq. ID 


OJ990616_ 


_05. 


9A27 


.C62 


Gene No. 


40502 




Strand 


+ 








Start 


1 




End 


668 








Name 


OJ990616 05.9A27.C62 


. ol . qp 


Method 


AAT/GAP 








Start 


1 




End 


404 








GI 


none 




Score 


756 








Exons 


1. .404 














Seq. No. 


19405 




Seq. ID 


OJ990616 


05. 


9A27 


.C62 


Gene No. 


40502 




Strand 


+ 








Start 


1 




End 


668 








Name 


OJ990616 05.9A27.C62 


. ol . np , 


Method 


AAT/NAP 








Start 


255 




End 


668 








GI 


4539383 




Score 


107 








Exons 


255. .433, 603. .668 














GI Descrip. 


(AL035526) putative 


Drotein 


( fragment ) 


[Arabidopsis 


thaliana 


Seq. No. 


19406 




Seq. ID 


OJ990616_ 


_05. 


9A27 


.C63 


Gene No. 


40503 




Strand 










Start 


1 




End 


578 








Name 


OJ990616 05.9A27.C63 


. ol . np 


Method 


AAT/NAP 








Start 


1 




End 


578 








GI 


6560763 




Score 


82 








Exons 


1..75, 344. .578 














GI Descrip. 


(AC010155) F3M18 .14 


[Arabidopsis thaliana] 








Seq. No. 


19406 




Seq. ID 


OJ990616_ 


_05. 


9A27 


.C63 


Gene No. 


40503 




Strand 










Start 


1 




End 


578 








Name 


OJ990616 05.9A27.C63 


. ol . gp 


Method 


AAT/GAP 








Start 


59 




End 


413 








GI 


none 




Score 


316 








Exons 


59. .130, 305. .413 














Seq. No. 


, 19406 




Seq. ID 


OJ990616_ 


J05. 


9A27 


.C63 


Gene No. 


40503 




Strand 










Start 


1 




End 


578 








Name 


OJ990616 05.9A27.C63 


. ol . gs 


Method 


GENSCAN 








Start 


305 




End 


568 








GI 


none 




Score 


.52 








Exons 


305. .568 














Seq. No. 


19407 




Seq. ID 


OJ990616_ 


_05. 


9A27 


.C65 



19749 



Gene No. 40504 Strand 

Start 1 End 744 

Name OJ990616_05 . 9A27 . C65 . ol . np Method AAT/NAP 

Start 1 End 744 

GI 6539555 Score 879 

Exons 1 . . 74 4 

GI Descrip^. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 





transposase 


(AF078934) [Oryza 


1" *i va 1 

O CI U.L V Q J 






Sea No 


19408 




Seq. ID 


OJ990716 


08- QA20 C9 


(2pnp No 


40505 




Strand 


+ 




Start 


612 




End 


838 




Name 


OJ990716 08 


.9A20.C2.ol.gs 


Method 


GENSCAN 




Start 


612 




End 


838 




GI 


none 




Score 


.71 




F 1 von s 


612. .614, 647. .838 








Seq. No. 


19409 




Seq. ID 


OJ990716 


_08.9A20.C5 


ripnp No 


40506 




Strand 


+ 




Start 


5368 




End 


9713 




Name 


OJ990716 08 


.9A20.C5.o5.np 


Method 


AAT/NAP 




Start 


5353 




End 


9713 




GI 


4468812 




Score 


774 




R von s 


5353. .5484, 


5584.. 5693, 7138. 


.7796, 7956.. 8031, 


8114. .8215, 




8291. .8371, 


8472.. 8538, 8675. 


.8775, 9128.. 9235, 


9391. . 9462, 




9556. .9713 












(AL035601) 


putative protein [Arabidopsis thaliana] 


Sea No 


19409 




Seq. ID 


OJ990716_ 


_08 . 9A20.C5 


CJanp No 


40506 




Strand 


+ 




Start 


5368 




End 


9713 




Name 


OJ990716 08 


. 9A20.C5.o2.gs 


Method 


GENSCAN 




Start 


5368 




End 


9461 




GI 


none 




Score 


.71 




Exons 


5368. .5484, 


5609.. 5693, 7138. 


.7733, 8114.. 8215, 


8472. .8538, 




8675. .8775, 


9128.. 9235, 9391. 


.9461 






Sea No 


19409 




Seq. ID 


OJ990716_ 


_08.9A20.C5 


fipnp No 


40507 




Strand 






Start 


1 




End 


4092 




Name 


OJ990716 08 


.9A20.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1555 




GI 


6815109 




Score 


185 




Exons 


1..74, 187. 


.372, 1526. .1555 








GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


19409 




Seq. ID 


OJ990716_ 


_08 . 9A20.C5 


Gene No. 


40507 




Strand 






Start 


1 




End 


4092 




Name 


OJ990716 08 


.9A20.C5.o2.np 


Method 


AAT/NAP 




Start 


1 




End 


4092 




GI 


5042454 




Score 


232 




Exons 


1..153, 1431. .1583, 1855. .2334, 4062. A 


092 




GI Descrip. 


(AC007789) 


putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


19409 




Seq. ID 


OJ990716_ 


_08. 9A20.C5 



19750 



Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40507 Strand 

1 End 4092 

OJ9907 1 6_08 . 9A20 . C5 . o3 . np Method AAT/NAP 

942 End 3651 

6815109 " Score 152 

942. .981, 3182. .3299, 3484. .3651 

(AP001081) hypothetical protein [Oryza sativa] 



19409 
40507 
1 

OJ990716_08 . 9A20 . C5 . o4 . np 
1131 
6815109 
1131. .1172, 3485. .3654 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716 08.9A20.C5 



4092 
AAT/NAP 
3654 
144 



19409 
40508 
5327 

OJ9907 16_08 . 9A20 .C5.ol.tm 
5327 



Seq. ID OJ990716_08.9A20.C5 
Strand 

9613 

TBLASTX: Maize 
7376 
37 



End 

Method 
End 

none Score 
5327. .5374, 5358. .5441, 5359. .5463, 5359. .5442, 5446. .5481, 
5451. .5483, 5452. .5484, 5578. .5634, 5582 5707 , 5585 5695, 
7135. .7353, 7136. .7375, 7137. .7376 



Seq. No. 19409 
Gene No. 40508 
Start 5327 

Name OJ990716_08 . 9A20 . C5 . ol . ts 

Start 5588 
GI none 

Exons 5588.. 5692, 8120.. 8215, 8128, 

8469. .8540, 8471. .8539, 8673, 
9545. .9613 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8211, 8288 
.8795, 8674 



OJ990716 08.9A20.C5 



9613 

TBLASTX : Soybean 
9613 
65 

8374, 8290.. 8382, 
8775, 9149.. 9235, 



Seq. No. 


19410 


Seq. ID 


OJ990716_08 


Gene No. 


40509 


Strand 


-f 


Start 


1 


End 


1743 


Name 


OJ990716 08. 9A20.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1743 


GI 


4468812 


Score 


236 


Exons 


1..37, 708. .816, 1015. .1095, 


1668. .17^ 


13 


GI Descrip. 


(AL035601) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


19410 


Seq. ID 


OJ990716_08 


Gene No. 


40509 


Strand 


+ 


Start 


1 


End 


1743 


Name 


OJ990716 08. 9A20.C6.ol.gs 


Method 


GENSCAN 


Start 


708 


End 


1095 


GI 


none 


Score 


.72 


Exons 


708. .816, 1015. .1095 






Seq. No. 


19411 


Seq. ID 


OJ990716_08 


Gene No. 


40510 


Strand 


+ 


Start 


1 


End 


3048 



9A20.C6 



19751 



Name OJ990716_08 . 9A20 . C7 . ol . np Method AAT/NAP 

Start 1 End 1666 

GI 4468812 Score 535 

Exons 1..70, 488.-585, 840. .930, 1196. .1293, 1381. .1666 

GI Descrip. (AL035601) putative protein [Arabidopsis thaliana] 



Seq. No. 19411 

Gene No. 40510 

Start 1 

Name 0 J9 90 7 1 6_0 8 . 9A2 0 . C7 . o 1 . gp 

Start 487 

GI LIB3599-001-P1-K6-H3 

Exons 487.. 585, 722.. 760, 840. 

GI Descrip. 1 4 4 68812/emb | CAB38213 | 5 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
930, 1196 



OJ990716_08.9A20.C7 
+ 

3048 
AAT/GAP 
1531 
827 

1293, 1381. .1531 



Oe-38 (AL035601) putative protein 



Seq. No. 19411 

Gene No. 40510 

Start 1 

Name OJ990716_08 . 9A20 .C7 . ol . ts 

Start 491 

GI none 
Exons 



Seq. ID OJ990716_08.9A20.C7 

Strand + 

End 3048 

Method TBLASTX : Soybean 

End 1651 

Score 96 



491. .586, 835. .930, 837. .929, 858. .1001, 1193. .1297, 1237. .1296, 
1355. .1645, 1372. .1512, 1380. .1598, 1381. .1650, 1382. .1651 



Seq. No. 19411 

Gene No. 40510 

Start 1 

Name OJ990716_08 . 9A20 . C7 . ol . gs 

Start 494 

GI none 
Exons 



Seq. ID OJ990716_08. 9A20.C7 

Strand + 

End 3048 

Method GENSCAN 

End 1669 

Score .64 



494. .536, 722. .760, 840. .930, 1196. .1277, 1350. .1669 



Seq. No. 19411 

Gene No. 40510 

Start 1 

Name 0 J 9 90 7 1 6_0 8 . 9A2 0 . C7 . o2 . np 

Start 790 

GI 3044086 

Exons 790.. 820, 2540.. 3048 

GI Descrip. (AF055904) unknown [Myxococcus xanthus] 



Seq. ID OJ990716JD8.9A20.C7 
Strand + 

3048 
AAT/NAP 
3048 
90 



End 

Method 

End 

Score 



Seq. No. 19411 

Gene No. 40510 

Start 1 

Name OJ990716_08 . 9A20 . C7 . ol . tm 

Start 1193 

GI none 
Exons 



1193. .1297, 1194. .1295, 1195. .1296, 1367. .1399, 1381 
1382. .1405, 1438. .1509, 1457. .1507 



Seq. ID OJ990716_08.9A20.C7 

Strand + 

End 3048 

Method TBLASTX: Maize 

End 1509 

Score 172 

1407, 



Seq. No. 19411 Seq. ID OJ990716_ 

Gene No. 40510 Strand + 

Start 1 End 3048 

Name OJ990716_08 . 9A20 .C7 . o2 . gs Method GENSCAN 

Start 2485 End 3024 

GI none Score .84 



08 . 9A20.C7 



19752 



Exons 



2485. .3024 



Seq. No. 19412 Seq. ID 

Gene No. 40511 Strand 

Start 112 End 

Name OJ9907 16_08 . 9A20 . C8 . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112.. 237, 2398.-2747, 3328.. 3405, 4814 



OJ990716_08.9A20.C8 
+ 

6114 
GENSCAN 
6114 
.64 

. .4911, 6017. .6114 



Seq. No. 19412 Seq. ID 

Gene No. 40512 Strand 

Start 5225 End 

Name OJ990716_08 . 9A20 . C8 . ol . gp Method 

Start 5225 End 

GI none Score 

Exons 5225.. 5494 



OJ990716_08.9A20.C8 

5494 
AAT/GAP 
5494 
443 



End 

Method 
End 
Score 



Seq. No. 19412 

Gene No. 40513 

Start 7484 

Name OJ990716_08 . 9A20 . C8 .ol . tc 

Start 7472 

GI none 

Exons 7472.. 7999, 7473.. 7694, 7475, 

Seq. No. 19412 

Gene No. 40513 

Start 7484 

Name OJ990716_08 . 9A20 . C8 . o2 . ts 

Start 7475 

GI none 

Exons 7475.. 7639, 7475.. 7705, 7485.. 7691 



Seq. ID OJ990716_08.9A20.C8 
Strand 

9387 

TBLASTX: Cress 
7999 
186 



7837, 7794. .7976 

OJ990716 08.9A20.C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 



9387 

TBLASTX : Soybean 

7705 

76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19412 
40513 
7484 

OJ9907 16_08 .9A20.C8.o2. gs 

7484 

none 



Seq. ID OJ990716_08.9A20.C8 
Strand 

End 9387 

Method GENSCAN 

End 9387 

Score .84 



7484. .8991, 9015. .9168, 9187. .9387 



Seq. No. 19412 . Seq. ID 

Gene No. 40513 Strand 

Start 7484 End 

Name OJ990716_08 . 9A20 . C8 . o2 . tm Method 

Start 7484 End 

GI none Score 

Exons 7484.. 7-774, 7485.. 7694 



OJ990716_08.9A20.C8 
9387 

TBLASTX: Maize 

7774 

116 



Seq. No. 19412 Seq. ID 

Gene No. 40513 Strand 

Start 7484 End 

Name ' OJ9907 16_08 . 9A20 . C8 . ol . np Method 

Start 7487 End 

GI 4468804 Score 

Exons 7487.. 9369 



OJ990716_08 . 9A20.C8 

9387 
AAT/NAP 
9369 
1546 



19753 



GI Descrip. (AL035601) putative protein [Arabidopsis thaliana] 



Seq. No. 19412 
Gene No. 40513 
Start 7484 

Name OJ990716_08 . 9A20 . C8 . ol . tm 

Start 7699 
GI none 
Exons 7699.. 7734, 

8291. .8485, 

8621. .8797, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7787. .8485, 7809. .7994, 
8327. .8485, 8337. .8486, 
8735. .8956, 8827. .8907 



OJ990716_08.9A20.C8 
9387 

TBLASTX: Maize 
8956 
35 

8172.. 8480, 8237.. 8404, 
8426. .8791, 8603. .8815, 



Seq. No. 19412 Seq. ID 

Gene No. 40513 Strand 

Start 7484 End 

Name OJ9907 16JD8 . 9A20 . C8 . ol . ts Method 

Start 7706 End 

GI none Score 

Exons 7706.. 8245, 7809.. 7997 



OJ990716_08.9A20.C8 
9387 

TBLASTX : Soybean 

8245 

79 



Seq. No. 19412 

Gene No. 40513 

Start 7484 

Name OJ990716_08 . 9A20 . C8 . ol . tw 

Start 8178 

GI none 

Exons 8178. .8492, 8180.. 8518, 8243. 

8546. .8806, 8726. .8956 



OJ990716J)8.9A20.C8 
9387 

TBLASTX: Wheat 

8956 

161 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8356, 8525. .8656, 8535. .8621, 



Seq. =No. 19412 
Gene No. 40513 
Start 7484 

Name OJ990716_08 . 9A20 . C8 . o2 . tc 

Start 8201 
GI none 

Exons 8201.. 8308, 8243.. 8452, 8318. 

8364..8492, 8531. .8956, 8549. 
8633. .8794, 8726. .8956 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 08.9A20.C8 



9387 

TBLASTX: Cress 
8956 
83 

8506, 8327. .8482, 8336. .8482, 
8626, 8594. .8737, 8624. .8797, 



Seq. No. 19412 

Gene No. 40513 

Start 7484 

Name OJ99071.6_08.9A2Q.C8.o3. 

Start 8258 

GI none 

Exons 8258. .8464, 8384. .8494, 
8783. .8950 

Seq. No. 19413 

Gene No. 40514 

Start 7038 

Name 0 J9907 1 6_08 . 9A20 . C9 . ol . 

Start 7038 

GI 5042463 

Exons 7038. .7216, 7940.. 8096, 



GI Descrip. (AC007789) unknown prot 



Seq. ID OJ990716_08.9A20.C8 
Strand 

End 9387 

ts Method. TBLASTX : Soybean 

End 8950 

Score 87 
8528. .8764, 8528. .8770, 8690. .8791, 



Seq. ID OJ990716_08 . 9A20.C9 
• Strand + 
End 10268 
np Method AAT/NAP 

End 10268 
Score 202 
8143. .8230, 10204. .10268 
ein [Oryza sativa] 



19754 




Seq. No. 


19413 




Seq. ID 


OJ990716_ 


08.9A20 


.C9 


Gene No. 


40515 




Strand 


+ 






Start 


12182 




End 


21129 






Name 


OJ990716 08.9A20.C9 


. ol . qp 


Method 


AAT/GAP 






Start 


12182 




End 


15295 






GI 


1632031 




Score 


590 






Exons 


12182. .12324, 14995 


. .15108, 


15193. .15295 






Seq. No. 


19413 




Seq. ID 


OJ990716_ 


08.9A20 


.C9 


Gene No. 


40515 




Strand 


+ 






Start 


12182 




End 


21129 






Name 


OJ990716 08.9A20.C9 


. o3 . gs 


Method 


GENSCAN 






Start 


14126 




End 


20054 






GI 


none 




Score 


.79 






Exons 


14126. . 14274, 14931 


. .15107, 


15193. . 15327, 18609. 


.19257, 





19556. . 19762, 19971.. 20054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19413 
40515 
12182 

OJ9907 1 6_08 . 9A20 . C9 . o3 . np 

15949 

6650526 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15949. .15972, 19095 .. 19257-, 19556 .. 197 62 , 21111.. 21129 
v(AF101045) putative transcription factor XI [Oryza sativa subsp 
japonica] 



OJ990716_08.9A20.C9 
+ 

21129 
AAT/NAP 
21129 
123 



Seq. No. 19413 

Gene No. 40516 

Start 453 

Name OJ990716_08 . 9A20 . C9 . ol . gs 

Start 453 

GI none 
Exons 



Seq. ID OJ990716_08.9A20.C9 
Strand 

End 2630 

Method GENSCAN 

End 2630 

Score .77 



453. .536, 1531. .1674, 2493. .2630 



Seq. No. 19413 

Gene No. 40517 

Start 3423 

Name OJ990716_08 . 9A20 . C9 . o2 . gs 

Start 3423 

GI none 

Exons 3423. .3514, 3825. .3970, 5474. 

7360. .7505, 8014. .8128, 8526. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990716 08.9A20.C9 



15098 
GENSCAN 
12341 
.49 

5591, 6232. .6373, 6676. 
8560, 8742. .8888, 9401. 



9811. .9929, 11613. .11734, 11882 12006, 12012 .. 12045, 
12180.. 12341 



,6842, 
,9530, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716 08.9A20.C9 



Seq. No. 19413 
Gene No. 40517 
Start 3423 

Name - OJ990716_08 . 9A20 . C9 . o2 . np 

Start 11169 
GI 4874285 

Exons 11169. . 11224, 1337 6 .. 13752 , 

14888. . 15098 

GI Descrip. (AC007212) putative phosphatidylinositol/phophatidylcholine 
transfer protein [Arabidopsis thaliana] 



15098 
AAT/NAP 
15098 
159 



13855. . 13953, 14005 .. 14047 , 



19755 




Seq. No. 


19413 




Seq. ID 


OJ990716_08.9A20 


.C9 


Gene No. 


40518 * 




Strand 






Start 


20282 




End 


20971 




Name 


OJ990716 08.9A20.C9.o4. 


gs 


Method 


GENSCAN 




Start 


20282 




End 


20971 




GI 


none 




Score 


.43 




Exons 


20282. .20300, 20391 . . 204 7 1 , 20552 20631, 20718.. 20971 




Seq. No. 


19414 




Seq. ID 


OJ990716J)8.9A20 


.C10 


Gene No. 


40519 




Strand 


+ 




Start 


114 




End 


667 




Name 


OJ990716 08.9A20.C10.ol 


.gp 


Method 


AAT/GAP 




Start 


114 




End 


667 




GI 


21286 1.R1084 




Score 


288 




Exons 


114. .145, 412. .535, 625 


. . 667 








GI Descrip. 


'3789948 8.0e-74 (AF094773) translation initiation factor 5A 




[Oryza sativa] 1 










Seq. No. 


19414 




Seq. ID 


OJ990716_08. 9A20 


. C10 


Gene No. 


40519 




Strand 


+ 




Start 


114 




End 


667 




Name 


OJ990716 08. 9A20.C10.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


397 




End 


666 




GI 


none 




Score 


40 




Exons 


397 . . 537, 414 . . 443, 434 


. .547, 


434. .550, 


442.-555, 625.. 


666 


Seq. No. 


19414 




Seq. ID 


OJ990716_08.9A20 


.C10 


Gene No. 


40519 




Strand 


+ 




Start 


114 




End 


667 




Name 


OJ990716 08.9A20.C10.ol 


.np 


Method 


AAT/NAP 




Start 


412 




End 


667 




GI 


6752917 




Score 


218 




Exons 


412. .535, 625. . 667 










GI Descrip. 


(AF225297 ) translation 


initiation factor 5A [Euphorbia 


esula 


Seq. No. 


19414 




Seq. ID 


OJ990716_08.9A20 


.CIO 


Gene No . 


40519 




Strand 


-t- 




Start 


114 




End 


667 




Name 


OJ990716 08.9A20.C10.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


413 




End 


666 




GI 


none 




Score 


40 




Exons 


413. .445, 414. .443, 434 


. .538, 


437. .535, 


439..S37, 598.. 


666, 




616. .666 










Seq. No. 


19414 




Seq. ID 


OJ990716__08.9A20 


.C10 


Gene No. 


40519 




Strand 


+ 




Start 


114 




End 


667 




Name 


OJ990716 08.9A20.C10.ol 


. tm 


Method ■ 


TBLASTX: Maize 




Start 


413 




End 


666 




GI 


none 




Score 


40 




Exons 


413. .445, 414. .443, 434 


. .541, 


434. .538, 


439. .540, 622.. 


666, 




625. . 666 










Seq. No. 


19414 




Seq. ID 


OJ990716_08.9A20 


.C10 


Gene No. 


40519 




Strand 


+ 




Start 


114 




End 


667 




Name 


OJ990716 08. 9A20.C10.ol 


. tw 


Method 


TBLASTX: Wheat 





19756 



Start 
GI 

Exons 



413 
none 

413. .442, 
439. .537, 



414 . 
625. 



,443, 
.666, 



430. 
631. 



,537, 
,663 



End 666 
Score 40 
434. .565, 434, 



535, 438. .536, 



Seq. No. . 19415 Seq. ID 

Gene No. ' 40520 Strand 

Start 416 End 

Name OJ9907 1 6_08 . 9A20 . CI 1 . ol . gs Method 

Start 416 End 

GI none Score 

Exons 416. .829 



OJ990716_08.9A20.C11 

+ ... - 

830 

GENSCAN 

829 

.71 



Seq. No. 19415 Seq. ID 

Gene No. 40520 Strand 

Start 416 End 

Name OJ990716_08 . 9A20 . Cll . ol . gp Method 

Start 429 End 

GI 60633_1.R1084 Score 

Exons 429. .830 

GI Descrip. ? 4335754 /gb | AAD17431 | 8.0e-30 (AC006284) putative acid 

phophatase (contains metallo-phosphoesterase motif, prosite: 
QDOC50185) [Arabidopsis thaliana] ' 



OJ990716_08.9A20.C11 
+ 

830 

AAT/GAP 

830 

800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19415 Seq. ID 

40521 Strand 

2555 End 

OJ990716_08 . 9A20.Cll.o2 .np Method 

2546 End 

5454198 Score 
2546. .3883, 4832. .4891 

(AC005698) T3P18.12 [Arabidopsis thaliana] 



OJ990716_08 . 9A20.C11 
+ 

4891 
AAT/NAP 
4891 
858 



19415 Seq. ID 

40521 Strand 

2555 End 
OJ9907 1 6_08 . 9A20 . Cll . o2 . gs Method 

2555 End 

none Score 
2555. .3931 



OJ990716_08 . 9A20.C11 
+ 

4891 
GENSCAN 
3931 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



19415 Seq. ID 

40521 Strand 
2555 End 
OJ990716_08 . 9A20.Cll.o2.gp Method 
2623 End 
uC-osroM202028el2al Score 
2623. .2891 

?: 604 17 57/gb | AC011806 . 1 1 AC011806 1.0e-43 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990716_08.9A20.C11 
+ 

4891 
AAT/GAP 
2891 
360 



19415 Seq. ID 

40522 Strand 

3777 End 

OJ990716J38 . 9A20 . Cll . o3 . tm Method 

382 End 



OJ990716_08.9A20.C11 
4113 

TBLASTX: Maize 
637 



19757 




GI none 

Exons 382.. 423, 383.. 637, 387 

Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name OJ99071 6_08 . 9A20 . Cll . o3 

Start 388 

GI none 

Exons . 388.. 528, 389.. 526, 396 

Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name OJ990716_08 . 9A20 . Cll . o4 

Start 638 

GI none 

Exons 638.. 832, 639.. 821, 640 

Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name 0 J 9 907 1 6_08 . 9A2 0 . CI 1 . o2 

Start 2570 

GI none 

Exons 2570.. 2968, 2573.. 2695, 

Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name 0 J9 9 0 7 1 6_0 8 . 9A2 0 . C 1 1 . o 1 

Start 2573 

GI none 

Exons 2573.. 2692, 2651.. 2731, 
2833. .2940, 2834. .2941, 
3253.-3354, 3272.. 3355 




Score 410 
..626, 496. .636 

Seq. ID OJ990716_08.9A20.C11 
Strand 

End 4113 

.ts Method TBLASTX: Soybean 

End 528- 

Score 198 
..527, 397.. 528 

Seq. ID OJ990716_08.9A20.C11 
Strand 

End 4113 

.tm Method TBLASTX : Maize 

End 84 6 

Score 97 
..846, 641. .829 

Seq. ID OJ990716_08.9A20.C11 
Strand 

End 4113 

.tm Method TBLASTX : Maize 

End 2968 

Score 423 
2674. .2967 

Seq. ID OJ990716_08.9A20.C11 
Strand 

End 4113 
.ts Method TBLASTX: Soybean 

End 3355 

Score 81 
2680. .2736, 2740. .2817, 2741. .2815, 
2981. .3031, 3014. .3259, 3055. .3120, 



Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name OJ990716_08 . 9A20 . CI 1 . ol . tm 

Start 3026 

GI none 

Exons 3026.. 3259, 3038.. 3238, 3305, 

Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name OJ99071 6_08 . 9A20 . Cll . ol . tc 

Start 3248 

GI none 

Exons 3248.. 3547, 3349.. 3549 

Seq. No. 19415 

Gene No. 40522 

Start 3777 

Name OJ990716 08 . 9A20 . Cll . o2 . ts 



Seq.- ID OJ990716_08.9A20.C11 
Strand 

End 4113 

Method TBLASTX : Mai ze 

End 3877 

Score 222 
,3877, 3346.. 3705 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



0 J 9 9 0 7 1 6_0 8 . 9 A2 0 . C 1 1 
4113 

TBLASTX: Cress 

3549 

238 



OJ990716_08.9A20.C11 
4113 

TBLASTX : Soybean 



19758 



Start 3358 End 3856 

GI none Score 383 

Exons 3358.-3696, 3359.. 3715, 3758.. 3856 



Seq. No. 19415 Seq. ID OJ990716_08.9A20.C11 

Gene No. 40522 Strand 

Start 3777 End 4113 

Name OJ990716_08 . 9A20 . Cll . o3 . gp Method AAT/GAP - 

Start 3777 End 4113 

GI uC-osroM202028el2bl Score 662 

Exons 3777.. 4113 

GI Descrip. ' 6041757/gb| AC011806. 1 1 AC011806 7.0e-21 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 


19416 










Seq. ID 


OJ990716 08.9A20.C12 


Gene No . 


40523 










Strand 


+ 


Start 


841 










End 


1573 


Name 


OJ990716 08 


. 9A20 


.C12.ol 


.gs 




Method 


GEN SCAN 


Start 


841 










End 


1573 


GI 


none 










Score 


.81 


Exons 


841. .977, 1400.. 


1573 










Seq. No. 


19416 










Seq. ID 


OJ990716_08.9A20.C12 


Gene No. 


40524 










Strand 


+ 


Start 


5529 










End 


5944 


Name 


OJ990716_08 


. 9A20 


.C12.o3 


.gs 




Method 


GENSCAN 


Start 


5529 










End 


5933 


GI 


none 










Score 


.91 


Exons 


5529. .'5933 














Seq. No. 


19416 










Seq. ID 


OJ990716_08.9A20.C12 


Gene No. 


40524 










Strand 


+ 


Start 


5529 










End 


5944 


Name 


OJ990716 08 


.9A20.C12.ol 


.np 




Method 


AAT/NAP 


Start 


5541 










End 


5944 


GI 


5454199 










Score 


247 


Exons 


5541. .5944 














GI Descrip. 


(AC005698) ' 


T3P18 


.13 [Arabidopsis thaliana] 


Seq. No. 


19416 










Seq. ID 


OJ990716_08.9A20.C12 


Gene No. 


40525 










Strand 




Start 


4269 










End 


4784 


Name 


OJ990716 08 


.9A20 


.C12.o2. 


.gs 




Method 


GENSCAN 


Start 


4269 










End 


4784 


GI 


none 










Score 


.84 


Exons 


4269. .4370, 


4401 


. .4520, 


47£ 


S2. 


.4784 




Seq. No. 


194^16 










Seq. ID • 


OJ990716_08.9A20.C12 


Gene No. 


40526 










Strand 




Start 


5565 










End 


5944 


Name 


OJ990716 08 


. 9A20 


.C12.ol, 


,ts 




Method 


TBLASTX: Soybean 


Start 


5565 










End 


5936 


GI 


none 










Score 


84 


Exons 


5565. .5687, 


5646 


. .5726, 


56£ 


J4 . 


.5731, 5735. .5812, 5736. .5810, 




5828. .5935, 


5829 


. .5936 











19759 




Seq. No. 


19416 






Seq. ID 


OJ990716_08 


9A20 


.C12 


Gene No. 


40526 






Strand 








Start 


5565 






End 


5944 








OJ990716 08 9A20 


.C12 


. ol . tm 


Method 


TBLASTX : Maize 






5571 _ 






End 


5944 






GI 


none 






Score 


412 






Exons 


5571 . . 5942, 5571 


..5690, 5681 


..5944, 5882. .5944 






Seq. No. 


19417 






Seq. ID 


OJ990716_08 


9A20 


.C13 


Gene No. 


40527 






Strand 


+ 






Start 


43 






End 


192 






Name 


OJ990716 08 9A20 


C13 


. ol . gs 


Method 


GENSCAN 






Start 


43 _ 






End 


192 






GI 


none 






Score 


.99 








4 3. .192 
















194 17 






Seq. ID 


OJ990716J38 


9A20 


. C13 


Gene No. 


40528 






Strand 


+ 






Start 


3090 






End 


4496 






Name 


OJ990716 08 9A20 


C13 


. ol .np 


Method 


AAT/NAP 








3072 _ 






End 


4477 








5454198 






Score 


802 








3072 4477 














GI Dp^rrio 


(AC005698) T3P18 


12 


[Arabidops'is thaliana] 






Seq. No. 


19417 






Seq. ID 


OJ990716J38 


9A20 


.C13 


Gene No/ 


40528 






Strand 


+ 






Olai I 


3090 






End 


4496 






Name 


OJ990716 08 9A20 


C13 


. o3 . gs 


Method 


GENSCAN 






Start 


3090 _ 






End 


4496 






GI 


none 






Score 


1 






Exons 


3090 4496 














Seq. No. 


19417 






Seq. ID 


OJ990716_08 


9A20 


.C13 


Gene No. 


40529 






Strand 


+ 






Start 


11060 






End 


13859 






Name 


OJ990716 08.9A20 


C13 


. o4 . gs 


Method 


GENSCAN 






Start 


11060 






End 


12811 






GI 


none 






Score 


.81 






Evon s 

UAUllO 


11060. .11676, 11808. 


. 12423, 


12527. .12811 






Q prr No 


19417 






Seq. ID 


OJ990716 08 


9A20 


. C13 




40529 






Strand 


+ 






Start 


11060 






End 


13859 






Name 


OJ990716 08.9A20 


C13 


. o2 . np 


Method 


AAT/NAP 






Start 


11065 






End 


13859 






GI 


5454198 






Score 


774 






P von q 


11065. .11485, 11542. 


.11743, 


11860. . 12423, 12530. .12662, 






13777. .13859 














VJ X 1— ' \^ O \w* _1_ _l_ . 


(AC005698) T3P18 


12 


[Arabidopsis thaliana] 






Seq. No. 


19417 






Seq. ID 


OJ990716_08 


9A20 


.C13 


Gene No. 


40530 






Strand 








Start 


901 






End 


1758 






Name 


OJ990716 08.9A20 


C13 


. o2 . gs 


Method 


GENSCAN 






Start 


901 






End 


1758 






GI 


none 






Score 


.41 







19760 






901 906 1101 1358 1684 


1758 




Seq. No. 


19417 


Seq. ID 


OJ990716_08.9A20.C13 


Gene No. 


.40531 


Strand 




Start 


13653 


End 


14 319 


Name 


OJ990716 08 9A20 C13 o5 as 


Mf=*1" Hod 


GENSCAN 


Start 


13653 ~ 


End 


14 319 


GI 


none 


Score 


. 73 


E von 


13653 14120, 14200 14319 






Seq. No. 


19417 


Seq. ID 


OJ990716_08.9A20.C13 


Gene No. 


40532 


Strand 




Start 


15620 


End 


16875 


Name 


OJ990716 08.9A20.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


3090 


End 


11515 


GI 


none 


Score 


361 


Exons 


3090.. 3359, 3090.. 3221, 3212 


..3358, 3368. .3508, 3372. .3509, 



11102. .11221, 11104. .11262, 11177 .. 11239, 11248 .. 11340, 
11276. .11353, 11408. .11473, 11425 .. 11457 , 114 68 .. 11512, 
11474. .11515 



Seq. No. 19417 

Gene No. 40532 

Start 15620 

Name OJ990716JD8 . 9A20 . C13 . o2 . ts 

Start 3102 

GI none 

Exons 3102.. 3257, 3102.. 3218, 3215 



OJ990716 08.9A20.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3256, 3266.. 3343, 3267.. 3365, 
3543. .3800, 3599. .3724, 3825. .3887, 11176 11247, 11177 .. 11242, 
11267. .11350, 11272. .11340, 11401 .. 114 57 , 114 08 .. 11473, 
11530. .11562, 11531. .11566, 11567 11749, 11635 11742, 
11887. .11952, 11977. .12036 



16875 

TBLASTX : Soybean 

12036 

173 



Seq. No. 19417 

Gene No. 40532 

Start 15620 

Name OJ990716_08 . 9A20 . C13 . o2 . 

Start 3108 

GI none 

Exons 3108.. 3224, 3267.. 3341, 
11240. .11350, 11408. .114 



Seq. ID OJ990716_08.9A20.C13 
Strand 

End 16875 
tc Method TBLASTX : Cress 

End 11629 

Score 125 
3381. .3500, 3567. .3593, 11090 .. 11224 , 
67, 11579. .11629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19417 . Seq. ID 

40532 Strand 

15620 End 

OJ990716_08. 9A20.C13.ol.tm Method 

3567 End 

none Score 



OJ990716_08.9A20.C13 
16875 

TBLASTX: Maize 

12604 

214 



3567. .3800, 3614. .3808, 3846. .4268, 3848. .4246, 4272. .4412, 
11600. .11749, 11600. .11746, 11635 .. 11757 , 11886 .. 11966, 
11998. .12417, 12031. .12171, 12039 .. 12398 , 12527. .12604 



Seq. No. 19417 Seq. ID 

Gene No. 40532 Strand 

Start .15620 End 

Name OJ990716_08 . 9A20 . C13 . ol . ts Method 

Start 3890 End 



OJ990716_08.9A20.C13 
16875 

TBLASTX : Soybean 
12405 



19761 



ul 


none 


Score 


337 




F 1 von c: 


3R90 4237 3R91 42fiS 42Qfi 


..4394, 12042. .12230, 12043 


1 24 0 S 




12264 12383 










1 Q4 1 7 

X -7 H X / 


Seq. ID 


OJ990716_08.9A20 


n 3 


Gene No. 


40532 


Strand 






Start 


15620 


End 


16875. 




IN a ill C 


O,TQQ071fi Oft QA20 PI 3 nl tr 


Method 


TBLASTX: Cress 




O l_ Cl i- u 


3Q69 ~~ 

J .7 \J» ^ 


End 


12417 




O 1 


n on €> 


Score 


163 




IT von Q 

ill J\\JL 1 O 


396Q 40RS 3Q71 40R4 4047 


..4247, 4088. .4180, 12121.. 


1 2237 

X £. J / , 




12123 12236 12237 1239S 

I£.I^.J..X£.^JU, l£c J ' • • li. JyJ ; 


12262. . 12417 




C o rr Mo 
O C q . LM (J . 


1 Q4 1 7 
x y h x f 


Seq. ID 


OJ990716_08.9A20 


n 3 

• vl J 


fZono Mo 


40S39 

4UJ J^ 


Strand 






Start 


15620 


End 


16875 




Name 


OJ990716 08.9A20.C13.o3.tm 


Method 


TBLASTX: Maize 






13713 

X J / X J 


End 


16013 




O X 


none 


Score 


67 




IT vpin q 


13713 1 3R1 4 13723 1 3RS1 

1 J f lj • • 1 J014j I J / Z. J . i 1 JO Jl / 


13872. . 13994, 13881 .. 14006, 






14037 1413ft 14041 140R9 

IiU J f • • 11 I JO / liUll^ • IIUOl/ 


15617. .15760, 15779. .16012, 






1 Sft RR 16013 

1 JO JO • • 1 UU1 J 








C o rr Mn 

OCL| i Lx (J . 


1 Q4 1 7 

X .7 1 X / 


Seq. ID 


OJ990716_08.9A20 


n 3 


Gene No. 


40532 


Strand 






Start 


15620 


End 


16875 




Name 


JDJ990716 08.9A20.C13.o3.np 


Method 


AAT/NAP 




O Lai L 


15617 


End 


16875 




(IT 


3298537 


Score 


193 




U 1 von q 


15617. .16188, 16787.. 16875 








("2 T np^rri o 

OX LVCOV — 1 — L^J • 


(AC004681) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


19417 


Seq. ID 


OJ990716_08.9A20 


.C13 


Gene No. 


40532 


Strand 






l) Lai L 


15620 


End 


16875 




in cuuc 


OJ990716 08.9A20.C13.o6.gs 


Method 


GENSCAN 




O Lai L 


15620 


. End 


16288 




O X 


none 


Score 


. 94 






15620. .15970, 15980.. 16288 








C A/-f MO 

OtrL| . iNvj . 


19418 


Seq. ID 


OJ990716_08.9A20 




Gene No. 


40533 


Strand 


+ 




Start 


1362 


End 


2240 






OJ990716 08.9A20.C14.ol.np 


Method 


AAT/NAP 




o l. a X L. 


1362 


End 


2240 




ox 


2924449 


Score 


182 




F 1 von q 


1362. .2240 








ol Jj'tioO x xlj ■ 


(AL022022) PE_PGRS [Mycobacterium tuberculosis] 




Qnrf Mo 

oeq. ln o * 


19418 


Seq. ID 


OJ990716_08. 9A20 


CIA 


Gene No. 


40534 


Strand . 






Start 


715 


End 


2205 




Name 


OJ990716 08.9A20.C14.ol.gs 


Method 


GENSCAN 




Start 


715 


End 


2205 




GI 


none 


Score 


.99 




Exons 


715. .2205 









19762 




Seq. No. 


19418 








Seq. ID 


OJ990716 


_08. 


9A20 


.C14 


Gene No. 


40535 








Strand 










Start 


4879 








End 


5329 








Name 


OJ990716 08 


. 9A20 


,C14 .ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1573 ~ 








End 


1-968 








GI 


none 








Score 


92 








Exons 


1573. . 1689, 


1582 


. . 1671, 


1744 


. .1968, 1745. .1954 








Seq. No. 


19418 








Seq. ID 


OJ990716 


_08. 


9A20 


.C14 


Gene No. 


40535 








Strand 










Start 


4879 








End 


5329 








Name 


OJ990716 08 


. 9A20 


. C14 . ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1591 ~~ 








End 


1954 








GI 


none 








Score 


60 








Exons 


1591 . . 1689, 


1597 


. . 1689, 


1744 


..1953, 1745. .1954 








Seq. No. 


19418 








Seq. ID 


OJ990716 


08 . 


9A20 


.C14 


Gene No. 


40535 








Strand 










Start 


4879 








End 


5329 








Name 


OJ990716 08 


. 9A20 


,C14 .o2 


. as 


Method 


GEN SCAN 








Start 


4879 








End 


5329 








GI 


none 








Score 


.58 








Exons 


4879. . 5067, 


5090 


. . 5329 














Seq. No. 


19419 








Seq. ID 


OJ990716 


_08. 


9A20 


.C15 


Gene No. 


40536 








Strand 


+ 








Start 


324 








End 


560 








Name 


OJ990716 08 


. 9A20 


.CIS.ol 


. OS 


Method 


GENSCAN 








Start 


324 ~~ 








End 


560 








GI 


none 








Score 


. 94 








Exons 


324 . . 560 


















Seq. No. 


19419 








Seq. ID 


OJ990716 


_08. 


9A20 


.C15 


Gene No . 


40537 








Strand 


+ 








Start 


4836 








End 


6997 








Name 


OJ990716 08 


. 9A20 


.C15.o3 


.gp 


Method 


AAT/GAP 








Start 


4801 








' End • 


6997 








GI 


21286 1.R1084 






Score 


1283 








Exons 


4801. .4961, 


6047 


. .6169, 


6259 


..6315, 6410. .6484, 


671 


8. .6997 


GI Descrip. 


'3789948 8. 


0e-74 


(AF094773) 


translation initiation 


factor 5i 




[Oryza sativa] 1 
















Seq. No. 


19419 








Seq. ID 


OJ990716 


_08. 


9A20 


.C15 


Gene No. 


40537 








Strand 


+ 








Start 


4836 








End 


6997 








Name 


OJ990716 08 


. 9A20 


,C15.o3 


.gs 


Method 


GENSCAN 








Start 


4836 








End 


6825 








GI 


none 








Score 


.83 








Exons 


4836. .4961, 


6259 


. .6315, 


6410 


. .6518, 6626. .6825 








Seq. No. 


19419 








Seq. ID 


OJ990716 


_08. 


9A20 


.C15 


Gene No. 


40537 








Strand 


+ 








Start 


4836 








End 


6997 








Name 


OJ990716 08 


. 9A20 


.C15.o2 


. np 


' Method 


AAT/NAP 








Start 


4839 








End 


6822 








GI 


3024019 








Score 


626 








Exons 


4839. .4961, 


6047 


. . 6169, 


6259 


. . 6315, 6410. . 6484, 


671 


8. .6822 



19763 




GI Descrip. INITIATION FACTOR 5A (EIF-5A) (EIF-4D) gi | 2225879 | dbj | BAA2087 6 | 
(AB004823) eukaryotic initiation factor 5A2 [Soianum tuberosum] 
gi I 2225887 |dbj |BAA20880| (AB004827) eukaryotic initiation factor 
5A1 [Soianum tuberosum] 



Seq. No. 19419 

Gene No. 40538 

Start 11391 

Name OJ990716_08 . 9A20 . C15 . o5 . gs 

Start 11391 

GI none 
Exons 



Seq. ID OJ990716_08.9A20.C15 



Strand 
End 

Method 

End 

Score 



+ 

13252 
GENSCAN 
13222 
.66 



11391. .11490, 12135. .12242, 12836.. 13222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19419 
40538 
11391 

OJ990716_08 
11412 . 
6815072 
11412. . 11442, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13169. . 13252 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sa-tiva] 



9A20.C15.o4 .np 



12686. . 13060, 



OJ990716_08.9A20.C15 
+ 

13252 
AAT/NAP 
13252 
266 



19419 Seq. ID 

40539 Strand 

1706 End 
OJ990716_08 . 9A20 . C15 . o2 . gs Method 

1706 End 

none Score 

1706.. 2076, 2162.. 2330 



OJ990716_08.9A20.C15 

2451 
GENSCAN 
2330 
.68 



Seq. No. 19419 

Gene No. 40539 

Start 1706 

Name OJ990716_08 . 9A20 . C15 . o2 . gp 

Start 1909 

GI 20976_1.R1084- 

Exons 1909.. 2073, 2162.. 2451 

GI Descrip. ' 1262756/emb | CAA6574 9 | 3.0e-ll 
oleracea] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_08.9A20.C15 

2451 
AAT/GAP 
2451 
832 



(X97022) lamin [Brassica 



Seq. No. 


19419 






Gene No. 


40540 






Start 


8573 






Name 


OJ990716 08 


. 9A20. 


C15.ol 


Start 


1919 






GI 


none 






Exons 


1919. .2074, 


2022. 


.2069, 


Seq". No. 


19419 






Gene No. 


40540 






Start 


8573 






Name 


OJ990716 08 


9A20. 


C15.ol 


Start 


4814 






GI 


none 






Exons 


4814. -.4993, 


4833. 


.4973, 




6046. .6171, 


6047. 


.6199, 



Seq. . ID OJ990716_08.9A20.C15 
Strand 

End 11523 

.tm Method TBLASTX : Maize 

End 2259 

Score 87 
2149.. 2259, 2163.. 2258 

Seq. ID OJ990716_08.9A20.C15 
Strand 

End 11523 
.tw Method TBLASTX : Wheat 

End 6810 

Score 204 
6044. .6169, 6045. .6170, 6045. .6170, 
6249. .6317, 6259. .6318, 6407. .6490, 



.19764 



6412. .6489, 6414. .6497, 6735. .6809, 6739. .6810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



19419 
40540 
8573 

OJ990716 
4832 
none 
4832 
6046 
6261 



08. 9A20.C15.ol.tc 



.4876, 
.6171, 
.6323, 



4845. 
6047. 
6735. 



,4973, 
,6181, 
,6818, 



4874 . 
6256. 
6736. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4990, 



OJ990716 08.9A20.C15 



11523 

TBLASTX: Cress 
6819. 
179 

6044. .6169, 6045. 



,6312, 
,6819 



6259.. 6318, 6260. 



6167, 
6322, 



19419 
40540 
8573 

OJ990716 08. 9A20.C15.o3.tm 



OJ990716 08.9A20.C15 



Seq. ID 
Strand 
End 

_ Method 
4832 End 
none Score 
4832. .4990, 4836. .4973, 6044. .6172, 6045. .6173, 6046. .6174, 
6047. .6175, 6055. .6177, 6248. .6316, 6249. .6317, 6256. .6318, 
6259. .6318, 6410. .6487 



11523 

TBLASTX: Maize 

6487 

213 



Seq/ No. 19419 
Gene No. 40540 
Start 8573 

Name OJ990716_08 . 9A20 . C15 . ol . ts 

Start 4835 
GI none 
Exons 4835. 

6249. 

6739. 



Seq. ID OJ990716_08.9A20.C15 
Strand 

End 11523 
_ Method TBLASTX: Soybean 

End 6825 
Score 201 

.4978, 4848. .4973, 6046. .6171, 6047. .6181, 6055. .6189, 
,6317, 6259. .6318, 6410. .6436, 6411. .6467, 6738. .6824, 
,6825, 6739.-6825 



Seq. No. 19419 

Gene No. 40540 

Start 8573 

Name OJ99071 6_08 . 9A20 . C15 . o4 . gs 

Start 8573 

GI none 

Exons 8573.. 8589, 



Seq. ID OJ990716_08.9A20.C15 
Strand 

End 11523 
Method . GENSCAN 

End 10658 

Score .72 
8621.. 8858, 10096 .. 1028 6, 10634.. 10658 



19419 
40540 
8573 

OJ990716_08. 

8600 

none 

8600. .8815, 

19419 
40540 
8573 

OJ990716_08. 

8601 

none 

8601. .8843, 
19419 



Seq. ID OJ990716_08.9A20.C15 
Strand 

End 11523 

9A20.C15.o2. tw Method TBLASTX : Wheat 

End 8828 

Score 141 
8626. .8787, 8643. .8816, 8802. .8828 



Seq. ID OJ990716_08.9A20.C15 
Strand 

End 11523 

Method TBLASTX : Mai ze 

End 8843 

Score 124 



9A20.C15.o4 .tm 



8650. .8787 



Seq. ID OJ990716_08.9A20.C15 



19765 



Gene No. 40540 Strand 

Start 8573 End 11523 

Name OJ990716_08 . 9A20 . C15 . o3 . np Method AAT/NAP 

Start 8636 End 11523 

GI 6650526 Score 213 

Exons 8636..8858, 114 95 .". 11523 

GI Descrip. (AF101045) putative transcription factor XI [Oryza sativa subsp. 
japonica] 



Seq. No. 19419 Seq. ID 

Gene No. 40541 Strand 

Start 12796 End 

Name OJ990716_08 . 9A20 . C15 . o2 . tm Method 

Start 12796 End 

GI none Score 

Exons 12796. .12855, 12865.. 13251 



OJ990716_08.9A20.C15 
13251 

TBLASTX: Maize 

13251 

81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19420 Seq. ID 

40542 Strand 

1 End 

OJ990716_08. 9A20.C18.ol.np Method 

1 End 

6815109 Score 
1..275, 371. .518 

(AP001081) hypothetical protein [Oryza sativa] 



OJ990716_08.9A20.C18 
518 

AAT/NAP 
518 
146 



19420 Seq. ID 

40542 Strand 

1 End 
OJ990716_08. 9A20.C18.ol.gs Method 

61 End 

none Score 
61. .67 



OJ990716_08.9A20.C18 
518 

GENSCAN . 

67 

.49 



Seq. No. 19421 

Gene No. 40543 

Start 132 

Name OJ9907 16_01 . 9A11 . CI . ol . gs 

Start 132 

GI none 

Exons 132.. 1067, 1214.. 1570, 1854. 

5632.. 5910, 5948.. 6077 



Seq. ID OJ990716_01. 9A11.C1 

Strand + 

End 6077 

Method GENSCAN 

End 6077 

Score .95 
,2091, 2679.-5245, 5327. .5451, 



Seq. No. 19421 Seq. ID 

Gene No. 40543 Strand 

Start 132 End 

Name OJ990716_01 . 9A11 . CI . ol . gp Method 

Start 4170 End 

GI none Score . 

Exons' 4170.. 4634 



OJ990716_01. 9A11.C1 
+ 

6077 
AAT/GAP 
4634 
918 



Seq. No. 19421 Seq. ID OJ990716_01. 

Gene No. 40544 Strand + 

Start 6504 End 9993 

Name OJ9907 16_01 . 9A11 . CI . ol . np Method AAT/NAP 

Start 6504 End 9725 

GI 6730739 Score 836 



9A11.C1 



19766 



Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6504.. 6587, 6939.. 7149, 7554.. 7619, 7802.. 7982, 8090.. 8286, 
8445. .8495, 8577. .8672, 8789.-8897, 9112. .9197, 9317. .9421, 
9591.. 9725 

(AC01884 9) hypothetical protein [Arabidopsis thaliana] 



19421 
40544 
6504 

OJ9907 1 6_01 . 9A11 . CI . o2 . gp 
6864 

uC-osrocyp027d02bl 



OJ990716_01.9A11.C1 
+ 

9993 
AAT/GAP 
7871 
792 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6864. .7149, 7554. .7619, 7802. .7871 

•629206/pir | IJC2313 2.0e-ll nitrile hydratase (EC 4.2.1.84) beta 
chain - Rhodococcus sp >gi_13114 7 6_dbj_BAA06274_ (D30033) 
ORF1188 [Rhodococcus sp.] >gi_4 1264 99_dbj_BAA36599 . 1_ (AB016078) 
nitrile hydratase activator [Rhodococcus sp. N-771] 

>gi_109187 6_prf 2022176A nitrile hydratase downstream ORF 1188 

[Rhodococcus sp.] 1 



19421 Seq. ID 

40544 Strand 
6504 End 
OJ990716_01. 9All.Cl.o2.gs Method 
.6898 End 
none Score 

6898. .7149, 7587. .7619, 7802. .7982, 8090, 

8577. .8668, 8779. .8846, 9112. .9197, 9317. 



OJ990716_01.9A11.C1 
+ 

9993 
GENSCAN 
9728 
.84 



,8286, 8445. 
,9421,. 9591. 



,8495, 
,9728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19421 Seq. ID OJ9907 16_01 . 9A11 . CI 

40544 Strand + 

6504 End 9993 

OJ990716_01. 9All.Cl.o3.gp Method AAT/GAP 

8247 End 9993 

28743_1.R1084 Score 1558 

8247. .8286, 8445. .8495, 8577. .8668, 8779. .8846, 9112. .9197, 
9317.. 9421, 9591.. 9993 

, 732080/sp| P24203I YJIA_ECOLI 4.0e-ll HYPOTHETICAL 32.0 KD 
PROTEIN IN MRR-TSR INTERGENIC REGION- (F284) 

>gi_1361266_pir S56578 yjiA protein - Escherichia coli 

>gi_537194 (U14003) yjiA gene product [Escherichia coli] 
>gi_1790812 (AE000506) orf, hypothetical protein [Escherichia 
coli] 1 



Seq. No. 19421 

Gene No. 40545 

Start 10990 

Name OJ990716_01 . 9A11 . CI . o3 . ts 

Start 621 . 

GI none 

Exons 621.. 665, 708.. 962, 710.. 961, 735.. 962 



Seq. ID OJ9907 16_01 . 9A11 . CI 



Strand 
End 

Method 
End 
• Score 



+ 

16417 

TBLASTX : Soybean 

962 

47 



Seq. No. 19421 Seq. ID 

Gene No. 40545 Strand 

Start 10990 End 

Name OJ9907 16_01 . 9A11 . CI . o2 . tc Method 

Start 7551 End 

GI none Score 



OJ990716_01. 9A11.C1 
+ 

16417 

TBLASTX: Cress 

8208 

101 



19767 




Exons 


7551.. 7619, 7799.. 7909, 7801 


..7983, 7802.. 7984, 


8065. .8208 




8088. .8207 












Seq. No. 


19421 




Seq. ID 


OJ990716_ 


01.9A11 


.CI 


Gene No. 


40545 




Strand 


+ 






Start 


- 10990 




End 


16417 






Name 


OJ990716 01.9A11.C1 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


7801 




End 


8672 






GI 


none 




Score 


194 






Exons 


7801.. 7983, 7802.. 7984, 8065 


..8289, 8088. .8285, 


8151. .8297 




8580. .8672 












Seq. No. 


19421 




Seq. ID 


OJ990716_ 


01.9A11 


.CI 


Gene No. 


40545 




Strand 








Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


^7891 




End 


8261 






GI 


none 




Score 


85 






Exons 


7891. .7983, 7892. .7984, 8065 


..8259, 8 


088. .8261, 


8088. .8228 




8120. .8257 












Seq. No. 


19421 




Seq. ID 


OJ990716_ 


01.9A11 


.CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10967 




End 


12801 






GI 


none 




Score 


47 






Exons 


10967. .11026, 10989 


. 11027, 


11040. . 11129, 11041. 


. 11130, 






11216. .11308, 11217 


.11315, 


11271. . 11441, 11303. 


. 11434, 






11435. .11485, 11439 


.11489, 


11604. .11 


394, 11613. 


. 11894, 






11971. .12570, 11984 


. 12571, 


11994 . . 12572, 12610. 


. 12798, 






12644. .12799, 12658 


.12801, 


12660. . 12800 






Seq. No. 


19421 




Seq. ID 


OJ990716_ 


01.9A11 


.CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1 


o2 . np 


Method 


AAT/NAP 






Start 


10990 




End 


12802 






GI 


3668118 




Score 


1507 






Exons 


10990. . 11083, 11217 


.11489, 


11616. . 11885, 11981. 


.12571, 






12662. .12802 












GI Descrip. 


(AJ224078) hypothetical protein [Brassica napus] 






Seq. No. 


19421 




Seq. ID 


OJ990716_ 


01. 9A11 


.CI 


Gene No . 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1 


o4 . gs 


Method 


GENSCAN 






Start 


11185 




End 


16098 






GI 


none 




Score 


. 64 






Exons 


11185. . 11196, 11217 


. 11489, 


11616. . 11885, 11981. 


.12571, 






13675. . 13793, 13894 


.14063, 


14065. . 14185, 14307. 


.14358, 






15005. . 15084, 15632 


.15707, 


15766. . 15 


349, 15953. 


. 16098 




Seq. No. 


19421 




Seq. ID 


OJ990716_ 


01.9A11 


.CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1 


o4 . tc 


Method 


TBLASTX: Cress 





19768 




Start 


11219 




End 


11420 






GI 


none 




Score 


101 






F.xons 


11219 11299 11220 


. 11309, 


11289. .11420, 11312 


. .11410 




Seq. No. 


19421 




Seq. ID 


OJ990716 


_01. 9A11. 


.CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01 . 9A11 .CI . 


o5 . ts 


Method 


TBLASTX : 


Soybean 




Start 


11731 ~~ 




End 


11894 






GI 


none 




Score 


199 






Rxon <5 


11731 .11817, 11733 


. 11894 , 


11804. .11893 






Seq . No . 


19421 




Seq. ID 


OJ990716 


01 . 9A11 . 


. CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11 CI 


ol . ts 


Method 


TBLASTX: 


Sovbpan 

u w y t*j ^ ci 1 1 




Start 


12017 _ 




End 


,12721 






GI 


none 




Score 


183 






Exon 

J— I *k 1 1 o 


12017. .12214, 12017 


. 12214 , 


12265. .12555, 12266 


12562, 






12416. .12466. 12473 


. 12556, 


12644. .12715, 12674 


12721 






19421 




Seq. ID 


OJ990716 


01 . 9A11 , 


. CI 


Gene No. 


4 054 5 




Strand 


-f 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1. 


o4 . gp 


Method 


AAT/GAP 






Start 


12118 




End 


12516 






GI 


21716 1.R1084 




Score 


763 






R vnn ^ 


12118. . 12516 












\J X L-/ V^Z O Vw- 1. -L- yj ■ 


'4490293/emb|CAB387S 


!4.1| 1. 


Oe-61 (AL035678) WD- 


rpnp a t" 
j- ~ ~ a l. 






protein-like protein [Arabidopsis thaliana] 1 






Seq. No. 


19421 




Seq. ID 


OJ990716 


01 . 9A11 . 


. CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1. 


ol. tc 


Method 


TBLASTX: 


Cres s 




Start 


12443 




End 


12799 






GI 


none 




Score 


209 






Exons 


■ 12443. .12571, 12443. 


.12544, 


12466. .12567, 12644 


. .12799, 






12652. .12753 












Seq. No. 


19421 




Seq. ID 


OJ990716 


_01. 9A11. 


.CI 


Gene No. 


40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1. 


o5.gp 


Method 


AAT/GAP 






Start 


12715 




End 


13110 






GI 


none 




Score 


476 






R vnn 


12715. .12819, 12956. 


.13110 










Sea No 


19421 . ; 




Seq. ID 


OJ990716 




, CI 




40545 




Strand 


+ 






Start 


10990 




End 


16417 






Name 


OJ990716 01.9A11.C1. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


14040 




End 


16379 






GI 


none 




Score 


77 






Exons 


14040. . 14186, 14145. 


. 14192, 


14308. .14361, 14308 


. . 14361, 






15002. . 15082, 15004 . 


.15084, 


15517. .15594, 15520 


. . 15594, 






15683. . 15733, 15763. 


.15849, 


15765. . 15830, 15947 


. . 15985, 





197 69 






15958.. 1598 4, 1598 9. . 161 62, 


15991. .16101, 16202 


. . 16237, 






16203. . 16304, 16287 16331, 


16302. .16379 






Sea No 


19421 


Seq. ID 


OJ990716 


01 . 9A11 


.CI 


fipnp Nn . 


40545 


Strand 


+ 






Start- • - 


10990 


End 


16417 






Name 


OJ990716 01.9All.Cl.o3.np 


Method 


AAT/NAP 






Start 


14145 


End 


16417 






GI 


1724114 


Score 


784 






Evons 


14145. .14185, 14 307 . .14 358, 


15005. .15084, 15516 


. . 15594, 






157 66. . 158 4 9, 15953. . 16098, 


16205. .16417 






GT DescriD. 


(U80041) AflO-protein [Avena 


f atua] 








Qpn Nn 


19421 


Seq. ID 


OJ990716 


01 . 9A11 


.CI 


f^priP No 


40545 


Strand 


+ 






Start 


10990 


End 


16417 






Name 


OJ990716 01.9All.Cl.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


15809 


End 


16416 






GI 


none 


Score 


53 






F.xon ^ 

J_t /V w 1U 


15809.. 15853, 15809.. 158 50, 


15811. .15873, 15947 


. .16099, 






15951.. 160 94, 15952.. 160 98, 


16014 . . 16100, 16216 


. . 16416, 






16230 . .16412, 16321 . .16413 










Qprr NO 


19421 


Seq. ID 


OJ990716 


01 . 9A11 


,C1 


Gene No. 


40545 


Strand 


+ 






Start 


10990 


End 


16417 






Name 


OJ990716 01 9A11 CI o3 tc 


Method 


TBLASTX: 


Cress 




Start 


15947 ~~ 


End 


16412 






GI 


none 


Score 


181 






Rxon 


15947 16099, 15961 .. 16104 , 


15962. . 16105, 16202 


. . 16237, 






16203 .16241, 16308. .16412 










Sea No 


19422 


Seq. ID 


OJ990716 


01 . 9A11 


.C2 


Gene No. 


40546 


Strand 


+ 






Start 


1 


End 


1736 






Name 


OJ990716 01. 9All.C2.ol.np 


Method 


AAT/NAP 






Start 


1 — 


End 


1615 






GI 


1724114 


Score 


1004 






R von 

J_J V*/ 1 1 


1. .49, 177. .361, 594. .1200, 


1305. .1615 








\J ^ 1— ' W W ^ J- k*/ * 


(U80041) AflO-protein [Avena 


fatua] 








Seq. No. 


19422 


Seq. ID 


OJ990716 


01 . 9A11 


. C2 


Gene No . 


40546 


Strand 


+ 






Start 


1 


End 


1736 






Name 


OJ990716 01. 9All.C2.ol.gp 


Method 


AAT/GAP 






Start 


136 


End 


392 






GI 


58334 1.R1084 


Score 


325 






Rxon <=; 


136. .392 












'1724114 1.0e-17 (U80041) AflO-protein 


[Avena fatua] 1 




Seq. No. 


19422 


Seq. ID 


OJ990716 


_01.9A11 


.C2 


Gene No. 


40546 


Strand 


+ 






Start 


1 


-End 


1736 






Name 


OJ990716 01. 9All.C2.o2.gp 


Method 


AAT/GAP 






Start 


1081 


End 


1736 






GI 


77066 1.R1084 


Score 


1051 






Exons 


1081. .1200, 1305. .1736 











19770' 




GI Descrip. 


'1724114 3.0e-29 (U80041) AflO-protein 


[Avena fatua] 1 




Seq. No. 


19422 


Seq. ID 


OJ990716 01.9A11 


,C2 


Gene No. 


40547 


Strand 


+ ~~ 




Start 


1918 


End 


2048 




Name 


OJ990716 01.9All.C2.o2.np 


Method 


AAT/NAP 




Start 


1918 


End 


2048 




GI 


5777617 


Score 


93 




Exons 


1918. .2048 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


19422 


Seq. ID 


OJ990716_01.9A11 


,C2 


Gene No. 


40548 


Strand 


+ 




Start 


6527 


End 


9810 




Name 


OJ990716 01. 9All.C2.o2.gs 


Method 


GENSCAN 




Start 


6527 


End 


9810 




GI 


none 


Score 


.51 




Exons 


6527.. 6798y 7420.. 7475, 7965. 


.8180, 8592.. 8668, 8948.. 9020, 




9377. .9810 








Seq. No. 


19422 


Seq. ID 


OJ990716_01.9A11 


.C2 


Gene No. 


40548 


Strand 


+ 




Start 


6527 


End 


9810 




Name 


OJ990716 01. 9All.C2.o3.gp 


Method 


AAT/GAP 




Start 


7836 


End 


8086 




GI 


2309755 


Score 


398 




Exons 


7836. .8086 








Seq. No. 


19422 


Seq. ID 


OJ990716_01.9A11 


.C2 


Gene No. 


40548 


Strand 


+ 




Start 


6527 


End 


9810 




Name 


OJ990716 01. 9All.C2.o3.np 


Method 


AAT/NAP 




Start 


7997 


End 


9550 




GI 


4455293 


Score 


263 




Exons 


7997. .8198, 8586. .8718, 8798. 


.8899, 9241. .9301, 9394. .9550 


GI Descrip. 


(AL035528) putative protein [Arabidopsis thaliana] 




Seq. No. 


19422 


Seq. ID 


OJ990716_01. 9A11 


.C2 


Gene No. 


40549 


Strand 






Start 


10302 


End 


12049 




Name 


OJ990716 01.9All.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


164 


End 


9812 




GI 


none 


Score 


78 




Exons 


164. .268, 192. .251, 245. .364, 


248. .364, 


591. .686, 593.. 


685, 




596. .691, 597. .686, 630. .872, 


663. .869, 


686. .874, 9768. 


.981 


Seq. No. 


19422 


Seq. ID 


OJ990716_01.9A11 


.C2 


Gene No. 


40549 


Strand 






Start 


10302 


End 


12049 




Name 


OJ990716 01. 9All.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


870 


End 


1196 




GI 


none 


Score 


52 




Exons 


870. .899, 875. .955, 879. .917, 


897. .953, 


919. .945, 952.. 


1065 




953. .1012, 967. .1059, 968. .1069, 969. .1064, 1001. .1114, 






1011. .1115, 1057. .1194, 1062. 


.1196, 1074. .1196 




Seq. No. 


19422 


Seq. ID 


OJ990716_01.9A11 


.C2 



19771 



P £± r*k ^ M 
WCllC ViKJ . 


40549 




Strand 








Start 


10302 




End 


12049 






Name 


OJ990716 01.9A11.C2 


. ol . tm 


Method 


TBLASTX : 


Maize 




OLalL 


875 




End 


1506 






PT 


none 




Score 


76 






IT* v o 


875. .988, 879. .989, 


924. .953, 937. .1197, 941. .1195, 945 


. . 1 




948.. 1205, 1297. .1398, 1297. 


.1398, 1298. .1399, 


1299. .1400, 




1307. .1501, 1399. .1449, 1426. .1506 








JcCj. IN \J . 


19422 




Seq. ID 


OJ990716 


_01.9A11 


.C2 


Gene No. 


40549 




Strand 








Start 


10302 




End 


12049 






Name 


OJ990716 01.9A11.C2 


.o2.tw 


Meth"od 


TBLASTX: 


Wheat 




C4- -j v- +- 
O Lai L 


1310 




End 


1545 






PT 


none 




Score 


110 






IjAUil O 


1310.. 1384, 1312.. 1404, 1313 


. .1408, 1314. .1397, 


1375. .1488 




1378. .1488, 1483. .1545 










Seq. No. 


19422 




Seq. ID 


OJ990716 


01 QA1 1 


CO 


Gene No . 


40549 




Strand 








Of- -rf- 


10302 




End 


12049 






Name 


OJ990716 01.9A11.C2 


. o3 . tm 


Method 


TBLASTX: 


Fid J- C 




Cf 3 v-+- 

uLal L 


9391 




End 


9596 








none 




Score 


249 






Hi AUi lO 


9391. .9591, 9393. .9596 










O C . IN O . 


19422 




Seq. ID 


OJ990716 


01 QZX1 1 


CO 


Gene No. 


40549 




Strand 








Start 


10302 




End 


12049 






Name 


OJ990716 01.9A11.C2 


. o3 . gs 


Method 


GENSCAN 






OLdll 


10302 




End 


12049 






P T 


none 




Score 


. 68 








10302. .10370, 10678 


. .10845, 


11032. .11202, 11291 


1 1 ^ft 






11547. .11781, 11994 


. .12049 










Seq. No. 


19423 




Seq. ID 


OJ990716 


_01. 9A11 


C3 


Gene No. 


40550 




Strand 


+ 






OLal L 


20512 




End 


23240 






Name 


OJ990716 01.9A11.C3 


o7 . gs 


Method 


GENSCAN 






O Lcli. L 


20512 




End 


23240 






PT 
VJ -L 


none 




Score 


.8 






Exon s 


20512. .20624, 21162 


.21539, 


21640. .22035, 23135 


. .23240 




O fe5 q . in u . 


19423 




Seq. ID 


OJ990716 


_01. 9A11 


C3 


P q rt a M 


40551 




Strand 


+ 






Cf- -a y-4- 

O L dl U 


36993 




End 


47517 






Name 


OJ990716 01.9A11.C3 


olO . gs 


Method 


GENSCAN 






Start 


36993 




End 


47517 






PT 


none 




Score 


.56 






Lxons 


36993. .37281, 37806 


.37993, 


38384. .38575, 38935 


. .39075, 






39800. .39876, 39951 


.40239, 


40338. .40568, 41663 


. .41848, 






41915. .42115, 42485 


.42520, 


44259. .44331, 45314 


. .45328, 






46132. .46381, 46461 


.46552, 


47111. .47517 






Seq. No. 


19423 




Seq. ID 


OJ990716 


_01. 9A11. 


C3 


Gene No. 


40552 




Strand 


+ 






Start 


49151 




End 


50669 







19772 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990716_01 . 9A11 .C3 . oil . np Method AAT/NAP 

49151 " End 50669 

5922623 Score 273 

49151. .49231, 49590 .. 49748, 49916 .. 4 9990, 50648. .50669 

(AP000492) hypothetical protein [Oryza sativa] 





gil 6016856 | db j | BAA85199.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No.* 


19423 


Seq. ID 


OJ990716_01 


9A11.C3 


Gene No. 


40553 


Strand 


+ 




Start 


50830 


End 


55184 




Name 


OJ990716 01.9All.C3.ol2.gs 


Method 


GENSCAN 




Start 


50830 


End 


53167 




GI 


none 


Score 


.86 




Exons 


50830. .51156, 51203 .. 52092, 


52192. .53167 




Seq. No. 


19423 


Seq. ID 


OJ990716_01 


9A11 . C3 


Gene No. 


40553 


Strand 


+ 




Start 


50830 


End 


55184 




Name 


OJ990716 01.9All.C3.ol3.np 


Method 


AAT/NAP 




Start 


50830 


End 


55184 




GI 


6907089 


Score 


2983 




Exons 


50830. .52092, 52192 .. 53165, 


55051. .55184 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


19423 


Seq. ID 


OJ990716_01 


9A11.C3 


Gene No. 


40554 


Strand 






Start 


415 


End 


3091 




Name 


OJ990716 01.9All.C3.ol.gp 


Method 


AAT/GAP 




Start 


415 


End 


3091 




GI 


23 1.R1084 


Score 


2852 




Exons 


415. .862, 965. .1453, 2386.. 


2514, 2674. 


.3091 




GI Descrip. 


'3218544/dbj IBAA28772 | 1 . Oe 


-166 (AB004813) alternative oxidase 




[Oryza sativa] >gi_3218546_ 


dbj BAA28773 (AB004864) 


alternativt 




oxidase [Oryza sativa] 1 









•Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19423 Seq. ID 

40554 Strand 

415 End 

OJ990716_01 . 9A11 . C3 . ol . np Method 

806 End 

3218544 Score 

806. .862, 965. .1453, 2386. .2514, 2674. 



OJ990716_01.9A11.C3 

3091 
AAT/NAP 
2994 
1646 
.2994 



(AB004813) alternative oxidase [Oryza sativa] 

gi|3218546|dbj IBAA28773I (AB004864) alternative oxidase [Oryza 
sativa] gi | 64 6712 6 | dbj | BAA8 6963 . 1 | (AB007452) alternative 
oxidase [Oryza sativa] 



19423 Seq. ID 

40555 Strand 
4 905 End 
OJ9907 16_01 .9All.C3.o2. gp Method 
4 7 02 End 
23_2.R1084 Score 
4702. .4964, 5073. .5690, 5802. .6274 

'3218543/dbj |BAA28771| 0.0e+00 (AB004813) alternative oxidase 
[Oryza sativa] >gi_321854 8_dbj_BAA287 74_ (AB004865) alternative 



OJ990716_01.9A11.C3 

6274 
AAT/GAP 
6274 
2648 



19773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



oxidase [Oryza sativa] 1 

19423 
40555 
4905 

0 J9907 1 6_0 1 . 9A1 1 . C3 . o3 . gs 

4905 

none 

4905.. 5690, 5802.. 6131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716_01.9A11.C3 

6274 
GENSCAN 
6131 
.92 



Seq. ID OJ990716_01.9A11.C3 



19423 
40555 

4905 End 6274 

OJ990716_01. 9All.C3.o2.np Method AAT/NAP 

4908 End 6131 

3218543 Score 1693 

4908.. 4964, 5073.. 5690, 5802., 6131 
(AB004813) alternative oxidase [Oryza sativa] 

gi|3218548|dbj |BAA28774| (AB004865) alternative oxidase [Oryza 
sativa] 



Seq. No. 19423 

Gene No. 40556 

Start 7548 

Name OJ990716_01 . 9A11 . C3 . o4 . gs 

Start- 7548 

GI none 
Exons 



OJ990716 01.9A11.C3 



Seq. ID 
Strand 

End 13561 
Method GENSCAN 
End 13561 
Score .64 

7548. .7593, 8842. .8969, 9154. .9279, 9777. .9907, 10323 .. 10701 , 
1144 6. . 114 7 6, 11640. . 12097, 12222. .12366, 124 85 .. 12942 , 
13472. .13561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



19423 
40556 
7548 

OJ990716_01. 9All.C3.o3.np 

8312 

2828289 



Seq. ID OJ990716_01.9A11.C3 
Strand 

End 13561 

Method AAT/NAP 

End 11096 

Score 330 



8312.. 8597, 8842.. 8969, 9154.. 9279, 9774 9907/ '11070 11096 
(AL021687) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990716 01.9A11.C3 



19423 
40556 
7548 

OJ990716_01. 9All.C3.o4.np 
10319 
728868 
10319.. 10699 ■ 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 

gi I 99824 | pir | | S16748 proline-rich protein - rape (fragment) 

gi | 22597 | emb|CAA42924 I (X60376) proline-rich protein [Brassica 

napus] 



13561 
AAT/NAP 
10699 
100 



19423 Seq. ID 

40556 Strand 

7548 End 

OJ990716_01. 9All.C3.o5.np Method 

11711 End 



OJ990716_01.9A11.C3 

13561 

AAT/NAP 

12579 



19774 




GI 


4803940 




Score 


212 






P vati c 


11711. .11896, 12028. 


.12095, 


12232. .12366, 12485. 


.12579 




GI Descrip. 


(AC006264) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


19423 




Seq. ID 


OJ990716_ 


01.9A11 


.C3 


Gene No. 


40557 




Strand 


_ 






Start 


„ 15686 




End 


16271 






Name 


OJ990716- 01.9A11.C3. 


o5 . gs 


Method 


GENSCAN 






Start 


15686 




End 


16271 






GI 


none 




Score 


.63 






Exons 


15686 15753 16175 


. 16271 










Sea No 


19423 




Seq. ID 


OJ990716_ 


01.9A11 


. C3 


Gene No. 


40558 




Strand 








Start 


17930 




End 


19807 






Name 


OJ990716 01.9A11.C3. 


06 . gs 


Method 


GENSCAN 






Start 


17930 




End 


19673 






GI 


none 




Score 


.54 






Exons 


17930. .17949, 18116. 


.18152, 


18430. . 18541, 18973. 


.19114, 






19183. .19372, 19611. 


.19673 










Seq. No. 


19423 




Seq. ID 


OJ990716_ 


01.9A11 


. C3 


Gene No. 


40558 




Strand 








Start 


17930 




End 


19807- 






Name 


OJ990716 01.9A11.C3. 


06 . np 


Method 


AAT/NAP 






Start 


19319 




End 


19807 






GI 


5042454 




Score 


250 






F! v n n q 
i_j s\ \y 11 j 


19319. .19372, 19611. 


.19807 










\j l*/ ^ \— ' -i* Ju ^— ' » 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Sea No 


19423 




Seq. ID 


OJ990716_ 


01.9A11 


. C3 




40559 




Strand 








Start 


23624 




End 


29382 






Name 


OJ990716 01.9A11.C3. 


08 . gs 


Method 


GENSCAN 






Start 


23624 




End 


29382 






GI 


none 




Score 


.71 






R v o n q 

i_J *\ \y llu 


23624 . .23740, 23818. 


.24072, 


24169. .24287, 25313. 


.25337, 






26097 26168 26514 


.26600, 


27700. .2771 


38, 27879. 


. 27957 , 






28332. .28461, 28574. 


.28694, 


28849. .28956, 29067. 


.29382 




Seq. No. 


19423 




Seq. ID 


OJ990716_ 


01.9A11 


.C3 


Gene No. 


40559 




Strand 








Start 


23624 




End 


29382 






Name 


OJ990716 01.9A11.C3. 


o4 . gp 


Method 


AAT/GAP 






Start 


24915 




End 


25433 






GI 


none 




Score 


804 






P, von q 


24915. .25237, 25313. 


.25433 










Sea No 


19423 




Seq. ID 


OJ990716_ 


01.9A11 


. C3 




40559 




Strand 








Start 


23624 




End 


29382 






Name 


OJ990716 01.9A11.C3. 


o7 . np 


Method 


AAT/NAP 






Start 


25365 




End 


29382 






GI 


5042433 




Score 


1607 






Exons 


25365. .25515, 25859. 


.25989, 


26097. .26168, 26514. 


.26600, 






26709. .26735, 27007. 


.27099, 


27700. .277* 


38, 27879. 


.27957, 






28332. .28461, 28574. 


.28694, 


28849. .28956, 29067. 


.29382 





19775 



GI Descrip. 


(AC006193) similar to CGI-13 protein 


[Arabidopsis thaliana] 


Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11.C3 


Gene No. 


40559 


Strand 




Start 


23624 


End 


29382 


Name 


OJ990716 01.9All.C3.o5.gp 


Method 


AAT/GAP 


Start 


25928 


End 


27796 


GI 


LIB34 34-012-P1-K1-H2 


Score 


604 


Exons 


25928. .25989, 26097 .. 26168 , 


26514. .26600, 26709 .. 26735, 




27007. .27099, 27700.. 27796 






GI Descrip. 


'5042433/gb|AAD38272.1|AC006193 28 5.i 


Oe-43 (AC006193) similar 




CGI-13 protein [Arabidopsis 


thaliana] 


1 


Seq. No. 


19423 


Seq. ID 


OJ990716_01. 9A11.C3 


Gene No. 


40560 


Strand 




Start 


29550 


End 


36155 


Name 


OJ990716 01 . 9A11 ,C3 .08 .np 


Method 


AAT/NAP 


Start 


29550 ~ 


End 


34879 


GI 


4581140 


Score 


327 


Exons 


29550. .2 9735, 31331 314 99, 


33124. .33551, 34354 .. 34541, 




34644 . . 34879 






GI Descrip. 


(AC006919) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


19423 


Seq. ID 


OJ990716_01.9AI1.C3 


Gene No. 


40560 


Strand 




Start 


29550 


End 


36155 


Name 


OJ990716 01.9All.C3.o9.gs 


Method 


GENSCAN 


Start 


31314 ~ 


End 


36155 


GI 


none 


Score 


.85 


Exons 


31314. .31752, 33164. .33581, 


34403. .34620, 34709 .. 34763, 




35613. .35671, 35913 .. 35982 , 


36113. .36155 


Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11.C3 


Gene No. 


40560 


Strand 




Start 


29550 


End 


36155 


Name 


OJ990716 01.9All.C3.o6.gp 


Method 


AAT/GAP 


Start 


31357 


End 


31730 


GI 


569626 


Score 


725 


Exons 


31357.. 31730 






Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11.C3 


Gene No. 


40561 


Strand 




Start 


38383 . 


. End 


39823 


Name 


OJ990716 01.9All.C3.o9.np 


Method 


AAT/NAP 


Start 


38383 


End 


39823 


GI 


6721558 


Score 


329 


Exons 


38383. . 38592, 39807. .39823 






GI Descrip.- 


(AP001073) hypothetical protein [Oryza sativa] 




gi | 6815083 | dbj | BAA90369 . 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11.C3 


Gene No. 


40562 


Strand 




Start 


46772 


End 


4 8 621 


Name 


OJ990716 01.9All.C3.ol0.np 


Method 


AAT/NAP 


Start 


46772 


End 


48621 


GI 


6907086 


Score 


1177 



19776 




Exons 


46772. .46859, 46899 47148, 47251. . 47331, 47553 .. 4 7783, 






47844. .48621 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


19423 


Seq. ID 


OJ990716_01 . 9A11. 


C3 


Gene No. 


40562 


Strand 






Start 


46772 


End 


48621 




Name 


OJ990716 01.9All.C3.oll.gs 


Method 


GENSCAN 




Start 


47872 


End 


48471 




-GI 


none 


Score 


. 99 




Exons 


47872. .48318, 48424. .48471 








Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11. 


C3 


Gene No. 


40563 


Strand 






Start 


49304 


End 


52534 




Name 


OJ990716 01. 9All.C3.ol2.np 


Method 


AAT/NAP 




Start 


49304 


End 


52534 




GI 


5042454 


Score 


203 




Exons 


49304. .49358, 4 9573 4 9745, 50422 .. 50521 , 50591 .. 50668 , 






52275. .52534 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


1-9423 


Seq. ID 


OJ990716_01.9A11. 


C3 


Gene No . 


40564 


Strand 






Start 


54852 


End 


58454 




Name 


OJ990716 01. 9All.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


785 


End 


5298 




GI 


none 


Score 


105 




Exons 


785. .862, 792. .869, 795. .863, 


863. .1057, 964. .996, 965.. 


1189, 




1047. .1190, 4905. .4964, 4906.. 


4965, 5031.. 5165, 5058.. 5297, 




5059. .5298 








Seq. No. 


19423 


Seq. ID 


OJ990716JU.9A11. 


C3 


Gene No. 


40564 


Strand 






Start 


54852 


End 


58454 




Name 


OJ990716 01. 9All.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


794 


End 


10678 




GI 


none 


Score 


349 




Exons 


794. .862, 965. .1456, 1047. .1454, 2386.. 


2514, 2390.. 2530, 






2677. .2721, 4897. .4965, 4902.. 


4964, 5071. .5706, ' 5073. .5690, 




5805. .5873, 5821. .5892, 10589. 


.10678 






Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11. 


C3 


Gene No. 


40564 


Strand 






Start 


54852 


End 


58454 




Name 


OJ990716 01.9All.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


803 


End 


5885 




GI 


none 


Score 


72 




Exons 


803. .862, 804. .863, 965. .1057, 


965.. .1456, 1047.. 1454, 






2230. .2328, 2386. .2517, 2387.. 


2515, 2674. .2730, 2722. .2748, 




4903. .4950, 4905. .4964, 5071.. 


5691, 5073. .5693, 5799. .58 


79, 




5802. .5885 








Seq. No. 


19423 


Seq. ID 


OJ990716_01.9A11. 


C3 


Gene No. 


40564 


Strand 






Start 


54852 


End 


58454 




Name 


OJ990716 01. 9All.C3.ol.tw 


Method 


TBLASTX: Wheat 





19777 




Start 


829 








End 


23180 




GI 


none 








Score 


40 




Exons 


829. .864, 830. .862, 965 


..1057, 965.. 1096, 1109. 


.1273, 




lilt). .1268, 


5059 


. .5205, 


5073 


..5204, 5190.. 5378, 


5218. .5379, 




23070. .23180 












Seq. No. 


19423 








Seq. ID 


OJ990716 


_01.9A11.C3 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ990716 01. 


9A11 


.C3.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1190 








End 


5535 




GI 


none 








Score 


291 




Exons 


1190 . . 1426, 


1194 


. . 1427, 


5298 


..5534, 5302.. 5535 




Seq. No. 


19423 








Seq. ID 


OJ990716 


_01. 9A11.C3 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ990716 01. 


9A11 


.C3.o8. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2386 








End 


5693 




GI 


none 








Score 


90 




Exons 


2386. .2511, 


2386 


. . 2517, 


2387 


..2515, 5535. .5693, 


5536. .5691 


Seq. No. 


19423 








Seq. ID 


OJ990716 


_01. 9A11.C3 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ990716_01 . 


9A11 


.C3.o2. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


2950 








End 


22995 




GI 


none 








Score 


106 




Exons 


2950. .3039, 


5952 


. .6146, 


5991 


..6056, 5992. .6192, 


22927. .22995 


Seq. No. 


19423 








Seq. ID 


OJ990716 


01.9A11.C3 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ990716 01. 


9A11 


.C3.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8153 








End 


9192 




GI 


none 








Score 


299 




Exons 


8153. .8428, 


8175 


. .8570, 


8241 


..8441, 8278. .8574, 


8472. .8561, 




8486. .8584, 


8501 


. .8581, 


8838 


..8969, 8840. .8977, 


8848. .8970, 




9119. . 9190, 


9151 


. .9192 










Seq. No. 


19423 








Seq. ID 


OJ990716 


JD1. 9A11.C3 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ990716_01 . 


9A11 


.C3.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9193 








End 


10576 




GI 


none 








Score 


112 




Exons 


9193. . 9288, 


9194 


. .9280, 


9755 


. .9904, 9769. . 9909, 


9774. .9911, 




10322. .10429 


, 10331. .10402, 


10550. .10576 




Seq. No. 


19423 








Seq. ID 


OJ990716 


_01.9A11.C3 


Gene No. 


40564 








. Strand 






Start 


' 54852 








End 


58454 




Name 


OJ990716 01. 


9A11 


.C3.ol0 


.tm 


Method 


TBLASTX:: 


Maize 


Start 


11395 








End 


11882 




GI 


none 








Score 


108 




Exons 


11395. . 11478 


, 11397. .11489, 


11399. .11491, 11642 


. . 11722, 




11724. .11807, 11726. .11806, 


11814. .1181 


32, 11858 


. . 11881 



19778 




Seq. No. 


19423 






Seq. ID 


OJ990716_01.9A11 


Gene No. 


40564 






Strand 




Start 


54852 






End 


58454 


Name 


OJ9907 


16_01.9A11.C3. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


12029 






End 


12627 


GI 


none 






Score 


68 


Exons 


12029. 


.12100, 12033. 


.12104, 


12226. .12273, 12228 .. 12272 , 




12231. 


.12275, 12267. 


.12368, 


12268. .12369, 12276. .12389, 




12485. 


.12529, 12505. 


.12603, 


12505. .12627 



Seq. No. 


19423 








Seq. ID 


OJ990716 


_01.9A11 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ9907 


16 01.9A11.C3. 


o9. tm 


Method 


TBLASTX: 


Maize 


Start 


25128 








End 


25450 




GI 


none 








Score 


90 




Exons 


. 25128. 


.25202, 


25144. 


.25209, 


25146. .252 


32, 25217 


. .25240, 




25322. 


.25450, 


25330. 


.25449 








Seq. No. 


19423 








Seq. ID 


OJ990716 


_01.9A11 


Gene No. 


40564 








Strand 






Start 


54852 








End 


58454 




Name 


OJ9907 


16 01.9A11.C3. 


o2. ts 


Method 


TBLASTX: 


Soybean 


Start 


26094 








End 


"29103 




GI 


none 








Score 


106 




Exons 


26094. 


.26177, 


26095. 


.26181, 


26491. .26601, 26514 


. .26603, 




26950. 


.27081, 


26993. 


.27097, 


26993. .27097, 27690 


. .27791, 




27700. 


.27792, 


27842. 


.27985, 


27880'. .27960, 28327 


. .28443, 




28332. 


.28457, 


28332. 


.28472, 


28372. .28464, 28565 


. .28696, 




28573. 


.28695, 


28574. 


.28696, 


28576. .28707, 28847 


. .28957, 




28848. 


.28907, 


29059. 


.29103 









Seq. No. 


19423 






Seq. ID 


OJ990716 


_01.9A11 


,C3 


Gene No. 


40564 






Strand 








Start 


54852 






End 


58454 






Name 


OJ9907 


16_01. 9A11.C3. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


29068 






End 


29308 






GI 


none 






Score 


90 






Exons 


29068. 


.29103, 29149. 


.29304, 


29165. .29308 






Seq. No. 


19423 






Seq. ID 


OJ990716 


JD1.9A11 


.C3 


Gene No. 


40564 






Strand 








Start 


54852 






End 


58454 






Name 


OJ9907 


16_01.9A11.C3. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


31314 






End 


33258 






GI 


none 






Score 


55 






Exons 


31314. 


.31352, 31347. 


.31406, 


31351. .314 


28,- 31401 


. .31511, 






31410. 


.31517, 31417. 


.31518, 


31518. .316 


79, 3 : 1518 


. .31697, 






31660. 


.31755, 31677. 


.31754, 


33161. .331 


93, 33184 


. .33258, 






33189. 


.33251 













Seq. No. 19423 Seq. ID OJ9907 16_01 . 9A11 . C3 

Gene No. 40564 Strand 

Start 54852 End 58454 

Name OJ9907 16_01 . 9A11 . C3 . o5.. tm Method TBLASTX : Maize 

Start 33412 End 33588 



19779 



GI 


none 






Score 


229 




Exons 


33412. 


.33588, 33419. 


. .33562 








Seq. No. 


19423 






Seq. ID 


OJ990716_01.9A11. 


.C3 


Gene No. 


40564 






Strand 






Start 


54852 






End 


58454 




Name 


OJ990716 01.9A11.C3. 


. o3 . tc 


Method 


'.TBLASTX: Cress 




Start 


33416 






End 


33552 




GI 


none 






Score 


146 




Exons 


33416. 


.33550, 33418. 


. .33552, 


33419. .33550 




Seq. No. 


19423 






Seq. ID 


OJ990716_01. 9A11. 


.C3 


Gene No. 


40564 






Strand 






Start 


54852 






End 


58454 




Name 


OJ990716 01.9A11.C3, 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


33417 






End 


34550 




GI 


none 






Score 


69 




Exons 


33417. 


.33548, 33418, 


. . 33561, 


33419. .33565, 34 44 6. .34 550 




Seq. No. 


19423 






Seq. ID 


OJ990716_01. 9A11. 


,C3 


Gene No. 


40564 






Strand 






Start 


54852 






End 


58454 




Name 


OJ990716 01.9A11.C3. 


, ol3 . gs 


Method 


GENSCAN 




Start 


54852 






End 


58454 




GI 


none ' 






Score 


.49 




Exons 


54852. 


.55012, 55267, 


. .55464, 


55672. .5591 


.8, 56254 . .56330, 






57015. 


.57054, 57270, 


. .57373, 


57890. .5816 


i6, 58245. .58324, 






58377. 


.58454 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19423 
40564 
54852 

OJ990716_01. 9All.C3.ol4.np 
54965 
6523547 

54965. .55318, 55536 55614 , 
(AJ242540 
carteri f 



OJ990716 01.9A11.C3 



Seq. ID _ 
Strand 
. End 58454 
Method AAT/NAP 
End 56443 
Score 372 
55672. .56443 

hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
nagariensis] 



19424 Seq. ID 

40565 Strand 

292 End 

OJ990716_01. 9A11 ,C4 ,ol .gs Method 

292 End 

none Score 
292. .1227 



OJ990716_01, 
+ 

1227 
GENSCAN 
1227 
.99 



9A11.C4 



Seq. No. 19424 Seq. ID 

Gene No. 40566 Strand 

Start 8075 End 

Name OJ990716_01 . 9A11 . C4 . o2 . np Method 

Start 8075 End 

GI 5922623 Score 

Exons 8075. .8156, 8515. .8673, 8841. .8915 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi | 6016856 [dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990716_01. 9A11.C4 
+ 

8915 
AAT/NAP 
8915 
246 



19780 




Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01 


. 9A11 


.C4 


Gene No . 


40567 


Strand 


+ 








Start 


9766 


End 


10258 








Name 


OJ990716 01 . 9A11 . C4 . o4 . gs 


Method 


GEN SCAN 








Start 


9766 ~~ 


End 


10258 








GI 


none 


Score 


. 93 








Exons 


97 66. . 97 75, 10185.. 10258 












Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01 


9A11 


.C4 


Gene No. 


40568 


Strand 


+ 








Start 


15290 


End 


17257 








Name 


OJ990716 01.9All.C4.o5.np 


Method 


AAT/NAP 








Start 


15290 


End 


17257 








GI 


5922623 


Score 


283 








Exons 


15290. .15405, 15794 15906, 


16074. .16149, 17047. 


.17257 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










ai 1 6016856 1 dbi 1 BAA85199 11 


(AP000570) 

\ ill- v U U J / \J f 


hypothetical 


protein 




fOrvza satival 












Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01 


9A11 


-C4 


Gene No . 


40569 


Strand 


+ 








Start 


22850 


End 


25171 








Name 


OJ990716 01. 9A11.C4 .08. gs 


Method 


GENSCAN 








Start 


22850 


End 


25171 








GI 


none 


Score 


. 95 








Exons 


22850. .25171 












Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01 


9A11 


.C4 


Gene No . 


40570 


Strand 


+ 








Start 


28202 


End 


28959 








Name 


OJ990716 01.9All.C4.ol0.gs 


Method 


GENSCAN 








Start 


28202 


End 


28753 








GI 


none 


Score 


.99 








Exons 


28202. .28557, 28614. .28753 












Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01 


9A11 


.C4 


Gene No. 


40570 


Strand 


+ 








Start 


28202 


End 


28959 








Name 


OJ990716 01. 9All.C4.o7 . np 


Method 


AAT/NAP 








Start 


28224 


End 


28959 








GI 


2246378 


Score 


431 








Exons 


28224. .28293, 2834 1 28557 , 


28656. .28959 








GI Descrip. 


(286094) plastid protein [Arabidopsis 


thaliana] 








Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01. 


9A11 


.C4 


Gene No . 


40571 


Strand 










Start ■ 


1843 


End 


9702 








Name 


OJ990716 01.9All.C4..o2.gs 


Method 


GENSCAN 








Start 


1843 


End 


5508 








GI 


none 


Score 


1 








Exons 


1843. .5508 












Seq. No. 


19424 


Seq. ID 


OJ990716_ 


01. 


9A11 


.C4 


Gene No. 


40571 


Strand 










Start 


1843 


End 


9702 








Name 


OJ990716 01.9All.C4.ol.np 


Method 


AAT/NAP 









19781 




Start 


1846 


End 


7492 




GI 


6498441 


Score 


6812 




Exons 


1846.. 2127, 2221.. 3618, 3790 


..4272, 4465. .4705, 4880. .5014, 




5198.. 5571, 5635.. 6098, 6429 


. .7492 






GI Descrip. 


(AP000815) EST C72786 (E2258) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 






Seq. No. 


19424 


Seq. ID 


OJ990716 01 9A11 


. C4 


Gene No. 


40571 


Strand 






Start 


1843 


End 


9702 




Name 


OJ990716 01.9A11.C4 .o3.gs 


Method 


GENSCAN 




Start 


5572 


End 


7998 




GI 


none 


Score 


. 97 




Exons 


5572. .7998 








Sea. No. 


19424 


Seq. ID 


OJ990716 01 9A11 


. C4 


Gene No. 


40571 


Strand 






Start 


1843 


End 


9702 




Name 


OJ990716 01.9A11.C4 .o3.np 


Method 


AAT/NAP 




Start 


7580- 


End 


9702 




GI 


6907088 


Score 


597 




Exons 


7580.. 7960, 9146.. 9389, 9565 


. .9702 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11, 


P4 


Gene No. 


40572 


Strand 






Start 


13071 


End 


14503 




Name 


OJ990716 01.9All.C4.o5.gs 


Method 


GENSCAN 




Start 


13071 


End 


14428 




GI 


none 


Score 


. 65 




Exons 


13071. .13410, 13962. .14 04 5, 


14138. .14273, 14 38 9. .14 428 




Seq. No. 


19424 


Seq. ID 


OJ990716__01.9A11, 


>C4 


Gene No . 


40572 


Strand 






Start 


13071 


End 


14503 




Name 


OJ990716 01.9A11.C4 .ol.gp 


. Method 


AAT/GAP 




Start 


13074 


End 


14503 




GI 


14525 1.R1084 


Score 


1111 




Exons 


13074. .13340, 13973 .. 14045, 


14138. .14273, 14389. .14503 




GI Descrip. 


, 5042420/gb|AAD38259.1|AC006193 15 2.0e-31 (AC006193) Unknown 




protein [Arabidopsis thaliana] 1 






Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11, 


,C4 


Gene No. 


40572 


Strand 






Start 


13071 


End 


14503 




Name 


OJ990716 01.9A11.C4 .o4 . np 


Method 


AAT/NAP 




Start 


13083 


End 


14307 




GI 


5042420 .. 


Score 


380 




Exons 


13083. . 13340, 13973 .. 14045, 


14138. .14307 




GT Dp Cirri n 


(AC006193) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11, 


,C4 


Gene No. 


40573 


Strand 






Start 


14564 


End 


14617 




Name 


OJ990716 01.9All.C4.o2.gp 


Method 


AAT/GAP 




Start 


14564 


End 


14617 





19782 



GI 72424_1.R1084 Score 71 

Exons 14564 . . 14617 

GI Descrip. ' 28424 93/erab | CAA1 6890 . 1 | 8.0e-32 (AL021749) predicted protein 





[Arabidopsis thaliana] 1 








Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11 


.C4 


Gene No. 


40574 


Strand 






Start 


17021 


End 


22158 




Name 


OJ990716 01.9All.C4.o7.gs 


Method 


GENSCAN 




Start 


17021 


End 


22158 




GI 


none 


Score 


.69 




Exons 


17021. . 17293, 17622. .17694, 


17790. .17901, 18010. .18207, 






18544. .18733, 19166 .. 194 14 , 


20101. .20174, 20526. .20622, 






22117 . .22158 








Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11 


.C4 


Gene No. 


40575 


Strand 






Start 


25563 


End 


27927 




Name 


OJ990716 01.9All.C4.o9.tw 


Method 


TBLASTX: Wheat 




Start 


1855 


End 


2457 




GI 


none 


Score 


83 




Exons 


1855. .1980, 1859. .1981, 2173 


..2457, 2174. .2452 




Seq. No. 


19424 


Seq. ID 


OJ990716_01. 9A11 


,C4 


Gene No. 


40575 


Strand 






Start 


25563 


End 


27927 




Name 


OJ990716 01.9All.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start * 


2458 


End 


2839 




GI 


none 


Score 


1 D D 




Exons 


2458. .2838, 2489.-2737, 2783 


. .2839 






Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11 


.C4 


Gene No. 


40575 


Strand 






Start 


25563 


End 


27927 




Name 


OJ990716 01.9All.C4.o4.tm 


: Method 


TBLASTX: Maize 




Start 


2653 


End 


2976 




GI 


none 


Score 


183 




Exons 


2653. .297 6, 26 66.. 2947 








Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11 


.C4 


Gene No. 


40575 


Strand 






Start 


25563 


End 


27927 




Name 


OJ990716 01.9All.C4.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


3169 


End 


3481 




GI 


none 


Score 


67 




Exons 


3169. .3429, 3305. .3481 








Seq. No. 


19424 


Seq. ID 


OJ990716_01.9A11 


.C4 


Gene No. 


40575 


Strand 






Start 


25563 


End 


27927 




Name 


OJ990716 01.9All.C4.o3.ts 


Method 


TBLASTX: Soybean 




Start 


3229 


End 


3795 




GI 


5666795 


Score 


68 




Exons 


3229. .3429, 3484. .3621, 3697 


. .37 95 






GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 




Seq. No. 


19424 


Seq. ID 


OJ990716_01. 9A11 


.C4 



19783 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No'.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40575 
25563 

OJ990716_01. 

3484 

none 

3484. .3633, 
3694 . .3918, 

19424 
40575 
25563 

OJ990716_01. 

4543 

none 

4543. .4914, 

19424 
40575 
25563 

OJ990716JD1. 

4568 

none 

4568. .4993, 

19424 
40575 
25563 

OJ990716_0i; 

4666 

none 

4666. .5049, 

19424 
40575 
25563 

OJ990716_01. 

5077 

none ■ 

5077. .5394, 

19424 
40575 
25563 

OJ990716JD1. 

5101 

none 

5101. .5562, 

19424 
"40575 
25563 

OJ990716_01. 

5158 

none 

5158. .5292, 



9A11.C4 .o5.tw 



3485. .3622, 3487. 
6891. . 6944 



9All.C4.o2.ts 
4754. .4897 

9A11.C4 .o2.tw 
4573. .4992 

9All.C4.o3.tm 
4685. .5050 

9All.C4.o2.tm 
5077.. 5433, 5087. 

9A11.C4 .ol.tw 
5102.. 5563, 5121. 

9A11.C4 .o4 .ts 
5299. .5523 



Strand 
End 

Method 

End 

Score 



27927 

TBLASTX: Wheat 

6944 

82 



.3624, 3680. .3853, 3694.. 3945, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5398 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5564 

Seq. ID 
' Strand 
End 

Method 

End 

Score 



OJ990716_01.9A11.C4 
27927 

TBLASTX : Soybean 

4914 

90 



OJ990716JD1.9A11.C4 
27927 

TBLASTX: Wheat 

4993 

333 



OJ990716_01. 9A11.C4 
27927 

TBLASTX: Maize 

5050 

226 



OJ990716JD1. 9A11.C4 
27927 

TBLASTX: Maize 

5433 

122 



OJ990716_01.9A11.C4 
.27927 

TBLASTX: Wheat" 

5564 

400 



OJ990716_01.9A11.C4 
27927 

TBLASTX: Soybean 

5523 

117 



Seq. No, 



19424 



Seq. ID OJ990716_01. 9A11.C4 



19784 




Gene No. 


40575 








Strand 




Start 


25563 








End 


27927 


Name 


OJ990716 01 


. 9A11 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5731 








End 


6214 


GI 


none 








Score 


165 


Exons 


5731. .6213, 


5759 


. 6019, 


6041. 


. 6214 




Seq. No. 


19424 








-,-Seq. ID 


OJ990716_01.9A11.C4 


Gene No. 


40575 








Strand 




Start 


25563 








End 


27927 


Name 


OJ990716 01 


9A11 


C4.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


6952 








End 


7 3'4 4 


GI 


none 








Score 


83 


Exons 


6952. .7209, 


7064 


. 7225, 


7192. 


.7290, 71 


93. .7273, 7297. .7344 


Seq. No. 


19424 








Seq. ID 


OJ990716_01.9A11.C4 


Gene No. 


40575 








Strand 




Start 


25563 








End 


27927 


Name 


OJ990716 01 


9A11 


C4.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7054 








End 


7339 


GI 


none 








Score 


89 


Exons 


7054 . .7302, 


7055 


.7339 









Seq. ID OJ990716_01. 9A11.C4 
Strand 

End 27927 

Method TBLASTX : Wheat 

End 17690 

Score 66 
13164. .13340, 13971. .14048, 
13984. .14 04 9, 14138. .14275, 
14388. .14435, 17652.. 17690 



r3 Seq. No. 19424 
'!Z Gene Mb. 40575 
Start 25563 

Name OJ990716_01 . 9A11 . C4 . 06 . tw 

\U Start 13039 
□ GI none 

\7i Exons 13039. .13137, 13071 13349, 

13974. .14048, 13976. . 14056, 
14140. .14274, 14384. .14431, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19424 
40575 
25563 

OJ990716_01. 
' 13242 
none 
13242. 
13978. 
14388. 



9All.C4.o5.tm 



.13349, 
.14049, 
.14432 



13242, 
14138. 



13349, 
14275, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13956 

14140 



OJ990716 01.9A11.C4 



27927 

TBLASTX: Maize 
14432 
131 

14048, 13976. . 14056, 
14274, 14384. .14431, 



Seq. No. 19424 

Gene No. 40575 

Start 25563 

Name OJ990716_01 . 9A11 . C4 . o3 . gp 

Start 25563 

GI 11862_1.R1084 

Exons 25563. .25964, 260 63 .. 26163, 

GI Descrip. 1 37 17 94 6/emb | CAA0 6758 | 4 . Oe- 



Seq. ID 
Strand 
End 

Method 

End 

Score 
26592. .26686, 
22 (AJ005901) 



OJ990716 01.9A11.C4 



27927 
AAT/GAP 
27927 
1228 

27851 
vagi 



thaliana] >gi 5853315 gb AAD54418.1 (AF181688) 



. .27927 
[Arabidopsis 
vacuolar 



membrane ATPase subunit G [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



19424 
40575 
25563 



Seq. ID 

Strand 

End 



OJ990716 01.9A11.C4 



27927 



19785 




Name 


OJ990716 01.9A11.C4 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


25762 






End 


26695 




GI 


none 






Score 


221 




Exons 


25762. 


.25791, 25809 


. . 25967, 


25813. .25965, 26062 .. 26157 , 






26063. 


.26194, 26575 


. .26679, 


26588.-26683, 26589 .. 26690, 






26594 . 


.26695 










Seq. No. 


19424 






Seq. ID 


OJ990716_01.9A11 


-C4 


Gene No . 


40575 






Strand 






Start 


25563 






End 


27927 




Name 


OJ990716 01.9A11.C4 


06. tm 


Method 


TBLASTX: Maize 




Start 


25812 






End 


26692 




GI 


none 






Score 


190 




Exons 


25812. 


.25967, 25819 


. 25965, 


25820. .25972, 26062 .. 26160 , 






26063. 


.26152, 26064 


. 26162, 


26575. .26679, 26585 .. 26680 , 






26603. 


.26692 










Seq. No. 


19424 






Seq. ID 


OJ990716_01. 9A11 


.C4 


Gene No. 


40575 






Strand 






Start 


25563 






End 


27927 




Name 


OJ990716 01.9A11.C4 


o9 . gs 


Method 


GENSCAN 




Start 


25821 






End 


26679 




GI 


none 






Score 


.95 




Exons 


25821. 


.25964, 26063 


. 26163. 


26592.. 26679 




Seq. No. 


19424 






. Seq. ID 


OJ990716_01. 9A11 


. C4 


Gene No. 


40575 






Strand 






Start 


25563 






End 


27927 




Name 


OJ990716 01.9A11.C4 


06 . np 


Method 


AAT/NAP 




Start 


25824 






End 


26679 




GI 


59177E 


i5 




Score 


325 




Exons 


25824 . 


.25964, 26063 


.26163, 


26592. .26679 




GI Descrip. 


(AF184068) vacuolar 


membrane ATPase subunit G [Citrus limon 


Seq. No. 


19424 






Seq. ID 


OJ990716_01. 9A11 


.C4 


Gene No. 


40576 






Strand 






Start 


28342 






End 


28764 




Name 


OJ990716 01.9A11.C4 


ol . tm 


Method 


TBLASTX: Maize 




Start 


28342 






End 


28764 




GI 


none 






Score 


376 




Exons 


28342. 


.28557, 28346. 


.28555, 


28529. .28567, 28 64 4 .. 287 60 , 






28654. 


.28761, 28681. 


.28764 








Seq. No. 


19424 






Seq. ID 


OJ990716_01. 9A11 


,C4 


Gene No. 


40576 






Strand 






Start 


28342 






End 


28764 




Name 


OJ990716 01.9A11.C4. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


28346 






End 


28761 




GI 


none 






Score 


58 




Exons 


28346. 


.28420, 28408. 


.28557, 


28409. .28555, 2864 4 .. 287 60 , 






28645. 


.28761 










Seq. No. 


19424 






Seq. ID 


OJ990716_01. 9A11 


.C4 


Gene No. 


40576 






Strand 






Start 


28342 






End 


28764 




Name 


OJ990716 01.9A11.C4. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


28394 






End 


28761 





19786 



GI 


none 


Score 


245 






Ex r>n s 


28394. .28555, 28408 .. 28557 , 28644 .. 28760, 28654. 


. 28761 




Seq. No. 


19425 


Seq. ID 


OJ990416_ 


05. 9A01 


,C6 


Gene No. 


40577 


Strand 


+ 






Start 


1 


End 


1366 






Name 


OJ990416 05.9A01.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1366 






GI 


6714281 


Score 


434 






Exons 


1..194, 300. .562, 1054. .1366 










GI Descrip. 


(AC017118) F6N18.13 [Arabidopsis thaliana] 






Seq. No. 


19425 


Seq. ID 


OJ990416_ 


05.9A01 


.C6 


Gene No. 


40577 


Strand 


+ 






Start 


1 


End 


1366 






Name 


OJ990416 05.9A01.C6.ol.gp 


Method 


AAT/GAP 






Start 


167 


End 


1125 






GI 


none 


Score 


886 






Exons 


167 ' 562. 1054 1125 










Seq. No. 


19425 


Seq. ID 


OJ990416_ 


05.9A01 


.C6 


Gene No. 


40577 


Strand 


+ 






Start 


1 


End 


1366 






Name 


OJ990416 05.9A01.C6.ol.gs 


Method 


GENSCAN 






Start 


275 


End 


1206 






GI 


none 


Score 


.78 






Exons 


275. .616, 1054. .1206 










Sea. No. 


19425 


Seq. ID 


OJ990416_ 


05. 9A01 


.C6 


Gene No. 


40577 


Strand 


+ 






Start 


1 


End 


1366 






Name 


OJ990416 05.9A01.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


422 


End 


1366 






GI 


none 


Score 


177 






Exons 


422. .577, 422. .562, 487. .576, 


1039. .1359, 1051. . 


1314, 






1053.. 1334, 1178.. 1366 










Seq. No. 


. 19426 


Seq. ID 


OJ990416_ 


05.9A01 


.C7 


Gene No. 


40578 


Strand 


+ 






Start 


1339 


End 


5364 






Name 


OJ990416 05.9A01.C7.ol.gs 


Method 


GENSCAN 






Start 


1339 


End 


5364 






GI 


none 


Score 


.81 






Exons 


1339.. 1426, 1519.. 1649, 1681. 


.1982, 2340. .2624, 


2725. .2783, 




3004. .3086, 3795. .3924, 4180. 


.4302, 4321.. 4605, 


5087. .5364 


Seq. No. 


19426 


Seq. ID 


OJ990416_ 


05. 9A01 


C7 


Gene No. 


40578 


Strand 


+ 






Start 


1339 


End 


5364 






Name 


OJ990416 05.9A01.C7.ol.np 


Method 


AAT/NAP 






Start 


2684 


End 


4512 






GI 


4734014 


Score 


604 






Exons 


2684. .2783, 2888. .2924, 3015. 


.3086, 3795.. 4512 






GI Descrip. 


(AC007112) unknown protein [Arabidopsis thaliana 


] 




Seq. No. 


19426 


Seq. ID 


OJ990416_ 


05. 9A01 


C7 


Gene No . 


40579 


Strand 


+ 







19787 



• 



Start 
Name 
Start 
GI 

Exons 



9954 End 12595 

OJ9904 1 6_05 . 9A01 . C7 . o2 . gs Method GENSCAN 

9954 End 12595 

none Score . 5 

9954. .10207, 11250 .. 11268, 12434. .12595 



Seq. No. 19426 Seq. ID 

Gene No. 40580 Strand 

Start 13263 End 

Name OJ9904 16_05 . 9A01 . C7 . ol . gp Method 

Start 13209 End 

GI none Score 

Exons 13209. . 13580 



OJ990416_05.9A01.C7 
+ 

13979 
AAT/GAP 
13580 
736 



Seq. No. 19426 Seq. ID 

Gene No. 40580 Strand 

Start 13263 , End 

Name OJ990416_05 . 9A01 . C7 . o3 . gs Method 

Start 13263 End 

GI none Score 

Exons 13263.. 13979 



OJ990416_05. 9A01.C7 
+ 

13979 
GENSCAN 
13979 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19426 Seq. ID 

40580 Strand 

13263 End ' 

'OJ990416_05. 9A01.C7.o3.np Method 

13263 End 

6730731 Score 
13263. . 13703, 13846.. 13976 

(AC018849) hypothetical protein [Arabidopsis thaliana] 



OJ990416_05.9A01.C7 
+ 

13979 
AAT/NAP 
13976 
238 



19426 Seq. ID 

40581 Strand 

14614 End 

OJ9904 16_05 . 9A01 . C7 . o4 . gs Method 

14614 End 

none Score 

14 614. .14 680, 14 724. .14 932 



OJ990416_05.9A01.C7 
+ 

14932 
GENSCAN 
14932 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19426 Seq. ID 

40582 Strand 

3899 End 

OJ9904 1 6_05 .9A01.C7.o2. np Method 

3899 End 

6721547 Score 
3899. .3948, 7619. .7703 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ990416_05. 9A01.C7 

7703 
AAT/NAP 
7703 
87 



19426 
40583 
15291 

OJ990416_05 . 9A01 . C7 . o2 . tm 

2981 

none 

2981.. 3085, 3009.. 3092, 3016. 
4021. .4374, 4185. .4373 



Seq. ID OJ990416_05.9A01.C7., 
Strand 

End 19836 

Method TBLASTX : Maize 

End 4374 

Score 67 

.3129, 3777. .3902, 3793.. 3939, 



19788 




Seq. No. 


19426 






Seq. ID 


OJ990416 


_05.9A01 


.C7 


Gene No. 


40583 






Strand 








Start 


15291 






End 


19836 






Name 


OJ990416 05.9A01.C7 


,o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


3792 






End 


4374 






GI 


none 






Score 


152 






Rxon ^ 

*\ 1 1 ^ 


3792. . 


3902, 3793. .3939, 4021. .4158, 4155. .4346, 


4177. .4374 


Seq. No. 


19426 






Seq. ID 


OJ990416 


_05.9A01 


.C7 


Gene No. 


40583 






Strand 








Start 


15291 






End 


19836 






Name 


OJ990416 05.9A01.C7 


:o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


13262 






End 


13448 






GI 


none 






Score 


225 






Exons 


13262. 


.13447, 13263 


. . 13448 










Sea No 


19426 






Seq. ID 


OJ990416 


_05.9A01 


.C7 


Gene No. 


40583 






Strand 








Start 


15291 






End 


19836 






Name 


OJ990416 05.9A01.C7 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


13268 






End 


13784 






GI 


none 






Score 


266 






Rxon ^ 


13268. 


.13447, 13269 


13448, 


13517 .. 13561, 13617 


.. 13706, 






13689. 


.13784 












Sea No 


19426 






Seq. ID 


OJ990416 


J35.9A01 


.C7 




40583 






Strand 








Start 


15291 






End 


19836 






Name 


OJ990416 05.9A01.C7 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


15177 






End 


16704 






GI 


none 






Score 


112 






Exons 


15177. 


.15230, 15231 


. 15392, 


15256. .15393, 15297 


. . 15392, 






15465. 


.15563, 15470 


. 15571, 


15472. .15561, 15656 


. . 15778, 






15662. 


.15778, 15663 


. 15779, 


15957 .. 16034, 15969 


. . 16034, 






16106. 


.16237, 16112 


.16237, 


16114 .. 16248, 16474 


. .16551, 






16474. 


.16551, 16632 


.16700, 


16633. . 16704, 16633 


. . 16698 




Seq. No. 


19426 






Seq. ID 


OJ990416 


_05.9A01 


.C7 


Gene No . 


40583 






Strand 








Start 


15291 






End 


19836 






Name 


OJ990416 05.9A01.C7 


o4 .np 


Method 


AAT/NAP 






Start 


15291 






End 


19836 






GI 


4538961 




Score 


1164 






Exons 


15291. 


.15778, 15966 


.16031, 


16114. .16236, 16483 


. . 16550, 






16635. 


.16713, 17074 


.17242, 


17318. .17406, 17740 


. . 17803, 






18221. 


.18324, 18410 


.18547, 


19189. .19314, 19423 


. .19635, 






19726. 


. 19836 












C^T Dp srrin 


( AL04 94 8 8 ) isoleucine-tRNA 


ligase-like 


protein 


[Arabidopsi 




thaliana] 












Seq. No. 


19426 






Seq. ID 


OJ990416 


_05. 9A01 


.C7 


Gene No. 


40583 






Strand 








Start 


15291 






End 


19836 






Name 


OJ990416 05.9A01.C7. 


o2 . gp 


Method 


AAT/GAP 






Start 


15468 






End 


18306 






GI 


23683 


1.R1084 




Score 


1509 






Exons 


15468. 


.15559, 15673. 


.15778, 


15966. .16031, 16114 


. .16236, 





19789 




16483. .16550, 16635 16698 , 17101 .. 17242, 17318 174 06, 
17740. .17803, 18221.. 18306 
GI Descrip. 1 4 538961/emb | CAB39785 . 1 | 2.0e-56 (AL049488) isoleucine-tRNA 
ligase-like protein [Arabidopsis thaliana] ' 



Seq. No. 


19426 








Seq. ID 


OJ990416 


05. 9A01 


.C7 


Gene No . 


40583 








Strand 








Start 


15291 








End 


19836 






Name 


OJ990416 05.9A01.C7. 


o5 . gs 


Method 


GENSCAN 






Start 


15653 








End 


19775 






GI 


none 








Score 


.83 






Exons 


15653. 


.15778, 


15966. 


. 16067, 


16114. .16236, 16483 


. . 16550, 






16635. 


.16698, 


17101. 


. 17242, 


17318. .17406, 17740 


. . 17803, 






18221. 


. 18324, 


19189. 


.19314, 


19726. .19775 






Seq. No. 


19426 








Seq. ID 


OJ990416 


05 . 9A01 


.C7 


Gejie No. 


40583 








Strand 








Start 


15291 








End 


19836 






Name 


OJ990416 05.9A01.C7. 


o4 . t s 


Method 


TBLASTX: 


Sovbean 




Start 


16141 








End 


18318 






GI 


none 








Score 


61 






Exons 


16141. 


.16239, 


16172. 


. 16234 , 


16474. .16551, 16474 


16551. 






16633. 


.16725, 


16633. 


.16719, 


17098. .17244, 17099 


. . 17245, 






17318. 


.17407, 


17320. 


.17409, 


17731. .17805, 17741 


17806 

* * -L. t \J \S \J [ 






18220. 


.18261, 


18262. 


.18318 










Seq. No. 


19426 








Seq. ID 


OJ990416 


05 . 9A01 


.C7 


Gene No . 


40583 








Strand 








Start 


15291 








End 


19836 






Name 


OJ990416 05.9A01.C7. 


o3 . tm 


Method 


TBLASTX: 


Nlai ze 




Start 


17098 








End 


18445 






GI 


none 








Score 


219 






Exons 


17098. 


. 17241, 


17099. 


. 17248, 


17100. .17273, 17317 


. . 17409, 






17318. 


. 17407, 


17319. 


. 17411, 


17740. .17805, 17741 


. . 17806, 






17741. 


.17821, 


17742. 


.17807, 


18214. .18327, 18220 


. .18351, 






18406. 


. 18444, 


18410. 


.18445 










Seq. No. 


19426 








Seq. ID 


OJ990416 


05 . 9A01 


. C7 


Gene No . 


40583 








Strand 








Start 


15291 








End 


19836 






Name 


OJ990416 05.9A01.C7. 


ol . tm 


Method 


TBLASTX: 


yflai ze 




Start 


18447 








End 


19810 






GI 


none 








Score 


118 






Exons 


18447. 


.18542, 


18449. 


.18544, 


18449. .18544, 19168 


. .19314, 






19168. 


.19332, 


19187. 


.19315, 


19418. .19636, 19420 


. .19635, 






19723. 


.19809, 


19723. 


.19809, 


19751. .19810 






Seq. No. 


19426 








Seq. ID 


OJ990416 


_05. 9A01 


.C7 


Gene No. 


40583 








Strand 








Start 


15291 








End 


19836 






Name 


OJ990416 05.9A01.C7. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


18485 








End 


19738 






GI 


none 








Score 


98 






Exons 


18485. 


.18544, 


19175. 


.19279, 


19186. .19314, 19187 


. .19315, 






19418. 


.19636, 


19420. 


.19635, 


19724. .19738 






Seq. No. 


19426 








Seq. ID 


OJ990416 


_05. 9A01 


.C7 



19790 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



40583 Strand 

15291 End 

CXT990416_05.9A01.C7.ol.tc Method 

19270 End 

none Score 



19836 

TBLASTX: Cress 

19818 

65 



19270. . 19332, 194 18 .. 19516, 19420 .. 19521, 19522 .. 19635, 
19535. . 19636, 19723 .. 19818 , 19726.. 19818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990416_05.9A01.C8 
Strand 

End 84 6 

Method AAT/NAP 

End 84 6 

Score 253 



19427 
40584 
1 

OJ990416_05. 9A01.C8.ol.np 
1 

4538961 
1. .53, 207. .367, 756. .846 

(AL049488) isoleucine-tRNA ligase-like protein [Arabidopsis 
thaliana] 



19427 
40584 
1 

O J9 9 0 4 1 6_0 5 . 9 AO 1 . C 8 . o 1 . tm 
1 

none 



Seq. ID OJ990416_05.9A01.C8 
Strand 

End 846 

Method TBLASTX: Maize 

End 371 

Score 74 



1..54, 3. .53, 207. .371, 207. .365 



Seq. No. 19427 

Gene No. 40584 

Start 1 

Name OJ9904 1 6_05 . 9A01 . C8 . ol . tc 

Start 6 

GI none 
Exons 



Seq. ID . OJ990416_05.9A01.C8 
Strand 

End 84 6 

Method TBLASTX: Cress 

End 34 2 

Score 59 



6. .62, 7. .54, 193. .339, 207. .338, 214. .342 



Seq. No. 19427 

Gene No. 40584 

Start 1 

Name OJ990416_05 . 9A01 . C8 . ol . gs 

Start 207 

GI none 

Exons 207.. 266 



Seq. ID OJ990416_05.9A01.C8 
Strand 

End 84 6 

Method GEN SCAN 

End 266 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19428 
40585 
10015 

OJ990416_05. 9A01.C9.o2.gs 

10015 

none 



Seq. ID OJ990416_05.9A01.C9 

Strand + 

End 11385 

Method GENSCAN 

End 11385 

Score . 8 



10015... 10152, 10963. .11115, 11266.. 11385 



Seq. No. 19428 

Gene No. 40586 

Start 1 

Name OJ9904 1 6_05 . 9A01 . C9 . ol . np 

Start 1 

GI 4538961 
Exons 



Seq. ID OJ990416_05.9A01.C9 
Strand 

End 7125 

Method AAT/NAP 

End 6290 

Score 1860 



1..24, 949. .1053, 1229. .1387, 1701. .1779, 2342. .2439, 



19791 



# • 

2870. .2978, 3292. .3462, 4131. .4327, 5074. .5217, 5298. .5363, 
5757. .6290 

GI Descrip. (AL049488) isoleucine-tRNA ligase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19428 Seq. ID 

40586 Strand 

1 End 

OJ990416_05. 9A01.C9.ol.gs Method 

577 End 

none Score 
577. .585, 964. .1053, 1701. .1792, 2342. 
3300. .3462, 4131. .4327, 5074 
6970. .7125 



OJ990416_05.9A01.C9 

7125 
GEN SCAN 
7125 
.64 

.2489, 2870.. 2983, 
.5217, 5757.. 6432, 6705.. 6922, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19428 
40586 
1 

OJ9904 16_05 . 9A01 . C9 . o2 . tm 
944 



none- 
944 . , 
1699, 
2341, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1054, 949.. 1056, 952.. 1056, 1226 
.1779, 1701. .1778, 2339. .2440, 2340 
.2442, 2825. .2974, 2870. .2962 



OJ990416 05.9A01.C9 



7125 

TBLASTX: Maize 
2974 
129 

1393, 1227.. 1388, 
2441, 2341. .2442, 



Seq. No. 19428 

Gene No. 40586 

Start 1 

Name OJ990416_05 . 9A01 . C9 . o2 . ts 

Start 1256 

GI none 
Exons 



Seq. ID OJ990416_05.9A01.C9 
Strand 
End 

Method 
End 
Score 



7125 

TBLASTX : Soybean 

2373 

121 



1256. .1393, 1263. .1388, 1699. .1779, 1701. .1778, 2341. .2373 



Seq. No. 19428 Seq. ID OJ9904 1 6_05 . 9A01 . C9 

Gene No. 40586 Strand 

Start 1 End 7125 

Name OJ9904 1 6_05 . 9A01 . C9 . ol . gp Method AAT/GAP 

Start 1318 * End 3354 

GI uC-osroM202014h!0bl Score 720 

Exons 1318.. 1387, 1701.. 1779, 2342.. 2439, 2870.. 2983, 3300.. 3354 

GI Descrip. f 4538961/emb | CAB39785 . 1 | 3.0e-52 (AL049488) isoleucine-tRNA 
ligase-like protein [Arabidopsis thaliana] 1 



Seq. No. 


19428 








Seq. ID 


OJ990416_05.9A01.C9 


Gene No. 


40586 








Strand 




Start 


1 








End 


7125 


Name 


OJ990416 05. 


9A01. 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4226 








End 


5215 


GI 


none 








Score 


71 


Exons 


4226. .4330, 


4277. 


. .4396, 


5067. 


.5213, 5071. .5214, 5072. .5215 


Seq. No. 


19428 








Seq. ID 


OJ990416_05.9A01.C9 


Gene No. 


40586 








Strand 




Start 


1 








End 


7125 


Name 


OJ990416 05. 


9A01. 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5298 








End 


6290 


GI 


none 








Score 


366 



197 92 



# • 



Exons 


5298 . . 5366, 


5748 


. . 6143, 


5752. 


.6279, 5754.. 6290, 


6222. .6290 


Seq. No. 


19428 








Seq. ID 


OJ990416 


_05 


. 9A01 


.C9 


Gene No. 


40586 








Strand 










Start 


1 








End 


7125 








Name 


OJ990416 05 


. 9A01 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5934 








End 


6302 








GI 


none 








Score 


448 








Exons 


5934 . . 6290, 


5935 


. .6276, 


6219. 


. 6302 










Seq. No. 


19429 








Seq. ID 


OJ990416 


05 


9A01 


.C10 


Gene No. 


40587 








Strand 


+ 








Start 


118 








End 


762 








Name 


OJ990416 05 


. 9A01 


ClO.ol 


. as 


Method 


GENSCAN 








Start 


118 








End 


762 








GI 


none 








Score 


. 59 








Exons 


118. .237, 703. .762 














Seq. No. 


19430 








Seq. ID 


OJ990416 


05 


9A01 


.Cll 


Gene No. 


40588 








Strand 


+ 








Start 


35 








End 


421 








Name 


OJ990416 05 


. 9A01 


Cll.ol 


. as 


Method 


GENSCAN 








Start 


35 








End 


421 








GI 


none 








Score 


.89 








Exons 


35. .421 


















Seq. No. 


194,30 








Seq. ID 


OJ990416 


05 


9A01 


.Cll 


Gene No. 


4 0589 








Strand 


+ 








Start 


2224 








End 


3350 








Name 


OJ990416 05 


. 9A01 


Cll.ol 


.np 


Method 


AAT/NAP 








Start 


2224 








End 


3350 








GI 


6539570 








Score 


89 








Exons 


2224 . . 2421, 


2554 


.2630, 


3283. 


.3350 










GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sat iva] 








Seq. No. 


19430 








Seq. ID 


OJ990416 


05 


9A01 


.Cll 


Gene No. 


40590 








Strand 










Start • 


1690 








End 


2028 








Name 


OJ990416 05 


. 9A01 


Cll.o2 


.gs 


Method 


GENSCAN 








Start 


1690 








End 


2028 








GI 


none 








Score 


. 66 








Exons 


1690. .2028 


















Seq. No. 


19430 








Seq. ID 


OJ990416 


05, 


9A01 


.Cll 


Gene No. 


40591 








Strand 










Start 


3066 








End 


3302 








Name 


OJ990416 05 


. 9A01. 


Cll.o3 


.gs 


Method 


GENSCAN 








Start 


3066 








End 


3302 








GI 


none 








Score 


.54 








Exons 


3066. .3302 


















Seq. No. 


19431 








Seq. ID 


OJ990416_ 


_05. 


9A01 


.C12 


Gene No. 


40592 








Strand 


+ 








Start 


245 








End 


2541 








Name 


OJ990416 05 


. 9A01. 


C12.ol 


.gs 


Method 


GENSCAN 








Start 


245 








End 


2541 








GI 


none 








Score 


.91 









19793 




Exons 


245. .344, 703. .746, 1220. .1420, 1531. 


. 1602, 1851 . .1966, 






2053.. 2119, 2199.. 2305, 2385., 


. 2541 






Seq. No. 


19431 


Seq. ID 


OJ990416_05.9A01 


.C12 


Gene No. 


40592 


Strand 


+ 




Start 


245 


End 


2541 




Name 


OJ990416 05.9A01.C12.ol.np 


Method 


AAT/NAP 




Start 


1238 


End 


2306 




GI 


3047065 


Score 


316 




Exons 


1238.. 1420, 1531.. 1602, 2032.. 


2119, 2199. .2306 




GI Descrip. 


(AF058825) contains similarity to human OS-9 precurosor 






(GB:U41635) [Arabidopsis thaliana] 






Seq. No. 


19431 


Seq. ID 


OJ990416_05.9A01 


.C12 


Gene No. 


40593 


Strand 


+ 




Start 


4582 


End 


6042 




Name 


OJ990416 05.9A01.C12.o2.gs 


Method 


GENSCAN - 




Start 


4582 


End 


6042 




GI 


none 


Score 


.99 




Exons 


4582. . 6042 








Seq. No. 


19431 


Seq. ID 


OJ990416_05. 9A01 


.C12 


Gene No. 


40593 


Strand 


+ 




Start 


4582 


End 


6042 




Name 


OJ990416 05.9A01.C12.o2.np 


Method 


AAT/NAP 




Start 


4582 


End 


6039 




GI 


6730737 


Score 


1462 




Exons 


4582.. 6039 








GI Descrip. 


(AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


19431 


Seq. ID 


OJ990416_05. 9A01 


. C12 


Gene No. 


40593 


Strand 


+ 




Start 


4582 


End 


6042 




Name 


OJ990416 05.9A01.C12.ol.gp 


Method 


AAT/GAP 




Start 


5492 


End 


5870 




GI 


LIB34 33-025-P1-K1-A12 


Score 


709 




Exons 


5492. .5870 








GI Descrip. 


, 4586058/gb|AAD25676.1|AC007020 18 2.1 


De-22 (AC007020) unknown 




protein [Arabidopsis thaliana] 


i 






Seq. No. 


19431 


Seq. ID 


OJ990416_05.9A01 


.C12 


Gene No. 


40594 


Strand 


+ 




Start 


6771 


End 


6983 




Name 


OJ990416 05.9A01.C12.o2.gp 


Method 


AAT/GAP 




Start 


6771 


End 


6983 




GI 


none 


Score 


426 




Exons 


6771. .6983 








Seq._ No. 


19431 


Seq. ID 


OJ990416_05. 9A01 


.C12 


Gene No. 


'40595 


Strand 


+ 




Start 


16038 


End 


16551 




Name 


OJ990416 05.9A01.C12.o5.gp 


Method 


AAT/GAP 




Start 


16038 


End 


16551 




GI 


none 


Score 


1024 




Exons 


16038. .16551 








Seq. No. 


19431 


Seq. ID 


OJ990416_05. 9A01 


.C12 



19794 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



40596 

6844 

OJ9904 

6844 

none 

6844 . . 

9622. . 

11656. 

13571. 

15957. 

18275. 

19983. 

21866. 



16_05.9A01.C12.o3.gs 



7038, 

9916, 

.11698 

.13814 

.15994 

.18352 

.20082 

.22244 



Strand 

End 22622 
Method GEN SCAN 
End 22244 
Score .78 
7302.. 7421, 7563.. 7774, 8025.. 8238, 8365. -.8620, 
9993.. 10077, 10384 10596, 10735 .. 10874 , 
124 67. .12539, 12635. .12708, 13077. .13252, 

14691, 15069. .15267, 
17525, 18194. .18236, 
19046, 19123. .19261, 
21075, 21700. .21773, 



14484. .14584, 14664, 

16640. .16945, 17500. 

18511. .18601, 18947. 

20529. .20641, 20935. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19431 
40596 
6844 

OJ9904 1 6_05 . 9A01 . C12 . o3 . np 

7275 

4325344 

7275.. 7421, 7563.. 7774, 8025 
9993.. 10077, 10384 .. 10596, 1 
11779. . 11844, 12467. .12539, 
13571. .13814, 13915. .14118, 
15069. . 15197 

(AF128393) similar to beta-t 
Score=71.7, E=1.5e-17, N=6) 



Seq. ID OJ990416_05.9A01.C12 
Strand 

End 22622 

Method AAT/NAP 

End 15197 

Score 2810 
..8238, 8365. .8620, 9622. .9916, 
0693.. 10874, 11656 .. 11698 , 
12626. .12708, 13077 .. 13252, 
14484. .14601, 14660. .14691, 

ransducins "(Pfam: PF00400, 
[Arabidopsis thaliana] 



19431 
40596 
6844 

OJ9904 1 6_05 . 9A01 . C12 . o3 . gp 
7284 

LIB34 34-038-P1-K1-C6 
7284. .7421, 7563. .7774, 8025. 
M325344/gb|AAD17343| 2.0e-34 
beta-transducins (Pfam: 
[Arabidopsis thaliana] ' 

19431 
40596 
6844 

OJ9904 1 6_05 . 9A01 . C12 . o4 . gp 
8359 

LIB34 32-029-P1-K1-A9 
8359.. 8620, 9622.. 9805 
'4325344/gb|AAD.17343| 2, 
beta-transducins (Pfam: 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8149 
(AF128393) 



OJ990416 05.9A01.C12 



22622 
AAT/GAP 
8149 
820 

similar 



PF00400, Score=71.7, E=l 



to 
5e- 



17, N-6) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_05.9A01.C12 

22622 
AAT/GAP 
9805 
819 



0e-47 (AF128393) similar to 
PF00400, Score=71.7, E=1.5e-17, N=6) 



19431 Seq. ID 

40596 Strand 

6844 End 

OJ9904 16_05 . 9A01 . C12 . 06 . gp Method 

16750 End 

LIB34 32-017-P1-K1-B3 Score 



OJ990416__05.9A01.C12 

22622 
AAT/GAP 
18214 
841 



16750. . 1694 5, 17500. .1764 8, 18098. .18214 



19795 





GI Descrip. 1 4 589536/dbj | BAA767 90 . 1 | 1.0e-ll (AB023163) KIAA094 6 protein 
[Homo sapiens] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19431 Seq. ID 

40596 Strand 

6844 End 

OJ9904 1 6_05 . 9A01 . C12 . o5 . np Method 

20519 End 

4406801 Score 



OJ990416_05.9A01.C12 

22622 
AAT/NAP 
22622 
346 



20519. .20705, 20924 .. 21075, 21966 .. 22127 , 22548.. 22622 
(AC006304) unknown protein [Arabidopsis thaliana] 



Seq. No. 19431 

Gene No. 40597 

Start 26999 

Name OJ9904 1 6_05 . 9A01 . C12 . o4 . tm 

Start 728 

GI none 

Exons 728. .823, 739. .825, 744. .824, 
1528. .1578, 1531. .1578 



Seq. ID OJ990416_05.9A01.C12 
Strand 
End 

Method 
End 
Score 

745. .831, 1220. .1420, 1220. .1420, 



27377 

TBLASTX: Maize 

1578 

131 

1220.. 1420, 1220. 



Seq. No. 19431 

Gene No. 40597 

Start 26999 

Name OJ9904 1 6_05 . 9A01 . C12 . o3 

Start 1307 

GI none 

Exons 1307.. 1420, 1492.. 1605, 
2051. .2122, 2162. .2305, 

Seq. No. 19431 
Gene No. 40597 
Start 26999 

Name OJ9904 16_05 . 9A01 . C12 . o2 

Start 1835 
GI none 

Exons 1835.. 1870, 1851.. 1982, 

2194. .2307, 2196. .2306, 
2386.. 2496, 2389.. 2496 



Seq. ID OJ990416_05.9A01.C12 
Strand 

End 27377 
.ts Method TBLASTX : Soybean 

End 2316 

Score 98 
1521. .1604, 1848. .1967, 2050. .2121, 
2196. .2306, 2197. .2316, 2198. .2308 

Seq. ID OJ990416_05.9A01.C12 
Strand 

End 27377 
.tm Method TBLASTX : Maize 

End 2496 

Score 36 
2050. .2121, 2051. .2122, 2162. .2305, 
2197. .2307, 2198. .2308, 2385. .2495, 



OJ990416 05.9A01.C12 



Seq. No. 19431 Seq. ID 

Gene No. 40597 Strand 

Start 26999 End 

Name OJ9904 16_05 . 9A01 . C12 . ol . tw Method 

Start 2062 End 

GI none Score 

Exons 2062.. 2121, 2063.. 2122, 2162.. 2305, 2190.. 2306, 2194 

2198. .2308, 2385. .2426, 2386. .2466, 2389. .2448, 2437 

2440. .2496, 2458. .2544, 2490. .2543, 2581. .2610 



27377 

TBLASTX: Wheat 

2610 

91 



.2307, 
.2496, 



Seq. No. 19431 Seq. ID 

Gene No. 40597 Strand 

Start 26999 End 

Name OJ9904 1 6_05 . 9A01 . C12 . o5 . tm Method 

Start 4795 End 

GI none Score 

Exons 4795. .5118, 4816. .5106, 4818. .5117 



OJ990416__05.9A01.C12 
27377 

TBLASTX: Maize 

5118 

285 



19796 



• # 



Seq. No. 


19431 








Seq. ID 


OJ990416_05.9A01.C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


. 9A01 


.C12.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4798 








End 


5912 


GI 


none 








Score 


283 


Exons 


4798. .5115, 


4818 


. . 5114, 


5074 . 


.5241, 5122. .5472, 5308. .5472, 




5479. .5736, 


5554 


. . 5712, 


5776. 


.5910, 5805. .5912 


Seq. No. 


19431 








Seq. ID 


OJ990416_05.9A01.C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


. 9A01 


,C12.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


4807 








End 


5910 


GI 


none 








Score 


206 


Exons 


4807. .5070, 


4818 


. .4964, 


4819. 


.5004, 5131. .5466, 5131. .5454, 




5479. .5799, 


5505 


. .5570, 


5554 . 


.5748, 5761. .5910 ' 


Seq. No. 


19431 








Seq. ID 


OJ990416_05.9A01.C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


. 9A01 


C12.ol 


tm 


Method 


TBLASTX: Maize 


Start 


5518 ~~ 








End 


5949 


GI 


none 








Score 


639 


Exons 


5518. .5949, 


5519 


. 5830, 


5520. 


.5912 




Seq. No. 


19431 








Seq. ID 


OJ9.90416_05.9A01.C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


. 9A01 


C12.o8 


tm 


Method 


TBLASTX: Maize 


Start 


7276 








End 


7685 


GI 


none 








Score 


213 


Exons 


7276. .7422, 


7276 


.7422, 


7284 . 


.7424, 7554. .7670, 7557. .7685, 




7564. .7680 












Seq. No. 


19431 








Seq. ID 


OJ990416_05 . 9A01 . C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


. 9A01 


C12.o7 


ts 


Method 


TBLASTX: Soybean 


Start 


7282 








End 


7774 


GI 


none 








Score 


81 


Exons 


7282. .7422, 


7284 


.7424, 


7284 . 


.7424, 7549. .7686, 7557. .7697, 




7565. .7696, 


7644 


.7772, 


7691. 


.7774, 7735. .7770 


Seq. No. 


19431 








Seq. ID 


OJ990416_05.9A01.C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


. 9A01 


C12 ,o9 


tm 


Method 


TBLASTX: Maize 


Start 


8025 








End 


8395 


GI 


none 








Score 


175 


Exons 


8025. .8240, 


8026 


.8244, 


8362. 


.8394, 8363. .8395 


Seq. No. 


19431 








Seq. ID 


OJ990416_05.9A01.C12 


Gene No. 


40597 








Strand 




Start 


26999 








End 


27377 


Name 


OJ990416 05 


.9A01. 


C12.ol. 


tc 


Method 


TBLASTX: Cress 



19797 



Start 
GI 

Exons 



9624 End 12542 

none Score 226 

9624. .9917, 9624. .9938, 9625. .9918, 9991. .10083, 9992. .10084, 
10381. .10599, 10382. .10585, 104 89 .. 10602, 10731 10859, 
10733. .10858, 10735 .. 10875, 10736 10882, 11 657 .. 11704 , 
11779. .11847, 12465. .12542, 124 65 12539, 12467. .12541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19431 Seq. ID 

40597 Strand 

26999 End 

OJ990416_05 . 9A01 . C12 . o4 . ts Method 

12479 End 

none Score 



OJ990416_05.9A01.C12 
27377 

TBLASTX: Soybean 

13254 

60 



12479. .12541, 12481. 
13057. .13254, 13074 , 



12528, 12625. 
13253 



12711, 12629. .12709, 



Seq. No. 19431 

Gene No. 40597 

Start 26999 

Name OJ9904 16_05 . 9A01 . C12 . o2 . ts 

Start 16551 

GI none 

Exons 16551. .16613, 16683 .. 16700 , 
16739. .16948, 17551.. 17655 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_05.9A01.C12 
27377 

TBLASTX : Soybean 

17655 

65 



16733. .16948, 16738 1 6896, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19431 
40597 
26999 

OJ9904 16_05 . 9A01 . C12 . o3 . tm 

16581 

none 



Seq. ID OJ990416_05.9A01.C12 
Strand 

End 27 377 

Method TBLASTX : Mai ze 

End 17598 

Score 121 



16581. .16736, 16582. .16911, 16582. .16917, 1 6670 . . 1694 8 , 
16806. .16949," 17497. . 17598 



Seq. No. 19431 
Gene No. 40597 
Start 26999 

Name OJ990416_05 . 9A01 . C12 . o4 . tc 

Start 16805 
GI none 

Exons 16805. .16843, 16836 16898 , 

16898. .16948, 17551 17661, 
18095. .18199, 18098. . 18199, 
18272. .18328, 18278. , 18355, 
18 94 6. .19029, 19127. . 19201, 



Seq. ID OJ990416_05.9A01.C12 
Strand 

End 27377 

Method TBLASTX : Cress 

End 19208 

Score 71 
16838. .16897, 16896. .16949, 
17731. .17820, 17738. .17818, 
18102. . 18206, 18252. .18353, 
18511. .18588, 18944. .19015, 
19131. .19208 



Seq. No. 19431 
Gene No. 40597 
Start 26999 

Name - OJ9904 16_05 . 9A01 . C12 . o2 . tw 

Start 17554 

GI none 

Exons 17554 .. 17655, 17554 17 664 , 17555 

17738. .17818, 18098 .. 18208 , 18102 
18273. .18350, 1827 6 .. 18353, 18501 
18944. .19048, 1894 6 .. 1 9056, 18946 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 05.9A01.C12 



27377 

TBLASTX: Wheat 
19063 
76 

17665, 17734 . .17820, 
18206, 18272. .18328, 
18572, 18511. . 18594, 
19056, 18947.. 19063 



19798 



Seq. No. 19431 
Gene No. 40597 
Start 26999 

Name OJ9904 1 6_05 . 9A01 . C12 . 06 . tm 

Start 17725 
GI none 
Exons 17725. 

18102. 

18509, 



17820, 17732. 

18206, 18271. 

18571, 18511. 

18946. . 19062, 19083. 



17818, 
18351, 
18594, 
19184, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18098 

18272 



OJ990416 05.9A01.C12 



27377 

TBLASTX: Maize 
19187 
148 

18190, 18098 
18328, 18276 



18945. .19052, 18946. 
19115. . 19186, 19116. 



18208, 
18353, 
19062, 
19187 



Seq. No. 19431 
Gene No. 40597 
Start 26999 

Name OJ9904 1 6_05 . 9A01 . C12 . 06 . ts 

Start 17767 
GI none 
Exons 17767. 

18950. 
19984 . 



. 17820, 
.19027, 
.20073, 
20296. .20373, 



18098. 
18955. 
19986. 
20524 . 



18199, 
19065, 
20075, 
20640, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18272. .18328, 
19116. .19277, 
20290. .20370, 
20528. .20638 



OJ990416 05.9A01.C12 



27377 

TBLASTX: Soybean 
20640 
65 

18276. . 18353, 
19127. .19258, 
20291. .20371, 



Seq. No. 19431 
Gene No. 40597 
Start 26999 

Name OJ9904 1 6_05 . 9A01 . CI 2 . o7 . tm 

Start 19187 * 

GI none 

Exons 19187. .19261, 19191 .. 19277 , 

19986. .20084, 20070 .. 20147 , 

20072. .20149, 20073 20150, 

20292. .20372, 20293 .. 20373, 

20528. .20644, 20933 .. 21076, 

20935. .21078, 20956 .. 21072, 



Seq. ID OJ990416_05.9A01.C12 
Strand 

End 27377 

Method TBLASTX : Mai ze 

End 21114 

Score 91 
19972. .20073, 19983. .20075, 
20071. .20148, 20071. .20148, 
20290. .20370, 20291 .. 20371 , 
20518. .20643, 20524 .. 20643, 
20934. .21077, 20935 .. 21078 , 
20968. .21114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19431 Seq. ID 

40597 • Strand 
26999 End 
OJ990416_05.9A01.C12.o3.tc Method 
20071 End 
none Score 



OJ990416_05.9A01.C12 
27377 

TBLASTX: Cress 

22136 

148 



20071. .20148, 20933. .21076, 20935 .. 21078 , 20936 .. 21076, 
21966. .22136, 21976.. 22053 



Seq. No. 19431 

Gene No. 40597 

Start 26999 

Name OJ9904 1 6_05 . 9A01 . C12 . o5 . ts 

Start 20077 

GI none 

Exons 20077. .20148, 20968 21078 , 
21966. .22136, 21967. .22056 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 16_05 . 9A01 . C12 
27377 

TBLASTX : Soybean 

22136 

101 



20969. .21076, 21 966 .. 22052 , 



Seq. No. 
Gene No. 
Start 
Name 



19431 
40597 
26999 
OJ990416 



05. 9A01.C12.o7 . gp 



Seq. ID 

Strand 

End 

Method 



OJ990416_05.9A01.C12 

27377 
AAT/GAP 



19799 



Start 


26999 




End 


27377 




GI 


2311430 




Score 


714 




Exons 


26999. .27377 










Seq. No. 


19432 




Seq. ID 


OJ990416 


05. 9A01 .C13 


Gene No. 


40598 




Strand 






Start 


1 




End 


2927 




Name 


OJ990416 05.9A01.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2927 




GI 


2792220 




Score 


459 




Exons 


1..69, 214. .595, 1907.. 


2793, 


2854. .2927 




GI Descrip. 


(AF032688) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


19432 




Seq. ID 


OJ990416 


_05.9A01.C13 


Gene No. 


40598 




Strand 






Start 


1 




End 


2927 




Name 


OJ990416 05.9A01.C13.ol 


.gs 


Method 


GENSCAN 




Start 


178 




End 


2812 




GI 


none 




Score 


.86 




Exons 


178. . 634, 1907. .2812 










Seq. No. 


19432 




Seq. ID 


OJ990416 


_05.9A01.C13 


Gene No. 


40598 




Strand 






Start 


1 




End 


2927 




Name 


OJ990416 05.9A01.C13.ol 


.ts . 


Method 


TBLASTX : i 


Soybean 


Start 


1982 




End 


2557 


GI 


none 




Score 


61 




Exons 


1982. .2149, 1991. .2149, 


2001. 


..2153, 2162.. 2494, 


2513. .2557 


Seq. No. 


19433 




Seq. ID 


OJ990416 


_05.9A01.C14 


Gene No. 


40599 




Strand 


+ 




Start 


157 




End 


841 




Name 


OJ990416 05.9A01.C14.ol 


.gs 


Method 


GENSCAN 




Start 


157 




End 


841 




GI 


none 




Score 


.9 




Exons 


157. .310, 390. .497, 717 


. .841 








Seq. No. 


19433 




Seq. ID 


OJ990416_ 


_05.9A01.C14 


Gene No. 


40600 




Strand 






Start 


1858 




End 


6808 




Name 


OJ990416 05.9A01.C14.ol 


• gp 


Method 


AAT/GAP 




Start 


1295 




End 


6808 




GI 


150 1.R1084 




Score 


5706 




Exons 


1295. .2064, 2173. .2232, 


2315. 


.2725, 2896. .3226, 


3324. .3409, 




3496. .3875, 4038. .4613, 


6480. 


, .6808 






GI Descrip. 


'1747294/dbj |BAA08232| i 


0.0e+00 (D45383) vacuolar 




H+-pyrophosphatase [Oryza sativa] 1 






Seq. No. 


19433 




Seq. ID 


OJ990416_ 


_05.9A01.C14 


Gene No. 


40600 




Strand 






Start 


1858 




End 


6808 




Name 


OJ990416 05.9A01.C14.o2 


.gs 


Method 


GENSCAN 




Start 


1858 




End 


6744 




GI 


none 




Score 


.83 




Exons 


1858. .2064, 2173. .2232, 


2315. 


.2725, 28 


96. .3226, 


3496. .3875, 




4038. .4377, 5196. .5218, 


5833. 


.5879, 6480. .6744 





19800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19433 
40600 
1858 

OJ9904 16_05 . 9A01 . C14 . ol . np 

1861 

1747294 



Seq. ID OJ990416_05.9A01.C14 
Strand 

End 6808 

Method AAT/NAP 

End 674 4 

Score 3633 



1861.. 2064, 2173.. 2232, 2315.. 2725, 2896.. 3226, 3324.. 3409, 
3496. .3875, 4038. .4613, 6480. .6744 

(D45383) vacuolar H-f-pyrophosphatase [Oryza sativa] 



19433 
40601 
7855 

OJ990416_05. 9A01.C14 .ol.tc 

1856 

none 

1856.. 2065, 1858.. 2067, 1858. 
2173. .2247, 2174. .2248, 2316. 
2896.. 3228, 2897.. 3229, 3134. 
3432.. 3749, 3495.. 3875, 3496. 
4252.. 4290, 4279.. 4614, 4320. 
4464. .4616, 6478. .6513, 6625. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 05.9A01.C14 



7951 

TBLASTX : Cress 
6738 
258 

2064, 1860. .2069, 2172. .2243, 
2729, 2357.. 2725, 2894.. 3100, 
3232, 3332.. 3394, 3334.. 3408, 
3876, 4033.. 4326, 4035.. 4328, 
4406, 4322. .4615, 4391. .4450, 
6738 



Seq. No. 19433 
Gene No. 40601 
Start 7855 

Name OJ9904 16_05 . 9A01 . C14 . ol . tm 

Start 1858 
GI none 
Exons 1858 . . 2064, 

2312. .2728, 

2895. .3227, 

3334. .3408, 

4033. .4296, 



1859.. 2065, 1859. 

2314.. 2361, 2316. 

2896. .3228, 2897. 

3335. .3409, 3447. 

4035. .4295, 4117. 



Seq. ID ,OJ990416_05.9A01.C14 
' Strand 
End 7951 
Method TBLASTX: Maize 
End 4296 
Score 290 

.2065, 2156.. 2251, 2163.. 2309, 
.2729, 2357. .2725, 2895. .3227, 
.3229, 3332. .3397, 3334. .3411, 
.3830, 3471. .3875, 3496. .3876, 
.4296 



Seq. No. . 19433 
Gene No. ' 40601 
Start 7855 

Name OJ9904 1 6_05 . 9A01 . C14 . ol . ts 

Start 1867 
GI none 

Exons 1867.. 2064, 1868.. .2065, 1974. 

2174. .2233, '2319. .2729, 2357. 
,3218, 2894. .3091, 2896. 
,3414, 3334. .3408, 3444. 
.4326, 4035. .4328, 4117. 



2892, 
3334 . 
4033. 
4279. 
6616. 



.4614, 4322. .4615, 4400. 
, 6741 



Seq. ID OJ990416_05.9A01.C14 
Strand 

End 7 951 

Method TBLASTX : Soybean 

End 67 41 

Score 267 

.2066, 2171. .2236, 2173. .2247, 
.2725, 2395. .2730, 2776. .2814, 
.3228, 2897. .3229, 3332. .3397, 
.3830, 3471. .3875, 3496. .3876, 
.4356, 4121. .4357, 4252. .4290, 
.4450, 4493. .4621, 6478. .6513, 



Seq. No. 19433 Seq. ID 

Gene No. 40601 Strand 

Start 7855 End 

Name OJ9904 1 6_05 . 9A01 . C14 . o3 . tw Method 

Start 1867 End 

GI none Score 

Exons 1867.. 2034, 1868.. 2035 



OJ990416_05.9A01.C14 
7951 

TBLASTX: Wheat 

2035 

202 



19801 




Seq. No. 


19433 








Seq. ID 


OJ990416_05 . 9A01 . CI 4 


Gene No. 


40601 








Strand 




Start 


7855 








End 


7951 


Name 


OJ990416 05. 


9A01 


.C14 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2036 ~~ 








End 


2617 


GI 


none 








Score 


44 


Exons 


2036 .2065, 


2038 


.'. 2064, 


2162. 


.2236, 2172. .2246, 2173. .2247, 




2173. .2247, 


2174 


. . 2248, 


2307 . 


.2609, 2316. .2609, 2357. .2617 


Seq. No. 


19433 








Seq. ID 


OJ990416_05.9A01.C14 


Gene No. 


40601 








Strand 




Start 


7855 








End 


7951 


Name 


OJ990416 05. 


9A01 . 


.C14 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2927 ~~ 








End 


3411 


GI 


none 








Score 


365 


Exons 


2927 . . 3232, 


2928 , 


. . 3224, 


2959. 


.3228, 3332. .3397, 3334. .3411, 




3334 3408 












Sea No 


19433 








Seq. ID 


OJ990416_05.9A01.C14 


Gene No. 


40601 








Strand 




Start 


7855 








End 


7951 


Name 


OJ990416 05. 


9A01 , 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4301 ~~ 








End 


6750 


GI 


none 








Score 


35 


Exons 


4301 4336, 


4303 , 


4 614, 


4320 . 


.4397, 4322. .4615, 4464. .4616, 




6476 6568. 


6478 , 


6513, 


6619 . 


.6750, 6641.. 6748 


Seq. No. 


19433 








Seq. ID 


OJ990416_05.9A01.C14 


Gene No. 


40601 








Strand 




Start 


7855 








End ; 


7951 


Name 


OJ990416 05 


9A01 . 


, C14 . o3 . 


. y o 


Method 


GENSCAN 


Start 


7855 ~~ 








End 


7951 


GI 


none 








Score 


.81 


Exons 


7855 . .7951 












Seq. No. 


19434 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No. 


40602 








Strand 


+ 


Start 


■ 956 








End 


1400 


Name 


OJ990416 05. 


9A01. 


.CIS .ol , 


. OS 


Method 


GENSCAN 


Start 


956 








End 


1400 


GI 


none 








Score 


.6 


Exons 


956. .1108, 1257.. 


. 1400 








Seq. No. 


19434 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No . 


40603 








Strand 




Start 


1620 








End 


5201 


Name 


OJ990416 05. 


9A01. 


.CIS.ol, 




Method 


AAT/GAP 


Start 


1620 








End 


5201 


GI 


19237 1.R108 


4 






Score 


1816 


1_J \»y llu 


1620. .2008, 


2874 . 


, .'2982, 


3077. . 


.3193, 3277. .3340, 3676. .3790, 




4898. .4941, 


5046. 


, .5201 








GI Descrip. 


'4567246/gb|AAD23660.1|AC007070 9 2 . Oe 


-55 (AC007070) unknown 




protein [Arabidopsis thaliana; 


1 ' 




Seq. No. 


19434 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No. 


40603 








Strand 




Start 


1620 








End 


5201 



19802 



Name 


OJ990416 05 


. 9A01. 


C15.ol. 


np 


Method 


AAT/NAP 


Start 


1917 








End 


5158 


GI 


4567246 








Score 


383 


Exons 


1917. .2008, 


2874. 


.2980, 


3111. . 


3193, 3277.. 3340, 3676.. 3778, 




4898. .4942, 


5059. 


.5158 








GI Descrip. 


(AC007070) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


19434 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No. 


40603 








Strand 




Start 


1620 








End 


5201 


Name 


OJ990416 05 


. 9A01 . 


C15.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1929 








End 


3773 


GI 


none 








Score 


103 


Exons 


1929. .2009, 


2861. 


.2980, 


2875. . 


2979, 3072.. 3194, 3074.. 3193, 




3269. .3340, 


3289. 


.3339, 


3672. . 


3773, 3673.-3762 


Seq. No. 


19434 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No. 


40603 








Strand 




Start 


1620 








End 


5201 


Name 


OJ990416_05 


. 9 AO 1 . 


C15 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1967 








End 


4946 


GI 


none 








Score 


128 


Exons 


1967. .2008, 


1969. 


.2010, 


2861. . 


2980, 2871.. 2894, 2875.. 2979, 




2943. .2984, 


2944 . 


.2985, 


3068 . . 


3193, 3072.. 3194, 3074.. 3193, 




3076. .3195, 


3269. 


.3340, 


3289. . 


3339, 3614.. 3751, 3672.. 3773, 




3672. .3773, 


3673. 


.3780, 


3676. . 


3774, 4896. .4940," 4899. .4946 


Seq. No. 


1-94 34 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No. 


40603 








Strand 




Start 


1620 








End 


5201 


Name 


OJ990416 05 


. 9 AO 1 . 


C15.o2. 


gs 


Method 


GENSCAN 


Start 


2563 








End 


5174 


GI 


none 








Score 


.66 


Exons 


2563. .2621, 


2874 . 


.2982, 


3077 . . 


3193, 5046.. 5174 


Seq. No. 


19434 








Seq. ID 


OJ990416_05.9A01.C15 


Gene No. 


40603 








Strand 




Start 


1620 








End 


5201 


Name 


OJ990416 05 


. 9A01. 


C15.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2861 








End 


3765 


GI 


none 








Score 


99 


Exons 


2861. .2977, 


2875. 


.2979, 


3068. . 


3187, 3074.. 3193, 3076.. 3195, 




3078. .3194, 


3269. 


.3334, 


3282. . 


3332, 3289.. 3339, 3672.. 3755, 




3682. .3756, 


3682. 


.3765 








Seq. No. 


19435 








Seq. ID 


OJ990416_05.9A01.C17 


Gene No. 


40604 








Strand 


+ 


Start 


376 








End 


3186 


Name 


OJ990416 05 


. 9A01. 


C17.ol. 


gp 


Method 


AAT/GAP 


Start 


376 








End 


879 


GI 


52534 1.R1084 






Score 


736 


Exons 


376. .580, 655. .879 








GI Descrip. 


1 4160280/emb|CAA06921 | 7 


. Oe-23 (AJ006224) purple acid 




phosphatase 


[Ipomoea batatas] 1 






Seq. No. 


19435 








Seq. ID 


OJ990416_05.9A01.C17 


Gene No. 


40604 








Strand 





19803 




Start 


376 




End 


3186 


Name 


OJ990416 05.9A01.C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


403 




End 


27.34 


GI 


none 




Score 


198 


Exons 


403. .582, 407. .583, 652. 


.756, 


652. .795, 754. .855, 762. .854, 




1319. . 14 23, 1323. .1430, 


1323. 


.1430, 1324.. 1434, 1363.. 1437, 




1724 . . 1975, 1746. . 1976/ 


1750. 


.1977, 1750.. 1980, 2590.. 2727, 




2591. .2734, 2591. .2728 








Seq. No. 


19435 




Seq. ID 


OJ990416JD5 . 9A01 .C17 


Gene No. 


40604 




Strand 


+ 


Start 


376 




End 


3186 


Name 


OJ990416 05.9A01.C17.ol. 


gs 


Method 


GENSCAN 


Start 


413 




End 


2729 


GI 


none 




Score 


.96 


Exons 


413.. 580, 655.-855, 1325 


...1436, 1753.. 


1976; 2591.. 2729 


Seq. No. 


19435 




Seq. ID 


OJ990416_05 . 9A01 .C17 


Gene No . 


40604 




Strand 


+ 


Start 


376 




End 


3186 


Name 


OJ990416 05.9A01.C17.ol. 


np 


Method 


AAT/NAP 


Start 


417 




End 


3186 


GI 


4160280 




Score 


775 


Exons 


417. .580, 655. .855, 1325 


...1436, 1753.. 


1976, 2591.. 2739, 




3159. .3186 








GI Descrip. 


(AJ006224) purple acid phosphatase [Ipomoea batatas] 


Seq. No. 


19435 




Seq. ID 


OJ990416_05.9A01.C17 


Gene No . 


40604 




Strand 


+ 


Start 


376 




End 


3186 


Name 


OJ990416 05.9A01.C17.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


445 




End 


2734 


GI 


none 




Score 


136 


Exons 


445. .582, 473. .583, 652. 


.855, 


652. .855 


, 654. .860, 1319. .1420, 




1323. .1439, 1336. .1437, 


1746. 


.1871, 1751. .1882, 1753. .1896, 




1868. .1972, 1872. .1976, 


2576. 


.2734, 2590.. 2727, 2591.. 2728 


Seq. No. 


19435 




Seq. ID 


OJ990416_05.9A01.C17 


Gene No. 


40604 




Strand 


+ 


Start 


376 




End 


3186 


Name 


OJ990416 05.9A01.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


478 




End 


2734 


GI 


none 




Score 


122 


Exons 


478. .582, 479. .583, 652. 


.855, 


654. .860, 1319. .1420, 1360. .143 




1746. .1871, 1751. .1870, 


1872. 


.1970, 18 


72. .1964, 1882. .1977, 




2S76..2734, 2632. .2724 








Seq. No. 


19435 




Seq. ID 


OJ990416_05.9A01.C17 


Gene No., 


40604 




Strand 


+ 


Start 


376 




End 


3186 


Name 


OJ990416 05.9A01.C17.o2. 


gp 


Method 


AAT/GAP 


Start 


1758 




End 


2729 


GI 


20922 1.R1084 




Score 


671 


Exons 


1758. .1976, 2591. .2729 








GI Descrip. 


, 2344871/emb|CAA04644 | 1 


.0e-83 (AJ001270) purple acid 




phosphatase precursor [Phaseolus vulgaris] ? 



19804 



Seq. No. 19436 Seq. ID OJ990416_05.9A01.C18 

Gene No. 40605 Strand 

Start 293 End 684 

Name OJ990416JD5 . 9A01 . C18 . ol . gp Method AAT/GAP 

Start 293 End 684 

GI 19237_1.R1084 Score 731 

Exons 293.. 684 

GI Descrip. 1 4 56724 6/gb I AAD23660 . 1 1 AC007070_9 2.0e-55 (AC007070) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 19437 Seq. ID 

Gene No. 40606 Strand 

Start 1 End 

Name OJ990416_05 . 9A01 . C20 . ol . np Method 

Start 1 End 

GI 2792220 Score 

Exons 1 . .741 

GI Descrip. (AF032688) NBS-LRR type resistance protein [Oryza sativa] 



OJ990416_05.9A01.C20 

+ 

741 

AAT/NAP 
741 
276 



Sea No 


19437 






Seq. ID 


OJ990416_05. 


9A01 


. C20 




40606 






Strand 


+ 






Start 


1 






End 


741 






Name 


OJ990416 


05. 9A01.C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


44 






End 


556 






GI 


none 






Score 


105 






Exons 


44 . .376, 


385.. 537, 389. 


.547, 


389. .556 








Seq. No. 


19437 






Seq. ID 


OJ990416_05. 


9A01 


.C20 


Gene No. 


40606 






Strand 


+ 






Start 


1 






End 


741 






Name 


OJ990416 


05. 9A01.C20.ol 


.gs 


Method 


GENSCAN 






Start 


59 






End 


631 






GI 


none 






Score 


.76 






Exons 


59. .269, 


465. . 631 












Seq. No. 


19438 






Seq. ID 


OJ990416_05. 


9A01 


.C23 


Gene No. 


40607 






Strand 








Start 


147 






End 


554 






Name 


OJ990416 


_05.9A01.C23.ol 


.gs 


Method 


GENSCAN 






Start 


147 






End 


554 






GI 


none 






Score 


.47 






Exons 


147. .289, 


300. .554 












Seq. No. 


19439 






Seq. ID 


OJ990416_05. 


9A01 


.C26 


Gene No. 


40608 






Strand 








Start 


413 






End 


545 






Name 


OJ990416 


05. 9A01.C26.ol 


.np 


Method 


AAT/NAP 






Start 


413 






■End 


545 






GI 


1747294 






Score 


162 






Exons 


413. .545 














GI Descrip. 


(D45383) 


vacuolar H+-pyrophosphatase 


[Oryza sativa] 







Seq. No. 
Gene No. 
Start 
Name 
Start 



19439 
40608 
413 

OJ990416 
416 



05. 9A01.C26.ol.gp 



Seq. ID OJ990416_05.9A01.C26 
Strand 

End 54 5 

Method AAT/GAP 

End 54 5 



19805 



GI 

Exons 

GI Descrip. 



Seq. --No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



150_1.R1084 Score 227 

416. .545 

' 1747294/dbj |BAA08232| 0.0e+00 (D45383) vacuolar 
H+-pyrophosphatase [Oryza sativa] ' 



19439 Seq. ID 

40608 Strand 

413 End 
OJ9904 1 6_05 . 9A01 . C2 6 . ol . gs Method 

416 End 

none Score 
416. .500 



OJ990416_05.9A01.C26 
545 

GENSCAN 

500 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19440 Seq. ID 

40609 Strand 

1 End 306 

0 J 9 9 0 4 1 6_0 5 . 9 AO 1 . C 2 9 . o 1 . np Method AAT / NAP 

1 End 306 

3608137 Score 158 
1. .306 

(AC005314) unknown protein [Arabidopsis thaliana] 



OJ990416 05.9A01.C29 



19440 
40609 
1 

OJ990416_05.9A01.C29.ol.ts 
1 

none 

1..231, 2. .238, 140. .232 

19440 
40609 
1 

OJ990416 05.9A01.C29.ol.tm 



none 

4. .216, 5. .241, 57, 



.218 



19441 
40610 
490 

OJ990416_05. 9A01.C31.ol.gs. 

490 

none 

490. .663 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_05.9A01.C29 
306 

TBLASTX : Soybean 

238 

135 



OJ990416_05.9A01.C29 
306 

TBLASTX: Maize 

241 

116 



OJ990416_05.9A01. 
+ 

663 

GENSCAN 

663 

.95 



C31 



Seq. No. 19442 Seq. ID 

Gene No. 40611 Strand 

Start 43 End 

Name OJ9904 1 6_05 . 9A01 . C32 . ol . gs Method 

Start 43 End 

GI none Score 

Exons 43. . 222 



OJ990416_05.9A01. 
+ 

222 

GENSCAN 

222 

.98 



C32 



Seq. No. 
Gene No. 
Start 



19443 
40612 
1 



Seq. ID 

Strand 

End 



OJ990416_05.9A01. 
692 



C35 



19806 




Name 


OJ990416 05. 9A01.C35.ol.gp Method 


AAT/GAP 


Start 


1 End 


' 14 9 


GI 


101595 1.R1084 Score 


290 


Exons 


1. . 149 




GI Descrip. 


'3047066 3.0e-15 (AF058825) contains 


similarity to 




retrovirus-related POL polyproteins 


[Arabidopsis thaliana] 1 


Seq. No. 


- 19443 Seq. ID OJ990416 05.9A01.C35 


Gene No. 


40612 Strand 




Start 


1 End 


692 


Name 


OJ990416 05.9A01.C35.ol.np Method 


AAT/NAP 


Start 


1 End 


191 


GI 


6630696 Score 


297 


Exons 


1. .191 




GI Descrip. 


(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] . 



Seq. No. 


19443 








Seq. ID 


OJ990416 05.9A01 


.C35 


Gene No. 


40612 








Strand 






Start 


1 








End 


692 




Name 


OJ990416 05.9A01 


.C35 


.ol 


. as 


Method 


GENSCAN 




Start 


57 








End 


692 




GI 


none 








Score 


.78 




Exons 


57. .692 














Seq. No. 


19443 








Seq. ID 


OJ990416_05. 9A01 


.C35 


Gene No . 


40613 








Strand 






Start 


768 








End 


1056 




Name 


OJ990416 05.9A01 


.C35 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


301 




GI 


none 








Score 


88 




Exons 


1..192, 1..84, 3 


. .185, 


162. 


.296, 182. . 


301, 199. . 297 




Seq. No. 


19443 








Seq. ID 


OJ990416_05.9A01 


.C35 


Gene No. 


40613 








Strand 






Start 


768 








End 


1056 




Name 


OJ990416 05.9A01 


.C35 


o2 


.gp 


Method 


AAT/GAP 




Start 


768 








End 


1056 




GI 


426253 








Score 


506 




Exons 


768. . 1056 














Seq. No. 


19444 








Seq. ID 


OJ990416_05.9A01 


.C38 


Gene No. 


40614 








Strand 


+ 




Start 


377 








End 


604 




Name 


OJ990416 05.9A01 


.C38 


ol 


. gs 


Method 


GENSCAN 




Start 


377 








End 


604 




GI 


none 








Score 


.48 




Exons. 


377. .395, 510. .604 












Seq. No. 


19445 








Seq. ID 


OJ990416_05. 9A01 


.C39 


Gene No. 


40615 








Strand 






Start 


213 








End 


389 




Name 


OJ990416 05.9A01 


.C39 


ol 


.gs 


Method 


GENSCAN 




Start 


213 








End 


389 




GI 


none 








Score 


.84 




Exons 


213. .389 















19807 



Seq. No. 19446 Seq. ID OJ990416_05.9A01.C46 

Gene No. 40616 Strand + 

Start 1 End 693 

Name OJ990416_05 . 9A01 .C46 . ol . np Method AAT/NAP 

Start 1 End 693 

GI 6539581 Score 748 

Exons 1..693 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


19446 






Seq. ID 


OJ990416 05.9A01 


.C46 


Gene No . 


40616 






Strand 


+ 




Start 


1 






End 


693 




Name 


OJ990416 


05. 9A01.C46.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


47 






End 


440 




GI 


none 






Score 


145 




Exons 


47. .253, 


68. .250, 249.. 


440, 259. .429, 


264. .437 




Seq. No. 


19446 






Seq. ID 


OJ990416 05.9A01 


.C46 


Gene No . 


40616 






Strand 


+ 




Start 


1 






End 


693 




Name 


OJ990416 


05.9A01.C46.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


104 






End 


651 




GI 


none 






Score 


155 




Exons 


104 . .250, 


145. .252, 166 


. .252, 


238 . .477 


, 252. .389, 253.. 


447, 




481'. .651 












Seq. No. 


19446 






Seq. ID 


OJ990416 05. 9A01 


.C46 


Gene No . 


40616 






Strand 


+ — 




Start 


1 






End 


693 




Name 


OJ990416 


05.9A01.C46.ol 


. tw 


Method - 


TBLASTX: Wheat 




Start 


276 






End 


693 




GI 


none 






Score 


177 




Exons 


276. . 452, 


277. .477, 493 


. .693 








Seq. No. 


19447 






Seq. ID 


OJ990416 05.9A01 


.C48 


Gene No . 


40617 






Strand 






Start 


292 






End 


378 




Name 


OJ990416 


05.9A01.C48.ol 


.gs 


Method 


GENSCAN 




Start 


292 






End 


378 




GI 


none 






Score 


. 94 




Exons 


292. .378 












Seq. No. 


19448 






Seq. ID 


OJ990416_05.9A01 


.C49 


Gene No. 


40618 






Strand 






Start 


21 






End 


472 




Name 


OJ990416 


05.9A01.C49.ol 


.gs 


Method 


GENSCAN 




Start 


21 






End 


472 




GI 


none 






Score 


..4 4 




Exons 


21. .156, 


171.. 331, 357. 


.472 








Seq. No. 


19449 






Seq. ID 


OJ990416_05.9A01 


.C50 


Gene No. 


40619 






Strand 


+ 




Start 


126 






End 


440 




Name 


OJ990416 


05.9A01.C50.ol 


.gs 


Method 


GENSCAN 




Start 


126 






End 


440 





19808 



GI none 

Exons 126.. 191, 296.. 440 

Seq. No. 19450 

Gene No. 40620 

Start 298 

Name OJ9904 16_05 . 9A01 . C52 . ol . gs 

Start 298 

GI none 

Exons 298.. 347 



Score .85 



Seq. ID OJ990416_05.9A01.C52 
Strand 

End 34 7 

Method GENSCAN 

End 347 

Score .84 



Seq. No. 19450 Seq. ID- 
Gene No. 40621 Strand 
Start 298 End 
Name OJ9904 16_05 . 9A01 . C52 . ol . gp Method 
Start 298 End 
GI 1631921 Score 
Exons 298.. 455 



OJ990416_05.9A01.C52 
455 

AAT/GAP 

455 

299 



Seq. No. 19451 Seq. ID 

Gene No. 40622 Strand 

Start 383 End 

Name OJ990416_05 . 9A01 . C54 . ol . gs Method 

Start 383 End 

GI none Score 

Exons 383.. 673 



OJ9904 16_05 . 9A01 . C54 
+ 

673 

GENSCAN 

673 

.51.- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19452 
40623 
1 

OJ990416 
1 

6630696 
1. .445 
(AP00096 
region o 
polyprot 



_05.9A01.C55.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_05.9A01.C55 
445 

AAT/NAP 

445 

739 



9) ESTs D22114 (C10364) , AU076106 (E20423) correspond to a 
f the predicted gene.; Similar to retrovirus-related pol 
ein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


19452 










Seq. ID 


OJ990416_05. 9A01, 


.C55 


Gene No. 


40623 










Strand 






Start 


1 










End 


445 




Name 


OJ990416 


_05. 


9A01. 


C55.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


34 










End 


409 




GI 


none 










Score 


86 




Exons 


34. .408, 


47. 


.253, 


193. . 


273, 


278. .409 






Seq. No. 


19452 










Seq. ID 


OJ990416_05. 9A01, 


.C55 


Gene No. 


40623 










Strand 






Start 


1 










End 


445 




Name 


OJ990416 


_05. 


9A01. 


C55.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


64 










End 


408 




GI 


none 










Score 


99 




Exons 


64. .408, 


116 


. .391 












Seq. No. 


19452 










Seq. ID 


OJ99041.6_05.9A01. 


.C55 


Gene No. 


40623 










Strand 






Start 


1 










End 


445 





19809 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 




OJ9904 16_05 . 9A01 . C55 . ol . ts 
79 

5509260 

79. .441, 193. .360, 287. .439 




Method TBLASTX : Soybean 
End 441 
Score 59 



19452 
40623 
1 

OJ9904 1 6__05 . 9A01 . C55 . ol . tc 

190 

none 

190. .444, 278. .442 



Seq. ID OJ990416_05.9A01.C55 
Strand 

End 445 

Method TBLASTX : Cress 

End 444 

Score 98 



19453 
40624 
135 

OJ9904 1 6_05 . 9A01 . C5 6 . ol . gs 

135 

none 

135. .331 



Seq. ID OJ990416_05.9A01.C56 
Strand 

End 331 

Method GENSCAN 

End 331 

Score . 5 



19454 
40625 
168 

OJ990416_05. 9A01.C58.ol.gs 

168 

none 

168. .350 



Seq. ID OJ990416_05.9A01.C58 

Strand + 

End '350 

Method GENSCAN 

End 350 

Score .97 



19455 
40626 
453 

OJ9904 1 6_05 . 9A01 . C59 . ol . gs 

453 

none 

453. .555 



Seq. ID- OJ990416_05.9A01.C59 

Strand + 

End 555 

Method GENSCAN 

End 555 

Score . 67 



19456 Seq. ID 

40627 Strand 

99 End 
OJ9904 1 6_05 . 9A01 . C63 . ol . gs Method 

99 End 

none Score 
99. .153, 373. .434 



OJ990416_05.9A01.C63 
+ 

434 

GENSCAN 
434 



19457 
40628 
452 

OJ9904 1 6_05 . 9A01 . C65 . ol . gs 

452 

none 

452. .585 



Seq. ID OJ990416_05.9A01.C65 

Strand + 

End 585 ., 

Method GENSCAN 

End 585 

Score- .72 



19458 
40629 
272 



Seq. ID OJ990416_05.9A01.C66 

Strand 

End 327 



19810 



Name 


OJ990416 05.9A01.C66. 


ol 


. as 


Method 


GENSCAN 




Start 


272 ~ 






End 


327 




GI 


none 






Score 


. 9 




Exons 


272. .327 












Seq. No. 


19459 






Seq. ID 


OJ990416_05.9A01, 


.C67 


Gene No. 


40630 






Strand 






Start 


190 






End 


391 




Name 


OJ990416 05.9A01.C67. 


ol 


. as 


Method 


GENSCAN 




Start 


190 ~ 






End 


391 




GI 


none 






Score 


. 99 




Exons 


190. .391 












Seq. No. 


19460 






Seq. ID 


OJ990416_05. 9A01, 


.C70 


Gene No. 


40631 






Strand 


+ 




Start 


182 






End 


300 




Name 


OJ990416 05.9A01.C70. 


ol - 


. as 


Method 


GENSCAN 




Start 


182 ~ 






End 


300 




GI 


none 






Score 


. 59 




Exons 


182. .236, 275. .300 












Seq. No. 


19461 






Seq. ID 


OJ990416 05 9A01 


. C71 


Gene No. 


40632 






Strand 


+ ~ 




Start 


1 






End 


242 




Name 


OJ990416 05.9A01.C71. 


ol, 


.np 


Method 


AAT/NAP 




Start 


1 






" End 


242 




GI 


1495768 






Score ''• 


215 




Exons 


1. . 242 












GI Descrip. 


(Z68506) chloroplast 


inner 


envelope protein, 110 kD (IEP110 




[ Pi sum sativum] 












Seq. No. 


19461 






Seq. ID 


OJ990416_05.9A01, 


.C71 


Gene No. 


40632 






Strand 


+ 




Start 


1 






End 


242 




Name 


OJ990416 05.9A01.C71. 


ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


242 




GI 


none 






Score 


377 




Exons 


1..240, 2. .241, 3. .242, 


3. . 


,242 






Seq. No. 


19461 






Seq. ID 


OJ990416_05. 9A01. 


.C71 


Gene No. 


40632 






Strand 


+ 




Start 


1 






End 


242 




Name 


OJ990416 05. 9A01.C71. 


ol. 


, ts 


Method 


TBLASTX : Soybean 




Start 


2 






End 


241 




GI 


none 






Score 


262 




Exons 


2. .241, 4. .240 












Seq. No. 


19462 






Seq. ID 


OJ990416_05. 9A01. 


,C74 


Gene No. 


"40633 






Strand 


+ 




Start 


774 






End' 


1311 




Name 


OJ990416 05.9A01.C74. 


ol. 


,gs 


Method 


GENSCAN 




Start 


774 






End 


1270 




GI 


none 






Score 


.55 




Exons 


774. .1121, 1177. .1270 












Seq. No. 


19462 






Seq. ID 


OJ990416_05. 9A01. 


C74 


Gene No. 


40633 






Strand 







19811 



Start 


774 


End 


1311 


Name 


OJ990416 05 . 9A01 .C74 .ol . np 


Method 


AAT/NAP 


Start 


774 ~~ - 


End 


1311 


GI 


2266666 


Score 


449 


Exons 


774 . . 1311 






GI Descrip. 


(Y14202) hypothetical protein 


[ Hordeum 


vuloare 1 


Seq. No. 


19462 


Seq. .ID 


OJ990416_05. 


Gene No. 


40633 


Strand 


+ 


Start 


774 


End 


1311 


Name 


OJ990416 05 . 9A01 .C74 .ol . tm 


Method 


TBLASTX : Maiz 


Start 


843 ~~ 


End 


1187 


GI 


none 


Score 


204 


Exons 


843 983. 866 982, 891 986. 


995.. 1102, 996.. 1106, 




1147.. 1179, 1149.. 1187 






Seq. No. 


19462 


Seq. ID 


OJ990416_05. 


Gene No. 


40633 


Strand 


+ 


Start 


774 


End 


1311 


Name 


OJ990416 05. 9A01.C74 .ol.ts 


Method 


TBLASTX :Soyb 


Start 


849 


End 


1309 


GI 


none 


Score 


104 


Exons 


849. .980, 978. .1097, 995. .1096, 1116. .1148, 1147. .1 




1149. .1178, 1216. .1254, 1268. 


1309 




Sea No 


19462 


Seq. ID 


OJ990416 05 


Gene No . 


40633 


Strand 




Start 


774 


End 


1311 


Name 


OJ990416 05. 9A01.C74 .ol.gp 


Method 


AAT/GAP 


Start 


1164 


End 


1311 


GI 


LIB34 32-008-P1-K1-E12 


Score 


250 


Exons 


1164 . . 1311 






GI Descrip. 


, 2266664/emb|CAA74593| 7.0e-35 (Y14201) 


hypothetica 




[Hordeum vulgare] 1 






Seq. No. 


194 63 


Seq. ID 


OJ990416_05. 


Gene No. 


40634 


Strand 




Start 


1 


End 


237 


Name 


OJ990416 05. 9A01.C75.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


237 


GI 


2266664 


Score 


223 


Exons 


1. .237 






GI Descrip. 


(Y14201) hypothetical protein 


[Hordeum 


vulgare] 


Seq. No. 


19463 


Seq. ID 


OJ990416_05. 


Gene No. 


40634 


Strand 




Start 


1 


End 


237 


Name 


OJ990416 05.9A01.C75.ol.gs 


Method 


GENSCAN 


Start 


79 


End 


237 


GI 


none 


Score 


. 64 


Rxon ^ 

J_J 4k 1 1 O 


79. .237 






Seq. No. 


19464 


Seq. ID 


OJ990416J)5. < 


Gene No. 


40635 


Strand 


+ 


Start 


244 


End 


447 


Name 


OJ990416 05.9A01.C76.ol.gs 


Method 


GENSCAN 


Start 


244 


End 


447 



19812 






GI 


none 


Score 


. 57 




Exons 


244 . .447 








Seq. No. 


19465 


Seq. ID 


OJ990416 05.9A01.C78 




Gene No. 


40636 


Strand 


+ — 




Start 


1 


End 


618 




Name 


OJ990416 05.9A01.C78.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


618 




GI 


5852089 


Score 


256 




Exons 


1..40, 319. .618 








GI Descrip. 


(AL117264) zwhl2.1 [Oryza sativa] 






Seq. No. 


19465 


Seq. ID 


OJ990416_05.9A01.C78 




Gene No. 


40636 


Strand 


+ 




Start 


1 


End 


618 




Name 


OJ990416 05.9A01.C78.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


576 




GI 


none 


Score 


64 




Exons 


1..60, 301. .423, 316. .402, 317. .433, 318. .407, 352. .477, 






395. .490, 409. .477, 429. .506, 


478. .570, 


479. .562, 483. .569, 






484 . . 576 








Seq. No. 


19466 


Seq. ID 


OJ990416 05.9A01.C79 


I. — : 


Gene No. 


40637 


Strand 






Start 


84 


End 


466 


•i3 


Name 


OJ990416 05.9A01.C79.ol.gs 


Method 


GENSCAN 


r m 


Start 


84 


End 


466 


i 


GI 


none 


Score 


. 82 




Exons 


84. .152, 398. .466 






: s v? 


Seq. No. 


19467 


Seq. ID 


OJ990416_05.9A01.C80 




Gene No. 


40638 


Strand 


+ 




Start 


402 


End 


591 




Name 


OJ990416 05.9A01.C80.ol.gs 


Method 


GENSCAN 




Start 


402 


End 


591 


* v.; 


GI 


none 


Score 


.72 


j: =h 


Exons 


402. .591 






! ::f 


Seq. No. 


19468 


Seq. ID 


OJ990416_05.9A01.C81 




Gene No. 


40639 


Strand 






Start 


442 


End 


549 




Name 


OJ990416 05.9A01.C81.ol.tm 


Method 


TBLASTX: Maize 




Start 


442 


End 


549 




GI 


none 


Score 


175 




Exons 


442..S49, 443. .544, 444. .548 








Seq. No. 


19469 


Seq. ID 


OJ990416_05.9A01.C86 




Gene No. 


40640 


Strand 






Start 


1 


End 


1808 




Name 


OJ990416 05.9A01.C86.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


765 




GI 


29591 1.R1084 


Score 


552 




Exons 


1..37, 176. .317, 643. .765 








GI Descrip. 


, 2645165/dbj | D50573 | D50573 3. 


0e-42 Oryza sativa mRNA, similar 






ribosomal protein 1 








Seq. No. 


19469 


Seq. ID 


OJ990416_05.9A01.C86 



19813 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40640 Strand 

1 End 

OJ9904 1 6_05 . 9A01 . C8 6 . ol . np Method 

1 End 

4587518 Score 



1808 
AAT/NAP 
1808 
579 



1..37, 176. .317, 643. .734, 819. .927, 1011. .1124, 1751. .1808 
(AC007060) Strong similarity to F19I3.8 gi | 3033381 putative 
UDP-galactose-4-epimerase from Arabidopsis thaliana BAC 
gb|AC004238 and is a member of PF 101370 the NAD dependent 
epimerase/dehydratase family. EST gb|AA59... 



19469 
40640 
1 

OJ990416_05. 9A01.C86.ol. tm 
2 

none 



Seq. ID OJ990416_05.9A01.C86 
Strand 

End 1808 
Method TBLASTX : Maize 
End 1135 
Score 138 

2. .49, 176. .319, 177. .320, 183. .320, 639. .731, 640. .735, 

642. .734, 836. .928, 836. .913, 838. .927, 1006. .1062, 1011. .1124, 

1011. .1124, 1055. .1135 



Seq. No. 19469 

Gene No. 40640 

Start 1 

Name ^ OJ9904 1 6_05 . 9A01 . C8 6 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990416_05.9A01.C86 
Strand 

End 1808 

Method TBLASTX : Wheat 

End 735 

Score 137 



2. .40, 176. .319, 183. .320, 188. .334, 195. .320, 639. .716, 
640. .735, 642. .734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19469 
40640 
1 

OJ990416_05. 9A01.C8 6.ol.ts 
2 

none 



Seq. ID OJ990416_05.9A01.C86 
Strand 

End 1808 

Method TBLASTX : Soybean 

End 1082 

Score 56 



2. .49, 3. .53, 173. .316, 176. .319, 183. .320, 640. .735, 642. .734, 
836.. 928, 838.. 927, 1006.. 1062, 1011.. 1082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seql' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



19469 
40640 
1 

OJ9904 1 6_05 . 9A01 . C86 . ol . tc 
5 

none 



Seq. ID OJ990416_05.9A01.C86 
Strand 

End 1808 

Method TBLASTX : Cress 

End 891 

Score 136 



5. .40, 173. .319, 174. .320, 250. .324, 640. .735, 642. .734, 
838. .891, 839. .883 



19469 
40640 
1 

OJ990416J35. 9A01.C8 6.ol.gs 
176 
none 

176. .317, 643..734, 1011. .1124 
19469 



Seq. ID OJ990416_05.9A01.C86 
Strand 

End 1808 

Method GENSCAN 

End 1124 

Score .98 



Seq. ID OJ990416 05.9A01.C86 



19814 



Gene No. 


40640 Strand 






Start 


1 End 


1808 




Name 


OJ990416 05.9A01.C86.o2.tw Method 


TBLASTX: Wheat 




Start 


845 End 


1106 




GI 


none Score 


73 




Exons 


845. .928, 847. .930, 990. .1106, 1008. .1082 




Seq. No. 


19470 Seq. ID 


OJ990416_05 . 9A01 


.C90 


Gene No. 


40641 Strand 


+ 




start 


306 End 


561 




Name 


OJ990416 05 . 9A01 . C90 . ol . np Method 


AAT/NAP 




Start 


306 End 


561 




GI 


6539580 Score 


108 




Exons 


one cci 






GI Descrip. 


(AP00083/) nypotnetical protein [Oryza 


sativa] 




Seq. No. 


1 O ^ "J 1 ft t rv 

19471 Seq. ID 


fti Tft ft ft i 1 ft C ftfvftl 

OJ990416_05 . 9A01 


.C91 


Gene No. 


4U64z Strand 


+ 




Start 


1 End 


1431 




Name 


OJ990416 05. 9A01.C91.ol.np Method 


AAT/NAP 




Start 


1 End 


235 




GI 


zzddddo Score 


225 




Exons 


1 . . 235 






GI Descrip. 


(Y14202) nypotnetical protein [Hordeum 


vulgare] 




Seq. No. 


19471 Seq. ID 


/-x Tft ft A J 1 /" ftf ft TV ft "1 

0 J9 9 0 4 1 6_0 5 . 9A0 1 


.C91 


Gene No. 


40642 Strand 


+ 




Start 


1 End 


1431 




Name 


OJ990416_05.9A01.C91.ol.gs Method 


GENSCAN 




Start 


59 End 


14 31 




GI 


none Score 


. 74 




Exons 


CO OOC 1 O O n 1 VI 0 1 

59. .225, 1330. .1431 






Seq. No. 


194/1 Seq . ID 


/™\ Tftftrt /I 1 T ft f- ft 7\ ft 1 

OJ990416 05.9A01 


.C91 


Gene No. 


A ft /~ A ^ OX. —J 

40643 Strand 






Start 


1384 End 


1483 




Name 


OJ9904 16_05 . 9A01 . C91 . ol . tm Method 


TBLASTX: Maize 




Start 


r rr T-> _j 

Ob End 


o o c 

235 




GI 


none Score 


84 




Exons 


C f~ 1 A n CO /"v ft 1 1 C ft *3 /I "II/'" 0 

56. .100, 58. .99, 115. .234, 116. .235 






Seq. No. 


19471 Seq. ID 


/~\ "T ft ft ft ^ 1 ft f* ft Ti ft 1 

OJ9904 16 05 . 9A01 


.C91 


Gene No. 


>l ft /" Jl ft n i 1 

40643 Strand 






Start 


1384 End 


1483 




Name 


ujyyuftiD uo.yAui.tiJi.oi.ts Ddeunoa 


i bJjAo i a : boyoean 




Start 


56 End 


232 




GI 


none Score 


76 




Exons 


56. .100, 115. .231, 116. .232 






Seq. No. 


19471 Seq. ID 


OJ990416_05. 9A01 


.C91 


Gene No. 


40643 Strand 






Start 


1384 End 


1483 




Name 


OJ990416 05.9A01.C91.o2.np Method 


AAT/NAP 




Start 


1384 End 


1483 




GI 


5852084 Score 


96 




Exons 


1384. .1483 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 







19815 



Seq. No. 19472 Seq. ID 

Gene No. 40644 Strand 

Start 314 End 

Name OJ9904 16_05 . 9A01 . C93 . ol . gs Method 

Start 314 End 

GI none Score 

Exons 314.. 471 



OJ990416_05.9A01.C93 
471 

GEN SCAN 

471 

.89 



Seq. No. 19473 Seq. ID 

Gene No. 40645 Strand 

Start 386 End 

Name OJ9904 16_05 . 9A01 . C98 . ol . gp Method 

Start 386 End 

GI 286336 Score 

Exons 386. . 510 



OJ9904 16_05 . 9A01 . C98 
+ 

510 

AAT/GAP 

510 

246 



Seq. No. 19473 Seq. ID 

Gene No. 40646 Strand 

Start. 243 End 

Name OJ9904 1 6_05 . 9A0 1 . C98 . ol . np Method 

Start 199 End 

GI 82733 Score 

Exons 199. . 510 

GI Descrip. ubiquitin fusion protein 
ubiquitin fusion protein 



OJ990416_05 . 9A01 . C98 
510 

AAT/NAP 

510 

254 



UBF9 - maize gi 1168651 (M68937-) 
[Zea mays] gi 1902527 (U29161) ubiquitin 



fusion protein [Zea mays] gi | 158 9388 | prf | | 221124 0B ubiquitin 
fusion protein [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19473 
40646 
243 

OJ990416_ 

243 

none 

243. .428 



05.9A01.C98.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_05 . 9A01 . C98 
510 

GENSCAN 
428 
.78 - 



Seq. No. 19474 Seq. ID 

Gene No. 40647 Strand 

Start 30 End 

Name OJ9904 16_05 . 9A01 . C100 . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30.. 187, 216.. 318 



OJ990416_05.9A01.C100 
+ 

318 

GENSCAN 

318 

.84 



Seq. No. 19475 Seq. ID 

Gene No. 40648 Strand 

Start 29 End 

Name OJ9904 16_05 . 9A01 . C101 . ol . gs Method 

Start 29 End 

GI none Score 

Exons 29. . 182 



OJ9904 16JD5. 9A01.C101 
182 

GENSCAN 

182 

.91 



Seq. No. 19475 Seq. ID 

Gene No. 40649 Strand 

Start 105 End 

Name OJ9904 16 05 . 9A01 . C101 . ol . ts Method 



OJ990416_05.9A01.C101 
272 

TBLASTX : Soybean 



19816 




Start 


105 




End 


272 


GI 


none 




Score 


89 


Exons 


105. .227, 105. .272, 181. 


.267 






Seq. No. 


19476 




Seq. ID 


OJ990416_05.9A01.C106 


Gene No. 


4 0650 




Strand 


+ 


Start 


312 




End 


680 


Name 


OJ990416 05. 9A01.C106.ol 


. tm 


Met hod 


TBLASTX* Maize 


Start 


266 ~~ 




End 


402 


GI 


none 




Score 


78 


Exons 


266 394, 266.. 400, 267 


.401, 


286 402 




Seq. No. 


19476 




Seq. ID 


OJ990416_05.9A01.C106 


Gene No. 


40650 




Strand 


+ 


Start 


312 




End 


680 


Name 


OJ990416 05.9A01.C106 ol 


OS 


Mp+* hod 


GENSCAN 


Start 


312 _ 




End 


680 


GI 


none 




Score 


.79 


Exons 


312. .439, 575. . 680 








Seq. No. 


19477 




Seq. ID 


OJ990416_05.9A01.C107 


Gene No. 


40651 




Strand 




Start 


289 




End 


542 


Name 


OJ990416 05.9A01 C107 ol 


n^i 
. yo 


Mpt h nd 


GENSCAN 


Start - 


289 ~~ 




End 


542 


GI 


none 




Score 


. 79 


Exons 


289 424. 439 542 








Seq. No. 


19478 




Seq. ID 


OJ990416 05 9A01 C10R 


Gene No. 


40652 




Strand 




Start 


1 




End 


706 


Name 


OJ990416 05. 9A01.C108.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


706 


GI 


4567246 




Score 


101 


Exons 


1..18, 152. .233, 317. .380, 658. .706 




GI Descrip. 


(AC007070) unknown protein [Arabidopsis thaliana] 


Seq. No. 


19478 




Seq. ID 


OJ9904 16_05 . 9A01 . C108 


Gene No. 


40652 




Strand 




Start 


1 




End 


706 


Name 


OJ990416 05. 9A01.C108.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


109 




End 


380 


GI 


none 




Score 


45 


Exons 


109. .162, 115. .174, 117. 


.194, 


174. .233, 


177. .233, 202. .234, 




309. .380, 329. .379 








Sea. No 


19478 




Seq. ID 


OJ990416_05 . 9A01 .C108 


Gene No . 


40652 




Strand 




Start 


1 




End 


706 


Name 


OJ990416 05. 9A01.C108.ol 


• gp 


Method 


AAT/GAP 


Start 


118 


End 


380 


GI 


19237 1.R1084 




Score 


291 


Exons 


118. .233, 317. .380 








GI Descrip. 


'4567246/gb|AAD23660.1|AC007070 9 2.0e- 


55 (AC007070) unknown 




protein [Arabidopsis thaliana] 


i 




Seq. No. 


19479 




Seq. ID 


OJ990416_05 . 9A01 .CI 12 



19817' 



Gene No. 


40653 


Strand 






Start 


94 


End 


371 






O.T990416 OS 9A01 PI 1 9 r>1 as 


Mp +* hnr) 


PF.N^PAN 




Jtal t 


94 _ 


End 


37 1 




\J X 


none 


Score 


. 67 




F von c; 


94 191 327 371 








Seq. No. 


19480 


Seq. ID 


OJ990416_05.9A01 


.C113 


Gene No. 


40654 


Strand 






Start 


374 


End 


540 




Name 




Mp i~ h oH 


TRT.ASTX * Ms i 7P 




Start 


367 ~~ 


End 


54 0 




GI 


none 


Score 


153 




F von s 


367 537 399 536 400 540 








Seq. No. 


19480 


Seq. ID 


OJ990416 05 9A01 


. C113 


No . 


40654 


Strand 






Start 


374 


End 


540 




Name 


OJ990416 05.9A01.C113.ol.np 


Method 


AAT/NAP 




Start 


374 


End 


539 




GI 


4538961 


Score 


206 




Fvon s 


374. .539 










(AL049488) ■ isoleucine-tRNA ligase-like 


protein [Arabidopsis • 




thaliana] 








Seq. No. 


19481 


Seq. ID 


OJ990416_03. 9A01 


pi 


Gene No. 


40655 


Strand 






Start 


183 


End 


248 




Name 


OJ990416 03.9A01.Cl.ol.gs 


Method 


GENSCAN 




Start 


183 


End 


248 




GI 


none 


Score 


.55 




Exon s 

J_pJ V_/ 11 J 


183. .248 








Seq. No. 


19482 


Seq. ID 


OJ990416_03. 9A01 


.C3 


Gene No. 


40656 


Strand 


+ 




Start 


14 


End 


2496 




Name 


OJ990416 03. 9A01.C3.ol.gs 


Method 


GENSCAN 




Start 


14 


End 


2496 




GI 


none 


Score 


.56 




Fvons 


14. .238, 331. .1058, 2427. .2496 






Qpri No 


19482 


Seq. ID 


OJ990416_03.9A01 


.C3 


Gene No . 


40656 


Strand 


+ 




Start 


14 


End 


2496 




Name 


OJ990416 03.9A01.C3.ol.gp 


Method 


AAT/GAP 




Start 


515 


End 


1448 




GI 


14954 1.R1084 


Score 


1754 




F von q 


5i5. .1448 








PT HPQpri n 

OX L/C OLI 1U ■ 


' 4760700/dbj | BAA77387.il 3.0e 


-33 (AB024 437) peroxidase 


1 




[Scutellaria baicalensis] ' 








Seq. No. 


19482 


Seq. ID 


OJ990416_03. 9A01 


.C3 


Gene No. 


40657 


Strand 


+ 




Start 


3582 


End 


12458 




Name 


OJ990416 03. 9A01.C3.ol.np 


Method 


AAT/NAP 




Start 


3582 


End 


12455 




GI 


4760700 


Score 


629 





19818 



Exons 3582.. 3647, 11018 .. 1114 9, 11694.. 12455 

GI Descrip. (AB024437) peroxidase 1 [Scutellaria baicalensis] 



Seq. No. 


19482 




Seq. ID 


OJ990416_ 


_03. 


9A01 


.C3 


Gene No. 


40657 




Strand 


+ 








Start 


3582 - 




End 


12458 








Name 


OJ990416 03.9A01.C3 


o3.gs 


Method 


GENSCAN 








Start 


10892 




End 


12458 








GI 


none 




Score 


.56 








Exons 


10892 . . 11149, 11694 


. 12458 












Seq. No. 


19482 




Seq. ID 


OJ990416 


_03. 


9A01 


.C3 


Gene No. 


40658 




Strand 


+ 








Start 


22034 




End 


26576 








Name 


OJ990416 03.9A01.C3 


o5 . gs 


Method 


GENSCAN 








Start 


22034 




End 


22480 








GI 


none 




Score 


.84 








Exons 


22034. .22346, 22449, 


.22480 












Seq. No. 


19482 




Seq. ID 


OJ990416_ 


_03. 


9A01 


.C3 


Gene No. 


40658 




Strand 


+ 








Start 


22034 




End 


26576 








Name 


OJ990416 03.9A01.C3. 


o3 . gp 


Method 


AAT/GAP 








Start 


22321 




End 


22602 








GI 


■ 2797644 




Score 


302 








Exons 


22321. .22346, 22449. 


.22602 













Seq. No. 19482 Seq. *ID OJ9904 16_03 . 9A01 . C3 

Gene No. 40658 Strand + 

Start 22034 End 26576 

Name OJ990416_03. 9A01 .C3.o2.np Method AAT/NAP 

Start 22462 End 26576 

GI 6091756 Score 450 

Exons 22462. .22513, 25288 .. 25439, 25817.. 26576 

GI Descrip. (AC009327) putative peroxidase [Arabidopsis thaliana] 



Seq. No. 19482 - Seq. ID 

Gene No. 40658 Strand 

Start 22034 End 

Name OJ9904 16_03 . 9A01 . C3 . 06 . gs Method 

Start 25206 End 

GI none Score 

Exons 25206. .25439, 25817.. 26497 



OJ990416_03.9A01.C3 
+ 

26576 
GENSCAN 
26497 
.63 



Seq. No. 19482 

Gene No. 4 0659 

Start 26914 

Name OJ9904 16_03 . 9A01 . C3 . ol . tw 

Start 27 

GI none 

Exons 27. .104, 58. .237, 89. .238, 
11012. .1114 9, 11687. .11782, 



Seq. ID OJ990416_03.9A01.C3 
Strand 

End 28465 
Method TBLASTX: Wheat 
End 25923 
Score 42 
330. .437, 337. .435, 11011 .. 11148 , 
11688. .11798, 25301. .25462, 



25302. .25439, 25807 .. 25923, 25811.. 25921 



Seq. No. 
Gene No. 
Start 



19482 
40659 
26914 



Seq. ID 

Strand 

End 



OJ990416 03.9A01.C3 



28465 



19819 



Name 

Start 

GI 

Exons 



OJ9904 16J)3 . 9A01 . C3 . ol . tm Method TBLASTX : Maize 

49 End 26260 

none Score 173 

49. .237, 89. .238, 330. .713, 337. .714, 711. .734, 11012 .. 1114 9, 

11035. .11148, 11687. .11845, 11688 .. 12077, 11915 1207 6, 

12063. . 12137, 25302. .25439, 25325 .. 25438 , 25807 26199, 
25811. .26200, 26186. .26260 



OJ990416_03.9A01.C3 
28465 

TBLASTX: Cress 

26576 

74 



Seq. No. 19482 Seq. ID 

Gene No. 40659 Strand 

Start 26914 End 

Name OJ9904 1 6_03 . 9A01 . C3 . ol . tc Method 

Start 101 End 

GI none Score 

Exons 101. .235, 330. .401, 337. .402, 394. .534, 417. .518, 547. .777, 

555. .776, 835. .972, 11012 1114 6, 11688 .. 117 68 , 11772 11879, 
11910. .12098, 12189. .12326, 12366 .. 12452, 25290 .. 25436, 
25699. .25770, 25807 25884 , 2581 1 .. 25888 , 25883 .. 26002, 
25903. .25998, 26030 26221 , 2604 1 .. 26235, 2634 9 .. 26450, 
26490. i26576 



Seq. No. 19482 

Gene No. 40659 

Start 26914 

Name OJ9904 1 6 JD3 . 9A01 . C3'. ol . ts 

Start 101 

GI none 
Exons 



Seq. ID OJ990416JJ3.9A01.C3 
Strand 

End 28465 

Method TBLASTX : Soybean 

End • 26576 

Score 72 



101. .235, 190. .234, 351. .533, 376. .534, 562. .735, 832. .1098, 
852. .1100, 11000. .1114 6, 11038. .1114 5, 11688. .11759, 
1174 5. .1187 9, 11907. .12098, 12108. .124 52, 12218. .12454, 
25302. .25436, 25328 .. 25459, 25811 .. 25891, 25867 25998, 
25868. .26002, 26030 .. 26221 , 26343. .26576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19482 Seq. ID 

40659 Strand 

26914 End 

OJ990416_03.9A01.C3.o3.tw Method 

442 End 

none Score 



OJ990416_03.9A01.C3 
28465 

TBLASTX: Wheat 

26221 

96 



442. .534, 450. .533, 553.-735, 609. .713, 11826 11891, 
11916. .12098, 25928. .26014, 25936 25995 , 26029 .. 26064 , 
26030. .26221, 26095. .26199 



Seq. No. 19482 

Gene No. 40659 

Start 26914 

Name 0 J 9 9 0 4 1 6 J) 3 . 9A0 1 . C 3 . 

Start 757 

GI none 

Exons 757.. 813, 759.. 815, 

921. .965, 924. .965, 
12143. . 12277, 12144 . 
12323. .12451, 12324. 
26338. .26376, 26342, 
26446. .26535, 26447, 
26490. .26576 



Seq. ID 
Strand 
End 

o2 . tm Method 
End 
Score 

816. .923, 835 

925. .969, 969 

.12278, 12275 

.12452, 2 l 6261 

.26401, 26343 

.26566, 26447 



OJ990416 03.9A01.C3 



28465 

TBLASTX: Maize 
26576 
47 

924, 837. .923, - 851. .931, 
1085, 970. .1098, 
12319, 12279. .12323, 
26353, 26266. .26349, 
26402, 26403. .26438, 
26572, 26457. .26576, 



19820 



Seq. No. 


19482 






Seq. ID 


OJ990416 


_03.9A01 


.C3 


Gene No. 


40659 






Strand 








Start 


26914 






End 


28465 






Name 


OJ990416 03.9A01.C3 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


14752 






End 


15141 






GI 


none 






Score 


51 






Exons 


14752 


.15081, 15079 


. . 15141 










Seq. No. 


19482 






Seq. ID 


OJ990416 


_03.9A01 


.C3 


Gene No. 


40659 






Strand 








Start 


26914 






End 


28465 






Name 


OJ990416 03.9A01.C3 


. o3 . tm 


Method 


TBLASTX: 


Vlai ze 




Start 


22058 






End 


22348 






GI 


none 






Score 


350 






Exons 


22058 


.22348, 22111 


. .22347 










Seq. No. 


19482 






Seq. ID 


OJ990416 


_03.9A01 


,C3 


Gene No. 


40659 






Strand 








Start 


26914 






End 


28465 






Name 


OJ990416 03.9A01.C3 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


22115 






End 


22285 






GI 


none 






Score 


278 






Exons 


22115 


.22285, 22123 


. . 22257 










Seq. No. 


19482 






Seq. ID 


OJ990416 


03 . 9A01 


. C3 


Gene No. 


40659 






Strand 








Start 


26914 






End 


28465 






Name 


OJ990416 03.9A01.C3 


. o3 . np 


Method 


AAT/NAP 






Start 


26914 






End 


28465 






GI 


6721512 




Score 


80 






Exons 


26914 


.26929, 28213 


. .28465 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat iva] 






Seq. No. 


19482 






Seq. ID 


OJ990416 


_03.9A01 


.C3 


Gene No. 


40659 






Strand 








Start 


26914 






End 


28465 






Name 


OJ990416 03.9A01.C3 


. o7 . gs 


Method 


GEN SCAN 






Start 


28192 






End 


28278 






GI 


none 






Score 


. 42 






Exons 


28192. 


.28278 












Seq. No. 


19483 






Seq. ID 


OJ990416 


_03.9A01 


.C4 


Gene No. 


40660 






Strand 


+ 






Start 


3128 






End 


5135 






Name 


OJ990416 03.9A01.C4 


.ol .gs 


Method 


GENSCAN 






Start 


3128 






End 


5135 






GI 


none 






Score 


.83 






Exons 


3128. . 


3424, 3540.. 3667, 3933. 


.4018, 4239. .4363, 


5034 . .5135 


Seq. No. 


19483 






Seq. ID 


OJ990416 


_03. 9A01 


.C4 


Gene No. 


40661 






Strand 


+ 






Start 


6631 






End 


7784 






Name 


OJ990416 03.9A01.C4 


. o2 . gs 


Method 


GENSCAN 






Start 


6631 






End 


7766 






GI 


none 






Score 


. 99 






Exons 


6631. . 


6888, 7005.. 7766 











19821 




Qorr No 


194 83 








Seq. ID 


OJ990416 03 9A01 P4 


Gene No. 


40661 








Strand 


+ ~ 


Start 


6631 








End 


7784 


Name 


OJ990416 03 


.9A01 


.C4 .ol. 


np 


Method 


AAT/NAP 


Start 


6691 _ 








End 


7766 


GI 


4 760700 








Score 


642 


R von 

i—J V./ llij 


6691 6888 


7005 


. .7766 








\J J- 1— ' O \_> X. _L. • 


( AR0?4 4 37 ) 


peroxidase 1 


[Scutellaria baicalensis] 




1 9483 








Seq. ID 


OJ990416 03.9A01.C4 


Gene No. 


40661 








Strand 


+ 


Start 


6631 








End 


7784 


Name 


OJ990416 03 


. 9A01 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




6739 _ 








End 


7784 












Score 


135 


R von q 


6739 6885 


6756 


.6884, 


6989. 


.7075, 6990.. 7076, 7071.. 7190, 




7091 7186 


7218 


.7409, 


7229. 


.7423, 7494. .7637, 7677. .7784 


Seq. No. 


19483 








Seq. ID 


OJ990416_03.9A01.C4 


Gene No. 


40661 








Strand 


+ 


Start 


6631 








End 


7784 


Name 


OJ990416 03 


. 9A01 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


67 SI ~~ 








End 


7424 


0,1 


none 








Score 


151 


R von <=i 


6751 6888 


6774 


.6887, 


6977. 


.7387, 6990.. 7388, 7374.. 7424 


l_J ~ ^ • LN W . 


•1 Q4 R ^ 








Seq. ID 


OJ990416_03. 9A01.C4 


Gene No. 


40661 








Strand 


+ 


Start 


6631 








End 


7784 


Name 


O.T9904 1 6 03 


. 9A01 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6751 _ 








End 


7409 


GI 


none 








Score 


104 


Rvon s 


6751 6888 


6759 


.6812, 


6855. 


.6887, 6989. .7189, 6990. .7190, 




7221 7409 


7235 


.7399 








Serr No 


194 83 








Seq. ID 


OJ990416_03. 9A01.C4 


Gene No. 


40661 








Strand 


+ 


Start 


6631 








End 


7784 


Name 


OJ990416 03 


. 9A01 


C4 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6751 ~ 








End 


7766 


GI 


none 








Score 


109 


Rvon*^ 


6751 6885 


6777 


. 6884, 


6990. 


.7079, 7055. .7186, 7056. .7190, 




7218 7409 


7419 


. 7766 










19483 








Seq. ID 


OJ990416 03.9A01.C4 


Gene No. 


40661 








Strand 


+ 


Start 


6631 








End 


7784 


Name 


OJ990416 03 


. 9A01 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7424 _ 








End 


7763 


GI 


none 








Score 


232 


Exons 


7424. .7588, 


7425, 


.7589, 


7586. 


.7630, 7590. .7634, 7634. .7762, 




7635. .7763 












Seq. No. 


19484 








Seq. ID 


OJ990416_03. 9A01.C5 


Gene No. 


40662 








Strand 


+ 


Start 


863 








End 


4432 


Name 


OJ990416 03 


. 9A01. 


C5.ol. 


np 


Method 


AAT/NAP 



19822 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



863 End . 4429 

6691205 Score 1199 

863. .946, 2939..4429 

(AC007508) F1K23.9 [Arabidopsis thaliana] 



19484 Seq. ID 

40662 Strand 

863 End 

OJ9904 16_03 . 9A01 .C5.ol.gs Method 

3149 End 

none Score 
3149. .4432 



OJ990416_03.9A01.C5 
+ 

4432 
GEN SCAN 
4432 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990416 03.9A01.C5 



19484 

40663 Strand + 

15928 End 16868 

OJ9904 1 6_03 . 9A01 . C5 . o3 . gs Method GENSCAN 

15928 End 16843 

none Score .54 

15928. .16120, 16601. .16643, 16674. .16843 



19484 
40663 
15928 

OJ9904 16^03. 9A01.C5.o3.gp 
16711 

53137_1.R1084 
16711. .16868 

'3746431 5.0e-88, (AF038585) 
isoform 1; PDK1 [Zea mays] 1 

19484 
40664 
4876 

OJ9904 16_03 . 9A01 .C5.ol.tc 

3107 

none 

3107.. 3244, 3380.. 3580, 3392. 
3650.. 3754, 3674.. 3958, 3728, 
3965. .4060 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990416_ 
+ 

16868 
AAT/GAP 
16868 
316 



03.9A01.C5 



pyruvate dehydrogenase kinase 



Seq. ID OJ990416_03.9A01.C5 
Strand 

End 15077 
Method TBLASTX: Cress 
End 4060 
Score 65 

.3619, 3407. .3562, 3614. .3946, 
.3958, 3751. .3948, 3818. .3946, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19484 
40664 
4876 

0 J9 904 1 6_03 . 9A0 1 . C5 . ol . tm 
3380 



End 

Method 
End 

none Score 
3380.. 3511, 3389.. 3547, 3419.. 3547, 3524.. 3592, 3620.. 3757, 
3641. .3733, 36S9..3949, 3662. .3946, 3674. .3949, 3796. .3945, 
3959. .4273, 3968. .4048, 4003. .4185, 4292. .4417 



Seq. ID OJ990416_03.9A01.C5 
Strand 

15077 

TBLASTX: Maize 
4417 
72 



Seq. No. 19484 Seq. ID 

Gene No. 40664 Strand 

Start 4876 End 

Name 0 J9904 1 6_03 . 9A0 1 . C5 . o2 . t s Method 

Start 3380 End 

GI none Score 



OJ990416_03.9A01.C5 
15077 

TBLASTX: Soybean 

3946 

102 



19823 




Rxon 

J_i jTl. \J 11 u 


3380 3568. 3656 


. 3946, 


3781 . 


. 3936 




Qprr No 


19484 






Seq. ID 


OJ990416_03.9A01.C5 


Gene No. 


40664 






Strand 




Start 


4876 






End 


15077 


Name 


OJ990416 03 9A01 


C5. ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3380 _ 






End 


4099 


GI 


none 






Score 


97 


F.xon ^ 

J— I \*J 11^ 


3380 3562, 3464 


. 3619, 


3620 . 


.3703, 3620.. 3946, 3634.. 3924, 




3968 4099. 3968 


. 4069 








Seq. No. 


19484 






Seq. ID 


OJ990416_03.9A01.C5 


Gene No. 


40664 






Strand 




Start 


4876 






End 


15077 


Name 


OJ990416 03 9A01 


C5 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3977 ~~ 






End 


4456 


GI 


none 






Score 


222 


Exons 


3977 . . 4273, 4292 . 


. 4456 








Seq. No. 


19484 






Seq. ID 


OJ990416_03.9A01.C5 


Gene No. 


40664 






Strand 




Start 


4876 






End 


15077 


Name 


OJ990416 03 9A01 


C5 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


4 064 _ 






End 


4420 


GI 


none 






Score 


128 




4064 4237 4268 


. 4420 








Seq . No . 


194 84 






Seq. ID 


OJ990416_03.9A01.C5 


ripnp* No 

UC11C 1.' v • 


40664 






Strand 




Start 


4876 






End 


15077 


Name 


OJ990416 03.9A01. 


C5.ol. 


gp 


Method 


AAT/GAP 


Start 


4731 






End 


5926 


GI 


12481 1.R1084 






Score 


971 


TT von ^ 


4731. .4992, 5369. 


.5443, 


5527. 


.5619, 5740. .5796, 5869. .5926 


QJ Dp «;rriD 


, 5733886/gb|AAD49774 .1IAC007932 22 2 . Oe 


-41 (AC007932) F11A17 




[Arabidopsis thaliana] 1 








Sea No 


19484 






Seq. ID 


OJ990416_03.9A01.C5 


npnp No 


40664 






Strand 




Start 


4876 






End 


15077 


Name 


OJ990416 03.9A01. 


C5.o2. 


gs 


Method 


GENSCAN 


Start 


4876 






End 


15077 


GI 


none 






Score 


.56 


l-l *V \*J 1 1 O 


4876.-4992, 5369. 


.5443, 


5527. 


.5619, 5740. .5796, 5869. .5948, 




6522.. 6625, 6841. 


. 6878, 


6959. 


.7052, 735 


8. .7450, 8507. .8627, 




9789.. 9855, 10017 


. .1018 


6, 10540. . 10646, 


12398. .12434, 




14993. .15077 










Qpn NO 


19484 






Seq. ID 


OJ990416_03.9A01.C5 


O CL 1 CJ ln ^ • 


40664 






Strand 




Start 


4876 






End 


15077 


Name 


OJ990416 03.9A01. 


C5.o2. 


np 


Method 


AAT/NAP 


Start 


4906 






End 


8583 


GI 


5733886 






Score 


671 


Exons 


4906.. 4992, 5369. 


.5443, 


5527. 


.5619, 5740. .5796, 5869. .5948, 




6522.. 6625, 6841. 


. 6878, 


6959. 


.7052, 735 


8. .7450, 8507. .8583 


GI Descrip. 


(AC007932) F11A17 


.20 [Arabidopsis thaliana] 



19824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19484 
40664 
4876 

OJ990416_03.9A01.C5.o3.ts 
4928 



OJ990416 03.9A01.C5 



none. 
4928. 
5527. 
7348. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4990, 4930.. 4995, 4930.. 4995, 5366.. 5446, 5367.. 5447, 
5622, 5534.. 5620, 5854.. 5952, 6843.. 6878, 6956.. 7051, 
7449, 7350.. 7451 



15077 

TBLASTX : Soybean 

7451 

76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19484 
40664 
4876 

OJ990416_03.9A01.C5.o2.tm 

4930 

none 

4930. .4995, 4931. .4993, 5366. 
5525.. 5614, 5526.. 5621, 5527. 
6840.. 6878, 6956.. 7051, 6966. 
7359.. 7454, 7360.. 7473, 8506. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 03.9A01.C5 



15077 

TBLASTX: Maize 
8590 
88 

5446, 5370.. 5501, 5525.. 5623, 
5622, 5740.. 5787, 6829.. 6879, 
7052, 6967. .7053, 7348. .7452, 
8586, 8507.. 8590 



Seq. No. 19484 
Gene No. 40664 
Start 4876 

Name OJ9904 16_03 . 9A01 . C5 . o2 . tc 

Start 5366 
GI none 

Exons 5366.. 5446, 5373.. 5462, 5524, 

5759. .5797, 5849. .5947, 5854, 
6829..6879, 6960.. 6998 



Seq. ID OJ990416_03.9A01.C5 
Strand 

End 15077 
Method TBLASTX : Cress . 
End 6998 
Score 89 

,5622, 5527.. 5622, 5534.. 5632, 
.5952, 5856.. 5954, 6559.. 6600, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19484 Seq. ID 

40664 Strand 

4876 End 

OJ9904 16_03 . 9A01 . C5 . o2 . gp Method 

6553 . End 

48318 1.R1084 Score 



OJ990416_03.9A01.C5 

15077 
AAT/GAP 
8778 
928 



6553. .6625, 6841. .6878, 6959. .7052, 7358 .. 74 50, . 8507 .. 8778 
, 5733886/gb|AAD49774.1|AC007932_22 2.0e-41 (AC007932) F11A17.20 
[Arabidopsis thaliana] 1 



Seq. No. 19484 

Gene No. 40664 

Start 4876 

Name OJ9904 16_03 . 9A01 . C5 . o3 . np 

Start 8800 

GI 5852093 

Exons, 8800.. 8822, 10509 .. 1064 6, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11961. .12026 



OJ990416_03.9A01.C5 

15077 
AAT/NAP 
12026 
109 



(AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 19485 Seq. ID 

Gene No. 40665 Strand 

Start 1 End 

Name OJ9904 16_03 . 9A01 . C6 . ol . gp Method 

Start 1 End 

GI 53137 1.R1084 Score 



OJ990416_03.9A01.C6 

+ • 

3866 
AAT/GAP 
2034 
1039 



19825 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..156, 1126. .1387, 1900. .2034 

'3746431 5.0e-88 (AF038585) pyruvate dehydrogenase kinase 
isoform 1; PDK1 [Zea mays] 1 



19485 
40665 
1 

OJ9904 16_03 . 9A01 . C6 . ol . np 
1 

3746431 



Seq. ID OJ990416_03.9A01.C6 

Strand + 

End 3866 

Method AAT/NAP 

End 3626 

Score 1398 



1..156, 1126.. 1387, 1900.. 2080, 2408.. 2555, 3103.. 3307, 
3571. .3626 

(AF038585) pyruvate dehydrogenase kinase isoform 1; PDK1 [Zea 
mays] 



19485 Seq. ID 

40665 Strand 

1 End 

OJ9904 16_03 . 9A01 . C6 . ol . gs Method 

10 End 

none Score 

10. .156, 1126. .1387, 1900. .2080, 2408. 
3571.. 3629 



OJ990416_03. 9A01.C6 
+ 

3866 
GENSCAN 
3629 
.91 

.2555, 3103.. 3307, 



Seq. No. 19485 

Gene No. 40665 

Start 1 

Name OJ990416_03 . 9A01 . C6 . o2 . gp 

Start 2424 

GI 24055_2.R1084 

Exons 2424.. 2555, 3103.. 3307, 

GI Descrip. 1 352294 6/gb | AAC34228 . 1 1 6.0e-28 
P450 [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3571. .3866 

(AC004411 



OJ990416_ 
+ 

3866 
AAT/GAP 
3866 
1185 



03.9A01.C6 



putative cytochrome 



Seq. No. 


19485 




Seq. ID 


OJ990416_03. 


9A01. 


C6 


Gene No. 


40666 




Strand 


+ 






Start 


6510 




End 


11103 






Name 


OJ990416 03 


.9A01.C6.o3.gs 


Method 


GENSCAN 






Start 


6510 




End 


11103 






GI 


none 




Score 


.77 






Exons 


6510. .6607, 


7278.-7546, 7669 


..10306, 


10402. .10486, 


11011 


.11103 


Seq. No. 


19485 




Seq. ID 


OJ990416_03. 


9A01. 


C6 


Gene No. 


40666 




Strand 


+ 






Start 


6510 




End 


11103 






Name 


OJ990416 03 


.9A01.C6.o2.np 


Method 


AAT/NAP 






Start 


7249 




End 


10609 






GI 


■ 6899930 




Score 


666 






Exons 


7249. .7546, 


7669.. 8040, 8494 


..8922, 9553.. 10306, 10 


402. . 


10609 


GI Descrip. 


(AL138651) ; 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


19485 




Seq. ID 


OJ990416_03. 


9A01-. 


C6 


Gene No. 


40666 




Strand 








Start 


6510 




End 


11103 






Name 


OJ990416 03 


. 9A01.C6.o3.np 


Method 


AAT/NAP 






Start 


7490 




End 


10609 






GI 


6899930 




Score 


539 







19826 




Exons 


7490. . 7546, 


7669. 


.8040, 8494. 


.8922, 9553.. 10306, 10402.. 10609 




(AL138651) 


putative protein [Arabidopsis thaliana] 


Seq. No. 


19485 






Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40666 






Strand 


+ 


Start 


6510 






End 


11103 


Name 


OJ990416 03 


.9A01. 


C6 . o4 . np 


Method 


AAT/NAP 


Start 


7585 ~~ 






End 


10609 


GI 


6899930 






Score 


483 


Exons 


7585 8040, 


8494. 


.8922, 9553. 


.10306, 


10402. .10609 


GI DescriD 


(AL138651) 


putative protein [Arabidopsis thaliana] 


Seq. No. 


19485 






Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40667 






Strand 




Start 


3831 






End 


4736 


Name 


OJ990416 03 


. 9A01. 


C6.o2.gs 


Method 


GENSCAN 


Start 


3831 ~ 






End 


4736 


GI 


none 






Score 


.42 


Exons 


3831 . . 3929, 


4053. 


.4170, 4390. 


.4736 




Seq. No. 


19485 






Seq. ID 


OJ990416_03.9A01.C6 


Gene No . 


40668 






Strand 




Start 


11795 






End 


12744 


Name 


OJ990416 03 


.9A01. 


C6.ol.tc 


'Method 


TBLASTX: Cress 


Start 


1 






End 


3632 


GI 


none 






Score 


214 


1—1 f \ V„/ 1 1 O 


1 . . 159, 3 . 


62, 126.. 158, 1114 


. .1293, 


1114. .1287, 1321. .1389, 




1323 1394 


1890. 


.2090, 1898. 


.2089, 2402.. 2563, 2403.. 2558, 




3097 3195 


3110. 


.3226, 3111. 


.3212, 3175.. 3309, 3210.. 3311, 




3570 3632 










Seq. No. 


19485 






Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 






Strand 




Start 


11795 






End 


12744 


Name 


OJ990416 03 


. 9A01. 


C6.o5. tm 


Method 


'TBLASTX : Maize 


Start 


1 ~ 






End 


1940 


GI 


- none 






Score 


238 


Exons 


1 . . 159, 2 . . 


40, 4. 


.84, 6. .158, 


1890. . 1940, 1898. .1939 


Sea. No. 


19485 






Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 






Strand 




Start 


11795 






End 


12744 


Name 


OJ990416 03 


. 9A01. 


C6.o2. ts 


Method 


TBLASTX: Soybean 


Start 


1 ~ 






End 


2092 


GI 


none 






Score 


200 


Exons 


1 . . 159, 1 . . 


84, 1114. .1293, 1122. .1286 


, 1190. .1297, 1301. .1381 




1323 . . 1394 , 


1327. 


.1389, 1327. 


.1398, 1 


890.. 2090, 1898.. 2092 


Seq. No. 


19485 






Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 






Strand 




Start 


11795 






End 


12744 


Name 


OJ990416 03 


. 9A01. 


C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


1078 






End 


3171 


GI 


none 






Score 


412 


Exons 


1078. .1110, 


1102. 


.1389, 1122. 


.1388, 1940.. 2083, 1941.. 2081, 




1952. .2083, 


2403. 


.2558, 2408. 


.2554, 3097. .3171, 3097. .3171 



19827 




Seq. No. 


19485 








Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03 


9A01 


. C6 . o5 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2387 ~~ 








End 


3623 


GI 


none 








Score 


213 


Exons 


2387 2563, 


2403 


. . 2558, 


3569. 


.3622, 3570.. 3623 


Seq. No. 


19485 








Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03 


9A01 


. C6 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3088 ~ 








End 


3294 


GI 


none 








Score 


335 


Exon <=» 

j_* \y 1 1 w 


3088 3294, 


3138 


. . 3293 








Spa No 


19485 








Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03 


9A01 


.C6.06. 


tm 


Method 


TBLASTX: Maize 


Start 


3171 ~~ 








End 


3813 


GI 


none 








Score 


234 


Exonq 


3171 3311. 


3172 


3309, 


3172 . 


.3318, 3173. .3331, 3569.. 3634, 




3570. 3701, 


3670 


. . 3726, 


3672 . 


.3725, 3766.-3789, 3769.. 3813 


k_> C ^ • 1NU ■ 


19485 








Seq. ID 


OJ990416_03.9A01.C6~ 




40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03 


9A01 


,C6.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7332 








End 


7865 


GI 


none 








Score 


77 


Exon <=; 

i—> *\ \S 1 1 


7332 7373. 


7333 


7383, 


7423 . 


.7497, 7453. .7551, 7455. .7574, 




7655 . . 7738 , 


7665 


. . 7757, 


7665 . 


.7751, 7721. .7861, 7758.. 7865, 




7765. .7860, 


7814 


. . 7864 








Seer No 


19485 








Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03 


9A01 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


7332 ~~ 








End 


7760 


GI 


none 








Score 


84 


Exon s 


7332 . . 7379, 


7333 


. .7383, 


7452 . 


.7547, 7456. .7551, 7655. .7738, 




7665 . .7760, 


7668 


. . 7760 








Seq. No. 


19485 








Seq. ID 


OJ990416_03.9A01.C6 


Gene No. 


40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03 


9A01 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7668 ~ 








End 


7910 


GI 


none 








Score 


203 


V von q 


7668 7910 












Seq. No. 


19485 








Seq. ID 


OJ990416_03. 9A01.C6 


Gene No. 


40668 








Strand 




Start 


11795 








End 


12744 


Name 


OJ990416 03. 


9A01 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


9984 








End 


10540 



19828 




C T 


none 






Score 


J. J. VJ 




Exons 


9984. . 


10145, 9992.. 


10141, 10122. .10223, 


1 0991 1 0*307 

lUtil . . IUjw / / 






10399. 


.10539, 10400 


1 0S4 0 










19485 






Seq. ID 


OJ990416_03.9A01 


. \^ D 


bene ino . 


40668 






Strand 






Start 


11795 






End 


12744 




Name 


OJ990416 03.9A01.C6 


. o2 . tm 


Method 


TBLASTX: Maize 




OLdl L 


10002 






End 


10558 






none 






Score 


129 




LAUilO 


10002. 


.10145, 10006 


1014 6, 


10007. . 10150, 10009. . 1014 6, 






10131. 


.10307, 10155 


10307 


10156. .10308, 10160. .10309, 






10392. 


.10535, 10399 


. .10533, 


10400. . 10540, 104 00. . 10558 




Seq. No. 


19485 






Seq. ID 


OJ990416_03.9A01 


.C6 


Gene No. 


40668 






Strand 






o Lai- L 


11795 






End 


12744 




Name 


OJ990416 03.9A01.C6 


o4 . qs 


Method 


GENSCAN 




o Lai L 


11795 






End 


12677 






none 






Score 


.64 




IT 1 \w t-» r- » 


11795. 


.12025, 12080 


1 9 4 4 ft 


12489. .12677 




o e cj . in o . 


19485 






Seq. ID 


OJ990416_03.9A01 


. CO 


Gene No. 


40668 






Strand 


- 




Start 


11795 






End 


12744 




Name 


OJ990416 03.9A01.C6 


■ \J *J . 1 IfcJ 


Method 


AAT/NAP 




Cf arf 


11801 






End 


12744 ■ 




PT 


5932541 




Score 


9^S 
c j j 




HiXOIlo 


11801. 


.12744 










ol UcoLiip, 


(AC0094 65) unknown 




[Arabidopsis 


thaliana] 




Cart K\r\ 

oecj. IN o . 


19485 






Seq. ID 


OJ990416J33.9A01 


. CO 


Gene No. 


40668 






Strand 






Start 


11795 






End 


12744 




Name 


OJ990416 03.9A01.C6 


o7 . tm 


Method 


TBLASTX: Maize 






11804 






End 


12020 






none 






Score 


52 






11804 . 


.11947, 11805 


1184 9, 


11840. .1187 


8, 11975. . 12019, 






11976. 


.12020 










Seq. No. 


19485 






Seq. ID 


OJ990416_03. 9A01 


.C6 


Gene No. 


40668 






Strand 






Cf p r~+- 

O Lai L 


11795 






End 


12744 




Name 


OJ990416 03.9A01.C6 


o3 . tm 


Method 


TBLASTX: Maize 




C -(- a v-4- 


12524 






End 


12698 




yj -L 


none 






Score 


152 




Exons 


12524. 


.12655, 12525 


. . 12698, 


12526. .1268 


4, 12639.. 12686 




Seq. No. 


19486 






Seq. ID 


OJ990416_03. 9A01 


.C7 


Gene No. 


40669 






Strand 


+ 




Start 


1461 






End 


3239 




Name 


OJ990416 03.9A01.C7 


. ol . gs 


Method 


GENSCAN 




Start 


1461 






End 


3239 




GI 


none 






Score 


.44 




Exons 


1461. . 


1891, 2614. .2706, 3143. .3239 






Seq. No. 


19486 






Seq. ID 


OJ990416_03. 9A01 


.C7 



19829 




Gene No. 


40670 


Strand 


+ 




Start 


3685 


End 


5014 






OJ990416 03 9A01 C7 ol no 


- Method 


AAT/NAP 






3685 _ 

J U O .J 


End 


4897 




\j x 


5051773 


Score 


311 




P von q 


3685 3780 4356 4897 








V3X UCOLl - L i J • 


fAT. 078637^ nnfflfi vp nrnt-pin 


[Arabidopsis thaliana] 






1 9486 


Seq. ID 


OJ990416_03. 


9A01 CI 


f2pnp No 


40670 


Strand 


+ 




Start 


3685 


End 


5014 




Name 


OJ990416 03.9A01.C7.ol.gp 


Method 


AAT/GAP 




o Lai u 


4 95Q 

*i «j z? 


End 


5014 




vjX 


99300 1 R 1 08 4 


Score 


1419 




Exons 


495Q ~ 501 4 

fi . . JU14 








vji ucoLiipt 


1 359994 5 /rth 1 AAP34 997 11 3 Op 


-28 (AC004411) putative 


y LULUi VJlllC 












Seq. No. 


19486 


OcL] . X U 


O.TQQ04 1 6 03 


9A01.C7 


Gene No. 


40670 


Strand 


+ ~~ 




OLal L 




End 


5014 




Name 


O.TQQ0416 03 9A01 P7 r»9 n<s 


Method 


GENSCAN 




OLol L 


4 39 Q ~~ 


End 


4910 




\J X 


none 


Score 


.99 




JjAUllO 


4 399 4 910 

'-i ~j Zt * • ^ Z/ J. \J 








Seq. No. 


19486 


Seq. ID 


OJ990416_03. 


9A01.C7 


Gene No. 


40671 


Strand 


+ 




Of- a r +- 
OL.Cl.LL. 


6998 


End 


8003 




Name 


O.TQQ041 6 03 QA01 CI o3 rrc; 


Method 


GENSCAN 




0 Ldl L 


6998 _ 
o c o 


End 


8003 




CJ 


none 


Score 


.97 






6998 8003 










19486 


Seq. ID 


OJ990416_03. 


9A01 . C7 


Gene No. 


40671 


Strand 


+ 




Start 


6228 


End 


.8003 




Name 


O.T99041 6 '03 9A01 P7 o9 nn 


Method 


AAT/NAP 




Of- a -rf- 


6309 ~ 


End 


8003 




riT 

\3 X 


691 1 88 5 


Score 


1912 






6309 8003 








OX UCoL-J — L^J . 


(AT. 138 6 5 5^ nnf^l" i vp rtTol - Pin 

^ nil J ) \J \J ~J } UULaLi VC kJX*w>L.C.Xli. 


[Arabidopsis thaliana] 




Seq. No. 


19486 


Seq. ID 


OJ990416_03. 


9A01.C7 


Gene No. 


40672 


Strand 


+ 




OLClI L 


13537 


End 


15194 






D.T99041 6 03 QA01 CI n5 rrq 


Method 


GENSCAN 




Cfa >-+- 
O Ldl L 


1 3537 _ 

X «J yj J / 


End 


13794 




\J X 


nnrip 

1 l<w>i iC 


Score 


.99 




Exons 


135 37 137 94 

iJJJ / . . X O / .7 ft 


s 






Seq. No. 


19486 


Seq. ID 


OJ990416J33. 


9A01.C7 


Gene No. 


40672 


Strand 


+ 




Start 


13537 


End 


15194 




Name 


OJ990416 03.9A01.C7.o4.np 


Method 


AAT/NAP 




Start 


13685 


End 


15194 




GI 


3522946 


Score 


236 





19830 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13685. .13807, 14971. .15194 

(AC004 411) putative cytochrome P4 50 [Arabidopsis thaliana] 



19486 
40672 
13537 

OJ9904 1 6_03 . 9A01 . C7 . o2 . gp 
13740 
4969144 
13740. .13807, 14971. .15194 

3522945/gb|AAC34227.1| 3.0e-28 (AC004411) putative cytochrome 
P450 [Arabidopsis thaliana] 



Seq. ID OJ990416_03.9A01.C7 

Strand + 

End 15194 

Method AAT/GAP 

End 15194 

Score 566 





Seq. No. 


19486 








Seq. ID 


OJ990416_03.9A01 


.C7 




fjpnp Mo 


40673 








Strand 








Start 


9079 








End 


13160 






Name 


OJ990416 03 


9A01 


, C7 . ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


4329 








End 


4472 






GI 


none 








Score 


218 






Exons 


4329 . .4472, 


4337 , 


. .4468 












Seq. No. 


19486 








Seq. ID 


OJ990416_03.9A01 


.C7 






40673 








Strand 






'J 


Start 


9079 








End 


13160 






Name 


OJ990416 03. 


9A01 . 


. C7 . o2 . 


tm 


Method 


TBLASTX: Maize 




3 


Start 


4343 








End 


4907 






GI 


none 








Score 


186 




Is 


Exons 


4343 . .4468, 


4356 , 


. . 4472, 


4511 . 


.4555, 4533. .4634, 4641. .4907 






4649. .4885 














. 5 


Seq. No. 


19486 








Seq. ID 


OJ990416_03. 9A01 


.C7 


t*i 


Gene No. 


40673 








Strand 








Start 


9079 








End 


13160 






Name 


OJ990416 03. 


9A01. 


>C7.o3. 


tc 


Method 


TBLASTX: Cress 




r b 


Start 


4356 








End 


4649 






GI 


none 








Score 


153 






Exons 


4356. . 4469, 


4379. 


. . 4468, 


4533 . 


. 4649 






-.1 


Seq. No. 


19486 








Seq. ID 


OJ990416_03. 9A01 


.C7 




Gene No. 


40673 








Strand 








Start 


9079 








End 


13160 






* Name 


OJ990416 03. 


9A01. 


,C7.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


6383 








End 


6611 






GI 


none 








Score 


383 






Exons 


6383. .6610, 


6384. 


. . 6611 












Seq. No. 


19486 








Seq. ID 


OJ990416_03. 9A01 


.C7 




Gene No. 


40673 








Strand . 








Start 


9079 








End 


13160 






Name 


OJ990416 03. 


9A01. 


,C7.o3. 


ts 


Method 


TBLASTX: Soybean 






Start 


6384 








End 


6602 






GI 


none 








Score 


336 






Exons 


6384. .6602, 


6392. 


, .6601 












Seq. No. 


19486 








Seq. ID 


OJ990416_03. 9A01 


• C7 




Gene No. 


40673 








Strand 








Start 


9079 








End 


13160 





19831 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19486 
40673 
9079 

OJ990416_03 . 9A01 . C7 . ol . tm 
6612 
none 



Method 
End 
Score 



OJ9904 1 6_03 . 9A01 . C7 . ol . tc 
6387 
none 

6387. .6917, 6392. .6754 

19486 
40673 
9079 

OJ990416_03 . 9A01 . C7 . ol . ts 
6602 
none 

6602. .7048, 6606. .7049, 6924. .7049 



End 

Method 
End 
Score 



TBLASTX: Cress 

6917 

833 



Seq. ID OJ990416_03. 9A01.C7 
Strand 

13160 

TBLASTX : Soybean 
7049 
653 



Seq. ID OJ990416_03.9A01.C7 
Strand 

13160 

TBLASTX: Maize 
7778 
1427 



End 

Method 
End 
Score 

6612. .7535, 6612. .6683, 6617. .7531, 7352. .7660, 7420. .7584, 
7689. .7778 



Seq. No. 19486 

Gene No. 40673 

Start 9079 

Name OJ990416J33 . 9A01 . C7 . o4 . ts 

Start 7049 

GI none 

Exons 7049.. 7198, 7050.. 7199 



Seq. ID OJ990416_03. 9A01.C7 
Strand 

End 13160 

Method TBLASTX : Soybean 

End 7199 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19486 
40673 
9079 

OJ990416_03. 9A01 .C7 .o4 .tc 

7113 

none 



Seq. ID OJ990416_03.9A01.C7 
Strand 

End 13160 

Method TBLASTX : Cress 

End 7310 

Score 193 



7113. .7298, 7128. .7310, 7157. .7300 



19486 
40673 
9079 

OJ990416_03. 9A01.C7 .o2.ts 

7251 

none 



Seq. ID OJ990416_03.9A01.C7 
Strand 

End 13160 

Method TBLASTX : Soybean 

End 7580 

Score 417 



7251. .7535, 7253. .7531, 7352. .7561, 7458. .7580 



19486 
40673 
9079 

OJ990416_03. 9A01 .C7 .o4 . gs 

9079 

none 



Seq. ID OJ990416_03.9A01.C7 
Strand 

End 13160 

Method GENSCAN 

End 13160 

Score .59 



907 9. . 927 0, 9851 . . 1007 9, 11444. .11671, 12122 .. 12168, 
12250. .12308, 12571. .127 42, 12753. .13160 



Seq. No. 
Gene No. 



19486 
40673 



Seq. ID OJ990416_03.9A01.C7 
Strand 



19832 




Start 


9079 




End 


13160 




Name 


OJ990416 03 


9A01 C7 o2 tw 


Method 


TBLASTX: Wheat 




Start 


9633 _ 




End 


12984 




GI 


none 




Score 


94 




E von s 


9633 9719. 


9645 9719. 9842 


.9925, 9855.. 9926, 12907.. 


12984 


Seq. No. 


19486 




Seq. ID 


OJ990416_03. 9A01 


. C7 


Gene No. 


40673 




Strand 






Start 


9079 




End 


13160 




Name 


OJ990416 03 


. 9A01.C7.o3.np 


Method 


AAT/NAP 




Start 


9639 




End 


9931 




GI 


4039153 




Score 


183 




Exons 


9639. .9719, 


9851. .9931 








GI Descrip. 


(AF104221) 


low temperature and salt responsive protein 


LTI6A 



[Arabidopsis thaliana] gi | 4325217 | gb | AAD17302 | (AF122005) 
hydrophobic protein [Arabidopsis thaliana] 

gi| 6714401|gb|AAF26090.1|AC012393_16 (AC012393) low temperature 
and salt responsive protein LTI6A [Arabidopsis thaliana] 



Qprr No 


19486 


Seq. ID 


OJ990416_03. 9A01 


.C7 




40673 


Strand 






Start 


9079 


End 


13160 




Name 


OJ990416 03 9A01 C7 o5 tm 


Method 


TBLASTX: Maize 




Start 


9640 _ 


End 


9926 




GI 


none 


Score 


85 




Exons 


9640. .9714, 9645. .9719, 9651 


..9749, 9825. .9926, 9842. .9925 


Sea. No 


19486 


Seq. ID 


OJ990416_03.9A01 


.01 


Cpnp No 


40673 


Strand 






Start 


907 9 


End 


13160 




Name 


OJ990416 03 9A01 C7 o5 tc 


Method 


TBLASTX: Cress 






Z> \J *i J 


End 


9926 




GI 


none 


Score 


81 




Exons 


9645. .9719, 9842. .9925, 9849 


. .9926 






Seq. No. 


19486 


Seq. ID 


. OJ990416_03.9A01 


.CI 


Gene No. 


40674 


Strand 






Start 


13684 


End 


15232 




Name 


OJ990416 03. 9A01.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


13684 


End 


15209 




GI 


none 


Score 


42 




Exons 


13684. .13719, 13702 .. 13806, 


14945. . 15190, 14949. .15197, 






14976. .15209, 14977. .15198 








Seq. No. 


19486 


Seq. ID 


OJ990416_03. 9A01 


.C7 


Gene No. 


40674 


Strand 






Start 


13684 


End 


15232 




Name 


OJ990416 03. 9A01.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


14967 


End 


15232 




GI 


none 


Score 


134 




Exons 


14 967. .15110, 15110. .15232, 


15111. . 15197 




Seq. No. 


19487 


Seq. ID 


OJ990416_03.9A01 


.C8 


Gene No. 


40675 


Strand 


+ 




Start 


1 


End 


1781 




Name 


OJ990416 03. 9A01.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1778 





19833 






GI 


3522946 


Score 


1050 




Pvnn «! 


1..311, 449. .699, 785. .1163, 


1350. .1778 




QT Dpscrit) 


(AC004411) putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


19487 


Seq. ID 


OJ990416_03.9A01.C8 




Qej^e jsio . 


40675 


Strand 


+ 




Start 


1 


End 


1781 




Name 


OJ990416 03.9A01.C8.ol.gp 


Method 


AAT/GAP 




Start 


83 


End 


548 




GI 


4969144 


Score 


567 




F.xon s 

l_j *\ \J 1 £ o 


83. .311, 449.-548 










3522945/gb|AAC34227.1| 3.0e- 


28 (AC004411) putative cytochrome 






P450 [Arabidopsis thaliana] 








Seq. No. 


19487 


Seq. ID 


OJ990416_03. 9A01.C8 




Gene No. 


40675 


Strand 


+ 




Start 


1 


End 


1781 




Name 


OJ990416 03. 9A01.C8.ol.gs 


Method 


GENSCAN 




Start 


120 


End 


1781 




GI 


none 


Score 


.97 




L-i £\. \-S I 1 


120. .311, 449. .699, 785. .1163, 1350..: 


1781 




Qpo No 


19487 


. Seq. ID 


OJ990416_03.9A01.C8 




Gene No. ' 


40676 


Strand 


+ 




Start 


4901 " ' ' 


End 


7241 




Name 


OJ990416 03.9A01.C8.o2.np 


Method 


AAT/NAP 


= 


Start 


4892 


End 


7238 




GI 


3522946 


Score 


1143 


'« J 


P von 


4892. .5177, 5366. .5589, 5910 


..6160, 6280. .6658, 6810. .7238 






(AC004411) putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


19487 


Seq. ID 


OJ990416_03. 9A01.C8 




Gene No. 


40676 


Strand 


+ 




Start 


4901 


End 


7241 


! :=? 

i 


Name 


OJ990416 03.9A01.C8.o3.gs 


Method 


GENSCAN 




Start 


4901 


End 


7241 




GI 


none 


Score 


.81 


I-, 


R von ^ 


4901. .5140, 5509. .5589, 5910 


..6160, 6869. .7241 


□ 


Seq. No. 


. 19487 


Seq. ID 


OJ990416J33. 9A01.C8 




Gene No . 


40676 


Strand 


+ 




Start 


4901 


End 


7241 




Name 


OJ990416 03.9A01.C8.o3.gp 


Method 


AAT/GAP 




Start 


4959 


End 


6373 




GI 


57994 1.R1084 


Score 


1411 




R von 


4959. .5177, 5366. .5589, 5910 


..6160, 6280. .6373 




GT Dp qprin 

\J -A- J V-j- J- -L. . 


, 3522945/gb|AAC34227.1| 1 . Oe 


-24 (AC004411) putative cytochrome 






P450 [Arabidopsis thaliana] 1 










19487 


Seq. ID 


OJ990416_03. 9A01.C8 




Gene No. 


40677 


Strand 


+ 




Start 


8094 


End 


8366 




Name 


OJ990416 03.9A01.C8.o4.gs 


Method 


GENSCAN 




Start 


8094 


End 


8366 




GI 


none 


Score 


1 




Exons 


8094 . .8366 







19834 



Seq. No. 19487 Seq. ID OJ9904 16_03 . 9A01 . C8 

Gene No. 40678 Strand 

Start 958 - End 1683 

Name OJ990416_03 . 9A01 . C8 . o2 . gp Method AAT/GAP 

Start 958 End 1683 

GI 2312113 Score 720 

Exons 958.. 1106, 1450.. 1683 

GI Descrip. 352294 6/gb | AAC34228 . 1 | 6.0e-28 (AC004411) putative cytochrome 
P450 [Arabidopsis thaliana] 



Seq. No. 19487 

Gene No. 40679 

Start 8977 

Name OJ9904 1 6_03 . 9A01 . C8 . o2 . tm 

Start 62 

GI none 
Exons 



Seq. ID OJ990416J33.9A01.C8 
Strand 

End 9146 

Method TBLASTX : Mai ze 

End 5993 

Score 320 



62. .307, 66. .314, 93. .326, 94. .315, 446. .499, 5126. .5194, 
5348. .5578, 5361. .5594, 5362. .5595, 5889. .5993 



Seq. No. 19487 
Gene No. 40679 
Start 8977 

Name OJ9904 1 6_03 . 9A01 . C8 . o3 . tc 

Start 84 
GI none 

Exons 84. .227, 227. .349, 228. .314, 

4982. .5161, 5356. .5484, 5518. 
6017. .6109 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990416 03.9A01.C8 



9146 

TBLASTX: Cress 
6113 
134 

530. .652, 556. .648, 4973. .5155, 
.5580, 5533.. 5595, 5961.. 6113, 



Seq. No. 19487 

Gene No. 40679 

Start 8977 

Name OJ9904 1 6_03 . 9A01 . C8 . ol . ts 

Start 210 

GI none 
Exons 



Seq. ID OJ990416_03.9A01.C8 
Strand 

End 9146 

Method TBLASTX : Soybean 

End 7232 

Score 96 



210. .314, 518. .646, 981. .1166, 990. .1172, 1350. .1772, 
1415. .1747, 5365. .5445, 5536. .5598, 5979. .6128, 6476. .6655, 
6485. .6637, :6810..7232, 6945. .7031, 6953. .7207 



Seq. No. 19487 

Gene No. 4 067 9 

Start 8977 

Name OJ9904 16_03 . 9A01 . C8 . o2 . tw 

Start 219 

GI none 
Exons 



Seq. ID OJ990416_03.9A01.C8 
Strand 

9146 

TBLASTX: Wheat 
6163 
111 



End 

Method 
End 
Score 

219. .314, 224. .307, 509. .700, 535. .702, 783. .839, 5533. .5595, 
5541. .5594, 5947. .6000, 5961. .6161, 5979. .6158, 6017. .6163, 
6041. . 6163 



Seq. No. 19487 

Gene No. 40679 

Start 8977 

Name O J9904 1 6_03 . 9A0 1 . C8 . ol . tm 

Start 550 

GI none 

Exons 550. .702, 551. .700, 783. .890, 



Seq. ID OJ990416_03.9A01.C8 
Strand 
End 

Method 
End 
Score 
891. .965, 



9146 

TBLASTX: Maize 
7236 
108 

978. .1055, 1059. .1166, 



1059. .1172, 1347. .1775, 1347. .1427, 1397. .1774, 6003. .6155, 



19835 



6009.. 6155, 6011.. 6163, 6274.. 6357, 6274.. 6366, 6287.. 6385, 
6366.. 6428, 6386.. 6460, 6473.. 6550, 6490.. 6558, 6553.. 6627, 
6554.. 6658, 6807.. 7235, 6809.. 7234, 6943.-7236 



Seq. No. 19487 Seq. ID 

Gene No. 40679 Strand 

Start 8977 End 

Name OJ9904 1 6_03 . 9A01 . C8 . o2 . tc Method 

Start 783 End 

GI none Score 
Exons 



OJ990416_03.9A01.C8 
9146 

TBLASTX: Cress 

6655 

85 



783. .896, 887. .940, 888. .953, 957. .1121, 975. .1127, 1116. .1160, 
6374.. 6448, 6449.. 6622, 6490. .6621, 6611.. 6655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19487 Seq. ID 

40679 Strand 
8977 End 
OJ990416_03. 9A01.C8 .ol.tw Method 
873 ' End 

none Score 
873. .929, 957. .1115, 966. .1115, 1130.. 
6383.. 6430, 6411.. 6593, 6438. .6581, 6439 
6452. .6592, 6490. . 6615 



OJ990416_03.9A01.C8 
9146 

TBLASTX: Wheat 
6616 
66 

1186, 6383.. 6430, 

6597, 6452.. 6616, 



Seq. No. 19487 

Gene No. 40679 

Start 8977 

Name OJ9904 16_03 . 9A01 . C8 . ol . tc 

Start 1356 

GI none 

Exons 1356.. 1751, 1356.. 1550, 1415. 
6881. .7210 



OJ990416_03.9A01.C8 
9146 

TBLASTX: Cress 

7211 

407 



Seq*. ID 
Strand 
End 

Method 
End 
Score 

.1720, 6754.. 6795, 6816.. 7211, 



Seq. No. 19487 Seq. ID 

Gene No. 40679 Strand 

Start 8977 End 

Name OJ9904 16_03 . 9A01 . C8 . o5 . gs Method 

Start 8977 End 

GI none Score 

Exons 8977. .914 6 



OJ990416_03.9A01.C8 

9146 
GENSCAN 
9146 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19488 Seq. ID OJ990416_03.9A01.C12 

40680 Strand 

104 End 611 

OJ990416_03. 9A01.C12.ol.np Method AAT/NAP 

104 End 611 

3522946 Score 417 

104.. 611 

(AC004411) putative cytochrome P450 [Arabidopsis thaliana] 



19488 Seq. ID 

40680 Strand 

104 End 
OJ990416_03 . 9A01 . C12 . ol . tm Method 

106 End 

none Score 

106. .399, 107. .535, 108. .533 



OJ990416_03.9A01.C12 
611 

TBLASTX: Maize 

535 

151 



19836 



Seq. No. 


19488 




Seq. ID 


OJ990416_03. 9A01 


.C12 


Gene No. 


40680 




Strand 






Start 


104 




End 


611 




Name 


OJ990416 03.9A01.C12 


-ol.ts 


Method 


TBLASTX : Soybean 




Start 


110 ~ 




End 


532 




GI 


none 




Score 


124 




Exons 


110. . 532, 135 . . 389, 


311. .397 






Seq. No. 


19488 




Seq. ID 


OJ990416_03. 9A01 


.C12 


Gene No. 


40680 




Strand 






Start 


104 




End 


611 




Name 


OJ990416 03.9A01.C12 


.ol. tc 


Method 


TBLASTX : Cress 




Start 


131 ~~ 




End 


526 




GI 


none 




Score 


174 




Exons 


131. .526, 132. .461 










Seq. No. 


19489 




Seq. ID 


OJ990416 03 9A01 


. C13 


Gene No . 


40681 




Strand 


+ — 




Start 


1 




End 


770 




Name 


OJ990416 03.9A01.C13 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


433 




GI 


48318 1.R1084 




Score 


218 




Exons 


1..27, 108. .145, 361 


. .433 








GI Descrip. 


, 5733886/gb|AAD49774 


. 1IAC007932 22 2.0e-41 (AC007932) F11A17 




[Arabidopsis thaliana] ' 








Seq. No. 


19489 




Seq. ID 


OJ990416_03. 9A01 




Gene No. 


40681 




Strand 


+ 




Start 


1 




End 


770 




Name 


OJ990416 03.9A01.C13 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


770 




GI 


3668086 




Score 


60 




Exons 


1..27, 108. .145, 361 


. .467, 


703. .770 






GI Descrip. 


(AC004 667) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


19489 




Seq. ID 


OJ990416_03.9A01 


.C13 


Gene No. 


40681 




Strand 


+ 




Start 


1 




End • 


770 




Name 


OJ990416 03.9A01.C13 


. ol . gs 


Method 


GENSCAN 




Start 


361 




End 


464 




GI 


none 




Score 


.49 




Exons 


361. .464 










Seq. No. 


19490 




Seq. ID 


OJ990416_03.9A01 


.C18 


Gene No. 


40682 




Strand 


+ 




Start 


1 




End 


53 




Name 


OJ990416 03.9A01.C18 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




. End 


53 




GI 


none 




Score 


83 




Exons 


1. .53 










Seq. No. 


19491 




Seq. ID 


OJ990416 03.9A01 


.C19 


Gene No. 


40683 




Strand 


+ 




Start 


115 




End 


218 




Name 


OJ990416 03.9A01.C19 


.ol.gp 


Method 


AAT/GAP 




Start 


115 




End 


187 




GI 


48318 1.R1084 




Score 


105 





19837 




Exons 115.. 187 

GI Descrip. 1 5733886/gb | AAD49774 . 1 | AC007932_22 2.0e-41 (AC007932) F11A17.20 
[Arabidopsis thaliana] 1 



Seq. No. 


19491 




Seq. ID 


OJ990416 03.9A01 


.C19 


Gene No. 


40683 




Strand 


+ 




Start 


115 




End 


218 




Name 


OJ990416 03.9A01.C19.ol.gs 


Method 


GENSCAN 




Start 


115 




End 


218 




GI 


none 




Score 


.44 




Exons 


115. .218 










Seq. No. 


19492 




Seq. ID 


OJ990706_08.9A01 


.CI 


Gene No. 


40684 




Strand 






Start 


1 




End 


378 




Name 


OJ990706 08.9A01.C1. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


231 




GI 


2160179 




Score 


126 




Exons 


1. .231 










GI Descrip. 


(AC000132) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


19492 




Seq. ID 


OJ990706_08.9A01 


.CI 


Genp Mo 


40684 




Strand 


— 




Start 


1 




End 


378 




Name 


OJ990706 08.9A01.C1. 


ol . gs 


Method 


GENSCAN 




Start 


68 




End 


378 




GI 


none 




S core 


. 77 




Exons 


68. .189, 307. .378 










Seq. No. 


19493 




Seq. ID 


OJ990706_08.9A01 


.C3 


Gene No . 


40685 




Strand 


+ 




Start 


313 




End 


783 




Name 


OJ990706 08.9A01.C3. 


ol . gs 


Method 


GENSCAN 




Start 


313 




End 


783 




GI 


none 




Score 


. 67 




Exons 


313. .783 










Seq. No. 


19493 




Seq. ID 


OJ990706_08. 9A01 


.C3 


Gene No . 


40685 




Strand 


+ 




Start 


313 




End 


783 




Name 


OJ990706 08.9A01.C3. 


ol . gp 


Method 


AAT/GAP 




Start 


352 




••End 


710 




GI 


none 




Score 


697 




Exons 


352. .710 










Sea No 


19493 




Seq. ID 


OJ990706_08.9A01 


.C3 


o cue i n w • 


40686 




Strand 


+ 




Start 


2794 




End 


2997 




Name 


OJ990706 08.9A01.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


431 




End 


967 




GI 


none 




Score 


205 




Exons 


431. .478, 526. .693, 


529. .693, 


531. .731, 


567. .731, 733.. 


966, 




749. . 967 










Seq. No. 


19493 




Seq. ID 


OJ990706_08.9A01 


.C3 


Gene No. 


40686 




Strand 


+ 




Start 


2794 




End 


2997 





19838 




Name 


OJ990706 08.9A01.C3 


. o2 . CfD 


Method 


AAT/GAP 








Start 


2794 ~~ 




End 


2997 








GI 


none 




Score 


335 








Exons 


2794 . .2997 














Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08. 


. 9A01 


.C4 


Gene No. 


40687 




• Strand 


+ 








Start 


112 




End 


843 








Name 


OJ990706 08.9A01.C4 


. ol . gs 


Method 


GENSCAN 








Start 


112 ~~ 




End 


843 








GI 


none 




Score 


. 64 








Exons 


112. .213, 703. .843 














Seq. No. 


19494 




Seq. ID 


OJ990706 


08 . 


. 9A01 


.C4 


Gene No. 


40688 




Strand 


+ 








Start 


1268 




End 


3601 








Name 


OJ990706 08.9A01.C4 


. ol . np 


Method 


AAT/NAP 








Start 


1262 




End 


3589 








GI 


4455347 




Score 


189 








Exons 


1262. .1846, 2624. .2701, 3494 


. .3589 










GI Descrip. 


(AL035522) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08. 


. 9A01 


.C4 


Gene No. 


40688 




Strand 


+ 








Start 


1268 




End 


3601 








Name 


OJ990706 08.9A01.C4 


. o2.gs 




VJJI-i LV O r\L\ 








Start 


1268 




End 


3601 








GI 


none 




Score 


.6 








Exons 


1268. .1873, 2349. .2425, 2803 


. .3601 










Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08. 


. 9A01 


.C4 


Gene No. 


40689 




Strand 


+ 








Start 


10278 




End 


11569 








Name 


OJ990706 08.9A01.C4 


. o4 . gs 


Method 


GENSCAN 








Start 


10278 




End 


11569 








GI 


none 




Score 


.46 








Exons 


10278. .10874, 11429 


. .11569 












Seq. No. 


19494 




Seq. ID 


OJ990706 


08, 


. 9A01 


.C4 


Gene No. 


40689 




Strand 


+ 








Start 


10278 




End 


11569 








Name 


OJ990706 08.9A01.C4 


.ol.gp 


Method 


AAT/GAP 








Start 


10447 




End 


10861 








GI 


none 




Score 


754 








Exons 


10447. . 10861 














Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08. 


, 9A01 


.C4 


Gene No. 


40690 




Strand 


+ 








Start 


12005 




End 


13266 








Name 


OJ990706 08.9A01.C4 


. o5 . gs 


Method 


GENSCAN 








Start 


12005 




End 


13266 








GI 


none 




Score 


.7 








Exons 


12005. . 12610, 13126 


. . 13266 












Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08. 


, 9A01 


.C4 


Gene No. 


40691 




Strand 


+ 








Start 


13608 




End 


14312 









19839 



Name 

Start 

GI 

Exons 



OJ990706_08 . 9A01 . C4 . 06 . gs Method GENSCAN 

13608 End 14312 

none Score .59 
13608. . 14312 



Seq. No. 19494 Seq. ID 

Gene No. 40691 Strand 

Start 13608 End 

Name OJ990706_08 . 9A01 . C4 . o2 ..gp Method 

Start 13647 End 

GI none Score 

Exons 13647. .14005 



OJ990706_08.9A01.C4 
+ 

14312 
AAT/GAP 
14005 
649 



Seq. No. 19494 Seq. ID 

Gene No. 40692 Strand 

Start 17267 End 

Name OJ990706_08 . 9A01 . C4 . 08 . gs Method 

Start 17267 End 

GI none Score 

Exons 17267. .17992 



OJ990706_08.9A01.C4 
+ 

17992 
GENSCAN 
17992 
1 



Seq. No. 19494 Seq. ID 

Gene No. 40693 Strand 

Start 19259 End 

Name OJ990706_08 . 9A01 . C4 . o9 . gs Method 

Start 19259 End 

GI none Score 

Exons 19259. . 19990 



OJ990706JD8.9A01.C4 
+ 

19990 
GENSCAN 
19990 
.66 



Seq. No. 19494 Seq. ID 

Gene No. 40694 • Strand 

Start 21311 End 

Name OJ990706_08 . 9A01 . C4 . olO . gs Method 

Start 21311 End 

GI none Score 

Exons 21311. .21919 



OJ990706_08.9A01.C4 
+ 

21919 
GENSCAN 
21919 
.99 



Seq. No. 19494 ■ Seq. ID 

Gene No. 40695 Strand 

Start 24975 End 

Name OJ990706_08 . 9A01 . C4 . oil . gs Method 

Start 24975 End 

GI none Score 

Exons 24975. .25682 



OJ990706_08.9A01.C4 
+ 

25682 
GENSCAN 
25682 
.78 



Seq. No. 19494 Seq. ID 

Gene No. 40696 Strand 

Start 26735 End 

Name OJ990706_08 . 9A01 . C4 . ol2 . gs Method 

Start 26735 End 

GI none Score 

Exons 26735. .27442 



OJ990706_08..9A01.C4 
+ 

27442 
GENSCAN 
27442 
.64 



Seq. No. 19494 Seq. ID 

Gene No. 40697 Strand 

Start 28464 End 

Name OJ990706_08 . 9A01 . C4 . ol3 . gs Method 



OJ990706_08.9A01.C4 
+ 

29168 
GENSCAN 



19840 



C-J- a t- +- 
btdlt 


9ft4 £4 




ijnQ 


OQ1 (TO 


P T 


none 




Score 


ft A 


V T"\ C 


28464 . . 


29168 






C £i rr M /-\ 
064 • LNO • 


19494 






UU !?3U / UD 




40698 




Strand 




Start 


30087 




End 


30791 


Name 


OJ990706 08.9A01.C4.o3.gp 


Method 


AAT/GAP 




30023 




End 


"304 4 4 

O VJ 4 *I *3 


P T 


LIB3434 


-033-P1-K1-C5 


Score 


OlD 


Exons 


30023. . 


30444 






ui. uescrip. 


, 5102759/emb|AJ131096. 1| PAB131096 1 . Oe 


±4 riced 




microsatellite RNA, clone 


pnnpo 1 
ErrVrluZ 




Seq. No. 


19494 




Con T n 


OJ990706 


Gene No. 


40698 




Qf rnnH 


+ 




30087 




PnH 


^07 Q1 


Name 


OJ990706 08.9A01.C4.ol4.gs 


L v je tnoa 




0 tar u 


30087 




End 


qH7 Q1 


PT 


none 




Score 


. yo 


Exons 


30087. . 


30791 






Seq. No. 


19494 




c pn T n 
ocq. 1U 


OJ990706 


Gene No. 


40699 




C +- r-a nH 
0 T_ IdllU 


+ 




33723 




PnH 


O 4 4 O y 


Name 


OJ990706 08.9A01.C4.ol6.gs 






Of -1 yf 
OLdlL 


33723 




End 


Oyl yl Oft 

oh h 0 y 


p t 


none 




Score 


. 0 y 


IT 1 v /~\ T^t 0 


33723. . 


34439 






Seq. No. 


19494 




q pn T n 

OtSLj . J. Lf 


OJ990706 


Gene No. 


40700 




C-j- r -a nH 


+ 


O Lai. L 


35700 




FnH 




Name 


OJ990706 08.9A01.C4.ol7.gs 


L J C L, 1 1 H 






35700 




End 


O (T / O O 


PT 


none 




Score 


^7 


Exons 


35700. . 


36428 






Seq. No. 


19494 




oeq . 1 U 


OJ990706 


Gene No. 


40701 




Strand 


+ 


oldlL 


37643 




End 


^ft ^7 A 
000/4 


Name 


OJ990706 08.9A01.C4.ol8.gs 


Method 




Cf a 

O Lai L 


37643 




End 


00-074 




none 




Score 


. yo 


Exons 


37643. . 


38374 






Seq. No. 


19494 




Seq. ID 


OJ990706 


Gene No. 


40702 




Strand 


+ 


OLaiL 


39255 




End 


0 y y dz 


Name 


OJ990706 08.9A01.C4.ol9.gs 


Method 




otart 


39255 




End 


oy y 


GI 


none 




Score 


.69 


Exons 


39255. . 


39962 






Seq. No. 


19494 




Seq. ID 


OJ990706_ 


Gene No. 


40703 




Strand 




Start 


47152 




End 


49962 



19841 



Name 


OJ990706 08.9A01.C4. 


oil . np 


Method 


AAT/NAP 






Start 


47152 




End 


49962 






GI 


6573710 




Score 


635 






l—i *\ \*J i 1 ±D 


47152 47199 47274 


.47357, 


47509. .47664, 47714. 


. 47864 , 






48302 48539 48720 


.48847, 


48956. .49032, 49465. 


. 4 954 6, 






49629 49674, 49764 


.49962 










VJJ J_ W O \_r J_ XU • 


(ACOO'9978) T23E18 15 


[Arabidopsis thaliana] 






Sea No 


19494 




Seq. ID 


OJ990706_ 


08 9A01 


. C4 


fzpnp No 


40704 




Strand 


+ 






Start 


50088 




End 


50779 






Name 


OJ990706 08.9A01.C4. 


o9.gp 


Method 


AAT/GAP 






Start 


49488 




End 


50539 






GI 


LIB34 32-008-P1-K1-D11 


Score 


746 






Pvnne 

J_J V,/ 11^ 


49488. .49546, 49764 . 


.49834, 


49912. .49985, 50070. 


.50128, 






50251. .50312, 50416. 


.50539 










VJ ^ L-/ ^ t^J ^ .L kw/ * 


, 4539347/emb|CAB37495. 1| 2. 


0e-45 (AL035539) putative growth 




regulator protein [Arabidopsis thaliana] 1 






Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08.9A01 


■ v_,f± 


Gene No. 


40704 




Strand 


+ 






Start 


50088 




End 


50779 






Name 


OJ990706 08.9A01.C4. 


o21 . gs 


Method 


GENSCAN 






Start 


50088 




End 


50779 






GI 


none 




Score 


.68 








50088. .50128, 50261. 


.50343, 


50392. .50482, 50614. 


.50779 




Qprr NJrj 

O C • L' W • 


19494 




Seq. ID 


OJ990706_ 


08. 9A01 




flpnp Mn 


40705 




Strand 


+ 






Start 


51327 




End 


55979 






Name 


OJ990706 08.9A01.C4. 


ol2.np 


Method 


AAT/NAP 






Start 


51327 




End 


55976 






GI 


6554491 




Score 


1441 






Exons 


51327. .51429, 52818. 


. 52886, 


53057. .53133, 53355. 


.53443, 






53540. .53723, 53978. 


.54159, 


54872. .54974, 55069. 


.55400, 






55487. .55753, 55790. 


. 55976 










GI Dp <;rri n 


(AC012394) putative 


auxin- independent 


growth promoter 






[Arabidopsis thaliana] 










Sea. No. 


19494 




Seq. ID 


OJ990706_ 


08.9A01 


.C4 


Gene No. 


40705 




Strand 


+ 






Start 


51327 




End 


55979 






Name 


OJ990706 08.9A01.C4. 


o22.gs 


Method 


GENSCAN 






Start 


51965 




End 


55979 






GI 


none 




Score 


.71 






Exons 


51965. .52150, 52236. 


.52304, 


53355. .53443, 53540. 


.53723, 






53978. .54159, 54872. 


.54974, 


55069. .55400, 55487. 


.55979 




Qpn No 


19494 




Seq. ID 


OJ990706_ 


08.9A01 


.C4- 


Gene No. 


40705 




Stxand 


+ 






Start 


51327 




End 


55979 






Name 


OJ990706 08. 9A01.C4. 


oil . gp 


Method 


AAT/GAP 






Start 


54002 




End 


55187 






GI 


426588 




Score 


693 






Exons 


54002. .54159, 54872. 


.54974, 


55069. .551 


87 






GI Descrip. 


4 53934 7/embl CAB37 4 95 


.11 2.0e-45 (AL035539) putative growth 



regulator protein [Arabidopsis thaliana] 



19842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19494 Seq. ID 

40706 Strand 
4 34 4 End 
OJ990706_08 . 9A01 . C4 . o3 . gs Method 
4 34 4 End 
none Score 

4344. .4436, 4552. .4722, 4737. .4827, 

7022.. 7217, 7465.-7853, 8086. 



OJ990706 08.9A01.C4 



8763 
GENSCAN 
8763 
.4 

5214. .5341, 



.8168, 8404. .8509, 



6433. 
8635. 



. 6651, 
,8763 



19494 Seq. ID 

40706 Strand 

4 34 4 End 

OJ990706_08.9A01.C4 .o2.np Method 

6091 End 

5803254 Score 



OJ990706_08.9A01.C4 

8763 
AAT/NAP 
7820 
748 



6091. .6270, 6462. .6651, 6759. .6914, 7022. .7820 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106J , 
AU07.8031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



19494 
40707 
15010 

OJ990706JD8 . 9A01 . C4 . o7 . gs 

15010 

none 



Seq. ID OJ990706_08.9A01.C4 
Strand 

End 16999 

Method GENSCAN 

End 16999 

Score .91 



15010. . 15082, 15268. .15435, 15519 .. 15673, 15804 16079, 
16598. . 16652, 16926.. 16999 



Seq. No. 19494 Seq. ID OJ990706_08 . 9A01 . C4 

Gene No. 40708 Strand 

Start 30866 End 31409 

Name OJ990706_08 . 9A01 . C4 . o4 . gp Method AAT/GAP 

Start 30866 End 31303 

GI 2800806 Score 290 

Exons 30866. .31035, 31273.. 31303 

GI Descrip. 5102759/emb | AJ131096 . 1 | PAB131096 1.0e-14 Picea abies 
microsatellite RNA, clone PAAG2 



OJ990706 08.9A01.C4 



Seq. No. 19494 Seq. ID __ 

Gene No. 40708 Strand - "~ 

Start 30866 End 31409 

Name OJ990706_08 . 9A01 . C4 . o5 . gp Method AAT/GAP 

Start 308 90 End 314 09 

GI 2800806 Score 440 

Exons 30890. .31035, 31273.. 31409 

GI Descrip. 5102759/emb | AJ131096 . 1 | PAB131096 1.0e-14 Picea abies 
microsatellite RNA, clone PAAG2 



Seq. No. 19494 Seq. ID 

Gene No. 40708 Strand 

Start 30866 End 

Name OJ990706__08 . 9A01 . C4 . ol5 . gs Method 

Start 31177 End 

GI none Score 

Exons 31177. .31246, 31273.. 31388 



OJ990706_08.9A01.C4 

31409 
GENSCAN 
31388 
.51 



19843 



Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08 . 9A01 ,C4 




40709 




O ' — L GI 1 1U 






Start 


41593 




End 


48745 




Name 


OJ990706 08 9A01 C4 


.06. gp 


Mpf- hod 


AAT/GAP 




Start 


41106 ~~ 




End 


41319 




GI 


4715993 




Score 


411 






411*06 41319 










Seq . No . 


19494 




Seq. ID 


OJ990706_ 


08 9A01 P4 


Gene No. 


40709 




Strand 






Start 


41593 ■ 




End 


48745 




Name 


OJ990706 08 9A01 C4 


ol 0 no 


Method 


AAT/NAP 




Start 


41326~ ~ 




End 


43832 




GI 


30804 25 




Score 


1355 




R von 


41326 41499 41605 


41745, 


42404. .42499, 42605. 


.42697, 




42820 43014. 43251 


4334 9, 


43438. .43832 




\J L*f \-+ -L -1- L*/ * 


(AL022604) nutativp 


nrnfp i n 


[Arabidopsis thaliana] 


ij C ■ IN ^ ■ 


194 94 




Seq. ID 


OJ990706_ 


08.9A01.C4 




4 0709 




Strand 






Start 


41593 




End 


48745 




Name 


OJ990706 08.9A01.C4 


.o20. gs 


Method 


GENSCAN 




Start 


41593 




End 


48745 




GI 


none 




Score 


.61 




TT von Q 


4 1 4 1 74 S 4 9404 


. . *a ^, *i _7 .7 , 


42820. .43014, 43251. 


.43349, 




43438 43591 43692 


. . 4 3710, 


43752. . 43844, 46570. 


.46700, 




46911 47126 479"=)^ 


4 7 S 64 


47794 .. 47983, 48336. 


.48455, 




48652 48745 










Qprr No 


194 94 




Seq. ID 


OJ990706_ 


_08.9A01.C4 


Gene No . 


40709 




Strand 






Start 


41593 




End 


48745 




Name 


OJ990706 08.9A01.C4 


. 08 . gp 


Method 


AAT/GAP 




Start 


41614 




End 


43318 




GI 


13608 1.R1084 




Score 


974 




Rxon 


41614 . .41745, 42404 


. .42499, 


42605. .42697, 42820. 


.43014, 




43251. .43318 










GT Dp qpr i o 


, 3080425/emb|CAA18744 .1 | 6. 


0e-85 (AL022604) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08. 9A01.C4 


Cone No 


40710 




Strand 






Start 


50599 




End 


50901 




Name 


OJ990706 08.9A01.C4 


. 0 1 0 . gp 


Method 


AAT/GAP 




Start 


50599 




End 


50901 




GI 


569061 




Score 


572 




R von ^ 


50599. .50901 










Seq. No. 


19494 




Seq. ID 


OJ990706_ 


08.9A01.C4 


Gene No. 


40711 




Strand 






Start 


57177 




End 


57473 




Name 


OJ990706 08.9A01.C4 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


6 




End 


39911 




GI 


none 




Score 


103 




Exons 


6. .230, 6. .263, 10. 


.264, 1481. .1924, 1485. .1640, 


1522. .1923, 



3107. .3550, 3111. .3266, 3154. .3549, 104 91 .. 10628 , 104 94 .. 10634 , 



19844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10607. 
10699. 
12221. 
13824. 
14021. 
17650. 
19499. 
19531. 
19873. 
21460. 
23822. 
25191. 
26989. 
28682. 
30300. 
30497. 
33939. 
34155. 
35931. 
37873. 
38236. 

19494 

40711 

57177 

OJ9907 

1267 

none 

1267. . 

2939. . 

10324. 

12056. 

13654. 

19250. 

21188. 

23491. 

26734. 

28488. 

33668. 

33723. 

35696. 

37643. 

39300. 



.10678, 
,10908, 
.12400, 
.14012, 
. 14260, 
.17817, 
. 19651, 
, 19704, 
.19938, 
,21633, 
,23887, 
,25355, 
,27390, 
,28885, 
,30467, 
,30739, 
,34100, 
,34268, 
,36143, 
,38118, 
,38289, 



06 08.9A01.C4.o8.tm 



X VJ O . 


. X \J O 'Of 


1UDO J . 


1 nft7 Q 

. x vj 0 / _? , 


1 nfiQS 


1 OftftO 


1 Oftftl 


. 1U J£ J; 


1 Oft ft 9 


1 0Q9 


1991ft 


1 9661 


1 9999 




1 99SQ 

X^ t O _7 . 




1 ^R91 
X O O x . 


1 ^QftS 


1 "3ft9fi 




1 4H1 ft 
X f± U X o . 


1 4 9^Q 


1 4 m Q 


141 ^ft 

• X 4 X OO , 


1 40^1 




1 74 Q9 


1 7 fi^^ 


1 7 S99 

X / O ^ £. • 


1 7 fi^ft 

. X / OOO , 


1 HOC* 


i 7ft nfi 

. 1 / O U D , 


1 7ft ^9 


1 7 Q4 1 

. X / _7 4 X , 


1 7ft7 ^ 
X / 0 / 0 . 


1 7 Q4 n 




1 Qfi^fi 

. 1 Z? DO D , 


1 QR91 
X jjZ X . 


1 Q700 


1 QS^I - 
X yD O X ; 


1 Q6Q9 


15040 . 


1 QftTS 
. 1301 J, 


1 Q706 

X :? / UD. 


1 Qftl ^ 

. X -3 O X O , 


1 Qft 


1 QQ'JQ 
. x y y 1 


X *i O . 


9i sftn 

. c. X O O U , 


9144 0 

£. X *i *l KJ m 


91 Sfift 


91 4 S Q 

c. X *i O _/ . 


91 69Q 


91 S77 

£. X O / / . 


917 4 4 


91 


9174 9 


91771 


9 1 ft fifi 


0-3001 


9 "}QQ9 


9401 9 


940^6 

. t4U JO/ 


9 M ft ft 


9 ^6^1 






9 6Q4 ft 


97 ^ Q1 
. ^ / 0 .7 x , 


9 fiQR 1 


97 1 1 R 

■ £. 1 X X O , 


oocoo 


9ft 69Q 


9ft f>ll 


9RR 4 4 

• L0044/ 


9ft fift 1 


9ft ft ^fi 


9ft7 1 ft 


9ftft Q7 


OOO77 


9 Q1 1 




9Q1 1 7 


30302. 


.30463, 


30304. 


.30498, 


30305. 


.30502, 


30513. 


.30740, 


30516. 


.30635, 


30566. 


.30739, 


33940 . 


. 34095, 


33980 . 


.34153, 


34097. 


. 34261, 


34255. 


.34386, 


34299. 


.34388, 


34310. 


.34387, 


35972. 


.36133, 


36147. 


.36377, 


36161. 


.36256, 


37874. 


.38086, 


38042. 


.38197, 


38235. 


.38321, 


39468. 


.39911, 


39472. 


.39567, 


39509. 


.39910 






Seq. 


ID OJ990706_ 


08.9A01.C4 



Strand 
End 

Method 
End 
Score 



1317, 1 
3076, 2 
. 10461, 
. 12187, 
. 13791, 
. 19450, 
.21379, 
.23649, 
.26784, 
.28646, 
.33724, 
.33935, 
.35893, 
.37843, 
.39437, 



292. .145 
941. .307 

11998. . 

13601. . 

17252. . 

19258. . 

21268. . 

24974. . 

26759. . 

28511. . 

33672. . 

33724. . 

35700. . 

39254. . 

39301. . 



0, 131 
8, 102 
12054, 
13657, 
17464, 
19452, 
21381, 
25024, 
26917, 
28567, 
33728, 
33927, 
35900, 
39316, 
39438 



3. , 

77. 



57473 

TBLASTX: Maize 
39438 
139 

1450, 2893. .2943, 2939. 
.10327, 10302. .10460, 



.3076, 



12050. .12178, 12052 

13632. .13790, 13653 

17275. .17454, 17310 

19259. .19453, 21131 

23484 . .23627, 23487 

24999. .25157, 25022 .. 25159, 

26782. .26919, 28439 .. 28513, 

30111. .30278, 30134 

33675. .33728, 33722 

33783. .33935, 35696 

35701. .35892, 37642 



12189, 
13790, 
17453, 
21382, 
23627, 



.30271, 
.33919, 
.35890, 
,37836, 



39254. .39304, 3927 9 39437 , 



Seq. No. 19494 

Gene No. 40711 

Start 57177 

Name OJ990706_08 . 9A01 . C4 . o4 . tm 

Start 65.50 ' 

GI none 

Exons 6550.. 6597, 6609 
7024.. 7113, 7034 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6635, 6738.. 6914, 6754 
7111, 7114. .7158, 7166 



OJ990706 08.9A01.C4 



57473 

TBLASTX: Maize 
7396 
150 

6945, 7020. 
7339, 7176. 



.7088, 
.7322, 



7183. .7323, 7331. .7396 



Seq. No. 
Gene No. 
Start 



19494 
40711 
57177 



Seq. ID OJ990706_08.9A01.C4 
Strand 

End 57473 



19845 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990706_08 . 9A01 . C4 . o2 . tm 
41229 



Method TBLASTX :"Maize 



End 



42847 



none 

41229. 

41324. 

42398. 

42605. 



,41282, 41232. 

,41494, 41602. 

,42499, 42402, 

,42697, 42818, 



19494 
40711 
57177 
OJ990706 
41321 
none 
41321 
41602 
42603 
42821 



08.9A01.C4.ol.tc 



41431, 
41748, 
42689, 
42967 



41323. 
41603. 
42605. 



Score 66 
,41279, 41310. .41501, 4 1323 4 1502 , 
,41748, 41603. .41746, 41604 .. 41747, 
,42503, 42402. .42500,- 42603 .. 42713, 
,42847, 42821. .42847 

Seq. ID OJ990706JD8 . 9A01 . C4 
Strand 

End 57473 
Method TBLASTX: Cress 
End 42967 
Score 197 
41324. .41497, 41341 
42398.-42448, 42425 
42609. .42713, 42820 



,41502, 
,41746, 
,42697, 



.41502, 
.42499, 
.42966, 



Seq. No. 19494 
Gene No. 40711 
Start 57177 

Name OJ990706_08 . 9A01 . C4 . o3 . ts 

Start 41368 

GI none 

Exons 41368. .41502, 41369 

42281. .42355, 42398 
42605. .42697, 42609 
42820. .42972, 42821 



Seq. ID OJ990706_08 . 9A01 . C4 
Strand 

57473 

TBLASTX : Soybean 
42973 
137 

41748, 41603. .41746, 
42500, 42604. .42699, 
,42713, 42806. . 42847, 42819 .. 42968 , 
,42973 



End 

Method 

End 

Score 



41497, 41602, 
42499, 42402. 



Seq. No. 19494 

Gene No. 40711 

Start 57177 

Name OJ990706_08 . 9A01 . C4 . o2 . ts 

Start 43257 

GI none 

Exons 43257. .43349, 43258 .. 43350, 43429 
43438. .43617 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990706_08.9A01.C4 
57473 

TBLASTX : Soybean 

43617 

127 



43587, 43430. .43606, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



19494 
40711 
57177 

OJ990706_08 . 9A01 . C4 . o2 . tc 

43323 

none 



Seq. ID OJ990706_08. 9A01.C4 
Strand 
End 

Method 
End 
Score 



57473 

TBLASTX: Cress 

43659 • 

202 



43323. .43349, 43430 43633, 43438. .43659 



19494 
40711 
57177 

OJ9907 06_08 . 9A01 . C4 . o5 . tm 

43405 

none 



Seq. ID OJ990706_08 . 9A01 .C4 
Strand 
End 

Method 
End 
Score 



57473 

TBLASTX: Maize 

43664 

285 



4 34 05. .4 3662, 4 3415. .4 3660, 43429 .. 43662, 4 3581. .4 3664 



19494 
40711 



Seq. ID 
Strand 



OJ990706 08.9A01.C4 



19846 



Start 
Name 
Start 
GI 

Exons 



57177 End 

OJ9907 06_08 . 9A01 . C4 . 06 . tm Method 

47148 End 

none Score 



57473 

TBLASTX: Maize 

48497 

68 



47148. .47201, 47148 .. 47201, 47152 47223, 47271 .. 47369, 
47273. .47332, 47508 .. 47 645, 47508 .. 47 64 2, 47509 .. 47 64 6, 
47725. .47859, 477 63 .. 47858 , 48441 .. 484 64 , 48456. .48497 



Seq. No. 19494 Seq. ID 

Gene No. 4 0711 Strand 

Start 57177 End 

Name OJ990706_08 . 9A01 . C4 . o4 . tc Method 

Start 47289 End 

GI none Score 
Exons 



OJ990706_08.9A01.C4 
57473 

TBLASTX: Cress 

47865 

69 



47289. .47360, 47518. 
47761. .47865 



,47646, 47541. .47648, 4774 9 .. 47862, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19494 
40711 
57177 

OJ990706_08 . 9A01 . C4 . o7 . tm 

48965 

none 

48965. .49015, 48966 .. 4 9037 , 
49627. .49674, 4 9628 .. 4 9660, 
49754. .49834, 4 9757 .. 4 9807 , 

19494 
40711 
57177 

OJ990706JD8. 9A01 . C4 . 06 . tc 

49518 

none 

49518. .49547, 4 9633 .. 4 9665 , 
50063. .50131, 50233. .50292 

19494 
40711 
57177 

O J 9 9 0 7 0 6 JD 8 . 9 AO 1 . C 4 . o 1 . t s 
52823 
none 
52823. 
53355. 
53648. 
54036. 
55075. 
55485. 



.52882, 53059. .53136, 

.53441, 53534. .53587, 

.53722, 53974. .54027, 

.54146, 54870. .54974, 

.55401, 55075. .55401, 
.55766 



Seq. ID 
Strand 
End 

Method 

End 

Score 
49460. .49546, 
49630. .49665, 



OJ990706 08.9A01.C4 



57473 

TBLASTX: Maize 
49834 
98 

49461. .49547, 
49752. .49820, 



49764. .49820 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706_08.9A01.C4' 
57473 

TBLASTX: Cress 

50292 

41 



4 97 64. .4 9802, 4 9910. .4 9987, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
53064. .53192, 
53538. .53633, 
53981. .54040, 
54870. .54977, 
55286. .55462, 



OJ990706 08.9A01.C4 



57473 

TBLASTX: Soybean 
55766 
72 

53354 . .53443, 
53631. .53723, 
54029. .54163, 
55071. .55400, 
55476. .55685, 



Seq. No. 19494 

Gene No. 40711 

Start 57177 

Name OJ990706_08 . 9A01 . C4 . o9 . tm 

Start 53604 

GI none 

Exons 53604. .53726, 53604 .. 53723, 
5397 4. .54 075, 53978. .54 07 6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990706_08 . 9A01.C4 
57473 

TBLASTX :Maize 

54076 

204 



53606. .53734, 53624 . .53728, 



19847 



Seq. No. 19494 
Gene No. 40711 
Start 57177 

Name OJ990706_08 . 9A01 . C4 . ol . tm 

Start 55086 
GI none 

Exons 55086. .55403, 55086 .. 55403, 

55445. .55627, 55448 .. 55615, 
55467. .55634 



Seq. ID 
Strand 
End 

Method 
End 
Score 

55087 

55461 



OJ990706 08.9A01.C4 



57473 

TBLASTX: Maize 
55634 
382 

55416, 55087. .55413, 
55622, 55462. .55623, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19494 
40711 
57177 

OJ990706_08. 9A01.C4 .o5.tc 

55111 

none 

55111. .55374, 55125.. 55370 



Seq. ID OJ990706_08.9A01.C4 
Strand 

End 57473 

Method TBLASTX : Cress 

End 55374 

Score 235 



19494 
40711 
57177 

OJ990706_08 . 9A01 . C4 . o3 . tc 
55375 
none 

55375. .55401,. 55475. .55615, 55485 .. 557 69, 55485. .55703 



Seq. ID OJ990706_08.9A01.C4 
Strand 

57473 

TBLASTX: Cress 
55769 
42 



End 

Method 

End 

Score 



19494 
40711 
57177 

OJ990706_08. 9A01.C4 .o23.gs 

57177 

none 

57177. .57473 



Seq. ID OJ990706_08. 9A01.C4 
Strand 

End 57473 

Method GENSCAN 

End 57473 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19495 Seq. ID 

40712 Strand 

1 End 

OJ990706JD8 . 9A01 . C5 . ol . np Method 

1 End 

2160179 Score 



OJ990706_08. 9A01.C5 
+ 

1023 
AAT/NAP 
1023 
411 



1..19, 102. .237, 344. .463, 589. .708, 817. .1023 

(AC000132) No definition line found [Arabidopsis thaliana] 



Seq. No. 


19495 








Seq. ID 


OJ990706 


Gene No. 


40712 








Strand 


+ 


Start 


1 








End 


1023 


Name 


OJ990706 


08.9A01.C5. 


ol 


. gs 


Method 


GENSCAN 


Start 


344 








End 


958 


GI 


none 








Score 


.89 


Exons 


344. .463, 


754. .958 










Seq. No. 


19496 








Seq. ID 


OJ990706 


Gene No. 


40713 








Strand 


+ 


Start 


1 








End 


1241 


Name 


OJ990706 


08.9A01.C6. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


530 



19848 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2160180 Score 333 

1..175, 297. .530 

(AC000132) No definition line found [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



19496 
40713 
1 

OJ990706_08 . 9A01 . C6 . ol . gs 
49 

none 

49. .175, 297. .496, 1109. .1241 
19496 

40713 Strand 
1 End 
OJ990706_08 . 9A01 ,C6 . ol . tm Method 
297 End 
none Score 
297. .530, 297. .521, 302. .529 



OJ990706_08. 9A01.C6 
+ 

1241 
GENSCAN 
1241 
.7 



Seq. ID OJ990706_08. 9A01.C6 
+ 

1241 

TBLASTX: Maize 
530 
374 



19496 



Seq. ID OJ990706_08. 9A01.C6 



40713 Strand 

1 End 

OJ990706_08 . 9A01 . C6 . ol . tc Method 

332 End 

none Score 
332. .505, 333. .524, 462. .521 



+ 

1241 

TBLASTX: Cress 

524 

235 



19497 Seq. ID OJ990706_08 . 9A01 . C7 

40714 Strand + 

1 End 1335 

OJ990706_08 . 9A01 . C7 . ol . np Method AAT/NAP 

1 End 1335 

5922620 Score 103 

1..35, 1222. .1335 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the. 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



19497 
40715 
3913 * 

OJ990706_08 . 9A01 . C7 . o3 . gs 
3913 
none 
3913. 
8017. 
9899. 



Seq. ID OJ990706_08.9A01.C7 

Strand + 

End * 10446 

Method GENSCAN 

End 10263 

Score . 67 



.3975, 4432. .4530, 4626. .4747, 6561. .6595, 7145. .7382, 
,8136, 8798. .8939, 9080. .9250, 9346. .9501, 9665. .9771, 
. 9989, 10122. . 10263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



19497 
40715 
3913 

OJ990706 

4489 

2160180 



08.9A01.C7.o3.np 



Seq. ID OJ990706_08.9A01.C7 

Strand + 

End 10446 

Method AAT/NAP 

End 10446 

Score 124 9 



19849 




Exons 


AAAQ dR^fi A&M A1A1 7ftdfi 


.7953, 8017.. 8136, 8256.. 8375 




pcTn pqoq QORO Q974 Q^4fi 


.9501, 9665.. 9771, 9899.. 9989 




10199 10967 10^11 10446 






f T r> /-j c v i r^i 
bi UcoCiJLp. 


/ Z\P0 0 0 1 "3 9 \ Mo Hof i ni hi rm lino 


found [Arabidopsis thaliana] 


Seq. No. 


19497 


Seq. ID 


OJ990706_08.9A01.C7 


Gene No. 


40716 


Strand 


- 


OLd ITU 


1 9^ 


End 


310 


Name 


PiTQQ070fi OP QQ01 PI /^>1 rrc 


Method 


GEN SCAN 


OCait 


1 9S _ 
j. ^ o 


End 


"31 0 




none 


Score 


.75 


Exons 


1 9S ^1 0 






Seq. No. 


19497 


Seq. ID 


OJ990706_08.9A01.C7 


Gene No. 


40717 


Strand 


- 




624 


End 


1465 


Name 


OJ990706 08.9A01.C7.o2.gs 


Method 


GEN SCAN 


Q -4- -j -w- 4- 


624 


End 


1465 


p t 


none 


Score 


.72 


Exons 


624. .796, 915. .955, 1148. .1208, 1420.. 


1465 


oeq . no . 


19497 


Seq. ID 


OJ990706_08.9A01.C7 


bene no . 


40718 


Strand 


- 




1474 


End 


1551 


Name - 


OJ990706 08.9A01.C7.o2.np 


Method 


AAT/NAP 


Start 


1474 


End 


1551 


P T 


6630699 


Score 


78 


Exons 


1474. .1551 






\jx uescrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 | dbj |BAA8 9566.1 | (AP001073) 


hypothetical protein 




[Oryza sativa] 






oeq. no. 


19497 


Seq. ID 


OJ990706_08.9A01.C7 


bGne no . 


40719 


Strand 




Start 


4625 


End 


9208 


Name 


OJ990706 08. 9A01.C7 .ol.ts 


Method 


TBLASTX : Soybean 




4625 


End 


9208 


P T 


none 


Score 


174 


Exons 


4625. .4753, 4626. .4751, 7846. 


.7881, 8008. .8154, 8018. .8137 




8253.-8348, 8254. .8352, 8257. 


.8379, 8790.. 8936, 9070.. 9108 




9077. .9106, 9118. .9204, 9119. 


.9208, 9119.. 9208 


oeq . no . 


19497 


Seq. ID 


OJ990706_08.9A01.C7 


Gene No. 


40720 


Strand - 




Start 


10224 


End 


10446 


Name 


OJ990706 08.9A01.C7.ol.tm 


Method 


TBLASTX : Maize 


O Ldit 


10224 


End 


10446 


P T 


none 


Score 


58 


Exons 


10224. .10265, 10226 .. 102 64 , 10333 .. 10443, 10334 104 4 4 , 




10335. .1044 5, 10336. .104 4 6 






Seq. No. 


19498 


Seq. ID 


OJ990706_08.9A01.C8 


Gene No. 


40721 


Strand 


+ 


Start 


1 


End 


1684 


Name 


OJ990706 08.9A01.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1684 


GI 


2160178 


Score 


846 



19850- 






1..206, 330. .420, 518. .659, 736. .892, 


987. .1103, 1183. .1309, 




1 4 ?0 1 fiR4 






P.T Ddci^ti n 

VJX UCOLil^. 


/AP0001?91 No HofM ni t- i nn 1 i np 


found [Arabidopsis thaliana] 


Seq. No. 


19498 


Seq. ID 


OJ990706_08.9A01.C8 


Gene No. 




Strand 


+ 


OLdl L 


1 
X 


End 


1684 


Name 


Pj.TQQ070fi OR QA01 PR nl 


Method 


GENSCAN 




??0 ~~ 


End 


1669 




1 lUilC 




7S 
• / j 


Exons 


??0 490 79? RQ9 Qfifi 110? 


1183. . 


1669 


Seq. No. 


19498 


Seq. ID 


OJ990706_08.9A01.C8 


Gene No. 


4 0799 


Strand 


+ 


Of r +- 


?fi70 
JO / u 


End 


4007 


Name 


OTQQ070fi Oft QA01 Pft nl rrn 


Method 


AAT/GAP 


olait 


?fi7n — 


End 


4007 


PT 


none 


OL-UI C 






?670 4007 






Seq. No. 


19498 


Seq. ID 


OJ990706_08. 9A01.C8 


Gene No. 


4079? 


Strand 


+ 


O Lai t 


111 ?? 


End 


11715 


Name 


D,TQQ070fi Oft QA01 PR n«; 


Method 


GENSCAN 


OUalL 


111 ?? _ 
111 JJ 


End 


11715 


pt 


none 


Score 


.96 


Exons 


111?? 119?? 11646 1 171 R 
lllJJ. . ll^JJ; XXDflO. . XX /1J 






Seq. No. 


19498 


Seq. ID 


OJ990706_08.9A01.C8 


Gene No. 


40724 


Strand 


+ 


jLai L 


12961 


End 


13651 


Nsme 


OJ990706 08.9A01.C8.o6.gs 


Method 


GENSCAN 




12961 


End 


13651 


TT 
ul 


none 


Score 


.46 


F" von q 

XjAUI Jo 


12961. .13264, 13422 .. 13518 , 13594.. 13651 


Seq. No. 


19498 


Seq. ID 


OJ990706_08.9A01.C8 


Gene No. 


40725 


Strand 




OLdl L 


2000 


End 


2296 


Nsme 


OJ990706 08.9A01.C8.o2.gs 


Method 


GENSCAN 




2000 


End 


2296 


pt 


none 


Score 


. 99 




2000.. 2161, 2255.. 2296 








19498 


Seq. ID 


OJ990706_08. 9A01.C8 




40726 


Strand 




Start 


2369 


End 


13272 


Name 


OJ990706 08.9A01.C8.o2.np 


Method 


AAT/NAP 


Start 


2369 


End 


13272 


pr 


4038043 


Score 


792 


Exons 


2369.. 2461, 2535.. 2635, 4047.. 


4194, 4282. .5062, 8360. .8756, 




8841. .8922, 13171. .13272 






GI Descrip. 


(AC005936) putative C2H2-type 


zinc finger protein [Arabidopsis 




thaliana] 






Seq. No. 


19498 


Seq. ID 


OJ990706_08.9A01.C8 


Gene No. 


40726 


Strand 





19851 



Start 
Name 
Start 
GI 

Exons 



2369 End 13272 

OJ990706_08 . 9A01 . C8 . o3 . gs Method GENSCAN 

3964 End 4989 

none Score .87 
3964 . .4989 



Seq. No. 19498 Seq. ID 

Gene No. 40726 . Strand 

Start 2369 End 

Name OJ990706_08 . 9A01 . C8 . o2 . gp Method 

Start 4138 End 

GI none Score 

Exons 4138.. 4520 



OJ990706_08.9A01.C8 

13272 
AAT/GAP 
4520 
750 



OJ990706 08.9A01.C8 



Seq. No. 19498 Seq. ID 

Gene No. 40727 Strand 

Start 16448 End 

Name OJ990706_08 . 9A01 . C8 . o2 . tm Method 

Start 620 End 

GI none Score 

Exons 620. .661, 622. .660, 729. .902, 731. .883, 731. .934, 732. .887, 

984. .1103, 985. .1104, 986. .1105, 1179. .1280, 1181. .1291, 

1187. .1282 



16531 

TBLASTX: Maize 

1291 

58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19498 
40727 
16448 

" OJ990706_08 . 9A01 . C8 . o2 . ts 
759 
none 



Seq. ID OJ990706_08.9A01.C8 
Strand 
End 

Method 
End 
Score 



16531 

TBLASTX: Soybean 

1525 

214 



759. .893, 759. .893, 760. .894, 761. .895, 984. .1073, 985. .1104, 
1181. .1312, 1427. .1525, 1459. .1515 



Seq. No. 19498 Seq. ID 

Gene No. 40727 Strand 

Start 16448 End 

Name OJ990706_08 . 9A01 . C8 . o3 . tm Method 

Start 1430 End 

GI none Score 

Exons 1430. .1663, 1430;-. 1639, 1435. .1662 



OJ990706_08.9A01.C8 
16531 

TBLASTX: Maize 

1663 

363 



Seq. No. 19498 Seq. ID 

Gene No. 40727 Strand 

Start 16448 End 

Name OJ990706__08 . 9A01 . C8 . o2 . tc Method 

Start 1465 End 

GI none Score 

Exons .1465.. 1638, 1466.. 1657 



OJ990706_08. 9A01.C8 
16531 

TBLASTX: Cress 

1657 

229 



Seq. No. - 19498 

Gene No. 40727 

Start 16448 

Name OJ990706_08 . 9A01 . C8 . ol . tm 

Start 4042 

GI none 

Exons 4042. .4164, 4357. .4419, 4358. 

5006. .5068, 8359. .8511, 8363. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990706 08.9A01.C8 



16531 

TBLASTX: Maize 
8871 
68 

4420, 4993. .5064, 5002. 
8494, 8504. .8590, 8506. 



.5064, 
.8589, 



19852 






ftQftl ft7R7 


ft Rft 9 


ft7 


ftft 


ftft71 

. O O / X 






Can Mn 


X J H .7 O 








Seq. ID 


OJ990706J38.9A01 


.C8 


Gene No. 


40727 








Strand 






Start 


16448 








End 


16531 




Name 


^ y \j i \j \j vjo 


QA01 
* y t\\J x 


fft ni 




Method 


TBLASTX: Cress 




OLdiL 


R009 ~~ 








End 


8871 




VjX 


none 








Score 


113 








ft ^SQ 


ft4 fifi 




.8449, 8464.. 8688, 8483.-8638, 




ftfidft ftfift^ 

0040 . . ODOj/ 


ft fil A 


ft7 S7 


ft 67S 


.8731, 8839.. 8871 




Seq. No. 


19498 








Seq. ID 


OJ990706_08.9A01 


.C8 


Gene No. 


40727 








Strand 


- 




OLdi L 


1 CLA A ft 








End 


16531 




Name 




. yt\\J X 


Pft r>1 

to . ux . 


t 5 


Method 


TBLASTX: Soybean 




jLdlL 


OjOU 








End 


8715 






none 








Score 


58 






O JOU . . O / X J , 


R?ft 1 

O J o X 


. O'l'i J/ 


ft4ft ^ 


R71 ? 

■ O / X J 






Seq. No. 


19498 








Seq. ID 


OJ990706_08.9A01 


.C8 


Gene No. 


40727 








Strand 


- 




O Lai L 


16448 








End 


16531 




Name 


OJ990706 08 


. 9A01 


PR nl 
to . o / . 


gs 


Method 


GENSCAN 




oLalL 


16448 








End 


16531 






none 








Score 


.41 




XT' v o 


16448. .16531 












Seq. No. 


19499 








Seq. ID 


OJ990706_08.9A01 


.C10 


Gene No. 


40728 








Strand 


+ 






2364 








End 


2825 




Name 


OJ990706 08 


. 9A01 


n n ni 

tiu * OX 


. gp 


Method 


AAT/GAP 






2364 








End 


2825 




\J X 


3761684 








Score 


876 






2364 . .2825 














Seq. No. 


19499 








Seq. ID 


OJ990706_08.9A01 


.C10 


Gene No. 


40729 








Strand 


+ 




Start 


• 4540 








End 


9160 




LNCllllG 


OJ990706 08 


. 9A01 


ri n 


. gp 


Method 


AAT/GAP 




O Let! U 


4540 








End 


9160 




ox 


none 








Score 


816 




Hi AUllO 


4540. .4661, 


8855 


qi fin 










Seq. No. 


19499 








Seq. ID 


OJ990706_08.9A01 


.C10 


Gene No. 


40730 








Strand 






u Lai L 


590 








End 


1775 




Name 


OJ990706 08 


. 9A01 


n n ni 
txu . ox 


. gs 


Method 


GENSCAN 






590- 








End 


1775 




oX 


none 






"i 


Score 


.96 




Exoris 


590. .1474, 


1770. . 


1 77 R 

X / / J 










Seq. No. 


19499 








Seq. ID 


OJ990706_08.9A01 


.C10 


Gene No. 


40731 








Strand 






Start 


2507 








End 


9605 




Name 


OJ990706 08 


. 9A01. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


641 








End 


9386 




GI 


none 








Score 


108 





19853 




Exons 641.. 730, 767 . .922, 876.. 1049, 878.. 1090, 887.. 1075, 888.. 1091, 

2558.. 2593, 2558.. 2647, 2560.. 2676, 2684.. 2791, 2685.. 2849, 
2763.. 3008, 2846.. 3007, 5376.. 5819, 5377.. 5778, 5655.. 5819, 





/ u y o . . /lot, 


/ 1 / U . 


"7 A 1 R 

. / 4 ID , 


71 on 
/ XoU 


..7383, 7389.. 7532, 7405.. 7491, 




o y 4 j . . y uoz , 


QQ A A 
o y 4 4 . 


. y uz x , 


yu / o 


..9167, 9079.. 9156, 9168.. 9350, 




y x b o . . yjtJD 












Seq. No. 


19499 








Seq. ID 


OJ990706_08 . 9A01 . C10 


<j>ene wo . 


/ jl 








Strand 




C 1 4- -» v 4- 

btart 


^ OU / 








End 


9605 


Name 


uj y y u / u b uo 


q a n i 
. y/iu i . 


LI U . OZ 


cm 


Method 


TBLASTX: Maize 


otart 


X XZ / 








End 


9600 


LfX 


none 








Score 


69 


Exons 


X XZ / . . Ij^I , 


1 X JU . 


. x x y z , 


1 O A Q 

xz uy 


..1322, 30 


44. .3244, 3047. .3238, 




o XUZ . . JZ 4 Z , 


Q Q 1 A 

d y 1 4 . 


c n *5 c\ 
. bU JU , 


d yzu 


..6030, 7567.. 7761, 7569.. 7760, 




7594 . .7761, 


9399. 


.9599, 


9427 


. .9600 




beq. no. 


i y 3 y y 








Seq. ID 


OJ990706_08.9A01.C10 


Gene No . 


4 U / J X 








Strand 




Start 


ZoU / 








End 


9605 


Name 


uj y y u / u d uo 


q t\ n i 
. yAu i . 


LIU . OZ 


. gs 


Method 


GENSCAN : 


Start 


ZoU f 








End 


6030 


bX 


none 








Score 


.55 


Exons 


OCA! OOOQ 


o4 o b . 


"3 £ 1 *7 


A A Q A 
4 4 O 4 


..4508, 4558. .4614, 4794. .4867, 




5682. . 6030 












beq. no. 


l y 4 y y 








Seq. ID 


OJ990706_08 . 9A01 . C10 


Gene No". 


A C\ "7 "3 1 

4 U / O X 








Strand 




Start 


Z DU / 








End 


9605 


Name 


u j y y u / u b uo 


. 9A01. 


C10.o2 


.np 


Method 


AAT/NAP 


Start 










End 


3244 


C T 

bX 


Z JJODDJ 








Score 


238 


Exons 


2510. .3244 












GI Descrip. 


(AC002354) 


hypothetical 


protein [Arabidopsis thaliana] 


beq. No. 


i y 4 y y 








Seq. ID 


OJ990706_08.9A01.C10 


Gene No . 


/i n "7 "3 1 
4 U / jl 








Strand 




04- -> v- 4- 


Z DU / 








End 


9605 


Name 


u j yyu/ub uo 


. 9A01. 


C10.o2 


.gp 


Method 


AAT/GAP 


otart 


OOQO 
JJOO 








End 


3742 


C T 
bl 


*3 "7 £ 1 £Q ^ 








Score 


646 


Exons 


3388. .3742 












beq. no. 


i y 4 y y 








Seq. ID 


OJ990706_08.9A01.C10 


Gene No . 


4 U / J 1 








Strand 




O 4- -i t-4- 

bt art 


Z DU / 








End 


9605 


Name 


uj y yu / u b Uo 


.9A01. 


C10.o3 


.np 


Method 


AAT/NAP 


Start 


C O *D "7 

b j j / 








End 


9605 


GI 


4455347 








Score 


244 


Exons 


5337. .5492, 


714 9. 


.7669, 


9518 


. .9605 




GI Descrip. 


(AL035522) 


putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


19499 








Seq. ID 


OJ990706_08 . 9A01 . C10 


Gene No. 


40731 








Strand 




Start 


2507 








End 


9605- 


Name 


OJ990706 08 


. 9A01. 


C10.o3 


gs 


Method 


GENSCAN 


Start 


7047 








End 


7760 



19854 




PT 


none 




Score 




Exons 


7047 7760 








Seq. No. 


19499 




Seq. ID 


OJ990706_08 . 9A01 . C10 


Gene No. 


40731 




Strand 






9R07 
ZjU / 




tna 


y duo 


Name 


niQQf\in& op Qnrii n n r\A 

UJ jjU / UD Ut). 3HU1.L1U.04 


. gs 


Meunoa 


P T KT C P fl M 




pp no 




tna 


y o y y 


oX 


none 




Score 


ft 9 




ftftQ9 Q^QQ 








Seq. No. 


19500 




Seq. ID 


OJ990706_08.9A01.C11 


Gene No. 


40732 




Strand 




Cf 3 r-h 
o Lai L 


9n 
z u 






7 ft 1 
/ o 1 


Name 


OTQQmn^ Oft QZiOl PI 1 

uuyyu/uo Uo . y/\ui . lii .01 


.gs 


Method 






on 




bna 


/ol 


LjX 


none 




Score 


"7 /l 


DAUllb 


90 7^7 RQ7 7ft1 
U . . OO / , O y / . . /Ol 








Seq. No. 


19501 




Seq. ID 


OJ990706_08.9A01.C12 


Gene No. 


40733 




Strand 


+ 


OlalL 


1 99 
X £ ^ 




_nu 


ft ft Q 
o o y 


Name 


PTQQ070^ OQ QZiOl PI 9 

ujyyu / uo uo . y/\u i . Liz . 01 


. ts 


Method 


i dJ_i/\o i a : ooyoean 




1 1 -J 
llO 




_na 


A Q A 


PT 


none 




Score 


1 A A 
1 4 3 


Lxons 


11*3 9 ^ Q 1 0"3 9/19 QCQ 


. . 4 00, 


DDJ . . 43 / 


, ODX..400, ooZ..4o4 


Cart KTj^i 

oeq . no . 


i you i 




oeq. id 


uuyyu/ub Uo.yAUi.ciz 


Gene No. 


40733 




Strand 


+ 


Start 


122 




End 


889 


Name 


OJ990706 08.9A01.C12.ol 


.np 


Method 


AAT/NAP 


oiart 


122 




End 


889 


PT 


2160180 




Score 


227 


Exons 


122. .241, 361. .497, 871 


. .889 








(AC000132) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


19502 




Seq. ID 


OJ990706 08.9A01.C14 


Gene No. 


40734 




Strand 


+ 


OLdiL 


34 




End 


561 


Name 


OJ990706 08.9A01.C14.ol 


.gs 


Method 


GENSCAN 


C •(- -a -K-f- 
utaiL 


34 




End 


561 


PT 
bl 


none 




Score 


.79 


Exons 


34 . .561 








Seq. No. 


19502 




Seq. ID 


OJ990706JD8 . 9A01 . C14 


Gene No. 


40735 




Strand 




O Lai L 


248 




End 


444 


Name 


OJ990706 08.9A01.C14.ol 


. tm 


Method 


TBLASTX: Maize 


o rax l 


22 




End 


432 


PT 
ul 


none 




Score 


167 


Exons 


22. .240, 58. .240, 241.. 


330, 252.. 329, 


376. .432, 387. .431 


Seq. No. 


19502 




Seq. ID 


OJ990706_08.9A01.C14 


Gene No. 


40735 




•Strand 




Start 


248 




End 


444 


Name 


OJ990706 08.9A01.C14.ol 


• gp 


Method 


AAT/GAP 


Start 


248 




End 


444 



19855 




\D X 










JLUL ~ 


359 




Hi ALU 1 O 


94R 444 














Seq. No. 


19503 








Seq. ID 


OJ990706_08.9A01 


.C17 


Gene No. 


40736 








Strand 


+ 




JLai L 


4 S9 








End 


582 




Name 


n,79Q070fi or qaoi 


n 7 


nl 

. Lf X < 


. go 


L iC L 1 1 L> Li 


\JJ J_i LN O v^/ilN 




OLdl L 


4 SQ ~~ 

*a ~J Zf 








FnH 


JOt, 




VJJ J. 


none 








Score 


. 63 






4SQ SR? 

*i J Z? * . JUL 














Seq. No. 


19504 








Seq. ID 


OJ990706_08.9A01 


.C18 


Gene No. 


40737 








Strand 






OLai i 


X 








End 


402 




Name 


n,TQQ070fi Oft QAOI 

vu .7 .7 L/ / L/ O L* O • X 


n r 

. X o 


ol 

■ LJ X , 


• yp 


L MC L i i L> Li 


AAT/HAP 




O U dX l 


1 ~~ 
X 








End 


14 8 




PT 


4 71 SQQ^ 








OLUl c 








X . . X *S o 














Seq. No. 


19504 








Seq. ID 


OJ990706_08.9A01 


.C18 


Gene No. 


40737 








Strand 






O u ai L 


i 

X 








FnH 

HtllLi 


4 0? 

*3 W ^ 




Name 


n.TQQ070fi Oft QAOI 




.ol. 


. tm 


■ Lie L11UU 


1 Di_irlO 1 A • L id X vi. C 




Cf- a ■>-+- 


D 








FnH 

Htl ILi 


^^1 




L3X 


n An o 
nunc 








OLUL C 






DAUllO 


S 1 06 S1 110 

J . • X Lf U , J X . . 11U/ 


SR 


.111, 61 


1 OR 1 "3Q 


^0 IS? ^^1 


1 


Seq. No. 


19504 








Seq. ID 


OJ990706_08.9A01 


.C18 


Gene No. 


40737 








Strand 






Of- a r f 
O L ai L 


i 

X 








FnH 

Oi ILi 


4 09 




Name 


n,TQQ070fi OR QAOI 


n r 


.o2, 


■ gp 


Mof h oH 


AAT /HAP 




O Lai L 


19 _ 

X £* 








FnH 


^^0 














OLUL C 


4 9 ^ 




DAUJIO 


1 ? 

X c. • . J JU 














Seq. No. 


19504 








Seq. ID 


OJ990706_08.9A01 


.C18 


Gene No. 


40737 








Strand 






u Lai L 


1 








End 


402 




ln auic 


OJ990706 08.9A01 


.C18 


.ol, 


. tc 


L iC L 1 1 UU 


TRT.A9TX • Prp«5<3 

i. Diinj X /\ . L^X coo 




o Lai L 


150 








Hi 1 ILi 


^^1 

J »J X 






none 








Score 


197 






150. .260, 152. .331, 


153, 


. .326 


17 0 "3^1 






OC^ • L\ LJ * 


19504 








Seq. ID 


OJ990706 08 9A01 


. C18 


Gene No. 


40737 








Strand 






Start 


1 








End 


402 




Name 


OJ990706 08.9A01 


.C18 


.ol, 


.np 


Method 


AAT /NAP 




o Lai L 


155 








End 


402 






3080425 








Score 


216 




Hi A. LJ 1 1 O 


155. .402 














ox uescirip. 


(AL022604) putative ; 


protein 


[Arabidopsis thaliana] 




Seq. No. 


19504 








Seq. ID 


OJ990706_08.9A01 


.CI 8 


Gene No'. 


40737 








Strand 






Start 


1 








End 


402 




Name 


OJ990706 08.9A01 


.C18 


.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


197 








End 


331 





19856 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

197. .331, 198. .326 



Score 



137 



19505 Seq. ID OJ990626_4 1 . 9B16 . CI 

40738 Strand + 

139 End 246 

OJ990626_41 . 9B16 . CI . ol . gp Method AAT/GAP 

139 End 246 

uC-osflcyp088bl2bl Score 146 

139. .246 

1 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19505 
40739 
564 

OJ990626_41.9B16.Cl.ol.gs 

564 

none 



Seq. ID OJ990626_41. 9B16.C1 



Strand 
End 

Method 

End 

Score 



+ 

1944 
GEN SCAN 
1944 
.58 



564. .751, 1080. .1205, 1311. .1437, 1840. .1944 



Seq. No. 


19506 




Seq. ID 


OJ990626_41.9B16 


C3 


Gene No. 


40740 




Strand 


+ 




Start 


4585 




End 


11401 




Name 


OJ990626 41 


. 9B16.C3.o3.gs 


Method 


GENSCAN 




Start 


4585 




End 


6013 




GI 


none 




Score 


.7 




Exons 


4585. .4731, 


4958.. 5043, 5242 


.6013 






Seq. No. 


19506 




Seq. ID 


OJ990626_41.9B16 


C3 


Gene No. 


40740 




Strand 






Start 


4585 




End 


11401 




Name 


OJ990626 41 


. 9B16.C3.ol.np 


Method 


AAT/NAP 




Start 


5752 




End 


11398 




GI 


6498441 




Score 


6811 




Exons 


5752. .6815, 


7146. .7609, 7673 


.8046, 8230.. 8365, 8540.. 8* 


327, 




9020. .9454, 


9626. .11023, 11117. .11398 






GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 19506 Seq. ID OJ990626_ 

Gene No. 40740 Strand + 

Start 4585 End 11401 

Name OJ99062 6_4 1 . 9B16 . C3 . o4 . gs Method GENSCAN 

Start 6077 End 7672 

GI none Score .41 

Exons 6077.. 7672 



41. 9B16.C3 



Seq. No. 19506 Seq. ID 

Gene No. 40740 Strand 

Start 4585 End 

Name OJ990626_4 1 . 9B16 . C3 . o5 . gs Method 

Start 7736 End 

GI none Score 

Exons 7736.. 11401 



OJ990626_41. 9B16.C3 
+ 

11401 
GENSCAN 
11401 
1 



19857 



Seq. ID OJ990626_41.9B16.C3 



Seq. No. 19506 

Gene No. 40741 Strand + 

Start 14615 End 16720 

Name OJ990626_4 1 . 9B16 . C3 . o7 . gs Method GENSCAN 

Start 14615 End 16224 

GI none Score .81 

Exons 14615. ,14696, 15639 15908, 15983.. 16224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19506 
40741 
14615 

OJ99062 6_4 1 . 9B1 6 . C3 . o3 . np 

14676 

5852179 



Seq. ID OJ990626 41.9B16.C3 



Strand 
End 

Method 

End 

Score 



+ 

16720 
AAT/NAP 
16720 
439 



14676. .14696, 15685 .. 15911 , 15986 .. 16214 , 16678.. 16720 
(AL117265) zhb0009.1 [Oryza sativa] 



19506 - Seq. ID 

40742 Strand 

1800 End 

OJ990626_4 1 . 9B16 . C3 . o2 . gs Method 

1800 End 

none Score 

1800. .2978 " 



OJ990626_41.9B16.C3 

2978 
GENSCAN 
2978 
.94 



Seq. No. 19506 

Gene No. 40743 

Start 12044 

Name O J990 62 6_4 1 . 9B1 6 . C3 . 06 . tw 

Start 5900 

GI none 

Exons 5900.. 5947, 5954.. 6052, 5971. 

Seq. No. 19506 

Gene No. 40743 

Start * 12044 

Name OJ99062 6_4 1 . 9B16 . C3 . o4 . tm 

Start 5942 

GI none 

Exons 5942.. 6190, 6040.. 6189 



Seq. ID OJ990626_41.9B16.C3 
Strand 

End 16214 

Method TBLASTX : Wheat 

End 6292 

Score 58 

.6051, 6019.. 6258, 6035. .6292 

Seq. ID OJ990626_41.9B16.C3 
Strand 

End 16214 

Method TBLASTX : Mai ze 

End '6190 

Score 189 



Seq. No. 19506 

Gene No. 40743 

Start 12044 

Name OJ990626_4 1 . 9B16 . C3 . o3 . tw 

Start 7030 

GI none 

Exons 7030.. 7167, 7031.. 7489, 7043, 



Seq. ID OJ990626_41.9B16.C3 
Strand 

End 16214 

Method TBLASTX: Wheat . 

End 7489 

Score 408 

.7192, 7225. .7485, 7250. .7489 



Seq. No. 19506 

Gene No. 40743 

Start 12044 

Name OJ990626_4 1 . 9B16 . C3 . ol . tw 

Start 7680 

GI none 

Exons 7680.. 7868, 7681.. 8136, 7682. 



Seq. ID OJ990626_41.9B16.C3 
Strand 

End 16214 

Method TBLASTX : Wheat 

End 8143 

Score 96 
.8143 



19858 




Seq. No. 


19506 








Seq. ID 


OJ990626_41.9B16 


.C3 


Gene No. 


40743 








Strand 






C 4- a v-4- 


1 904 4 

X \J H 4 










1 fi9 1 4 




Name 


H TQQO fi9 fi 4 1 
UO J jUDtD ft J. . 


QR1 fi 
"Dl O 




L. S 




TDT ZiQTY • Cnt/Koan 
1 DXaHo 1 A. . ooyucan 




OtaiL 


7791 ~~ 










POP fi 
O VJ o o 






none 








Score 


117 
XX/ 




Exons 


7791 7Q4R 


/ yD£ 


POP fi 










Seq. No. 


19506 








Seq. ID 


OJ990626_41. 9B16 


.03 


Gene No. 


40743 








Strand 






O +- 3 f- 

O Lai L. 


1 904 4 

X Z U 4 4 








tina 


1 fi91 4 
X 0^ X ft 




Name 


O TQQH £9 £ 4 1 


om fi 

jDX 0 


P"3 nl 


till 




1 Diirvo 1 A . L v Jdl Zc 




Q-f- n r*+- 
OLdl L 


781 1 

/Oil 








Ejiia 


PI fi7 
0 1 O / 




pT 
oX 


none 








Score 


"3 Q9 




Exons 


7 P 1 1 PI £7 
/ oil . . OlO / ; 


7 P 4 £ 

/ O 4 O 


Ol CT 
* .013 / , 


7 P fi9 
/ 0 . 


P 1 fi7 

.010/ 






Seq. No. 


19506 








Seq. ID 


OJ990626_41. 9B16 


,C3 


Gene No. 


40743 








Strand 








1904 4 

1 c. U 4 4 








HillU. 


1 fi91 4 




Name 


Pi TQ QO £9 fi 4 1 
uuyyuozD 4X. 


QD1 £ 
JD1 0 


P*3 ^ 1 


-f-m 
LIU 


\A /— ^ 4— V\ /—J 


1 oJ_lH.o 1 A . l v la 1 Z e 




O L. ax L 


P 1 Q4 

0 X :? 4 








Hjna 


O 0 / o 




PT 

ul 


none 








Score 






Exons 


p 1 Q4 QRi;q 


PI Q^ 
O 1 yD 


P ^7P 










Seq. No. 


19506 








Seq., ID 


OJ990626_41. 9B.16 


.C3 


Gene No. 


40743 








Strand 






Of- 

OLdi L 


1 904 4 

1 £. \J 4 4 








JTriH 
IliiKJ. 


1 fi9 1 4 
1 Dt, 1 4 




Name 


Pi TQQO £9 fi 4 1 


^DlD 


P "3 /^9 


+■ i.i 
L W 


4~ V\ /*\ 
LYie LflOU 


i oXj/\o i a . wneat 






jl 








Hina 


P fi7 fi 
o 0 / O 




PT 
ui 


none 








Score 


A Q fi 
4 y O 




Exons 


OZjl . .OO/O/ 


oorco 

O Z jZ 


R fi7 1 










Seq. No. 


19506 








Seq. ID 


OJ990626_41. 9B16 


.C3 


Gene No. 


40743 








Strand 






O Lai L 


1 904 4 








Hi I Id 


1 fi9 1 4 

1 D6 1 4 




Name 


Pi TQ Q0 fi9 fi 41 
UJ jyUD^O 4 1. 


QP.1 fi 
i?D 1 0 


P^ n1 
• L J # Ol . 




Fie inou 


i t>ij/\o i a ; ooyoean 






o -> on ~~ 
OjjU 








Lino. 


ft ~I 0 A 
O 1 U 4 






none 








Score 


9 P 0 
z o u 




TT v" n q 


ft^O P704 


ft "34 7 


ft 4 Q0 

. . 0 4 y\J 










Seq. No. 


19506 








Seq. ID 


OJ990626_41.9B16 


.C3 


Gene No. 


40743 








Strand 






OLai i 


1 904 4 

X \J H. *i 








End 


16214 




Name 


Pi TQQO £9 fi 4 1 


QR1 

:7o 1 0 


P^ n 1 ! 


L W 


Method 


TBLASTX: Wheat 




O L alT U 


q o n 9 








End 


9760 




PT 

O X 


none 








Score 


234 




Exons 


0*309 Q^^O 


Q^9 fi 


Q ^ RO 


Q^ Q 1 
y j j 1 . 


.9564, 9611.. 9760, 9622.. 9759 


Con M/-\ 

o c q . IN o . 


1 QROfi 








Seq. ID 


OJ990626_41. 9B16 


.C3 


Gene No . 


40743 








Strand 






Start 


12044 








End 


16214 




Name 


OJ990626 41. 


9B16 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


9449 








End 


10015 




GI 


5666795 








Score 


68 




Exons 


9449. .9547, 


9623, 


. . 9760, 


9815. 


. 10015 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 





19859 




Seq. No. 


19506 




Seq. ID 


OJ990626_41.9B16, 


,C3 


Gene No. 


40743 




Strand 






C f -> — f 


12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


08 . tw 


Method 


TBLASTX: Wheat 




Cf 2 v f 


9763 




End 


10217 






none 




Score 


193 




Exons 


9763..9939, 9776.. 9964, 9815 


. .10075, 10164 . .10217 




Seq. No. 


19506 




Seq. ID 


OJ990626_;41.9B16, 


.C3 


Gene No. 


AC\1 A ^ 




Strand 






Cfa y-f 


12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


o2 . tm - 


Method 


TBLASTX: Maize 




o car c 


10268 


- 


End 


10591 






none 




Score 


370 




Exons 


10268. .10591, 10297. 


.10578 








Seq. No. 


19506 




Seq. ID 


OJ990626_41.9B16, 


.C3 


Gene No. 


A C\l A ^ 




Strand 








12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Of -i v- 4- 

b tar u 


10405 




End 


10786 






none 




Score 


377 




Exons 


10405. .10461, 10406. 


.10786, 


10502. .10747, 10507. .10755 




Seq. No. 


19506 




Seq. ID 


OJ990626_41.9B16. 


■ C3 


Gene No. 


Am ai 




Strand 






Of a v-+- 


12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




C +- -i -v~4- 

btart 


10787 




- End 


11389 




H T 


none 




Score 


265 




Exons 


10787. .11071, 10792. 


. 11070, 


11263. .11385, 11264.. 11389 




Seq. No. 


19506 




Seq. ID 


OJ990626_41.9B16, 


■ C3 


Gene No. 


40743 




Strand 








12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


06 . gs 


Method 


GENSCAN 




Of 3 rf 


12044 




End 


13620 




C T 


none 




Score 


.51 




Exons 


12044. .13425, 13536. 


. 13620 








oeq. in o . 


19506 




Seq. ID 


OJ990626_41. 9B16, 




Gene No. 


40743 




Strand 






Start 


12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


o2 . np 


Method 


AAT/NAP 




Of a yf 


12047 




End 


16088 






5803259 




Score 


2084 




Exons 


12047. .13779, 15778. 


. 16088 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




OcLJ. LN(J • 


19506 




Seq. ID 


OJ990626_41.9B16. 




Gene No. 


40743 




Strand 






Start 


12044 




End 


16214 




Name 


OJ990626 41.9B16.C3. 


ol.gp 


Method 


AAT/GAP 




Start 


13782 




End 


16214 




GI 


61605 1.R1084 




Score 


763 




Exons 


13782. . 14054, 15184. 


. 15264, 


15907. .16214 





GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

19860 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



19507 
40744 
1 

OJ990626_4 1 . 9B16 . C4 . ol . np 
1 

161752 



Seq. ID OJ990626_41.9B16.C4 

Strand + 

End 2686' 

Method AAT/NAP 

End -2369 

Score 114 



1..21, 1341. .1415, 1533. .1666, 1700. .1781, 1921. .1999, 
2267. .2369 

(L03710) cnjB [Tetrahymena thermophila] gi I 7374 94 | prf | | 1922371A 
cnjB gene [Tetrahymena thermophila] 



19507 
40744 
1 

OJ990626_41. 9B16.C4 .ol.gs 

1049 

none 

1049. .1439, 1749. .2422, 2531. 



Seq. ID OJ990626_41.9B16.C4 
Strand + 

2686 
GEN SCAN 
2686 
.52 



End 

Method 
End 
Score 
.2686 



19507 
40745 
1 

OJ990626_41. 9B16.C4 .o2.np 
1 

5852180 

1..44, 4698. .4735, 5436. .5851, 5903. .6019, 7099. .7151 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990626_41.9B16.C4 
Strand 

End - 10192 

Method AAT/NAP 

End 7151 

Score 718 



19507 
40745 
1 

OJ990626_41. 9B16.C4 .o3.np 

5821 

5803259 



Seq. ID OJ990626_41.9B16.C4 
Strand 

End 10192 

Method AAT/NAP 

End 10192 

Score 2362 



5821. .6059, 8606. .8831, 8931. .10192 

(AP000399) hypothetical protein [Oryza sativa] 



19507 
40745 
1 

O J990 62 6_4 1 . 9B1 6 . C4 . o3 . gs 

8571 

none 



Seq. ID OJ990626_41. 9B16.C4 
Strand 

End 10192 

Method GENSCAN 

End 10192 

Score .74 



8571. .8579, 8606. .8831, 8931. .9996, 10063. .10192 



19508 
40746 
3 

0 J990 62 6_4 1 . 9B1 6 . C5 . ol . gs 

3 

none 



Seq. ID OJ990626_41.9B16.C5 

Strand + .> 

End 5853 

Method GENSCAN 

End 5853 

Score .56 



3. .129, 438..S29, 5096. .5194, 5548. .5853 



19508 
40747 



Seq. ID OJ990626_41.9B16.C5 
Strand 



19861 




Start 


12830 


End 


14808 








Name 


OTQQHfi9fi 41 QR1 PR r\0 nn 


Method 


AAT/NAP 








b tart 


i OQ 


End 


14808 








P T 


izuo 4 y o 


Score 


132 








Exons 


i oo-3n 19004 149^9 l/ld^Q 


14743. .14808 








iji uescrip. 


\u3oL£.h) CjKJjDr J [Nxcotiana 


tabacum] 










beq. no. 




Seq. ID 


Pi TQQPl £9 £ 


A 1 


Qni £ 


p£ 
Lb 


Gene No. 


40748 


Strand 


T 








Start 


302 


End 


o y y 








Name 


OJ990626 41. 9B1 6 . C6 . ol . np 


Method 










o tar t 


302 


End 










P T 


6006359 


Score 


47 








Exons 


302. .399 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








beq. NO. 


19510 


Seq. ID 


OJ990626_ 




ybio . 


P*7 




40749 


Strand 


+ 








Start 


1732 


End 


1837 








Name 


OJ990626 41.9B16.C7.o2.gp 


Method 


AAT/GAP 








otaru 


1732 


End 


1837 










5816518 


Score 


162 








Exons 


1732.. 1837 












GI Descrip. 


4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 












Seq. No. 


19510 


Seq. ID 


OJ990626_ 


41. 


9B16. 


C7 


Gene No. 


40750 


Strand 










b t art 


1277 


End 


5829 








Name 


OJ990626 41.9B16.C7.ol.gs 


Method 


GENSCAN 








btar t 


1277 


End 


3381 








P T 


none 


Score 


.41 








Exons 


1277.. 1444, 2506.. 2567, 3228 


. .3381 










beq . NO . 


19510 


Seq. ID 


OJ990626_ 


41. 


9B16. 


C7 


P. o n o NT ^ 


40750 


Strand 










Start 


1277 


End 


5829 








Name 


OJ990626 41.9B16.C7.ol.gp 


Method 


AAT/GAP 








b tar u 


1475 


End 


1723 








P T 


3761181 


Score 


413 








Exons 


1475. .1723 












GI Descrip. 


4521193/dbj IAB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 












oeq. no . 


19510 


Seq. ID 


OJ990626_ 


41. 


9B16. 


C7 


Gene No. 


40750 


Strand 










Start 


1277 


End 


5829 








Name 


OJ990626 41. 9B16 . C7 . ol . np 


Method 


AAT/NAP 








Cf -I v»f 

bt art 


3250 


End 


5829 








C T 


5091513 


Score 


1608 








Exons 


3250. .3460, 4415. .5829 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


19510 


Seq. ID 


OJ990626_ 


41. 


9B16. 


C7 


Gene No. 


40750 


Strand 










Start 


1277 


End 


5829 








Name 


OJ990626 41.9B16.C7.o2.gs 


Method 


GENSCAN 









19862 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990626_41.9B16.C8 



3935 End 5567 

none Score . 72 

3935. .4362, 4526. .5567 

19511 

40751 Strand + 

5072 End .7109 

OJ99062 6_4 1 . 9B16 . C8 . o2 . gs Method GENSCAN 

5072 End 7109 

none Score . 67 

5072. .5229, 5334. .5491, 6097. .6497, 6576. .7109 



19511 
40752 
1 

OJ990626_41. 9B16 . C8 . ol . np 
1 

5091513 

1..211, 948. .1438, 6838. .6859 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626 41.9B16.C8 



6859 
AAT/NAP 
6859 
902 



19511 Seq. ID 

40752 Strand 

1 End 

OJ990626_41 . 9B16 . C8 . ol . gs Method 

84 6 End 

none Score 

846. .1544, 1806. .1866, 1935. .1999 



OJ990626_41. 9B16.C8 
6859 

GENSCAN . 

1999 

.49 



OJ990626 41.9B16.C8 



19511 Seq. ID 

40752 Strand 

1 End 6859 

OJ990626_41 . 9B16 . C8 . ol . gp Method AAT/GAP 

1897 End 2145 

3761181 Score 410 
1897. .2145 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

19511 Seq. ID OJ990626_4 1 . 9B16 . C8 

40752 Strand 

1 End 6859 

OJ990626_41. 9B16 . C8 . o2 . gp Method AAT/GAP 

2153 End 2262 

5816518 Score 157 

2153. .2262 

4521193/dbj IAB013450. 1IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19511 
40753 
8136 

OJ990626_41 . 9B16.C8 . ol . tm 
6201 
none 

6201. . 6500, 
6716. . 6748, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6216. .6497, 6323. .6520, 6573 
6825..6968, 6884. .6967, 7077 



OJ990626 41.9B16.C8 



8596 

TBLASTX: Maize 
7154 
305 

6770, 6S73..6728, 
7154 



19863 



Seq. No. 


19511 


Seq. ID 


OJ990626_41.9B16. 


C8 


bene ino . 




ot land 








fil 


CjUU 


fi RQfi 




Name 










OLait 


oljD 


tina 


O JjD 






none 


Score 






Exons 


fil ftOfiQ fi^f^ fiSQC 








oeq • lno . 


19512 


Seq. ID 


OJ990626_41.9B16. 


C9 




40754 


Strand 


+ 




Start 


524 


End 


697 




Name 


OJ990626 41. 9B16 . C9 . ol . np 


Method 


AAT/NAP 




Cf o v 4- 


524 


End 


697 




P T 


6063554 


Score 


130 




Exons 


524. .697 








GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 { E04 64 ) 




correspond to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








O e CJ . IN O . 


19512 


Seq. ID 


OJ99UDZD 41.9BIO. 


C9 


Gene No. 


40755 


Strand 


+ 




Start 


1084 


End 


1255 




Name 


OJ990626 41. 9B1 6 . C9 . ol . gp 


Method 


AAT/GAP 






1084 


End 


i o c: c 




bl 


LIB3433-026-P1-K1-C1 


Score 


O C 1 

Zol 




Exons 


1084. .1255 








GI Descrip. 


f 5852170/emb|AL117265.1 IOST17804 1 . 0e- 


44 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, dAL clone :ti/oU4 


t 


Seq. No. 


19512 


Seq. ID 


Ojy9Ub^D 41.9B16. 


C9 


Gene No. 


40756 


Strand 


+ 






4200 


End 


5926 




Name 


OJ990626 41.9B16.C9.63.np 


Method 


AAT/NAP 




Of 2 V+- 

o tar l 


4200 


End 


5926 




r t 


6907086 


Score 


850 




Exons 


4200. .4980, 5042. .5243, 5464. .5926 






\jl uescr ip . 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


19512 


Seq. ID 


OJ990626_41. 9B16. 


C9 


Gene No. 


40757 


Strand 






Of- -a 
oCaiL 


1380 


End 


2022 




Name 


OJ990626 41.9B16.C9.o2.np 


Method 


AAT/NAP 




Of- -a >-+- 


1380 


End 


2022 




C T 


6002794 


Score 


927 




T7 1 \r s~\ y\ c 

HjXons 


1380. .2022 








GI Descrip. 


(AF149813) unknown [Oryza 


sativa] 






C . LM<J • 


19512 


Seq. ID 


OJ990626_41. 9B16. 


C9 


Gene No. 


40758 


Strand 






Start 


4669 


End 


7229 




Name 


OJ990626 41.9B16.C9.o4.np 


Method 


AAT/NAP 




Start 


4669 


End 


6907 




GI 


2213632 


Score 


880 




Exons 


4669. .4735, 6170. .6907 








GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 





19864 



Seq. No. 


lyoiz 








Gene No. 


40758 








Start 


4669 








Name 


UJ jjUD^D 41. 


QR1 ft 

y oi o . 




LIll 


Start 


CI Q Q 








bl 


none 








Exons 


/"T no C9 E^Q 


CI Q Q 
DlOO . 




bzofi . 




y 3 . . DDii 








Seq. No. 










Gene No. 


40758 








Start 


4669 








Name 


r\ TQ Q HOC /II 


Qni c 
yoi o . 


by . oi . 




Start 


bzuu 








bl 


none 








Exons 


conn c/iot 
bzUU . . b4 Z / , 


c o n /i 
bZU4 . 


a A 9 Q. 

. b4 Zo , 


C 9 O /I 

bZU4 . 




C /l T7 C C9 9 


C/l /I /I 
04 ft ft . 


c C9 n 




Seq. No. 


19512 








Gene No. 


40758 










ft boy 








Name 


ojyyubzb 4i. 


ytJi b . 


r*Q /-v9 

by . oj . 


4- T T 

tw 


Start 


bbzo 








GI 


none 








Exons 


CC99 C9 /I O 
O OZ J . . 0 / fi Z , 


D H . 


. D / fl J 




Seq. No. 


19512 








Gene No. 


40758 








on arc 


ft t> o y 








Name 


OjyyUbzb 41. 


yBlb . 


by . oz . 


tm 


Start 


bboo 








GI 


none 








Exons 


ceo 9 7 097 


CCQO 

ooyu . 


n nop 
. / uzo , 


/ 1 1 u . 


Seq. No.' 


19512 








Gene No. 


40758 








otart 


ft o o y 








Name 


TO Q HOC /II 

uj y y u bz b 4 1 . 


QQ1 £ 

yci b . 


P Q ^.9 

by . oz . 


4- T T 

tw 


Start 


an a 9 
b / ft o 








bl 


none 








Exons 


O / 4 .3 . . / UZ / / 


£7 A A 
0 / ft 4 . 


7 007 


7110 
/ 1 1 U . 


Seq. No. 


iyoij 








Gene No. 


40759 








Start 


41 








Name 


n TQQO £9 £ 4 1 

ujyyuozo 4i. 


QR1 £ 
y D 1 D . 


1-1U . 0 1 


. gs 


Start 


4 1 








GI 


none 








Exons 


A ~\ 1 "7 9 TTC 
41. . I /• / , - # / / D 


. . yui 


G Q 9 


1 AQQ 

. 1(J yy , 




Iby / . . lo bb , 


o i n o 
Zl /O . 


o o c n 

. zzo / , 


Z4UD . 


Seq. No. 


19513 








Gene No. 


40759 








Start 


41 








Name 


OJ990626 41. 


9B16. 


ClO.ol 


.np 


Start 


851 








GI 


2384863 









Seq. ID OJ990626_41.9B16.C9 
Strand 

End 7229 

Method TBLASTX : Mai ze 

End 6661 

Score 54 

.6595, 6260.. 6295/ 6293.. 6661, 



Seq. ID OJ990626_41.9B16.C9 
Strand 

End 7229 

Method TBLASTX : Wheat 

End 6622 

Score 178 

.6428, 6205. .6426, 6409. .6606, 



Seq. ID OJ990626_41.9B16.C9 
Strand 

End 7229 

Method TBLASTX : Wheat 

End 6743 

Score 123 



OJ990626_41.9B16.C9 
7229 

TBLASTX: Maize 

7229 

186 



OJ990626_41. 9B16.C9 
7229 

TBLASTX: Wheat 

7205 

141 



OJ990626_41. 9B16.C10 
+ 

2885 
GEN SCAN 
2876 
.73 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7229 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.7205 

Seq. ID 
Strand 
End 

Method 
End 
Score 

1175. .1315, 1391. .1501, 
.2455, 2554. .2876 

Seq. ID OJ990626_41.9B16.C10 

Strand + 

End 2885 

Method AAT/NAP 

End 2885 

Score 284 



19865 



Exons 851. .1099, 1175. .1315, 1391. .1610, 1789. .1911, 2298.-2455, 

2554. .2885 

GI Descrip. (AF022976) Contains similarity to Pfam domain: PF00561 

(abhydrolase) , Score=10.6, E-value=0 . 0093, N=l [Caenorhabditis 
elegans] 







oeq . J. u 




pi n 

biU 


bene ino . 


4 07 fin 






- 


OLaiL 










Name 


OJ990626 41.9B16.C10.ol 


. ts Method 


TOT ZiCTY « C^wKoan 

i tJjjAb i a . boyoean 




Start 


851 


End 


1501 




GI 


none 


Score 


44 




Exons 


851. .904, 973. .1101, 97 
1382. .1501 


4. .1096, 1175.. 


1300, 1175.. 1294, 




beq . no . 


19513 


Seq. ID 


OJ990626_41.9B16. 


LIU 


bene no . 


40760 


Strand 






btart 


2813 


End 


3154 




Name 


OJ990626 41.9B16.C10.ol 


. tm Method 


TBLASTX: Maize 




Start 


878 


End 


1743 




P T 


none 


Score 


40 




Exons 


878. .913, 983. .1033, 1067. .1093, 1166. 


.1273, 1172. .1312, 






1177. .1290, 1388. .1495, 


1394. .1498, 1597. .1743 




beq. no. 


19513 * 


Seq. ID 


OJ990626_41.9B16. 


LIU 


Gene No . 


40760 


Strand 








2813 


End 


3154 




Name 


OJ990626 41.9B16.C10.o2 


. ts Method 


TBLASTX : Soybean 




Start 


2559 


End 


2840 




GI 


none 


Score 


149 




HiXons 


2559. .2744, 2583. .2699, 


2730. .2840 






Q /-v /-» KT 

oeq. ln o . 


19513 


Seq. ID 


OJ990626_41. 9B16. 


CIO 


bene lno . 


40760 


Strand 






Of a r-4- 
Otait 


2813 


End 


3154 




Name 


OJ990626 41. 9B16.C10.ol 


. gp Method 


AAT/GAP 




otail 


2813 


End 


3154 




GI 


uC-osf Icypl34c03al 


Score 


645 




Exons 


2813. .3154 








bi uescrip . 


f 4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


4 0 Oryza sativa DNA, 




similar sequence to Pib 


gene 1 






oeq. NO . 


19514 


Seq. ID 


OJ9906'26_41.9B16. 


Cll 


bene no . 


40761 


Strand 


+ 




Start 


1 


End 


624 




Name 


OJ990626 41.9B16.Cll.ol 


. np Method 


AAT/NAP 




Start 


1 


End 


552 




GI 


5091513 


Score 


847 




Exons 


1..552 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] • 




Seq. No. 


19514 


Seq. ID 


OJ990626_41.9B16. 


Cll 


Gene No. 


40761 


Strand 


+ 




Start 


1 


' End 


624 




Name 


OJ990626 41.9B16.Cll.ol 


. gs Method 


GENSCAN 




Start 


10 


End 


624 




GI 


none 


Score 


. 94 





19866 



Exons 



10. .624 



Seq. No. 19515 Seq. ID OJ990626_41.9B16.C12 

Gene No. 40762 Strand + 

Start 1 End 1354 

Name- OJ990626_41 . 9B16 . C12 . ol . np Method AAT/NAP 

Start 1 End 1354. 

GI 3834307 Score 163 

Exons 1..152, 270.. 506, 1165.. 1354 

GI Descrip. (AC005679) Strong similarity to gene T10I14.120 gi 12832679 
putative protein from Arabidopsis thaliana BAC gb | AL021712 . 
ESTs gb|N65887 and gb|N65627 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 19515 Seq. ID 

Gene No. 40762 Strand 

Start 1 End 

Name OJ990626_4 1 . 9B1 6 . C12 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20.. 162, 333.. 510 



OJ990626_41.9B16.C12 
+ 

1354 
GEN SCAN 
510 
.82 



Seq. No. 19515 Seq. ID 

Gene No. 40763 Strand 

Start 1124 End 

Name OJ990626_41 . 9B16 . C12 . o2 . gs Method 

Start 1124 End 

GI none Score 

Exons 1124.. 1426 



OJ990626_41.9B16.C12 

1426 
GEN SCAN 
1426 
.95 



Seq. No. 19515 Seq. ID 

Gene No. 40764 Strand 

Start 10496 End 22773 

Name OJ990626_41 . 9B16.C12 . o4 . gs Method GENSCAN 

Start 10496 End 22773 

GI none Score .7 

Exons 10496. .11132, 11150 .. 1174 6, 12475 .. 12662 , 12804 

13051. .13161, 18543. .18625, 18806 .. 18964 , 19543 



OJ990626 41.9B16.C12 



12932, 
19860, 



19893. .20328, 21877 .. 218 99, 2224 1 .. 22361 , 22765. .22773 



Seq. No. 19515 Seq. ID OJ990626_41.9B16.C12 

Gene No. 40764 Strand 

Start 10496 End 22773 

Name OJ990626_4 1 . 9B16 . C12 . o2 . gp Method AAT/GAP 

Start 13169 End 13276 

GI uC-osflcyp088bl2bl Score 151 

Exons 13169. .13276 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 19515 

Gene No. 40764 

Start 10496 

Name OJ99062 6_41 . 9B1 6 . C12 . ol . tm 

Start 20107 

GI none 
Exons 



Seq. ID OJ990626_41.9B16.C12 
Strand 

End 22773 

Method TBLASTX : Mai ze 

End 20368 

Score 4 8 



20107. .20142, 20108. .20143, 20192 .. 20368 , 20194. .20340 



19867 



beq^s ,i>*o . . 


19516 


Seq. ID 




Gene No. 


'40765 


Strand 




Start 


1 


End 


640 


Name 


OJ990626 41.9B16.C13.ol.np 


Method 


AAT/NAP 


Of yf 

o tar t 


1 


End 


640 




2498930 


Score 


732 


Exons 


1. .412, 580. .640 






b± uescrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULAT ION 




rKUlLlN) gi|±*£UJ/y4 IUJ.O//4J 


Sog [Drosophila melanogaster ] 


Seq. No. 


19516 


Seq. ID 


OJ990626_41.9B16.C1 


bene wo . 


40765 


Strand 


- 


Cf 3r f 

otdit 


1 


End 


640 


Name 


OJ990626 41.9B16.C13.ol.gs 


Method 


GEN SCAN 


Of ar f 


110 


End 


639 


bl 


none 


Score 


.47 


Exons 


110. .412, 580. .639 






Seq. No. 


19517 


Seq. ID 


OJ990626_41.9B16.C1 


Gene No. 


40766 


Strand 


- 


Of 3r f 


1 


End 


572 


Name 


OJ990626 41.9B16.C14.ol.np 


Method 


AAT/NAP 




1 


End 


572 


b± 


5091513 


Score 


526 


Exons 


1..572 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


19517 


Seq. ID 


OJ990626_41. 9B16.C1 


bene ino . 


40766 


Strand 




Of -ivf 

otdit 


1 


End 


572 


Name 


OJ990626 41.9B16.C14.ol.gs 


Method 


GENSCAN 


Of 1 v-f 


19 


End 


522 


bl 


none 


Score 


.72 




19. .107, 195. .522 






oeq . jno . 


19518 


Seq. ID 


OJ990626_35.9B05.C1 


bene jno . 


40767 


Strand 


+ 


Start 


366 


End 


6905 


Name 


OJ990626 35.9B05.Cl.ol.gs 


Method 


GENSCAN 


OLait 


366 


End 


6905 


r'T 

b± 


none 


Score 


.59 


Exons 


366;. 494, 1395. .1480, 1567.. 


2301, 2380 


..2511, 2524. .2749, 




2922. .3484, 3712.. 3753, 3873 


..3988, 4086. .4225, 4747. .4785 




5038. .5110, 5263. .5314, 5449 


..5520, 627S..6466, 6502. .6681 




6696. . 6905 






Seq. No. 


19518 


Seq. ID 


OJ990626_35. 9B05.C1 


Gene No. 


40768 


Strand ■ 


+ 


Start 


9262 


End 


10544 


Name 


OJ990626 35.9B05.Cl.ol.np 


Method 


AAT/NAP 


Start 


9262 


End 


10544 


GI 


5852175 


Score 


158 


Exons 


9262. .9403, 9747. .9799, 10404. .10544 




GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 




Seq. No. 


19518 


Seq. ID 


OJ990626_35. 9B05.C1 



19868 



Gene No. 


40769 




Strand 


+ 








i ntic 




End 


12486 






Name 


ojyyub^o jo. yDuo.Li . 


o3 . gs 


Method 


GENSCAN 






Pi. - v.1. 

Start 


lUb /b 




End 


12202 






C T 


none 




Score 


.54 






Exons 


lUb id . . iu / o 1 , iuy/z. 


. i iuy h , 


11633. .11760, 12146. 


. IzzUz 




beq. no. 


l yoio 




Seq. ID 


OJ990626_ 


jj . y dud 


. Ll 


Gene No. 


40769 




Strand 


+ 






Start 


10575 




End 


12486 






Name 


ujyyubzb jd. ytiuj . ti . 


o2 . np 


Method 


AAT/NAP 






C» -s -v- 4- 

otart 


1 t n o o 




End 


12486 






bl 






Score 


291 






Exons 


i i n n q ithoo 1 01 

1 iUUo . . 1 lUzo , l^lOU. 


. 1Z 4 o b 










GI Descrip. 


(ALil /zbo) ZnDUUlZ. 1 


[Oryza 


sativa] 








beq. No. 


l yoio 




Seq. ID 


OJ990626_ 


. ybu o 


. Ll 


Gene No. 


40770 




Strand 


+ 






Start 


13467 




End 


16700 






Name 


ujyyub^b oo.ybuo.ui. 


o4 . gs 


Method 


GENSCAN 






btart 


1 *3 A CI 

1 j4d / 




End 


16700 








none 




Score 


.67 






Exons 


U4 b / . . lobbz , lo/4o. 


. i / o, 


14156. .14298, 14720. 


.104 bo , 






13 bio lo / y4 , ibuoy. 


. 1 Oo / 3 , 


16451. . 16510, 16587. 


. 1 b / U U 




Seq. No. 


19518 




Seq. ID 


OJ990626_ 


35.9B05 


.CI 


Gene No. 


40771 




Strand 








Start 


yuz b 




End 


9489 






Name 


ujyyubzb oD.ytiuo.ci. 


o2 . gs 


Method 


GENSCAN 






b tart 


yUii b 




End 


9489 






bi 


none 




Score 


.55 






Exons 


Qf\OC Q07Q QOQQ Q A 

yuzb..yz/y, yzoo..y4 


o y 










Seq. No. 


lyoiy 




Seq. ID 


OJ990626_ 


jo . yBUo 




Gene No. 


40772 




Strand 


+ 






Start 


51 




End 


386 






Name 


OJ990626 35.9B05.C2. 


ol . gs 


Method 


GENSCAN 






Start 


51 




End 


386 






GI 


none 




Score 


.93 






Exons 


51. .386 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19520 



Seq. ID OJ990626_35.9B05.C3 



40773 Strand 

1 End 605 

OJ990626_35. 9B05 . C3 . ol . np Method AAT/NAP 

1 End 605 

4544372 Score 470 

1...605 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 19520 Seq. ID 

Gene No. 40773 Strand 

Start 1 End 

Name OJ990626_35. 9B05 . C3 . ol . tm Method 

Start 1 End 

GI none Score 



OJ990626_35.9B05.C3 
605 

TBLASTX: Maize 

279 

130 



19869 



Exons 



1..279, 2. .127, 15.:218, 16. .279 



Seq. No. 19520 Seq. ID 

Gene No. 40773 Strand 

Start 1 . End 

Name OJ99062 6_35 . 9B05 . C3 . ol . ts Method 

Start 1 End 
GI • none Score 

Exons 1..204, 2.. 121 



OJ990626_35.9B05.C3 
605 

TBLASTX : Soybean 

204 

90 



OJ990626_35.9B05.C3 
605 

TBLASTX: Wheat 
552 
200 

148. .495, 154. .495, 191. .502, 446. .499, 496. .552, 497. .547 



Seq. No. 19520 Seq. ID 

Gene No. 40773 Strand 

Start 1 End 

Name OJ990626_35 . 9B05 . C3 . ol . tw Method 

Start 148 End 

GI none Score 
Exons 



Seq. No. 19520 Seq. ID 

Gene No. 40773 Strand 

Start 1 End 

Name OJ990626_35 . 9B05 . C3 . o2 . tm Method 

Start 280 End 

GI none Score 

Exons 280.. 498, 281.. 496 



OJ990626_35.9B05.C3 
605 

TBLASTX: Maize 

498 

187 



Seq. No. 19521 Seq. ID 

Gene No. 40774 Strand 

Start 1224 .End 

Name OJ990626_35 . 9B05 . C4 . ol . gs Method 

Start 1224 End 

GI none Score 

Exons 1224.. 1329, 1412.. 1500 



OJ990626_35. 9B05.C4 
+ 

1500 
GEN SCAN 
1500 
.89 



Seq. No. 19521 

Gene No. 40775 

Start 1043 

Name OJ990626_35 . 9B05 . C4 . ol . np 

Start 1043 

GI 4585985 

Exons 1043.. 1144, 1660.. 1691 

GI Descrip. (AC005287) Hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_35.9B05.C4 

1691 
AAT/NAP 
1691 
62 



protein [Arabidopsis thaliana] 



Seq. No. 19522 ' Seq. ID 

Gene No. 40776 Strand 

Start 78 End 

Name OJ990626_35 . 9B05 . C5 . ol . gs . Method 

Start 78 End 

GI none Score 

Exons 78.. 191, 271.. 700 



OJ990626_35.9B05.C5 
+ 

707 

GENSCAN 

700 

.77 



Seq. No. 19522 Seq. ID 

Gene No. 40776 Strand 

Start 78 End 

Name OJ990626_35 . 9B05 .C5.ol.np Method 

Start 307 End 

GI 6272381 Score 



OJ990626_35. 9B05.C5 
+ 

707 

AAT/NAP 

707 

86 



19870 



# • 

Exons 307 . . 539, 665 . . 707 

GI Descrip. (AC007918) Similar to gi 14325351 T25H8.2 TNP2 protein homolog 
from Arabidopsis thaliana BAC gb|AF128394. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990626_35.9B05.C6 



19523 
40777 
1 

OJ990626_35 . 9B05 . C6 . ol . np 
1 

2498930 
1..275, 443. .506 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Strand 
End 

Method 

End 

Score 



506 

AAT/NAP 

506 

499 



Seq. No. 


19bZ3 




Seq. ID 


OJ990626_35.9B05.C6 


Gene No. 


4 0/// 




Strand 




Start 


1 




End 


506 


Name 




. ol . gs 


Method 


GENSCAN 


Start 


78 




End 


502 


GI 


none 




Score 


.86 


Exons 


78. .275, 443. .502 








Seq. No. 


19524 




Seq. ID 


OJ990626 35.9B05.C8 


Gene No. 


40778 




Strand 


+ 


Start 


13 




End 


2739 


Name 


OJ990626 35.9B05.C8 


. ol . gs 


Method 


GENSCAN 


Start 


13 




End 


2739 


GI 


none 




Score 


.81 


Exons 


13. .128, 634. .803, 


912. .1575, 


1610.. 1832, 1930. .2739 


Seq. No. 


19524 




Seq. ID 


OJ990626_35.9B05.C8 


Gene No. 


40779 




Strand 


+ 


Start 


8260 




End 


11711 


Name 


OJ990626 35.9B05.C8 


. o2 .np 


Method 


AAT/NAP 


Start 


8260 




End 


11711 


GI 


2160137 




Score 


316 


Exons 


8260. .8300, 11004.. 


11193, 11323.. 11711 




GI Descrip. 


(AC000375) Similar 


to Arabidopsis light ""repressible receptor 



protein kinase (gb 1X97774). [Arabidopsis thaliana] 



Seq. No. 19524 Seq. ID 

Gene No. 40779 Strand 

Start 8260 End 

Name OJ990626_35 . 9B05 . C8 . o3 . gs Method 

Start 11306 End 

GI none Score 

Exons 11306. . 11674 



OJ990626_35.9B05.C8 
+ 

11711 
GENSCAN 
11674 
.54 



Seq. No. 19524 Seq. ID OJ99062 6_35-. 9B05 . C8 

Gene No. 40780 Strand + 

Start 22811 End 23194 

Name OJ990626_35 . 9B05 . C8 . o2 . gp Method AAT/GAP 

Start 22811 End 23194 

GI uC-osflcyp033a04bl Score 643 

Exons 22811. .23194 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



19871 



Seq. No. 19524 Seq. ID 

Gene No. 40781 Strand 

Start 3997 End 

Name OJ990626_35 . 9B05 . C8 . ol . np Method 

Start 3967 End 

GI 4206306 Score 

Exons 3961, .7785, 8023.. 8128 
GI Descrip. (AF049110) prpol [Zea mays] 



OJ990626_35.9B05.C8 

10419 
AAT/NAP 
8128 
2919 



Seq. No. 19524 
Gene No. 40781 
Start 3997 

Name OJ990626_35 . 9B05 . C8 . o2 . gs 

Start 3997 
GI none 

Exons 3997.. 4401, 4471.. 4763, 4796. 

5970.. 7152, 7248.-7956, 8023. 
9233. . 1007 6, 10417. .10419 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4943, 5008.. 5195, 
.8646, 8709.. 8822, 



OJ990626_35.9B05.C8 

10419 
GENSCAN 
10419 
.41 



5346, 
9106. 



,5704, 
,9215, 



Seq. No. 19524 

Gene No. 40782 

Start 13798 

Name OJ990626_35 . 9B05 . C8 . ol . gp 

Start- 13798 

GI none 

Exons 13798. . 14110, 14260 .. 14 325, 
15549. .15702, 15811. .16054 



Seq. ID 

Strand 

End 

Method 
End 
-Score 



OJ990626_35. 9B05.C8 

16054 
AAT/GAP 
16054 
1797 



14403. .14515, 15089. . 15198, 



Seq. No. 19524 

Gene No. 40783 

Start 18277 

Name OJ990626_35 . 9B05 . C8 . o3 . ts 

Start 4543 

GI none 
Exons 



Seq. ID OJ990626_35. 9B05.C8 
Strand 
End 

Method 
End 
Score 



26927 

TBLASTX : Soybean 

4918 

48 



4543.-4767, 4622. .4768, 4774. .4917, 4775. .4918 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19524- 



Seq. ID OJ990626 35.9B05.C8 



40783 Strand 
18277 End 
OJ990626_35 . 9B05 . C8 . o3 . tm Method 
4558 End 
none Score 
4558. .4812, 4558. .4920, 4559. .4828 



26927 

TBLASTX: Maize 

4920 

172 



Seq. No. 19524 ■ Seq. ID 

Gene No. 40783 Strand 

Start 18277 End 

Name OJ990626_35 . 9B05 . C8 . o5 . tw Method 

Start 4690 End 

GI none Score 

Exons 4690.. 5079 



OJ990626_35. 9B05.C8 
26927 

TBLASTX: Wheat 

5079 

231 



Seq. No. 
Gene No. 
Start 
Name 



19524 
40783 
18277 

OJ990626 35. 



9B05.C8.o5. tm 



Seq. ID 

Strand 

End 

Method 



OJ990626_35. 9B05.C8 
26927 

TBLASTX: Maize 



19872 




btart 


4 9^1 








End 


5190 




bl 


none 








Score 


o o 
oZ 




Exons 


4 y^i . . oi yu, 


4 y Jl 


. . oUo b 










Seq. No. 


19524 








Seq. ID 


OJ990626_35.9B05. 


C8 


Gene No. 


40783 








Strand 






C 4- >- 4- 


iOi / / 








End 


26927 




Name 


ujyyuo^b jo 


. yBUo 


. Co . O J . 


tw 


Method 


TBLASTX: Wheat 




start 


o Joy 








End 


5820 




bl 


none 








Score 


89 




Exons 


o Joy . . do / y , 


o jy b 


. . oob J , 


obl^ . 


.5674, 5703.. 5819, 5707.. 5820 


Seq. No. 


19524 








Seq. ID 


OJ990626_35.9B05. 


C8 


Gene No. 


40783 








Strand 


- 




btart 


loz / / 








End 


26927 




Name 


ojyyubzo Jo 


yBuo 


. Co . Ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


/■ATI 

bU / 1 








End 


6472 




bl 


none 








Score 


bl 




Exons 


bU / 1 . . b4 , 


bUo / 




a o a a 
oZ OH . 


. 6350 






Seq. No. 


19524 








Seq. ID 


OJ990626_35.9B05. 


C8 


Gene No. 


40783 








Strand 


- 




O 4- -i -w- 4- 

b tart 


1 Q O "7 "7 
loZ / / 








End 


26927 




Name 


ojyyubzo Jo 


none 

yBUo 


. Co . OZ . 


tw 


Method 


TBLASTX: Wheat 




Start 


blU4 








End 


6517 




GI 


none 








Score 


14 U 




Exons 


blU4 . . bol / , 


C O A A 

bzUU 


. . bol / 










Seq. No. 


- 19524 








Seq. ID 


OJ990626_35.9B05. 


C8 


Gene No. 


40783 








Strand 


- 




O 4 i v»4- 

btart 


loz / / 








End 


26927 




Name 


ojyyUDzo Jo 


none 

yBUo 


. Co . OZ . 


tm 


Method 


TBLASTX: Maize 




Start 


bi yi 








End 


6574 




bl 


none 








Score 


I o 




Exons 


oi y i . . bo / 4 , 


bzU4 


. . b J ou , 


bz y b . 


.6541 






Seq. No. 


19524 








Seq. ID 


OJ990626_35. 9B05. 


C8 


Gene No. 


40783 








Strand 


- 




o cart 


lo/ / / 








End 


26927 




Name 


ojyyubzb Jo 


9BUo 


. Co . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


c a c\ o 
bbU^ 








End 


6958 




GI 


none 








Score 


222 




Exons 


bbU^ . . byoo , 


bblo 


c n c o 

. . b9oJ 










Seq. No. 


19524 








Seq. ID 


OJ990626_35.9B05. 


C8 


Gene No. 


40783 








Strand 






O 4- — , v4- 

otart 


1 O O "7 "7 

loZ / / 








End 


26927 




Name 


oj yyubz b Jo . 


none 

yBUo 


. Co . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


/"COO 

bb J^ 








End- .. 


7063 




GI 


none 








Score 


203 




Exons 


6632 . . 7063, 


6633 


. . 6875 , 


6936 . 


.7061 






Seq. No. 


19524 








Seq. ID 


OJ990626_35.9B05. 


C8 


Gene No. 


40783 








Strand 






Start 


18277 








End 


26927 




Name 


OJ990626 35. 


9B05 


.C8.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


6683 








End 


7048 





19873 




PT 


none 


Score 


1 HQ 




Exons 


OpOJ. . DOi If 0 0<£fl . . /U4 O 








Seq. No. 


19524 


Seq. ID 


OJ990626_35.9B05 


.C8 


Gene No. 


40783 


Strand 






Qf 2 


18277 


End 


26927 




Name 


OJ990626 35. 9B05 . C8 . 06 . tw 


Method 


TBLASTX: Wheat 






7279 


End 


7635 




P T 


none 


Score 


55 




Exons 


7279. .7503, 7283. .7387, 7294. .7446, 7510. .7635 




Seq. No. 


19524 


Seq. ID 


OJ990626_35.9B05, 


.C8 


Gene No. 


40783 


Strand 






Of 3 r--f- 

o tar l 


18277 


End 


26927 




Name 


OJ990626 35. 9B05.C8.o6. tm 


Method 


TBLASTX: Maize 




OA » v-+- 

otart 


11002 


End 


11413 




p t 


none 


Score 


162 




Exons 


11002. .11199, 11003. . 11203, 


11324. .11413 




Seq. No. 


19524 


Seq. ID 


OJ990626_35.9B05, 


.C8 


Gene No. 


40783 


Strand 






otdit 


18277 


End ■ 


26927 




Name 


OJ990626 35. 9B05 . C8 . ol . tc 


Method 


TBLASTX: Cress 




o tar l. 


11003 


End 


11404 




P T 


none 


Score 


151 




Exons 


11003. .11197, 11309. .11404 








C ^ /-T NT y~\ 

oeq . ino . 


19524 


Seq. ID 


OJ990626_35.9B05. 


PQ 


uene ino ■ 


40783 


Strand 






Ol-aiL 


18277 


End 


26927 




Name 


OJ990626 35.9B05.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


11009 


End 


11413 




P T 


5677580 


Score 


154 




Exons 


11009. .11203, 11029. .11121, 


11324. .11413 




GI Descrip. 


3776574 2.0e-59 (AC005388) 


Similar to 


T11J7.13 gi 2880051 




putative protein kinase from Arabidops 


is thaliana BAC 






gb_AC002340. [Arabidopsis thaliana] 






Seq. No. 


19524 


Seq. ID 


OJ990626_35.9B05, 


.C8 


Gene No. 


40783 


Strand 






OtalL 


18277 


End 


26927 




Name 


OJ990626 35.9B05.C8.o8.tw 


Method 


TBLASTX: Wheat 




oLdit 


11024 


End 


11404 




P T 


none 


Score 


136 




Exons 


11024. .11197, 11309. .11404 








oeq . no . 


19524 


Seq. ID 


OJ990626_35.9B05. 


,C8 


Gene No . 


40783 


Strand 






Of -, vf 

otan 


18277 


End 


26927 




Name 


OJ990626 35.9B05.C8.o4.tm 


Method 


TBLASTX: Maize 




OLdlL 


16266 


End 


17406 




GI 


none 


Score 


80 




Exons 


16266. .16397, 16277 .. 16396, 


16285. .16407, 16292 .. 16408 , 






16293. .16397, 16300 .. 164 13, 


16315. .16440, 16315. .16398, 






16375. .16404, 16447. .16587, 


164 64. .16616, 16478. .16591, 






164 79. .16562, 164 79. .16550, 


1647 9. .16595, 164 92. .16572, 






16604 .. 16753, 16610. .16750, 


16612. .16710, 16613. .16756, 





19874 



1 CC1 Q 

ibbiy . 


. 1 D /UD, 


1 /TCTJ 

loboo . 


. 1 b / Jl , 


Ibbob . 


. i b / 1 y , 


1 ctio 

lb / jj . 


. 1 boo / , 


lb / DD . 


. lbovy, 


lb/ bb . 


. 1 bo .34 , 


i an a q 
1 b / by . 


. I DO o3 , 


lb / id . 


. 1 DOJ^ , 


1 £77 Q 


. X / UU U , 


X DOUj . 


. J. DO ¥ £ , 


l fifing 

X OOUO . 


■ ± do y z> , 


IDO^l . 


. X DO JO/ 


16832. 


.16945, 


16839. 


.17036, 


16840. 


.17070, 


16841. 


.17071, 


16892. 


.16945, 


16936. 


.17073, 


16945. 


.17064, 


16957. 


.17079, 


17007. 


.17069, 


17007. 


.17063, 


17094 . 


.17234, 


17103. 


. 17228, 


17118. 


.17219, 


17137. 


.17247, 


.17150. 


.17263, 


17239. 


. 17406, 


17275. 


.17361, 


17275. 


.17403, 


17276. 


.17404, 


17277. 


. 17366, 


17279. 


.17359, 


17285. 


.17383 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



19524 Seq. ID 

40783 Strand 

18277 End 

OJ99062 6_35 . 9B05 . C8 . o3 . np Method 

18277 End 

6742729 Score 
18277. .18923, 26507.. 26927 
(AF121139) RIM2 protein [Oryza sativa] 



19524 
40783 
18277 

OJ99062 6_35 . 9B05,. C8 . o4 . tw 

18368 

none 

18368. .18499, 
18506. .18550, 
18554. .18661, 
18682. .18759, 



OJ990626_35.9B05.C8 

26927 
AAT/NAP 
26927 
1073 



18385. .18414, 
18507. .18557, 
18555. .18662, 
18684. .18800 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18387. .18440, 
18543. .18662, 
18556. .18663, 



OJ990626 35.9B05.C8 



26927 

TBLASTX: Wheat 
18800 
34 

18482. . 18553, 
18544. .18663, 
18682. .18798, 



Seq. No. 19524 

Gene No. 4 07 83 

Start 18277 

Name OJ990626_35 . 9B05 . C8 . o7 . tw 

Start 26499 

GI none 

Exons 26499. .26684, 26507 .. 2668 6, 
26695. .26721 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_35. 9B05.C8 
26927 

TBLASTX: Wheat 

26722 

126 



26524. .26712, 26693.-26722, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 Seq. ID 

40784 Strand 

13915 End 

OJ990626_35 . 9B05 . C9 . o2 . gp Method 

13915 End 

LIB34 31-027-P1-K1-D5 Score 
13915.. 14055 

'2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_227084). [Arabidopsis thaliana] 1 



OJ990626_35.9B05.C9 
+ 

14055 
AAT/GAP 
14055 
196 



19525 Seq. ID 

40785 Strand 

15752 End 

OJ990626_35 . 9B05 . C9 . o4 . gs Method 

15752 End 

none Score 

15752. .16007, 16456 16506, 16787 



OJ990626J35. 9B05.C9 
+ 



19548. .20145, 20219 204 06, 20481, 



21362 
GENSCAN 
21362 
. 61 

16911, 18406. 
20670, 20742. 



, 19329, 
,20846, 



19875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20918. .21052, 21184. .21362 

19525 
40785 
15752 

OJ990 62 6_35 . 9B05 . C9 . o4 . np 

18445 

6691716 



Seq. ID OJ990626_35.9B05.C9 

Strand + 

End 21362 

Method AAT/NAP 

End 21*359 

Score 2486 



18445. .19329, 19527 .. 19706, 19788 .. 19892, 19969 .. 20145, 
20219. .20406, 20481 .. 20580, 20730 .. 2084 6, 20918. .21359 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 |dbj IBAA89397.1 | (AP000570) hypothetical protein 
[Oryza sativa] 



19525 
40786 
1 

OJ990626_35 . 9B05 . C9 .ol . np 
1 

4544372 
1..945, 3928. .3950 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method AAT/NAP 

End 3950 

Score 554 



oeq . no . 


1 QCOC 

jl y 0 £ D 




Seq. ID 


OJ990626_35.9B05.C9 


bene no . 


a m ft £ 




Strand 




Of- a r -f- 


1 

± 




End 


30122 


Name 


OJ990626 35.9B05.C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


24350 


GI 


none 




Score 


127 


Exons 


1..123, 6. .176, 6. .191, 


189. 


.260, 195. 


.260, 24123. .24350 


Seq. No. 


19525 




Seq. ID 


OJ990626_35.9B05.C9 


Gene No. 


40786 




Strand 




Start 


1 




End 


30122 


Name 


OJ990626 35.9B05.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3 




End 


24191 


GI 


none 




Score 


73 


Exons 


3. .125, 13. .87, 23790.. 


24191 


,23824.. 23994, 24 030 .. 24 152, 




24031. .24174 








Seq. No. 


19525 




Seq. ID 


OJ990626_35.9B05.C9 


Gene No. 


40786 




Strand 




Start 


1 




End 


30122 


Name 


OJ990626 35.9B05.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


24485 


GI 


none 




Score 


258 


Exons 


3. .176, 204. .266, 276.. 


359, 


24066. .244 


85, 24067. .24483, 




24261. .24485 








Seq. No. 


19525 




Seq. ID 


OJ990626_35.9B05.C9 


Gene No. 


40786 




Strand 




Start 


1 




End 


30122 


Name 


OJ990626 35.9B05.C9-.ol. 


gs 


Method 


GENSCAN 


Start 


35 




End 


1575 


GI 


none 




Score 


.98 


Exons 


35. .945, 1061. .1575 









19876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ990626_35. 

276 

none 



9B05.C9.o3.tm 



Seq. ID OJ990626_35.9B05.C9 
Strand 
End 

Method 
End 
Score 



30122 

TBLASTX: Maize 

24710 

85 



276. .602, 303. .509, 376. .543, 24354 24710, 24364. .24663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ990626_35 . 9B05 . C9 . o3 . ts 

330 

none 



Seq. ID OJ990626_35.9B05.C9 
Strand 

End 30122 

Method TBLASTX : Soybean 

End 24800 

Score 126 



330. .464, 471. .695, 24435 .. 24569, 24576. .24800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ990626_35. 9B05.C9.o8 . tw 

369 

none 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method TBLASTX : Wheat 

End 24719 

Score 74 



369. .614, 370. .546, 24486 .. 24656, 24486. . 24719,. 24487 24699 



19525 
40786 
1 

OJ990626_35. 9B05 . C9 . ol . tw 

618 

none 



Seq. ID OJ990626_35.9B05.C9. 

Strand - "~ 

End 30122 

Method TBLASTX : Wheat 

End 25517 

Score 117 



618. .770, 24720. .25013, 24724 .. 24885, 25060 .. 25296, 
25062. .25292, 25341.. 25517 



Seq. No. 


19525 






Seq. ID 


OJ990626_35.9B05 


.C9 


Gene No. 


40786 






Strand 






Start 


1 






End 


30122 




Name 


OJ990626 35 


9B05. 


C9.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


1105 






End 


25427 




GI 


none 






Score 


74 




Exons 


1105. .1443, 


25332 


..25427 








Seq. No. 


19525 






Seq. ID 


OJ990626_35.9B05 


.C9 


Gene No. 


40786 






Strand 






Start 


1 






End 


30122 




Name 


OJ990626 35 


9B05. 


C9.o2.gs 


Method 


GENSCAN 




Start 


2846 






End 


6555 




GI 


none 






Score 


.46 




Exons 


2846. .3254, 


4301. 


.4367, 4950. 


. 6555 






Seq. No. 


19525 






Seq. ID 


OJ990626_35.9B05 


.C9 


Gene No. 


40786 






Strand 






Start 


1 






End 


30122 




Name 


OJ990626 35 


9B05. 


C9.o2.np 


Method 


AAT/NAP 




Start 


2881 






End 


30122 




GI 


5852180 






Score 


326 




Exons 


2881. .3254, 


4251. 


.4328, 7803. 


.7867, 30099. .30122 





19877 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ990626_35. 9B05 . C9 . o3 . gs 
6921 
none 



Seq. ID OJ990626_35.9B05.C9 
Strand 

30122 
GEN SCAN 
12084 
.5 



End 

Method 
End 
Score 

6921.. 7465, 8931.. 9108, 9136. .9422, 9588.. 9828, 10165 .. 10382, 
11360. .11665, 12039. .12084 



Seq. No. 19525 

Gene No. 40786 

Start 1 

Name OJ990626_35 . 9B05 . C9 . o9 . tw 

Start 9307 

GI none 
Exons 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method TBLASTX : Wheat 

End 18855 

Score 216 



9307. .9480, 18565 .. 18855 , 18747. .18818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ990626_35. 9B05 .C9.o3.np 

12029 

6522612 



Seq. ID OJ990626__35.9B05.C9 
Strand 

End 30122 

Method AAT/NAP 

End 30122 

Score 224 



12029. .12097, 14 4 19 .. 14552, 14 975 .. 15181 , 15321 .. 15406, 
16968. .17013, 30103.. 30122 

(AL133298) receptor-like protein kinase homolog [Arabidopsis 
thaliana] 



19525 
40786 
1 

OJ99062 6_35. 9B05 . C9 . 06 . tm 

14388 

none 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method TBLASTX: Maize 

End 15430 

Score 152 



14388... 14555, 1 4 421 . . 14552 , 14 954 .. 151 66, 14 973 .. 15140 , 
14974. .15150, 14974. .15243, 15329. .15430 



19525 
40786 
1 

OJ990626_35. 9B05 . C9 . o5 . gs 

21687 

none 

21687. .24566 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method GENSCAN 

End 24566 

Score .96 



Seq. No. 19525 

Gene No. 40786 

Start 1 

Name OJ990626__35 . 9B05 . C9 . 06 . tw 

Start 21699 

GI none 
Exons 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method TBLASTX : Wheat 

End 22313 

Score 78 



21699. .21836, 21822 .. 21980, 22035 22313, 22051 .. 22158 , 
22207. .22293 



Seq. No. 



19525 



Seq. ID OJ990626_35. 9B05.C9 



19878 



Gene No. 40786 Strand 

Start 1 End 30122 

Name OJ990626_35 . 9B05 . C9 . o5 . np Method AAT/NAP 

Start 21723 End 27797 

GI 5922631 Score 6703 

Exons 21723. .24250, 24857 .. 25780, 25907 26066, 26109 .. 26672, 

26718. .26920, 27170 .. 274 14 , 27673.-27797 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C1214 5) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ99062 6_35 . 9B05 . C9 . o5 . 

21736 

none 



tm 



Seq. ID OJ990626_35.9B05.C9 



Strand 
End 

Method 

End 

Score 



30122 

TBLASTX: Maize 

21971 

102 



21736. .21840, 21738 21839, 21819. .21971 



Seq. No. 19525 Seq. ID 

Gene No. 40786 Strand 

Start 1 End 

Name OJ990626_35 . 9B05 . C9 . 08 . tm Method 

Start 22083 End 

GI none Score 

Exons 22083. .22169, 2217 9 22262 , 22192 .. 22266, 2224 9 .. 22356, 
22257. .22355 



OJ990626_35.9B05.C9 
30122 

TBLASTX: Maize 
22356 
54 



Seq. No. 19525 

Gene No. 40786 

Start 1 

Name OJ990626_35 . 9B05 . C9 . o3 . tw 

Start 22428 

GI none 

Exons 22428. .22619, 22428 .. 22814 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_35. 9B05.C9 
30122 

TBLASTX: Wheat 
22815 ■ 
100 



22504. .22815 



Seq. No. 19525 

Gene No. 40786 

Start 1 

Name OJ99062 6_35 . 9B05 . C9 . ol . tm 

Start 22458 

GI none 

Exons 22458. .22505, 22459 .. 22506, 
22510. .22821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626_35. 9B05.C9 
30122 

TBLASTX: Maize 

22821 

67 



22477. .22812, 224 97 22820, 



Seq. No. 19525 Seq. ID 

Gene No. 40786 Strand 

Start 1 End 

Name OJ99062 6_35 . 9B05 . C9 . olO . tw Method 

Start 22818 End 

GI none Score 

Exons 22818. .22958, 22971.. 23117 



OJ990626_35. 9B05.C9 
30122 

TBLASTX: Wheat 

23117 

129 



19879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19525 
40786 
1 

OJ99062 6_35 . 9B05 . C9 . o4 . tw 

23133 

none 

23133. .23555, 23143.. 23547 



19525 
40786 
1 

OJ990626_35.9B05.C9. 

23176 

none 

23176. .23556, 23178, 



Seq. ID OJ990626_35.9B05.C9 
Strand 

End 30122 

Method TBLASTX : Wheat 

End 23555 

Score 263 



o2. ts 

.23420, 23460.. 23564 



Seq. ID OJ990626_35.9B05.C9 
Strand 

30122 

TBLASTX : Soybean 
23564 
162 



End 

Method 
End 
Score 



19525 
40786 
1 

OJ990626_35.9B05.C9.o7.tm 
23229 
none 

23229..23327, 23230 .. 23295 , 23331 .. 23501, 23332. .23502 



Seq. ID OJ990626_35.9B05.C9 
Strand 

30122 

TBLASTX: Maize 
23502 
62 



End 

Method 

End 

Score 



19525 
40786 
1 

OJ990626_35 . 9B05 . C9 . o5 . tw 

23592 

none 

23592. .24020, 23593. .24021 



Seq. ID OJ990626_35.9B05.C9 
Strand 

End 30122 

Method TBLASTX : Wheat 

End 24021 

Score 173 



19525 
40786 
1 

OJ990 62 6_35 . 9B05 . C9 . o2 . tm 
23679 
none 

23679. .23705, 23700 23846, 23716 .. 23847 , 238 68 .. 24 122, 
23869. .24123 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method TBLASTX : Mai ze 

End 24123 

Score 84 



19525 
40786 
1 

OJ99062 6_35. 9B05 . C9 . 06 . gs 

24849 

none 

24849. .26153, 26220.. 27797 

19525 
40786 
1 

OJ990626_35. 9B05 . C9 . o9 . tm 

25032 

none 

25032. .25208, 25063. .25209 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method GENSCAN 

End 27797 

Score 1 



Seq. ID OJ990626_35. 9B05.C9 
Strand 

End 30122 

Method TBLASTX: Maize 

End 25209 

Score 110 



19880 



Seq. No. 19525 Seq. ID 

Gene No. 40786 Strand 

Start 1 End 

Name OJ990626_35 . 9B05 . C9 . o7 . tw Method 

Start 26094 End 

GI none Score 

Exons 26094. .26495, 26227.. 26496 



OJ990626_35.9B05.C9 
30122 

TBLASTX: Wheat 

26496 

113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19526 
40787 
3657 

OJ990626_35. 

3657 

none 

3657. .3699, 
7347. .7552, 



9B05.C10.o2.gs 



3860. .4171, 
7624. .7748, 



4297, 
9448, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4328, 
.9514 



OJ990626_ 
+ 

9514 
GENSCAN 
9514 
.41 

4523. .4546, 



35.9B05.C10 



5396. .5702, 



Seq. No. 19526 

Gene No. 40787 

Start 3657 

Name OJ990626_35 . 9B05 . C10 . o2 . gp 

Start 8626 

GI uC-osflcyp033a04bl 

Exons 8626. . 9007 * 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990626_ 
+ 

9514 
AAT/GAP 
9007 
655 



35.9B05.C10 



Oe-59 Oryza sativa genomic 



Seq. No. 


19526 




Seq. ID 


OJ990626_ 


35. 9B05 


.C10 


Gene No. 


40788 




Strand 


+ 






Start 


10465 




End 


18691 






Name 


OJ990626 35.9B05.C10 


. o2 .np 


Method 


AAT/NAP 






Start 


10465 




End 


13130 






GI 


4559351 




Score 


147 






Exons 


10465. .10722, 10833. 


.11171, 


11308. .11445, 13111. 


.13130 




GI Descrip. 


(AC006585) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


19526 




Seq. ID 


OJ990626_ 


35. 9B05 


.C10 


Gene No. 


40788 




Strand 


+ 






Start 


10465 




End 


18691 






Name 


OJ990626 35.9B05.C10 


. o4 . gs 


Method 


GENSCAN 






Start 


10917 




End 


16112 






GI 


none 




Score 


.52 






Exons 


10917. .10986, 11038. 


.11246, 


11328. .11459, 11723. 


.11918, 






12080. .12184, 12525. 


.12602, 


13454 .. 13657, 15113. 


.15183, 






15393. .15446, 15670. 


. 15748, 


15871. .16112 






Seq. No. 


19526 




Seq. ID 


OJ990626_ 


35.9B05 


.C10 


Gene No. 


40788 




Strand 


+ 






Start 


10465 




End 


18691 






Name 


OJ990626 35.9B05.C10 


. o3 . np 


Method 


AAT/NAP 






Start 


15079 




End 


18691 






GI 


4581156 




Score 


262 






Exons 


15079. .15183, 15307. 


.15446, 


15670. .15740, 18673. 


.18691 




GI Descrip. 


(AC006919) putative ] 


pyruvate 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


19526 




Seq. ID 


OJ990626_ 


35.9B05 


.C10 


Gene No. 


40788 




Strand 


+ 







19881 



Start 10465 End -18691 

Name OJ990626_35 . 9B05 . CIO . o3 . gp Method AAT/GAP 

Start 15724 End 16096 

GI 76798_1.R1084 Score 396 

Exons 15724. .15748, 15871.. 16096 

GI Descrip. '773414 1.0e-13 (U23751) beta galactosidase [Cloning vector 
pBBRlMCS-2] >gi_833819 (U25059) LacZ alpha peptide [Cloning 
vector pBBRlMCS-3] >gi_833823 (U25060) LacZ alpha peptide 
[Cloning vector pBBRlMCS-4] >gi_833827 (U25061) LacZ alpha 
peptide [Cloning vector pBBRlMCS-5] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ~No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19526 
40789 
113 

OJ990626_35 . 9B05 . CIO . ol . np 
113 

5852180 



Seq. ID OJ990626_35. 9B05.C10 
Strand 

End 13432 

Method AAT/NAP 

End 13432 

Score 662 



113. .194, 6549. .6594, 7298. .7707, 7759. .7876, 8856. .8909, 
13376. .13432 

(AL117265) zhbOOOlO.l [Oryza sativa] 



19526 
40789 
113 

OJ990626_35. 9B05 . C10 . ol . gs 

1692 

none 



Seq. ID OJ990626_35. 9B05.C10 
Strand 

End 13432 

Method GEN SCAN 

End 3172 

Score .82 



1692. .1951, 1993. .2221, 2307. .3121, 3127. .3172 



Seq. ID OJ990626_35.9B05.C10 
Strand 

13432 

TBLASTX : Maize 
5527 
172 



End 

Method 
End 
Score 
.5527 



1952 6 
40789 
113 

OJ990626_35. 9B05 . C10 . o2 . tm 
5162 
none 

5162. .5407, 5185. .5316, 5447. 

19526 
40789 
113 

OJ990626_35. 9B05 . C10 . ol . tw 
5240 
none 

5240. .5386, 5246. .5425, 5437. .5604, 5438. .5620 



Seq. ID OJ990626_35.9B05.C10 
Strand 

13432 

TBLASTX: Wheat 
5620 
172 



End 

Method 

End 

Score 



19526 
40789 
113 

OJ990626_35. 9B05 . C10 . o3 . gs 

10177 

none 

10177. .10319, 10365. .10395 



Seq. ID OJ990626__35. 9B05.C10 
Strand 

End 13432 

Method GENSGAN 

End 10395 

Score .81 



Seq. No. 19526 

Gene No. 40790 

Start 14915 

Name OJ990626 35 . 9B05 . C10 . ol . tc 



Seq. ID OJ990626_35. 9B05.C10 
Strand 

End 15744 

Method TBLASTX : Cress 



19882 



Start 
GI 

Exons 



14915 . End 15744 

none Score 57 

14915. .14986, 14 916 .. 14 987 , 15078 .. 15188 , 15094 .. 15186, 

15300. .15371, 15307. .15372, 15371 .. 154 42, 15372 .. 154 52 , 

15651. .15743, 15667.. 15744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19526 
40790- 
14915 

OJ99062 6_35 . 9B05 .C10 . ol . tm 
14916 



OJ990626 35.9B05.C10 



Seq. ID 
-Strand 
End 

_ Method 

End 
Score 

,14987, 14938. .14985, 15084 .. 15188 , 15094 .. 15186, 
,15377, 15307. .15372, 15371 .. 154 4 5, 15372 .. 154 52 , 
,15743, 15667.. 15744 



none 
14916. 
15300. 
15651. 

19526 
40790 
14915 

OJ99062 6_35. 9B05 . C10 . ol . ts 

14916 

none 



15744 

TBLASTX: Maize 

15744 

70 



Seq. ID OJ990626_35. 9B05.C10 



Strand 
End 

Method 

End 

Score 



15744 

TBLASTX : Soybean 

15744 

60 



14916. .14987, 15063 15188 , 15094 1518 6, 15300 .. 15371, 
15307. .15372, 15372 .. 15452 , 15667.. 15744 



Seq. No. 19527 Seq. ID 

Gene No. 40791 Strand 

Start 2241 * End 

Name OJ990 62 6_35 . 9B05 . CI 1 . o2 . gs Method 

Start . 2241 End 

GI none Score 
Exons 



OJ990626_35.9B05.C11 
+ 

4740 
GEN SCAN 
4740 
.88 



2241. .3219, 3302. .3309, 3951. .4109, 4393. .4423, 4553. .4740 



Seq. No. 19527 

Gene No. 40792 

Start 1268 

Name OJ990 62 6_35 . 9B05 . Cll . ol . gs 

Start 1268 

GI none 

Exons 1268.. 1595, 1693.. 1760 



Seq. ID OJ990626_35. 9B05.C11 
Strand 

End 1760 

Method GENSCAN 

End 1760 

Score .59 



Seq. No. 19528 
Gene No. ' 40793 
Start 1 

Name OJ990626_35 . 9B05 . C12 . ol . np 

Start 1 
GI 4544372 
Exons 1. .35, 168. .864 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990626_35.9B05.C12 

Strand + 

End 864 

Method AAT/NAP 

End 8 64 

Score 344 



Seq. No. 19528 Seq. ID 

Gene No. 40793 Strand 

Start 1 End 

Name OJ990626_35 . 9B05 . C12 . ol . ts Method 

Start 295 End 

GI none Score 



OJ990626_35.9B05.C12 
+ 

864 

TBLASTX: Soybean 

576 

226 



19883 



# • 



Exons 


295 . .576, 


360 . . 575 






Seq. No. 


1 O d o o 




Seq. ID 


OJyyUoz b Jo . 9B(Jb 


Gene No. 


40793 




Strand 


+ 


Start 


1 




End 


864 


Name 


OJ990626 


35. 9B05.C12.ol. tm 


Method 


TBLASTX: Maize 


Start 


376 




End 


756 


GI 


none 




Score 


76 


Exons 


'376. .534, 


532. .756 







Seq. No. 19529 Seq. ID 

Gene No. 4 07 94 Strand 

Start 1 End 

Name OJ990626_35 . 9B05 . C13 . ol . gs Method 

Start 1 End 

GI none Score 

Exons 1. .39, 262. .327 



OJ990626_35.9B05.C13 
+ 

327 

GEN SCAN 

327 

.72 



Seq. No. 19530 Seq. ID OJ990626_35.9B05.C14 

Gene No. 40795 Strand + 

Start 1750 End 1827 

Name OJ990626_35 . 9B05 . C14 . ol . np Method AAT/NAP . 

Start 1750 End 1827 

GI . 6630699 , ' Score 67 

Exons 1750. .1827 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 19530 Seq. ID 

Gene No. 40796 Strand 

Start 7248 End 

Name OJ990626_35 . 9B05 . C14 . o3 . np Method 

Start 7248 End 

GI 6630699 Score 
Exons 724 8. .727 6, 8515. .8592 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990626_35.9B05.C14 
+ 

8592 
AAT/NAP 
8592 
82 



Seq. No. 19530 Seq. ID 

Gene No. 40797 Strand 

Start 802 End 

Name OJ990626_35 . 9B05 . C14 . ol . gs Method 

Start 802 End 

GI none Score 

Exons 802. . 982, 1380. . 154 6 



OJ990626_35.9B05.C14 

1546 
GEN SCAN 
1546 
.95 



Seq. No. 19530 

Gene No. 40798 

Start 1963 

Name OJ99062 6_35 . 9B05 . CI 4 . o2 . gs 

Start 1963 

GI none 

Exons 1963.. 2077, 3511.. 3917, 4351. 

6843. .6922, 8083. .8182 



• Seq. ID 
Strand 
End 

Method 
End 

Score . 



OJ990626_35.9B05.C14 

8454 
GEN SCAN 
8182 
.53 



,4514, 4827. .4 851, 6721. .6801, 



19884 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score ' 



OJ990626 35.9B05.C14 



19530 
40798 
1963 

OJ990626_35.9B05.C14.o2.np 
1966 
5922620 

1966. .2216, 3371. .3675, 4157, 
(AP000492) EST D15357 (C0514 ) 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



8454 
AAT/NAP 
8454 
385 

..4190, 4827. .4851, 8305. .8454 
corresponds to a region of the 



19530 
40798 
1963 

OJ990626_35. 9B05 . C14 . o3 . gp 
4885 
4107138 
4885. .5753 

5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 178 04 



Seq. ID OJ990626_35.9B05.C14 
Strand 

End 8454 
Method . AAT/GAP 
End 5753 
Score 1245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19530 Seq. ID OJ990626_35.9B05.C14 

40798 Strand 

1963 End 8454 

OJ99062 6_35. 9B05.C14 .ol.gp Method AAT/GAP 

4886 End 5161 

61605_1.R1084 Score 460 

4886. .5161 

■5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990626 35.9B05.C14 



Seq. No. 19530 Seq. ID 

Gene No. 40798 Strand 

Start 1963 End 8454 

Name OJ990626_35 . 9B05 . C14 . o2 . gp Method AAT/GAP 

Start 5 4886 End 5160 

GI 61605_3.R1084 Score 316 
Exons 4886.. 5160. 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase 
thaliana] ' 



[Arabidopsis 



Seq. No. 19530 Seq. ID OJ990626_35.9B05.C14 

Gene No. 40798 Strand 

Start 1963 End 8454 

Name OJ990626_35 . 9B05 . C14 . o4 . gp Method AAT/GAP 

Start 6151 End 6880 

GI 101153_1.R1084 . } Score 422 

Exons 6151.. 6374, 6843.. 6880 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 19530 Seq. ID 

Gene No. 40799 Strand 

Start 8872 End 

Name OJ99062 6_35 . 9B05 . C14 . o4 . np Method 



OJ990626_35.9B05.C14 

9900 
AAT/NAP 



19885 



Start 8731 End 9900 

GI 5922620 Score 122 

Exons 8731.. 8887, 9861.. 9900 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 19530 Seq. ID 

Gene No. 40799 Strand 

Start 8872 End 

Name OJ99062 6_35 . 9B05 . CI 4 . o3 . gs Method 

Start 8872 End 

GI none Score 

Exons 8872.. 9051 



OJ990626_35.9B05.C14 

9900 
GEN SCAN 
9051 
.43 



Seq. No. 19531 Seq. ID 

Gene No. 40800 Strand 

Start 344 End 

Name OJ990626_35 . 9B05 . C15 . ol . gs Method 

Start 344 End 

GI none Score 

Exons 344 . . 457 



OJ990626_35.9B05.C15 
457 

GENSCAN 

457 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19532 Seq. ID 

40801 Strand 

1 End 

OJ990616_14 . 9B24 . C3 . ol . np Method 

1 End 

5852093 Score 
1..33, 592. .699, 2399. .2438 
(AL117264) zwhl6.1 [Oryza sativa] 



19532 
40801 
1 

OJ990616_14 . 9B24 . C3 . o5 . np 
1 

2586087 

1..24, 17733. .17796, 26250. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616_14.9B24.C3 
+ 

26619 
AAT/NAP 
2438 
72 



OJ990616_14 , 
+ 

266L9 
AAT/NAP 
26619 
29 



9B24 .C3 



.26473, 26587.. 26619 



(U72724) receptor kinase-like protein [Oryza sativa] 



19532 Seq. ID OJ990616_ 

40801 Strand + 

1 End 26619 

OJ99061 6_14 . 9B24 . C3 . ol . gp Method AAT/GAP 

4361 End 4655 

2311065-j Score 447 
4361. .4655 



14.9B24.C3 



Seq. No. 19532 Seq. ID 

Gene No. 40801 Strand 

Start 1 End 

Name OJ990616_14 . 9B24 . C3 . o2 . np Method 

Start 4443 End 

GI 4733981 Score 



OJ990616_14.9B24.C3 
+ 

26619 
AAT/NAP 
7988 
1413 



19886 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4443.. 4689, 5928.. 6035, 6137.. 6229, 6321.. 6413, 6497.. 6582, 
6668.-6946, 7029. .7162, 7415. .7507, 7593. .7710, 7817. .7988 
(AC007268) putative serine carboxypeptidase II [Arabidopsis 
thaliana] 



19532 
40801 
.1 

OJ990616_14.9B24.C3.ol.gs 

4461 

none 

4461.. 4689, 5928.. 6035, 6137. 
6668. .6946, 7029. .7162, 7415. 

19532 
40801 
1 

OJ990616_14 . 9B24 .C3.o2.gp 
4550 

61952_1.R1084 

4550.. 4689, 5928.. 6035, 6137. 



Seq. ID OJ990616_14.9B24.C3 

Strand + 

End 26619 

Method GENSCAN 

End 7981 

Score .93 

.6229, 6321.. 6413, 6497.. 6582, 
.7507, 7593. .7710, 7817. .7981 

Seq. ID OJ990616_14.9B24.C3 

Strand + 

End 26619 

Method AAT/GAP 

End 6394 

Score 699 
.6230, 6321.. 6394 



, 4733981/gb|AAD28662.1|AC007268_l 5.0e-35 (AC007268) putative 
serine carboxypeptidase [Arabidopsis thaliana] 1 



19532 Seq. ID 

40801 Strand 
1 End 
OJ990616_14. 9B24 .C3.o3.gp Method 
7 64 5 End 
94255_1.R1084 Score 
7645. .7710, 7817. .8138 

'4733981/gb|AAD28662.1|AC007268_l 3.0e-15 (AC007268) putative 
serine carboxypeptidase [Arabidopsis thaliana] 1 



OJ990616_14.9B24.C3 
+ 

26619 
AAT/GAP 
8138 
672 



19532 Seq. ID 

40801 Strand- 

1 End 

OJ990616_14 . 9B24 .C3.o3.gs Method 

11958 End 

none Score 

11958. .11967, 12485. .12790, 12849 

13895. .13965, 14 022 .. 14 195, 14220 



OJ990616_14.9B24.C3 
+ 

26619 
GENSCAN 
14336 
.53 

13183, 13512. .13767, 
14336 



Seq. No. 19532 Seq. ID 

Gene No. 40801 Strand 

Start 1 End 

Name OJ990616_14 . 9B24 . C3 . o5 . gs Method 

Start 22362 End 

GI none Score 
Exons 



OJ990616_14.9B24.C3 
+ 

26619 
GENSCAN 
26434 
.59 



22362. 
26370. 



.22421,. 22688. 
,26434 



,22782, 23182. .23237, 25267 .. 25314 , 



Seq. No. 19532 Seq. ID 

Gene No. 40802 Strand 

Start 10270 End 

Name OJ990616_14 . 9B24 . C3 . o3 . np Method 

Start 8967 End 



OJ990616_14.9B24.C3 

12825 

AAT/NAP 

12825 



19887 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6006885 Score 683 

8967.. 9035, 10248 .. 11 657 , 12771.. 12825 

(AC008153) hypothetical protein [Arabidopsis thaliana] 



19532 Seq. ID 

40802 Strand 

10270 . End 

OJ990616_14 . 9B24 .C3.o2.gs Method 

10270 End 

none Score 
10270. . 11682 



OJ990616_14.9B24.C3 

12825 
GEN SCAN 
11682 
.97 



Seq. No. 19532 

Gene No. 40803 

Start 15202 

Name OJ990616_14 . 9B24 . C3 . o4 . tc 

Start 4518 

GI none 

Exons 4518.. 4691, 4520.. 4606, 4587. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4631, 4664. .4690 



OJ990616_14 . 9B24 .C3 
18122 

TBLASTX: Cress 
4691 
230 



Seq. No. 19532 
Gene No. 40803 
Start 15202 

Name OJ990616_14 . 9B24 . C3 . o2 . ts 

Start 4563 
GI none 

Exons 4563.. 4631, 4662.. 4691, 5918. 

6493. .6585, 6668.-6784, 7038. 
7588. .7632 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990616 14.9B24.C3 



18122 

TBLASTX : Soybean 
7632 
84 

6031, 6136.. 6213, 6320.. 6424, 
7163, 7077. .7163, 7407. .7505, 



Seq. No. 19532 

Gene No. 40803 

Start 15202 

Name OJ990616_14 . 9B24 . C3 . o3 . tm 

Start 4569 

GI none 

Exons 4569. .4691, 5918.. 6034, 5926. 

6320. .6424, 6493.-6585, 6621. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990616 14.9B24.C3 



18122 

TBLASTX: Maize 
7632 
118 

6045, 6135.. 6194, 6136. 
6671, 7404. .7505, 7588, 



, 6204, 
,7632 



Seq. No. 19532 

Gene No. 40803 

Start 15202 

Name OJ990616_14 . 9B24 . C3 .o2 . tm 

Start 6727 

GI none 

Exons * 6727.. 6963, 6728.. 6928, 7031. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7093, 7032.. 7094 



OJ990616_14.9B24.C3 
18122 

TBLASTX: Maize 
7094 
347 



Seq. No. 19532 
Gene No. 4 0803 

Start 15202 

Name OJ990616_14 . 9B24 . C3 . ol . tc 

Start 6776 
GI none 

Exons 6776.-6928, 6778.-6942, 6868. 

7033. .7164, 7407. .7505, 7416. 
7581. .7637, 7588. .7644 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990616 14.9B24.C3 



18122 

TBLASTX: Cress 
7644 
212 

.6942, 7032.. 7160, 7032, 
.7505, 7417.. 7506, 7578. 



.7160, 
.7640, 



19888 




Seq. No. 


19532 




Seq. ID 


OJ990616_14.9B24 


.C3 


Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


OJ990616 14.9B24.C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


7688 




End 


8014 




GI 


none 




Score 


35 




Exons 


7688.. 7711, 7690.. 7713, 7814 


. . 784 6, 7£ 


$16. .7845, 7849. .8013 




7850. .8014 










Seq. No. 


19532 




Seq. ID 


OJ99061D 14.9Bz4 


. Co 


Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


OJ990616 14.9B24.C3 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


7814 




End 


7978 




GI 


none 




Score 


226 




Exons 


7814. .7978, 7815. .7886, 7816 


. . 7974 






Seq. No. 


19532 




Seq. ID 


OJ990616_14.9B24 


. C3 


Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


OJ990616_14.9B24.C3 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10219 




End 


11673 




GI 


none 




Score 


45 




Exons 


10219. .10947, 10331 


.10423, 


10487. .10825, 10549. .10950, 






10741. .10968, 10753 


.10893, 


10783. .10956, 10951. .1104 3, 






10981. .11058, 11077 


.11382, 


11090. .11383, 11101. .11403, 






11105. .11296, 11107 


.11430, 


11146. .11211, 11443. .11673 




Seq. No. 


19532 




Seq. ID 


OJ990616_14.9B24 


. C3 


Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


OJ990616 14.9B24.C3 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10297 




End 


10854 




GI 


none 




Score 


104 




Exons 


10297. .10854, 10343 


.10660 








Seq. No. 


19532 




Seq. ID 


OJ990616_14.9B24 




Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


OJ990616 14.9B24.C3 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


10543 




End 


11193 




GI 


none 




Score 


158 




Exons 


10543. .10881, 10544 


.10870, 


10564. .10E 


S81, 10870. .10944, 






11101.-. 11193 










Seq. No. 


19532 




Seq. ID 


OJ990616_14 .9B24 


.C3 


Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


. OJ990616 14..9B24.C3 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10642 




End 


11430 




GI 


none 




Score 


109 




Exons 


10642. .10986, 10643 


.10825, 


10699. . 10E 


118, 11104. .11430 




Seq. No. 


19532 




Seq. ID 


OJ990616_14.9B24 


C3 


Gene No. 


40803 




Strand 






Start 


15202 




End 


18122 




Name 


OJ990616 14.9B24.C3 


o3. tc 


Method 


TBLASTX: Cress 





19889 



Start 
GI 

Exons 



10855 End 11649 

none Score 72 

10855. .10971, 10855. .10971, 10981 .. 1104 9, 11086 .. 114 33, 

11117. .11287, 11149. .11379, 11440 .. 11649, 1144 6 .. 11649, 

11483. .11578 



Seq. No. 19532 Seq. ID 

Gene No. 40803 Strand 

Start 15202 End 

Name OJ990616_14 . 9B24 ,C3.o4 . gs Method 

Start 15202 End 

GI none Score 

Exons 15202. .17663, 18035.. 18122 



OJ990616_14 .9B24 .C3 

18122 
GENSCAN 
18122 
.8 



Seq. No. 19532 Seq. ID OJ99061 6_14 . 9B24 . C3 

Gene No. 40803 Strand 

Start 15202 End 18122 

Name OJ990616_14 . 9B24 . C3-. o4 . np Method AAT/NAP 

Start 15205 End 17748 

GI 5739323 Score 1685 

Exons 15205. . 17141, 17217.. 17748 

GI Descrip. (AF166121) Cf2/Cf5 disease resistance protein - homolog [Hordeum 
vulgare] 



Seq. No. ■ 


19532 








Seq. ID 


OJ990616 


14 . 9B24 


Gene No. 


40803 








Strand 






Start 


15202 








End 


18122 




Name 


OJ990616 14.9B24.C3 


o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


15492 








End 


17352 




GI 


none 








Score 


92 




Exons 


15492. 


.15725, 


15496 


.15549, 


15503. . 158 


02, 15521 


. . 15796, 




15613. 


.15843, 


16036 


.16239, 


16252. .16371, 16252 


. . 16296, 




16456. 


.16488, 


17164 


.17352, 


17206. .17352 




Seq. No. 


19532 








Seq. ID 


OJ990616 


_14 .9B24 


Gene No. 


40803 








Strand 






Start 


15202 








" End ... 


18122 




Name 


OJ990.616 14.9B24.C3 


o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


15495 








End 


17421 




GI 


none 








Score 


84 




Exons 


15495. 


.15578, 


15524 


.15775, 


15535. .15696, 15542 


. . 15790, 




15610. 


. 15795, 


15613 


.15804, 


15613. .15795, 15689 


. . 15793, 




15940. 


.16137, 


15964 


.16230, 


15967*. .16296, 15967 


. .16167, 




15967. 


.16242, 


16198 


.16371, 


16249. .16356, 16252 


. . 16371, 




16294. 


.16377, 


16453 


.16530, 


16519. .16569, 17152 


. . 17352, 




17158. 


.17232, 


17161. 


.17283, 


17164. .17421, 17164 


. . 17406, 




17164 . 


.17370, 


17164 


.17352, 


17164. .17352, 17167 


. . 17352 


Seq. No. 


19532 








Seq. ID 


OJ990616 


_14 . 9B24 


Gene No. 


40803 








Strand 






Start 


15202 








End 


18122 




Name 


OJ990616 14.9B24.C3. 


o5 . tc 


Method 


TBLASTX: 


Cress 


Start 


15541 








End 


17436 




GI 


none 








Score 


62 




Exons 


15541. 


.15696, 


15542. 


.15769, 


15542. . 15796, 15548 


. . 15793, 




15613. 


.15807, 


15613. 


.15795, 


15613. . 157 


80, 15613 


. .15804, 




15736. 


.15816, 


15736. 


.15795, 


15937. .16254, 15946 


. .16350, 



19890 



15946. . 16239, 16108 16374 , 16249. . 16362, 16252 16437 , 



16252. .16362, 16252. 

16522. .16569, 16588. 

16807. .16917, 17152. 

17158. .17367, 17158. 

17164. .17316, 17164. 



16362, 16252. .16374, 164 83. .16572, 

16686, 16588. .16671, 16591. .16713, 

17436, 17152. .17343, 17 158 17430, 

17418, 17158. . 17367, 17164 17367 , 

17328, 17188. .17343 



Seq. No. 19533 Seq. ID 

Gene No. 40804 Strand 

Start 49 End . 

Name OJ990616_14 . 9B24 . C5 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 530, 1258.. 1657 



OJ990616_14.9B24.C5 
+ 

1657 
GENSCAN 
1657 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



19533 Seq. ID 

40805 • Strand 
7675 End 
OJ990616_14 . 9B24 . C5 . o3 . gs Method 
7675 ' End 
none Score 
7675.-7773, 7875. .8036 

19533 

40806 , . Strand 
1 End 
OJ990616_14 . 9B24 .C5.ol.np Method 
1 End 
4680184 Score 



OJ990616_14. 9B24.C5 
+ 

8036 
GENSCAN 
8036 
.64 



Seq. ID OJ990616_14.9B24.C5 



18090 
AAT/NAP 
1718 
511 



1..45, 89. .638, 671. .716, 1028. .1627, 1664. .1718 
(AF1 11709) unknown [Oryza sativa subsp. indica] 



19533 Seq. ID 

40806 Strand 

1 End 

OJ990616_14 . 9B24 . C5 . o3 . np Method 

172 End 

1185397 Score 
172. .278, 4212. .4412, 5253.. 
17361. .17481, 17808. .18089 
(U25281) SH3 domain binding 

gi I 1587070 Iprf | | 2205340A CR16 gene [Rattus norvegicus] 



OJ990616_14.9B24.C5 

18090 
AAT/NAP 
18089 ■ 
196 

5390, 8496.. 8705, 16111 .. 164 14 , 
protein [Rattus norvegicus] 



19533 
40806 
1 

OJ990616_14 . 9B24 .C5.o2.np 

1498 

4680186 



Seq. ID OJ990616_14 . 9B24.C5 
Strand 

End 18090 

Method AAT/NAP 

End 5741 

Score 293 



1498. .1594, 1804. .1936, 2934. .3109, 3612. .3779, 5707. .5741 
(AF111709) unknown [Oryza sativa subsp. indica] 



19533 Seq. ID 

40806 Strand 

1 End 

OJ990616_14 . 9B24 .C5.o2.gs Method 

2535 End 



OJ990616_14.9B24.C5 

18090 

GENSCAN 

5479 



19891 




GI 


none 


Score 


.74 


Exons 




..4323, 4919. .5479 


Seq. No. 


1 9b 


Seq. ID 


OJ990616_14 .9B24 ,C5 


Gene No. 


40806 


Strand 




Start 


1 


End 


18090 


Name 


ujyyubib 14 . yb*i4 .to . 01 . tm 


Method 


TBLASTX: Maize 


Start 


a m 0 

4 y /o 


End 


16279 


GI 


none 


Score 


80 


Exons 


/Km c O "7 O cnC3 COTQ COCO 


..5425, 5295.. 5354, 15791 .. 15916, 




lD/yi. . 1 bU / z , lDoU / . . 1 bU / J , 


1614 5. . 16279, 1614 6. .16211 


Seq. No. 




Seq. ID 


OJ990616_14 .9B24 .C5 


Gene No. 


40806 


Strand 




Start 


1 


End 


18090 


Name 


ujyyubiD 14 . yt>^4 . to . 04 . gs 


Method 


GENSCAN 


Start 




End 


16318 


GI 


none 


Score 


.'83 


Exons 


I0U00 . . 1 JUy Of 1 J b^b . . 1 J / ID , 


13972. . 14 005, 14 482. .14 598, 




14 yy j . . idjoh , loo 1 1 . . ioy do , 


16009. . 16318 


Seq. No. 


19533 


Seq. ID 


OJ990616_14.9B24.C5 


Gene No. 


40806 


Strand 




Start 


l 


End 


18090 


Name 


0J99Ublb 14 . yB^ 4 . Cb . oo . gs 


Method ' 


GENSCAN 


Start 


l / yby 


End 


18090 


GI 


none 


Score 


. 94 


Exons 


1 1QCQ 1 QAQn 

1 / yoy . . ibuyu 






Seq. No. 


19534 


Seq. ID 


OJ990616_14.9B24.C6 


Gene No. 


40807 


Strand 


+ 


Start 


z yy 


End 


1008 


Name 


OJyyUblb 1 4 . yB^4 . Cb . ol . gs 


Method 


GENSCAN 


Start 


0 0 fl 

2. yy 


End 


1008 


GI 


none 


Score 


.67 


Exons 


zyy..oiO/ oy/..iuuo 






Seq. No. 


iyoo4 


Seq. ID 


OJ990616_14.9B24.C6 


Gene No . 


40808 


Strand 




o tart 


201 


End 


4323 


Name 


OJ990616 14.9B24.C6.ol.np 


Method 


AAT/NAP 


ot art 


201 


End 


4323 


GI 


6069646 


Score 


292 


Exons 


201. .618, 2359. .2886, 4298.. 


4323 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj I BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


19534 


Seq. ID 


OJ990616_14 . 9B24 .C6 


Gene No. 


40808 


Strand 




Start 


201 


End 


4323 


Name 


OJ990616 14 .9B24 .C6.o2.np 


Method 


AAT/NAP 


Start 


201 


End 


2884 


GI 


6069646 


Score 


291 


Exons 


201. .618, 2359. .2884 








19892 






GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi I 6907112 | dbj | BAA90639. 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 




beq. id 


vjjyyubiD ±3 . yDZ4 


. Lb 


Gene No. 


a r\ q rt o 
h UoUo 


btrana 






Start 


201 


End 


4323 




Name 


OJ990616_14 . 9B24 .C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


oyy 


End 


866 




GI 


none 


Score 


86 




Exons 




, 753.. 866, 


759. .866 




beq. no. 




Seq. ID 


OJ990616_14.9B24 


. Lb 


Gene No . 


/I nnnn 

4 UoUo 


Strand 






Start 


201 


End 


4323 




Name 


OJ990616_14 . 9B24 .C6.o2.tm 


Method 


TBLASTX: Maize 




bt art 


zfi oy 


End 


2779 




GI 


none 


Score 


40 




Exons 


Oyi CO ocnn octo otto octo 


..2626, 2681. .2779 




Seq. No. 


19o3o 


Seq. ID 


OJ990616 14.9B24 


. Co 


Gene No. 


yl A O A n 

4 UoUy 


Strand 


+ 




Start 


4902 


End 


13314 




Name 


OJ990616 14.9B24.G8.o2.tm- 


Method 


TBLASTX: Maize 




Start 


1 


End 


368 




GI 


none 


Score 


88 




Exons 


1..57, 3. .56, 148. .234, 150. 


.239, 339.. 


368, 339.. 368 




beq. no. 


19535 


Seq. ID 


OJ990616_14.9B24 


,C8 


Gene No . 


40809 


Strand 


+ 




Start 


4902 


End 


13314 




Name 


OJ990616 14.9B24.C8.ol.np 


Method 


AAT/NAP 




Start 


4902 


End 


13314 




GI 


2792220 


Score 


446 




Exons 


4 902. .594 2, 10982. .11031, 11446 .. 11655, 


13147. .13314 




GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


beq. No. 


19535 


Seq. ID 


OJ990616_14.9B24 


.C8 


Gene No . 


40809 


Strand 


+ 




Start 


4902 


End 


13314 




Name 


OJ990616 14.9B24.C8.o2.np 


Method 


AAT/NAP 




Start 


6586' 


End 


13314 




GI 


4519258 


Score 


340 




Exons 


6586.. 6608, 11373 .. 11712 , 12275.. 13314 






GI Descrip. 


(AB017914) L-zip+NBS+LRR [Oryza sativa] 






Seq. No. 


19535 


Seq. ID 


OJ990616_14.9B24 


,C8 


Gene No. 


40809 


Strand 


+ 




Start 


4902 


End 


13314 




Name 


OJ990616 14.9B24.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11320 


End 


13263 




GI 


none 


Score 


161 




Exons 


11320. .1164 9, 1134 7. .11721, 


11391. . 11513, 11422. .11793, 





11566. .11808, 12088. .12237, 13060 .. 13155 , 13162.. 13263 



19893 



Seq. No. 19535 Seq. ID 

Gene No. 40809 Strand 

Start 4 902 End 

Name OJ990616_14 . 9B24 . C8 . ol . tm Method 

Start 12345 End 

GI none Score 

Exons 12345. .12596, 12346.. 12597 



OJ990616_14.9B24.C8 
+ 

13314 

TBLASTX: Maize 

12597 

221 



Seq. No. 19536 Seq. ID 

Gene No. 40810 Strand 

Start 1 End 

Name OJ990616_14 . 9B24 . C12 . ol . np Method 

Start 1 End 

GI 6453853 Score 

Exons 1..34, 502. .570, 747. .895, 986. .1126, 
GI Descrip. 



OJ990616_14.9B24.C12 

1611 
AAT/NAP 
1611 
429 
1208. .1611 



(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



Seq. No. 19536 

Gene No. 40810 

Start 1 

Name OJ990616_14 . 9B24 . C12 . ol 

Start 524 

GI none 

Exons 524.. 570, 747.^813, 986 

Seq. No. 19536 

Gene No. 40810 

Start 1 

Name OJ990616_14 . 9B24 .C12 . ol 

Start 761 

GI none 

Exons 761.. 898, 992.. 1150, 12 

Seq. No. 19536 

Gene No. 40810 

Start 1 

Name OJ990616_14 . 9B24 . C12 . ol 

Start 761 

GI none 

Exons 761.. 898, 761.. 814, 782 
984 . .1157, 1191. . 1346, 



Seq. ID OJ990616_14.9B24.C12 
Strand 

End 1611 

.gs Method GENSCAN 

End 1527 

Score . 9 
. .1117, 1202. .1527 

Seq. ID OJ990616_14.9B24.C12 
Strand 

End 1611 

.tc Method TBLASTX : Cress 

End 1438 

Score 63 
14. .1336, 1218. .1430, 1355. .1438 

Seq. ID OJ990616_14.9B24.C12 

Strand - - 

End 1611 
.tm Method TBLASTX : Maize 

End 1438 

Score 85 
..901, 783. .893, 815. .880, 944. .1150, 
1214. .1336, 1355. .1438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19537 Seq. ID 

40811 Strand 

3751 End 

OJ990616_14 . 9B24 .C13.o2.np Method 

3751 End 

5734709 Score 



OJ990616_14.9B24.C13 
+ 

■7670 
AAT/NAP 
7670 
104 



3751. .4043, 4556. .4831, 4963. .5104, 7638. .7670 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 

[Arabidopsis thaliana] 



Seq. No. ' 19537 Seq. ID 

Gene No. 40811 Strand 

Start 3751 End 

Name OJ990616_14 . 9B24 . C13 . o2 . gs Method 



OJ990616_14.9B24.C13 
+ 

7670 
GENSCAN 



19894 



Start 4571 End 5498 

GI none Score . 59 

Exons 4571.. 5143, 5148.. 5498 



Seq. No. 19537 Seq. ID 

Gene 'No. 40811 Strand 

Start 3751 End 

Name OJ990616_14 . 9B24 . C13 . o3 . np Method 

Start 5317 End 

GI 6815099 Score 

Exons 5317.. 5352, 6505.. 6622 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ990616_14 . 9B24 .C13 
+ 

7670 
AAT/NAP 
6622 
78 



Seq. No. 19537 Seq. ID 

Gene No. 40812 Strand 

Start 106 End 

Name OJ990616_14 . 9B24 . C13 . ol . gs Method 

Start 106 End 

GI none Score 
Exons 



OJ990616_14.9B24.C13 

5806 
GENSCAN 
4070 
.86 



106. .214, 744. .799, 922. .1122, 1888. .2073, 2178. .2328, 
2400. .2628, 2743. .3004, 3280. .3420, 3960. .4070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19537 
'40812 
106 

OJ990616_14 . 9B24 .G13.ol.np 



OJ990616 14.9B24.C13 



1488 
4008010 
1488. .1613, 
3280. .3362, 



Seq. ID _ 
Strand 

End 5806 
Method AAT/NAP 
End 5806 
Score 248 
1900.. 2020, 2117. .2328, 2397.. 2671, 2843. 
5770. .5806 



.3004, 



GI Descrip. (AF084036) receptor-like protein kinase [Arabidopsis thaliana] 



Seq. No. 19537 

Gene No. 40812 

Start 106 

Name OJ990616_14 . 9B24 . C13 . ol 

Start 1909 

GI none 

Exons 1909.. 2004, 2232.. 2327, 
2483. .2626 

Seq. No. 19537 

Gene No, 4 0812 

Start 106 

Name OJ990616_14 . 9B24 .C13.ol 

Start 2181 

GI none 

Exons 2181.. 2348, 2402.. 2614, 

Seq. No. 19537 

Gene No. 40812 

Start 106 

Name OJ990616_14 . 9B24 . C13 . ol 

Start 2226 

GI none 

Exons 2226.-2327, 2233.. 2331, 



Seq. ID OJ990616_14.9B24.C13 
Strand 

End 5806 

.tm Method TBLASTX: Maize 

End 2 62 6 

Score 80 
2233. .2331, 2414. .2620, 2415. .2612, 



Seq. ID OJ990616_14.9B24.C13 
Strand 

End 5806 

.ts Method TBLASTX : Soybean 

End 3007 

Score 42 
2828.-2932, 2963.. 3007 

Seq. ID OJ990616_14.9B24.C13 
Strand 

End 5806 

.tw Method TBLASTX : Wheat 

End 2614 

Score 59 
2399. .2614, 2403. .2612 



19895 



Seq. No. 19537 

Gene No. 40812 

Start 106 

Name OJ990616_14 . 9B24 . C13 . ol . tc 

Start 2232 

GI none 
Exons' 



Seq. ID OJ990616_14.9B24.C13 
Strand 

End 5806 

Method TBLASTX : Cress 

End 2938 

Score 4 9 



2232.. 2348, 2233.. 2376, 2399.. 2614, 2403.. 2522, 2423.. 2629, 
2828.. 2938 



Seq. No. 19537 

Gene No. 40812 

Start 106 

Name OJ99061 6_14 . 9B24 . C13 . o2 . tw 

Start 2747 

GI none 

Exons 2747.. 2947, 2750.. 2947, 3274 



Seq. ID OJ990616_14.9B24.C13 
Strand 

End 5806 

Method TBLASTX : Wheat 

End 3369 

Score 104 
.3369 



Seq. No. 19538 

Gene No. 40813 

Start 1566 

Name OJ99061 6_14 . 9B24 . C14 . ol . gs 

Start 1566 

GI none 

Exons 1566.. 1748, 2539.. 2661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990616_14.9B24.C14 

Strand + 

End 2661 

Method GENSCAN 

End 2661 

Score .41 



19538 
40814 - 
17 

OJ990616_14 .9B24.C14.ol.np 
17 

81286 

17. .303, 3935.-4345, 9687. .9766 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 I 
(X65165) extensin [Volvox carteri] 



Seq. ID OJ990616_14.9B24.C14 
Strand 

End 16322 

Method AAT/NAP 

End 9766 

Score 204 



Seq. No. 19538 

Gene No. 40814 

Start 17 

Name OJ990616_14 . 9B24 . C14 . o2 . gs 

Start 3899 

GI none 
Exons 



Seq. ID OJ990616_14.9B24.C14 
Strand 

End 16322 

Method GENSCAN 

End 12064 

Score . 63 



3899. .4391, 4598. .4710, 5020. .5220, 6057. .6249, 7061. .7266, 
7660. .7806, 7926. .8131, 8893. .9072, 9077. .9162, 9421. .9842, 
9902. .9957, 11938. .12064 



Seq. No. 19538 

Gene No. 40814 

Start 17 

Name OJ990616_14. ; 9B24 . C14 . ol . tc 

Start 4876 

GI none 
Exons 



Seq. ID OJ990616_14.9B24.C14 
Strand 

End 16322 

Method TBLASTX : Cress 

End 15722 

Score 81 



4876. .4929, 5031. .5075, 1534 3 .. 15531 , 1538 6 .. 15514 , 
15391. . 15537, 15618 .. 15722, 15619. .15720 



Seq. No. 
Gene No. 
Start 



19538 
40814 
17 



Seq. ID OJ990616_14.9B24.C14 
Strand 

End 16322 



19896 



Name 

Start 

GI 

Exons 



OJ990616_14 .9B24 .C14 .ol.tm Method TBLASTX : Mai ze 

4876 End 16040 

none Score 84 

4876. .4929, 5028. .5075, 15385 .. 15447 , 15394 .. 15501, 

15415. .15531, 15416. .15526, 154 4 5 .. 15537 , 154 47 .. 15599, 

15460. .15495, 15618 15764 , 15663 .. 15758 , 15857 15907, 

15864. .15902, . 15920. .16039, 15927. .16040 



Seq. No. 19538 

Gene No. 40814 

Start 17 

Name OJ990616_14 . 9B24 . C14 . ol . ts 

Start 4876 

GI none 
Exons 



Seq. ID OJ990616_14.9B24.C14 
Strand 
End 

Method 
End 
Score 



16322 

TBLASTX : Soybean 

15755 

79 



4876..4929, 5031. .5075, 15343 15531 , 1538 6 .. 15517 , 
15612. .15755, 15618.. 15755 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616 14.9B24.C14 



Seq. No. 19538 
Gene No. 40814 
Start 17 

Name OJ990616_14 . 9B24 . C14 . o2 . np 

Start 11891 
GI 6453853 

Exons 11891. .11914, 14 680 .. 1477 9, 

15621. .15767, 15857.. 16322 
GI Descrip. (AC011717) putative coatomer protein complex, s.ubunit beta *2 

(beta prime) [Arabidopsis thaliana] 



16322 
AAT/NAP 
16322 
446 



15194 15262, 15380 .. 15528, 



Seq. No. 19538 Seq. ID 

Gene No. 40814 Strand 

Start 17 End 

Name OJ990616_14 . 9B24 . C14 . o4 . gs Method 

Start 14704 End 

GI none Score 
Exons 



OJ990616_14.9B24.C14 

16322 
GENSCAN 
16173 
.94 



14704. .14779, 15194. .15262, 15380. .15528, 15621. .15752, 
15845. .16173 



Seq. No. 19539 , Seq. ID 

Gene No. 40815 Strand 

Start 5105 End 

Name OJ990616_14 . 9B24 . C16 . o2 . gs Method 

Start 5105 End 

GI none Score 

Exons ■ 5105.. 5152, 5682.. 5870 



OJ990616__14.9B24.C16 
■+ 

5870 
GENSCAN 
5870 
.96 



Seq. No. 19539 Seq. ID 

Gene No. 40816 Strand 

Start 6587 End 

Name ..OJ990616_14.9B24.C16.o3.gs Method 

Start '6587 End 

GI none Score 

Exons 6587.. 6683, 7202. .7327, 7401. .7438 

Seq. No. 19539 Seq. ID 

Gene No. 40817 Strand 

Start 105 End 

Name OJ990616_14 . 9B24 . C16 . ol . gs Method 



OJ990616_14 . 9B24 . CI 6 
+ 

7438 
GENSCAN 
7438 
.72 



OJ990616 14.9B24.C16 



11416 
GENSCAN 



19897 



Start 


105 


End 


3645 


GI 


none 


Score 


.82 


Exons 


105. .159, 663. .718, 841. .1014, 1600. .1785, 1983. .2139, 




oo'Dc oyic 1 ] onnn nco ~2 c a a 






Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24.C16 


Gene No. 


40817 


Strand 




C4- -,v-4- 

btart 


105 


End 


11416 


Name 


OJyyUDlD 14 . yBz4 . CI o . ol . np 


Method 


AAT/NAP 


Start 


178 


End 


9165 


GI 


o4 olo 4 1 


Score 


196 


Exons 


1/8. .ZUo, loz2..1/2/, 19zo.. 


2142, 2235 


..2463, 2994.. 3052, 




,31ul..o2oo, .3544. .3624, 9U91 


. .9165 




GI Descrip. 


(AC005315) putative receptor 


-like protein kinase [Arabidops 




thaliana] 






Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24.C16 


Gene No. 


40817 


Strand 




Start 


105 


End 


11416 


Name 


OJ990616 14.9B24.C16.ol.gp 


Method 


AAT/GAP 


Start 


653 


End 


1751 


GI 


426526 


Score 


676 


Exons 


653. .718, 841. .1014, 1600. .1751 




Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24.C16 


Gene No. 


40817 


Strand 




Start 


105 


End 


11416 


Name 


OJ990616 14 . 9B24 .C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


1621 


End 


2449 


GI 


none 


Score 


73 


Exons 


1621. .1716, 2043. .2135, 2044 


..2136, 2249. .2449, 2250. .2447 


Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24.C16 


bene No. 


40817 


Strand 




Start 


105 


End 


11416 ■ 


Name 


OJ990616 14.9B24.C16.o2.gp 


Method 


AAT/GAP • 


Start 


1988 


End 


2472 


GI 


70165 1.R1084 


Score 


582 


Exons 


1988. .2139, 2235. .2472 






GI Descrip. 


, 5734727/gb|AAD49992.1|AC007259 5 5 . Oe 


-25 (AC007259) Very 




similar to receptor-like protein kinases [Arabidopsis thali 


Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24.C16 


Gene No. 


40817 


Strand 




Start 


105 


End 


11416 


Name 


OJ990616 14.9B24.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2022 


End 


2449 


GI 


none 


Score 


96 


Exons 


2022. .2135, 2234. .2449, 2235 


. .2447 




beq. No. 


19539 


Seq. ID 


OJ990616_14.9B24.C16 


Gene No. 


40817 


Strand 




Start 


105 


End 


11416 


Name 


OJ990616 14.9B24.C16.o2.ts 


Method 


TBLASTX: Soybean 


Start 


2031 


End 


3639 


GI 


none 


Score 


83 


Exons 


2031. .2135, 2234..2476, 3544 


. .3639 





19898 




Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No . 


40817 


Strand 






Start 


105 


End 


11416 




Name 


OJ990616 14 . 9B24 . Clo . o2 . tc 


Method 


TBLASTX: Cress 




Start 


204 J 


End 


3603 




GI 


none 


Score 


63 




Exons 


204J..21J5, 2234.. 24/y, 22oo 


..2357, 3112.. 3246, 3544.. 3603 


Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No. 


4 0817 


Strand 






Start 


105 


End 


11416 




Name 


OJ990616 14 . 9B24 . Clo . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


o rv f\ a 

3004 


End 


3621 




GI 


none 


Score 


117 




Exons 


3004.. 3243, 3014.. 3244, 3538 


. .3621 






Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No . 


40817 


Strand 






Start 


105 


End 


11416 




Name 


OJ990616 14.9B24.C16.o2.np 


Method 


AAT/NAP 




Start 


5045 


End 


11416 




GI 


6453853 


Score 


384 




Exons 


5045. .5073, 1007 9 .. 10137 , 10538 .. 10606, 


10720. .10868, 






10963. .11109, 11227'. .11416 








GI Descrip. 


(AC011717) putative coatomer 


protein complex, subunit beta 2 




(beta prime) ' [Arabidopsis thaliana] 






Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No. 


40817 


Strand 






Start 


105 


End 


11416 




Name 


OJ990616 14.9B24.C16.o4.gs 


Method 


GENSCAN 




Start 


9172 


End 


11360 




GI 


none 


Score 


.53 




Exons 


9172. .9629, 1007 9. .10137, 10538. .10606, 


10720. .10868, 






11215. .11360 








Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No. 


40817 


Strand 






Start 


105 


End 


11416 




Name 


OJ990616 14.9B24.C16.o3.gp 


Method 


AAT/GAP 




Start 


9744 


End 


10616 




GI 


2317314 


Score 


740 




Exons 


9744. .10137, 10538. .10616 








Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No. 


40817 


Strand 






Start 


105 


End 


11416 




Name 


OJ990616 14.9B24.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


10537 


End 


11064 




GI 


none 


Score 


85 




Exons 


10537. .10608, 10719. .10871, 


10726. .10857, 10731. .10874, 






10954. .11037, 10960. .11064, 


10976. .11062 




Seq. No. 


19539 


Seq. ID 


OJ990616_14.9B24 


.C16 


Gene No. 


40817 


Strand 






Start 


105 


End 


11416 





19899 



Name 

Start 

GI 

Exons 



OJ990616_14. 9B24 .C16.ol.ts 

10719 

none 



Method TBLASTX : Soybean 
End 11097 
Score 82 



10719. .10871, 10726. .10854, 10954 11097, 10960. .11097 



Seq. No. 19539 

Gene No. 40817 

Start 105 

Name OJ990616_14 . 9B24 . CI 6 . ol . tm 

Start 10734 

GI none 
Exons 



Seq. ID OJ990616_14.9B24.C16 
Strand 

End 11416 

Method TBLASTX : Mai ze 

End 11410 

Score 100 



10734. .10841, 10734. .10787, 10755 .. 1087 1 , 10756 108 66, 
10800. .10835, 10960. .11109, 1097 6 .. 11062 , 11195 11269, 
11227. .11277, 11290. .11409, 11297. .11410 



Seq. No. 19540 

Gene No. 40818 

Start 252 

Name OJ990616_14 . 9B24 . C17 . ol . gs 

Start 252 

GI none 

Exons 252.. 339 



Seq. ID OJ990616_14.9B24.C17 
Strand 

End - 339 

Method GEN SCAN 

End 339 

Score .73 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19541 
40819 
1 

OJ990426_12.9B18.Cl.ol.np 
1 

4680179 
1. .679 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990426_12.9B18.C1 
Strand 

End 67 9 

Method AAT/NAP 

End 67 9 

Score 1072 



19541 
40819 
1 

OJ990426_12. 9B18 . CI . ol . tm 
2 

none" 



Seq. ID OJ99042 6_12. 9B18.C1 
Strand 

End 67 9 

Method TBLASTX : Mai ze 

End 473 

Score 64 



2. .193, 2. .313, 150. .314, 309. .470, 311. .472, 318. .473 



Seq. No. 19541 

Gene No. 40819 

Start 1 

Name OJ99042 6_12 . 9B18 . CI . ol . tw 

Start 26 

GI none 

Exons 26. .652, 27. .8 6, 147. .650 



Seq. ID OJ990426_12 . 9B18 . CI 
Strand 

End 67 9 

Method TBLASTX : Wheat 

End 652 

Score 4 6 



Seq. No. 19541 

Gene No. 40819 

Start 1 

Name OJ990426_12 . 9B18 . CI . o2 . tm 

Start 473 

GI none 

Exons 4 7 3. . 67 9, 4 77 .. 677, 4 85. . 67 9 



Seq. ID OJ99042 6JL2. 9B18 .CI 
Strand 

End 67 9 

Method TBLASTX : Maize 

End 67 9 

Score 146 



Seq. No. 



19542 



Seq. ID OJ9904 26_12. 9B18 . C2 



19900 




Gene No. 


40820 


Strand 






Start 


133 


End 


C ^ A 




Name 


OJ990426 12 . 9B18 . C2 . ol . gs 


Method 


GENSCAN 




Start 


133 


End 


574 




GI 


none 


Score 


. 72 




Exons 


133 . . 265, 316 .. 574 








Seq. No. 


19543 


- 

Seq. ID 


OJ990426 1Z. 


ft n i o /~» cr 

9Blo . Co 


Gene No. 


A C\ Q O 1 


Strand 


+ 




Start 


2906 


End 


4394 




Name 


OJ990426_12. 9B18 . C5 . ol . gp 


Method 


AAT/GAP 




Start 


2906 


End 


4394 




GI 


2310235 


Score 


307 




Exons 


2906.. 2943, 3356.. 3495, 4372 


. .4394 






GI Descrip. 


5852182/emb I CAB55420 . 1 | 9 . Oe 


-13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 








Seq. No. 


19543 


Seq. ID 


OJ990426_12 . 


yBlo . Co 


Gene No. 


40821 


Strand 


+ 




Start 


2906 


End 


4394 




Name 


OJ9904 2 6 12 . 9B18 . Co . o2 . np 


Method 


AAT/NAP 




Start 


3356 


End 


4394 




GI 


4680203 


Score 


1196 




Exons 


3356 . .4394 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


19543 


Seq. ID 


OJ990426_12. 


9B18.C5 


Gene^No. 


40821 


Strand 


+ 




Start 


2906 


End 


4394 




Name 


OJ9 90426 12 . 9B18 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


3356 


End 


4370 




GI 


none 


Score 


.57 




Exons 


3356. . 4370 








Seq. No. 


19543 


Seq. ID 


OJ990426_12. 


9B18 . Co 


Gene No. 


40822 


Strand 






Start 


1 


End 


4394 




Name 


OJ990426 12. 9B18 . C5 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


4394 




GI 


5295955 


Score 


328 




Exons 


1..128, 188. .391, 479. .601, 


1282. .1396 


, 1939.. 2059, 


4374. .4, 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015, 




[Oryza sativa]' 








Seq. No. 


19543 


Seq. ID 


OJ990426_12. 


9B18.C5 


Gene No. 


40822 


Strand 






Start 


1 


End 


4394 




Name 


OJ990426 12.9B18.C5.o2.gs 


Method 


GENSCAN 




Start 


777 


End 


2316 




GI 


none 


Score 


.87 




Exons 


777. .865, 1273. .1396, 1871.. 


2008, 2302 


. .2316 




Seq. No. 


19543 


Seq. ID 


OJ990426_12. 


9B18.C5 


Gene No. 


40822 


Strand 






Start 


1 


End 


4394 




Name 


OJ990426 12.9B18.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3758 


End 


4393 





19901 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

•Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



none 



Score 



203 



3758.. 4066, 3931.. 4062, 4052.. 4123, 4075.. 4122, 4144.. 4206, 
4148. .4267, 4265. .4393 



19543 
40822 
1 

OJ990426_12.9B18.C5.ol.ts 

3979 

none 



Seq. ID OJ990426_12.9B18.C5 
Strand 

End 4394 

Method TBLASTX : Soybean 

End 4393 

Score 102 



3979. .4062, 3980. .4054, 4055. .4117, 4112. .4393, 4144. .4389, 
4166. .4390 



19543 
40822 
1 

OJ990426_12. 9B18 .C5.ol. tc 

4141 

none 



Seq. ID OJ990426_12.9B18.C5 
Strand 

End 4394 

Method TBLASTX : Cress 

End 4393 

Score 229 



4141. .4293, 4148. .4393, 4333. .4392 



19544 
40823 
1 

OJ990426_12. 9B18 . C6 . ol . gp 
1 

342_1.R1084 
1. .1581 

'4574406/-gb|AAD24042. 1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ? 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method AAT/GAP 

End 1581 

Score 2864 



19544 
40823 
1 

OJ990426_12. 9B18 . C6 . ol . np 
1 

6742729 
1. .1629 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method AAT/NAP 

End 1629 

Score 2497 



19544 
40823 
1 

OJ990426_12. 9B18 . C6 . o2 . tm 
2 

none 

2. .82, 92. .286 

19544 
40823 
1 

OJ990426_12. 9B18 . C6 . o3 . tw 
2 

none 

2. .43, 10. .42, 23. .247, 43 . . 252 , 4 4 . . 24 7 , 4 6 . ." 252 

19544 Seq. ID OJ990426_12 . 9B18 . C6 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX: Maize 

End 28 6 

Score 105 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX: Wheat 

End . 252 

Score 73 



19902 



Gene No. 40823 Strand + 

Start 1 End 1883 

Name OJ990426_12 . 9B18 . C6 . ol . gs Method GENSCAN 

Start 52 End 1883 

GI none Score .83 

Exons 52.. 1460, 1804.. 1883 



Seq. No. 19544 

Gene No. 40823 

Start 1 

Name OJ990426_12 . 9B18 . C6 . ol . ts 

Start 116 

GI none 

Exons 116.. 358 



Seq. ID OJ9904 26_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX : Soybean 

End 358 

Score 211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19544 
40823 
1 

OJ990426_12 . 9B18 . C6 . o2 . tw 

391 

none 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX : Wheat 

End 801 

Score 87 



391. .441, 392. .454, 460. .642, 464. .682, 710. .790, 711. .788, 
712. .795, 715. .801, 716. .799 



Seq. No. 19544 

Gene No. 40823 

Start 1 

Name OJ990426_12 . 9B18 . C6 . ol . tw 

Start 802 

GI none 

Exons 802.. 1581, 803.. 1582 

Seq. No. 19544 

Gene No. 40823 

Start 1 

Name OJ990426_12 . 9B18 . C6 . ol . tm 

Start 845 

GI none 

Exons 845. .1159, 856. .1131, 929. .1159 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX : Wheat 

End 1582 

Score 745 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX : Mai ze 

End 1159 

Score 318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19544 
40823 
1 

OJ990426_12. 9B18.C6.ol. tc 

1086 
none 



Seq. ID OJ990426_12.9B18.C6 

Strand + 

End 1883 

Method TBLASTX : Cress 

End 1537 

Score 175 



1086. .1268, 1090. .1527, 1090. .1533, 1094. .1537, 1388. .1537 



19545 
40824 
1 

OJ9904 26_12. 9B18 .C8 .ol . np 
1 

4680203 
1. .572 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990426_12.9B18.C8 

Strand + 

End 632 

Method AAT/NAP 

End 572 

Score 213 



19903 



Seq. No. 19545 

Gene No. 40824 

Start 1 

Name OJ990426_12 . 9B18 . C8 . ol . tw 

Start 82 

GI none 
Exons 



Seq. ID OJ990426_12. 9B18.C8 

Strand + 

End 632 

Method TBLASTX : Wheat 

End 578 

Score 66 



82. .183, 200. .307, 378. .461, 378. .446, 383. .448, 477. .578, 
479.. 577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19545 
40824 
1 

OJ9904 26_12.9B18.C8.ol.gs 

403 

none 

403. .498, 555. .632 



Seq. ID OJ990426_12.9B18.C8 

Strand + 

End 632 

Method GEN SCAN 

End 632 

Score .42 



19546 
40825 
1 

OJ990426_12.9B18.C10.ol.np 
1 

4680186 
1..71, 199. .431 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990426_12.9B18.C10 
Strand + 

431 

AAT/NAP 
431 
228 



End 

Method 

End 

Score 



19546 
40826 
793 

OJ990426_12. 9B18 . C10 . ol . gs 

793 

none 

793. .975 



Seq. ID OJ990426_12.9B18.C10 

Strand + 

End 97 5 

Method GENSCAN 

End 975 

Score .84 



Seq. No. 19546 

Gene No. 40827 

Start 1 

Name OJ99042 6_12 . 9B18 . C10 . ol . gp 

Start 1 

GI uC-osflcyp033a04bl 

Exons 1 . . 359 

GI Descrip. ? 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 f 



Seq. ID OJ990426_12.9B18.C10 
Strand 

359 

AAT/GAP 
359 
643 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



19547 
40828 
1 

OJ990426_12. 9B18 . C13 . ol . np 
1 

6063554 

1..88, 837. .864, 1504. .1675 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 {E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990426_12.9B18.C13 

Strand + 

End 1675 

Method AAT/NAP 

End • j 1675 

Score 121 



19547 
40829 



Seq. ID OJ990426_12.9B18.C13 
Strand 



19904 




Q 4- a >-4- 


997 


Lna 


*^7 n 




Name 


PlTQQH/19^ 19 QD1 Q PI "3 r\1 nc 
bJ:?:7Uf*^0 1 c. . 7Dl O . b 1 0 . 0 1 . yS 


\A ss 

i-ietnou 


PFMCPZiM 




C 4- — 4- 

jLalL 


9 97 


fcjna 


*^7 n 




P T 


none 


Score 


£7 




Exons 










Seq. No. 


19547 


Seq. ID 


OJ990426_12.9B18, 


.C13 


Gene No. 


40830 


Strand 








OUD 


FnH 

Hi 1 1 Li 


1 4 ft Q 
1 4 0 y 




Name 


PiTQQn/19fi 19 QR1 Q pi *5 ^9 n c 

ujyyufi^D i^ . yoi o . bi o . . gs 


we tnoQ 


btrNob/\IN 




otalL 


oUo 




1 A Q Q 

1 ft 0 y 




p T 


none 


Score 


. Do 




L*'" i» /"\ T"* C 1 

Lxons 


OUD. . jUD; IjOU. . lflo^ 








o e q . in o . 




oeq . 1 u 


PiTQQH/19^ 19 QD1 Q 


p 1 7 
. bi / 




40831 


Strand 






Start 


250 


End 


339 




Name 


OJ990426 12.9B18.C17.ol.np 


Method 


AAT/NAP 




OLdXL 


9 ^n 


End 


339 




bl 


OOjUDO 0 


Score 


133 




Exons 










bi uescrip. 


(Hruuuyoy ) oimiiar to copia 


type pol polyprotein. (AF105716 




[uryza sauivaj 








Q /-r XI /-\ 

oeq. ino . 




Seq. ID 


OJ990426_12. 9B18, 


, C19 


OCllC IN (J. 


40832 


Strand 






oldit 


209 


End 


1108 




Name 


OJ990426 12.9B18.C19.ol.np 


Method 


AAT/NAP 




Start 


209 


End 


1108 




bl 


6678139 


Score 


94 




Exons 


209. .271, 679. .1108 








bi uescrip . 


simple repeat sequence-containing transcript 






gi I 730888 | sp|Q06666|T2 MOUSE 


OCTAPE PT I DE - RE PEAT PROTEIN 


T2 




gi|296382|emb|CAA48048| (X67863) T2 [Mus musculus] 




oeq . INO . 


19550 


Seq. ID 


OJ990426_12.9B18. 


,C22 


Gene No. 


40833 


Strand 






Start 


1 


End 


490 




Name 


OJ990426 12. 9B18 . C22 . ol . np 


Method 


AAT/NAP 




OUaiL 


1 


End 


490 




PT 
bl 


4416302 


Score 


568 




Exons 


1. .490 








VjX UcbLLip . 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


19550 


Seq. ID 


OJ990426_12. 9B18. 


,C22 


Gene No. 


40833 


Strand 






Of a y~4- 

otatl. 


1 


End 


490 




Name 


OJ990426 12.9B18.C22.ol.ts 


Method 


TBLASTX: Soybean 






64 


End 


334 




bl 


none 


Score 


86 




Exons 


64. .321, 89. .334 








Seq. No. 


19550 


Seq. ID 


OJ990426_12. 9B18. 


C22 


Gene No. 


40833 


Strand 






Start 


1 


End 


490 




Name 


OJ990426 12. 9B18 . C22 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


64 


End 


228 





19905 



GI none 

Exons 64.. 228, 65.. 226 

Seq. No. 19550 

Gene No. 40833 

Start 1 

Name OJ990426_12 . 9B18 . C22 . ol . gs 

Start 109 

GI none 

Exons 109.. 327 



Score 



175 



Seq. ID OJ990426_12.9B18.C22 
Strand 

End 4 90 

Method GEN SCAN 

End 327 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19550 
40833 
1 

OJ990426_12 . 9B18 . C22 . ol . tm 

229 

none 

229. .489, 232. .483, 239. .490 



Seq. ID OJ990426_12.9B18.C22 
Strand 

End 4 90 

Method TBLASTX: Maize 

End 4 90 

Score 167 



19551 
40834 
768 

OJ990426_12.9B18.C24 . o2 . gp 
7 68 

LIB3432-059-P1-K1-D8 
768. .887 

' 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990426_12.9B18.C24 

Strand + 

End 887 

Method AAT/GAP 

End 887 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19552 
40835 
83 

OJ990426_12 . 9B18 . C28 . ol . gs 
83 

none 



Seq. ID OJ990426_12.9B18.C28 
Strand 

End 1283 

Method GENSCAN 

End 1283 

Score . 67 



53. .142, 685. .718, 885. .1097, 1223. .1283 



19552 
40836 
1579 

OJ990426_12 . 9B18 . C28 . o2 . gs 

1579 

none 

1579. .1757, 1787. .2168 

19553 
40837 
49 

OJ990426_12.9B18.C29.ol.gs 
49 

none 
49. .171 



Seq. ID OJ990426_12.9B18.C28 
Strand 

End 2168 

Method GENSCAN 

End 2168 

Score .99 



Seq. ID OJ990426_12.9B18.C29 
Strand 

End 171 

Method GENSCAN 

End 171 

Score .49 



Seq. No. 19554 

Gene No. 40838 

Start 84 

Name OJ990426_12 . 9B18 . C31 . ol . gs 



Seq. ID OJ990426_12.9B18.C31 

Strand + 

End 562 

Method GENSCAN 



19906 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



84 

none 

84.. 168, 525.. 562 



End 
Score 



562 
.66 



19555 
40839 
1 

OJ990426_12 . 9B18 . C32 . ol . np 
1 

6907087 
1. .853, 1394. .1495 

(AP001129) ESTs C72771(E2215),AU082313(E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990426_12.9B18.C32 

Strand + 

End 14 95 

Method AAT/NAP 

End 14 95 

Score 745 



19555 
40840 
2133 

OJ990426_12. 9B18 . C32 . ol . gp 
1953 

uC-osf Icyp033a04bl 
1953. .2335 

1 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990426_12.9B18.C32 

Strand + 

End 2806 

Method AAT/GAP 

End 2335 

Score 668 



19555 
40840 
2133 

OJ990426_12 . 9B18 . C32 . o2 . gs 

2133 

none 

2133.. 2208, 2778.. 2806 



Seq. ID OJ990426_12.9B1B.C32 

Strand + 

End 2806 

Method GEN SCAN 

End 2806 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19555 
40841 
1886 

OJ990426_12 . 9B18 . C32 . o2 . np 
1886 
4680186 
1886. .2101, 3668. .3735 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990426_12.9B18.C32 
Strand 

End 3735 

Method AAT/NAP 

End - 3735 

Score 292 



19555 
40841 
1886 

OJ990426_12 . 9B18 . C32 . o3 . gs 

3211 

none 

3211.. 3283, 3697.. 3716 



Seq. ID OJ990426_12.9B18.C32 
Strand 

End 3735 

Method GENSCAN 

End 3716 

Score . 62 



Seq. No. 19556 

Gene No. 40842 

Start 179 

Name OJ99042 6_12 . 9B18 . C34 . ol . gs 

Start 179 

GI none 

Exons 179.. 240, 345.. 368 



Seq. ID OJ990426_12.9B18.C34 

Strand + 

End 368 

Method GENSCAN 

End 368 

Score .56 



19907 



beq. no. 


± y DO D 


Gene No. 


40843 


Start 


1 


Name 




Start 


i 


GI 


3645898 


Exons 


1 . .275 


GI Descrip. 


(U68408) 




mutation 


Seq. No. 


19557 


Gene No . 


4 Do 4 4 


Start 


1 


Name 


OJ990426 


Start 


1 


GI 


6539553 


Exons 


1. .737 


GI Descrip. 


(AP000836 




(D85597) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_12.9B18.C34 
275 

AAT/NAP 

275 

119 



OJ990426_12.9B18.C36 
737 

AAT/NAP 

737 

1086 



Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI •:• 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19557 
40844 
1 

OJ990426_12. 9B18 .C36.ol.tm 
61 

none 

61. .303, 140. .304 

19557 
40844 
1 

OJ990426_12. 9B18 .C36.ol.ts 
61 

5509260 
61. .309' 



19557 
40844 
1 

OJ990426_12. 9B18 . C36 . ol . tc 
64 

none 

64 . .216, 137. .214 

19557 
40844 
1 

OJ990426_12 . 9B18 . C36 . ol . gs 
87 

none 
87. .603 



Seq. ID OJ990426_12 . 9B18 .C36 
Strand 

End 737 

Method TBLASTX: Maize 

End 304 

Score 70 



Seq. ID OJ990426JL2 . 9B18 . C36 
Strand 

End 737 

Method TBLASTX : Soybean 
End 309 
Score ' 197 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_12.9B18.C36 
737 

TBLASTX: Cress 

216 

62 



OJ990426_12.9B18.C36 
737 

GENSCAN 

603 

.75 



Seq. No. 



19557 



Seq. ID OJ990426 12.9B18.C36 



19908 



Gene No. 


40844 




Strand 




Start 


1 




End 


TOT 

737 


Name 


OJ990426 12 . 9B18 . C36 . ol 


. tw 


Method 


TBLASTX : 


Start 


229 




End 


702 


GI 


none 




Score 


AAA 

200 


Exons 


229. .4oo, 230. .388, 246 


A 1 £ 

. .476, 


o a n A A /~ 

24 9. .446, 


508 . . 69 


Seq. No. 


19558 




Seq. ID 


OJ9904 26 


Gene No. 


40845 




Strand 


+ 


Start 


18 




End 


203 


Name 


OJ990426_12 . 9B18 . C37 . ol 


.gs 


Method 


GENSCAN 


Start 


18 




End 


203 


GI 


none 




Score 


. 86 


Exons 


18 . .203 








Seq. No. 


19559 




Seq. ID 


OJ990426 


Gene No. 


40846 




Strand 


+ 


Start 


1 




End 


395 


Name 


OJ990426 12 . 9B18 . C39 . ol . 


.np 


Method 


AAT/NAP 


Start 


1 




End 


392 t 


GI 


4512231 




Score 


514 


Exons 


1 . . 392 








GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 




Seq. No. 


19559 




Seq. ID 


OJ990426 


Gene No. 


40846 




Strand 


+ 


Start 


1 




End 


395 


Name 


OJ990426 12 . 9B18 . C39 . ol . 


.gs 


Method 


GENSCAN 


Start 


49 




End 


395 


GI 


none 




Score 


. 94 


Exons 


4 9. .395 








Seq. No. 


19560 




Seq. ID 


OJ990426 


Gene No. 


40847 




Strand 


+ 


Start 


6 




End 


8 1 


Name 


OJ990426 12 . 9B18 . C42 . ol , 


.gs 


Method 


GENSCAN 


Start 


6 




End 


81 


GI 


none 




Score 


. 7 9 


Exons 


6. . 81 








Seq. No. 


19561 




Seq. ID 


OJ990426 


bene wo . 


A Oft A ft 
H U O ft O 




Strand 


+ 


Start 


1 




End 


151 


Name 


OJ990426 12.9B18.C43.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


151 


GI 


3024190 




Score 


137 


Exons 


1. .151 








GI Descrip. 


NINE PROTEIN gi | 2120251 | 


Ipir | | S66581 hypothetica. 



.702 



12.9B18.C43 



protein 56 - 

phage 82 gi | 1051114 | emb | CAA63328 | (X92588) orf56; related to 
nin60 (ninE) of bacteriophage lambda ' [Bacteriophage 82] 



Seq. No. 19561 Seq. ID 

Gene No. 4 084 9 Strand 

Start 118 End 

Name OJ990426_12 . 9B18 . C43 . ol . gs Method 

Start 118 End 

GI none Score 



OJ990426_12.9B18.C43 
+ 

698 

GENSCAN 
678 
. 99 



19909 



Exons 



118. .678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990426_12. 
+ 

698 

AAT/NAP 

698 

699 



19561 Seq. ID OJ990426_12.9B18.C43 

40849 Strand 
118 End 
OJ990426_12.9B18.C43.o2.np Method 
151 End 
130792 Score 
151. . 698 

SERINE/THREONINE PROTEIN PHOSPHATASE gi | 7 6133 I pir | i Q1BP1L 

hypothetical protein C-221 (nin region) - phage lambda gi 1215160 
(J02459) Nin 221 (pept unknown; 221) [Bacteriophage lambda] 

19562 Seq. ID OJ990426_12.9B18.C44 

40850 Strand + 
203 End 630 
OJ990426_12 . 9B18 . C4 4 . ol . np Method AAT/NAP 
203 End 630 
132278 Score 277 
203.. 630 

ANT I TERMINATION PROTEIN Q gi | 73114 | pir | | ZQBPL regulatory protein 

Q - phage lambda gi 1215161 (J02459) Q (late gene regulator ; 207 ) 
[Bacteriophage lambda] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19563 Seq. ID 

40851 Strand 

241 End 
OJ990426_12 . 9B18 . C45 . ol . gs Method 

241 End 

none Score 
241. .319 



OJ990426_12.9B18.C45 
+ 

319 

GENSCAN 

319 

.6 



Seq. No. 19564 Seq. ID OJ990426_12.9B18.C48 

Gene No. 40852 • Strand 

Start 1 End 553 

Name OJ990426_12 . 9B18 . C48 . ol . np Method AAT/NAP 

Start 1 End 547 

GI " 6539553 Score 863 

Exons 1 . . 547 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon. RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


19564 












Seq. ID 


OJ990426 


Gene No. 


40852 












Strand 




Start 


1 












End 


553 


Name 


OJ990426 


12 


9B18 


.C48 


.ol 


gs 


Method 


GENSCAN 


Start 


105 












End 


547 


GI 


none 












Score 


.68 


Exons 


105. .547 
















Seq. No. 


19564 












Seq. ID 


OJ990426 


Gene No. 


40852 












Strand 




Start 


1 












End 


553 


Name 


OJ990426 


12 


9B18 


.C48 


.ol 


tm 


Method 


TBLASTX : 


Start 


105 












End 


418 



19910 



GI 

Exons 



none 

105. .410, 107. .418 



Score 



297 



Seq. No. 19564 Seq. ID 

Gene No. 40852 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C48 . ol . tw Method 

Start ' 166 End 

GI none Score 

Exons 166. .429, 167.. 553, 168. .542 

Seq. No. 19565 Seq. ID 

Gene No. 40853 Strand 

Start 213 End 

Name OJ990426_12 . 9B18 . C4 9 . ol . gs Method 

Start 213 End 

GI none Score 

Exons 213.. 355, 361.. 484 

Seq. No. 19566 Seq. ID 

Gene No. 40854 Strand 

Start 151 End 

Name OJ990426_12 . 9B18 . C50 . ol . gs Method 

Start 151 End 

GI none Score 
Exons .. 151. .251 



OJ990426_12.9B18.C48 
553 

TBLASTX: Wheat 

553 

258 



OJ990426_12.9B18.C49 
+ 

484 

GENSCAN 

484 

.61 



OJ990426_12 . 9B18 . C50 
+ 

251 

GENSCAN 

251 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19567 Seq. ID 

40855 Strand 

1 End 
OJ990426_12. 9B18 . C52 . ol . np Method 

1 End 

5042447 Score 
1. .224 

(AC007789) putative polyprotein [Oryza 

19567 Seq. ID 

40855 Strand 

1 End 
OJ990426_12. 9B18 . C52 . ol . tw Method 

5 End 

none Score 
5. .199 



OJ990426_12.9B18.C52 
+ 

224 

AAT/NAP 

224 

310 

sativa] • 

OJ990426_12.9B18.C52 
+ 

224 

TBLASTX: Wheat 

199 

170 



Seq. No. 19568 Seq. ID 

Gene No. 40856 Strand 

Start 60 End 

Name OJ990426_12 . 9B18 . C53 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 176 



OJ990426_12 . 9B18 . C53 
176 

GENSCAN 

176 

.52 



Seq. No. 19569 - Seq. ID 

Gene No. 40857 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C54 . ol . np Method 

Start 1 End 



OJ990426_12.9B18.C54 
223 

AAT/NAP 
197 



19911 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852179 Score 
1. .197 

(AL117265) zhb0009.1 [Oryza sativa] 



107 



19569 Seq. ID OJ990426_12.9B18.C54 

40857 Strand 

1 End 223 

OJ990426_12 . 9B18 .C54 . ol . gs Method GENSCAN 

54 End 223 

none Score .45 

54. .223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 



19570 
40858 
1 

OJ990426_12 . 9B18 . C56 . ol . np 
1 

3928078 
1. .519 

(AC005770) putative calcium-dependent protein kinase 
[Arabidopsis thaliana] 



Seq. ID OJ990426_12.9B18.C56 
Strand 

End 519 

Method AAT/NAP 

End 519 

Score 251 



19570 
40858 
1 

OJ990426_12.9B18.C56.ol.ts 
1 

none 

1..105, 1..183 



Seq. ID OJ990426_12.9B18.C56 
Strand 

End 519 

Method TBLASTX : Soybean 

End 183 

Score 82 



Seq. No. 19570 Seq. ID 

Gene No. 40858 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C56 . ol . tc Method 

Start 1 End 

GI ■ none Score 

Exons 1..183, 2.. 79, 134 .-.187 

Seq. No. 19571 Seq. ID 

Gene No. 40859 Strand 

Start 1099 End 

Name OJ990426_12 . 9B18 . C61 . ol . gs Method 

Start 1099 End 

GI none Score 

Exons 1099.. 1104, 1724.. 1795 



OJ990426_12.9B18.C56 
519 

TBLASTX: Cress 

187 

75 



OJ990426_12.9B18.C61 
+ 

1795 
GENSCAN 
1795 
.65 



Seq. No. 19572 Seq. ID OJ990426_12.9B18.C62 

Gene No. 40860 Strand 

Start 3552 End 

Name OJ990426_12 . 9B18 . C62 . ol . gp Method 

Start 3552 End 

GI ■ 3073JL.R1084 Score 

Exons 3552.. 4049 

GI Descrip. 1 133936/sp | P1214 6 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 



OJ990426_12. 
+ 

4049 
AAT/GAP 
4049 
819 



19912 



[Oryza sativa] 1 



Seq. No. 19572 
Gene No. 40861 
Start 3541 

Name OJ990426_12 . 9B18 . C62 . ol . np 

Start 3541 
GI " 132790 
Exons 3541.. 3987 

GI Descrip. CHLOROPLAST 50S RIBOSOMAL PROTEIN L22 gi | 71290 | pir | | R5RZ22 

ribosomal protein L22 - rice chloroplast gi 1 12026 I emb | CAA33935 | 
(X15901) ribosomal protein L22 [Oryza sativa] 

gi I 226647 |prf | I1603356BX ribosomal protein L22 [Oryza sativa] 



Seq. ID OJ990426_12.9B18.C62 
Strand 

End 4 023 

Method AAT/NAP 

End 3987 

Score 625 



Seq. No. 


19572 








Seq. ID 


OJ990426_12.9B18.C62 


Gene No. 


40861 








Strand 




Start 


3541 








End 


4023 


Name 


OJ990426 12. 


9B18 


C62.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3545 








End 


4023 


GI 


none 








Score 


433 


Exons 


3545 . . 3877, 


3550 


. 3879, 


3553 . 


.3879, 3878.. 3913, 3908.. 4012, 




3910. .3948, 


3937 


.4023 








Seq. No. 


19572 








Seq. ID 


OJ990426_12.9B18.C62 


Gene No. 


40861 








Strand 




Start 


3541 








End 


4023 


Name 


OJ990426_12. 


9B18 


C62.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3550 








End 


3906 


GI 


none 








Score 


429 


Exons 


3550 . . 3879, 


3553 


.3876, 


3579. 


.3881, 3838.. 3906 


Seq. No. 


19572 








Seq. ID 


OJ990426_12.9B18.C62 


Gene No. 


40861 








Strand 




Start 


3541 








End 


4023 


Name 


OJ990426 12. 


9B18 


C62.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3560 








End 


3864 


GI 


none 








Score 


114 


Exons 


3560. .'3778, 


3560 


.3793, 


3568. 


.3861, 3574.. 3864 


Seq. No. 


19572 








Seq. ID 


OJ990426_12.9B18.C62 


Gene No. 


40861 








Strand 




Start 


3541 








End 


4023 


Name 


OJ990426 12. 


9B18 


C62.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3562 








End 


3882 


GI 


none 








Score 


153 


Exons 


3562. .3882, 


3569 


.3778, 


3574. 


.3849 




Seq. No. 


19573 








Seq. ID 


OJ990426_12.9B18.C63 


Gene No. 


,.v 40862 








Strand 


+ 


Start 


186 








End 


566 


Name 


OJ990426 12. 


9B18. 


C63.ol 


.gs 


Method 


GENSCAN 


Start 


186 








End 


566 


GI 


none 








Score 


.4 


Exons 


186. .379, 418. .566 








Seq. No. 


19574 








Seq. ID 


OJ990426_12.9B18.C64 


Gene No. 


40863 








Strand 


+ 



19913 




Start 


153 




End 


1 rti o 

10 lo 








Name 


OJ990426 12 . 9B18 . C64 . ol 


.gs 


Method 


GENSCAN 








Start 


153 




End 


1018 








GI 


none 




Score 


. 63 








Exons 


153. .256, 524. .668, 878 


. . 1018 












Seq. No.;;.' 


19574 




Seq. ID 


OJ990426_ 


12, 


, 9B18 


iC64 


Gene No. 


40864 




Strand 


+ 








Start 


A 1 C O. 

4 259 




End 


5111 








Name 


OJ990426 12 . 9B18 . C64 . ol , 


.gp 


Method 


AAT/GAP 








Start 


4259 




End 


5111 








GI 


410713/ 




Score 


164 2 








Exons 


4 259. .bill 














Seq. No. 


19574 




Seq. ID 


OJ990426_ 


12. 


, 9B18 


.C64 


Gene No. 


40865 




Strand 










Start 


o o a a 

ZZ 64 




i—i _ _i 
End 


1 1 ft T 

37 91 








Name 


OJ990426 12 . 9B18 . C64 . o2 , 


.gs 


Method 


GENSCAN 








Start 


2264 




End 


3791 








GI 


none 




Score 


. 64 








Exons 


2264. .2341, 3789. .3791 














Seq. No. 


19575 




Seq. ID 


OJ990426_ 


12. 


, 9B18 


.C65 


Gene No. . 


40866 




Strand 


+ 








Start 


1428 




End 


2026 








Name 


OJ990426 12 . 9B18 . C65 . ol , 


.gs 


Method 


GENSCAN 








Start 


1428 




End 


2026 








GI 


none 




Score 


. 84 








Exons 


1428. .1592, 1630. .2026 














Seq. No. 


19576 




Seq. ID 


OJ990426_ 


12 . 


, 9B18 


. C66 


Gene No. 


40867 




Strand 


+ 








Start 


1 




End 


8993 








Name 


OJ990426 12 . 9B18 . C66 . ol , 


.np 


Method 


AAT/NAP 








Start 


1 




End 


5995" 








GI 


A O ft 1 ft j< 

4 680204 




Score 


67 








Exons 


1..71, 2888. .3139, 5977. 


. .5995 












GI Descrip. 


(AF1141/1) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


19576 




Seq. ID 


OJ990426_ 


12. 


, 9B18 


.C66 


Gene No. 


40867 




Strand 


+ 








Start 


1 




End 


8993 








Name 


OJ990426 12.9B18.C66.ol, 


,gs 


Method 


GENSCAN 








Start 


530 




End 


7505 








GI 


none 




Score 


.56 








Exons 


530. .562, 2257. .2442, 2967. .3017, 3240 


..3326, 3428. 


.3582, 




3710. .3873, 5402. .5403, 


6693. 


.6811, 7406. .7505 








Seq. No. 


19576 




Seq. ID 


OJ9.904 2 6_ 


12. 


9B18 


.C66 


Gene No . 


40867 




Strand 


+ 








Start 


1 




End 


8993 








Name 


OJ990426 12.9B18.C66.o2. 


■np 


Method 


AAT/NAP 








Start 


5767 




End 


8993 








GI 


5852093 




Score 


71 








Exons 


5767. .5790, 7149. .7254, 


8972. 


.8993 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 











19914 




C rt «■ XI rt 

beq. No. 


1 O C T £T 

iyz> /o 




beq. ID 




. Cob 


bene ino • 


40868 




Strand 


+ 




Start 


14935 




End 


15078 




Name 


OJ990426 12.9B18.C66 


.ol.gp 


Method 


AAT/GAP 




b tar z 


14935 




End 


15078 




GI 


21474 1.R1084 




Score 


239 




Exons 


14935. .15078 










GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidops 




thaliana] ' 










Seq. No. 


19576 




Seq. ID 


OJ990426_12.9B18 


. C66 


Gene No . 


40869 




Strand 






Start 


15426 




End 


19137 




Name 


OJ990426 12.9B18.C66 


o3 . np 


Method 


AAT/NAP 




otart 


15407 




End 


19137 




GI 


4680204 




Score 


1073 




Exons 


15407. .15448, 15483. 


15578, 


15929. . 1614 


8, 16245. .16418, 






16528. .17626, 17701. 


19137 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




O rt rt- XT — 

beq. No. 


19576 




Seq. ID 


OJ990426_12.9B18 


. C66 


Gene No. 


40869 




Strand 






Start 


15426 




End 


19137 




Name 


OJ990426 12.9B18.C66 


o3 . gs 


Method 


GENSCAN 




Start 


15426 




End 


19122 




GI 


none 




Score 


.68 




Exons 


15426. .15608, 15881. 


15953, 


16038. . 1614 


8, 16245. .16418, 






16528. .17359, 17485. 


17626, 


17701. . 19122 




Seq. No. 


19576 




Seq. ID 


OJ990426_12.9B18 


.C66 


Gene No. 


40869 




Strand 






otart 


15426 




End 


19137 




Name 


OJ990426 12.9B18.C66 


o2.tw 


Method 


TBLASTX: Wheat 




otart 


16079 




End 


16601 




GI 


none 




Score 


70 




Exons 


16079. .16150, 16250. 


16432, 


16257. .16382, 16521.. 16601 




Seq. No. 


19576 




Seq. ID 


OJ990426_12.9B18 


. C66 


Gene No. 


40869 




Strand 






Start 


15426 




End 


19137 




Name 


OJ990426 12.9B18.C66 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18091 




End 


18494 




Gi 


none 




Score 


38 




Exons 


18091. .18186, 18091. 


18261, 


18224. .18391, 18256. .184 92, 






18343. .18492, 18354. 


18494, 


18378. .18494 




O rt rt- XT — . 

beq. no. 


19577 




Seq. ID 


OJ990426_12.9B18 


.C67 


Gene No. 


40870 




Strand 






Start 


1 




End 


684 




Name 


OJ990426 12.9B18.C67. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


684 




GI 


4680204 




Score 


170 




Exons 


1..279, 354. .684 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


19577 




Seq. ID 


OJ990426_12.9B18 


.C67 


Gene No. 


40870 




Strand 







19915 




Start 


1 


End 


684 






Name 


OJ990426_12 . 9B18 . C67 . ol . gs 


Method 


GENSCAN 






Start 


138 


End 


677 






GI 


none 


Score 


. 77 






Exons 


138. .279, 354. .473, 519. .677 










Seq. No. 


1 e\ c 1 0 

19578 


Seq. ID 


GJ990426 12 


9B18 


. C7 1 


Gene No. 


40871 


Strand 








Start 


1 


End 


822 • 






Name 


OJ99u4zo 12 . 9B18 . C / 1 . ol . np 


Method 


TV TV (T» / XT "TV f» 

AAT/NAP 






Start 


1 


End 


822 






GI 


5042454 


Score 


165 






Exons 


1 . . 69, 710 . . 822 










GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 






Seq. No. 


1957 9 


Seq. ID 


OJ990426 12 


9B18 


. C73 


Gene No. 


40872 


Strand 


+ 






Start 


1 


End 


680 






Name 


OJ990426 12.9B18.C73.ol.np 


Method 


TV TV m /tlTV T"k 

AAT/NAP 






Start 


1 


End 


680 






GI 


5042447 


Score 


667 






Exons 


1..680 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


1957 9 


Seq. ID 


OJ990426_12 


9B18 


.C73 


Gene No. 


40872 


Strand 


+ 






Start 


1 


End 


680 






Name 


OJ990426 12.9B18.C73.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


638 






GI 


none 


Score 


.92 






Exons 


67. .638 










Seq. No. 


19579 


Seq. ID 


OJ990426_12 


9B18 


.C73 


Gene No. 


40872 


Strand 


+ 






Start 


1 


End 


680 






Name 


OJ990426 12.9B18.C73.ol.tw 


Method 


TBLASTX: Wheat 




Start 


,148 


End 


504 






GI 


none 


Score 


117 






Exons 


148. .288, 207. .275, 337. .504, 


375. .497 








Seq. No. 


19579 


Seq. ID 


OJ990426_12 


9B18 


.C73 


Gene No. 


40872 


Strand 


+ 






Start 


1 


End 


680 






Name 


OJ990426 12.9B18.C73.ol.tm 


Method 


TBLASTX: Maize 




Start 


466 


End 


680 






GI 


none 


Score 


207 






Exons 


466. .678, 468. .680 










Seq.. No/ 


19580 


Seq. ID 


OJ990426JL2, 


9B18 


.C74 


Gene No. 


40873 


Strand 










34 


End 


188 






Name 


OJ990426 12.9B18.C74.ol.gs 


Method 


GENSCAN 






Start 


34 


End 


188 






GI 


none 


Score 


.76 






Exons 


34. .188 










Seq. No. 


19580 


Seq. ID 


OJ990426_12. 


9B18 


C74 



19916 



Gene No. 40874 Strand 

Start 241 End 325 

Name OJ990426_12 . 9B18 . C74 . ol . gp Method AAT/GAP 

Start 241 End 325 

GI LIB3477-003-P1-K1-E9 Score 144 
Exons 241.. 325 

GI Descrip. 1 24 98586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza - 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19581 
40875 
1 

OJ990426_12 . 9B18 . C77 . ol . np 
1 

5852178 
1. .147 

(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990426_12.9B18.C77 

Strand + 

End 853 

Method AAT/NAP 

End 147 

Score 112 



19581 
40875 
1 

OJ990426_12 . 9B18 . C77 . o2 . np 
1 

6063554 
1..33, 678. .853 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990426_12.9B18.C77 

Strand + 

End 853 

Method AAT/NAP 

End 853 

Score 189 



Seq. No. 19581 
Gene No. 40875 
Start 1 

Name f OJ990426_12 . 9B18 . C77 . ol . gs 

Start ' 53 
GI none 
Exons 53.. 150 



Seq. ID OJ990426_12.9B18.C77 

Strand + 

End 853 

Method GENSCAN 

End 150 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



19581 Seq. ID 

40876 Strand 

3231 End 
OJ990426_12 . 9B18 . C7 7 . o2 . gs Method 

3231 End 

none Score 

3231.. 3349, 3611.. 3692, 3773. .3805 



OJ990426_12.9B18.C77 

3805 
GENSCAN 
3805 
.85 



19581 Seq. ID 

40877 Strand 

3772 End 

OJ990426_12 . 9B18 . C77 . o3 . np Method 

3772 End 

4680203 Score 
3772. .4113 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990426_12.9B18.C77 

4113 
AAT/NAP 
4113 
176 



19582 
40878 



Seq. ID OJ990426_12.9B18.C78 
Strand + 



19917 



Start 


58 




End 


lion 

1180 








Name 


OJ990426 12 . 9B18 .C78 . ol . 


.gs 


Method 


GEN SCAN 








Start 


58 




End 


1180 








GI 


none 




Score 


c o 

. 53 








Exons 


58. .187, 351. .555, 719.. 


O A ~J 

. 897 , 


AO 1 1 1 O A 

981 . . 1180 










Seq. No. 


19583 




Seq. ID 


OJ990426_ 


12. 


,9B18. 


.C79 


Gene No. 


40879 




Strand 


+ 








Start 


O "7 A 

274 




End 


A A 1 

991 








Name 


OJ990426_12 . 9B18 . C79 . ol . 


.gs 


Method 


GEN SCAN 








Start 


274 




End 


A A T 

991 








GI 


none 




Score 


. 48 








Exons 


i Tio COO O A 1 A A O 

274. .338, 528. .801, 902. 


. . 991 












Seq. No. 


19584 




Seq. ID 


OJ990426_ 


12, 


,9B18. 


,C80 


Gene No. 


40880 




Strand 










Start 


26 




End 


OAT 

201 








Name 


OJ990426 12 . 9B18 . C80 . ol . 


.gs 


Method 


GEN SCAN 








Start 


26 




End 


201 








GI 


none 




Score 


A O 








Exons 


26 . . 201 














Seq. No. 


19585 




Seq. ID 


OJ990426 


12. 


.9B18. 


.C82 


Gene No. 


40881 




Strand 


- 








Start 


560 




End 


" 685 








Name 


*-i-r/"\OOjlO^" 1 O O ti 1 O /"■» O O 1 

OJ990426_12 . 9B18 . C82 . ol . 


.gs 


Method 


GENSCAN 








Start 


560 




End 


685 








GI 


none 




Score 


. 82 








Exons 


560 . . 685 














Seq. No. 


19586 




Seq. ID 


OJ990426_ 


12, 


. 9B18. 


.C83 


Gene No. 


40882 




Strand 










Start 


200 




End 


O O /I 

324 








Name 


OJ990426_12 . 9B18 . C83 . ol , 


.gs 


Method 


GENSCAN 








Start 


200 




End 


O O /l 

324 








GI 


none 




Score 


O 1 

. 81 








Exons 


O A A O O A 

ZOO . .324 














Seq. No. 


19587 




Seq. ID 


OJ990426_ 


12. 


. 9B18. 


.C84 


Gene No. 


40883 




Strand 


+ 








Start 


A O A 

989 




T — 1 ^ 

End 


1 T A A 

1/4 9 








Name 


/- v -r O A A VI O TO A T~4 1 O y^Ovl 1 

OJ990426 12 . 9B18 . C84 . ol . 


.gs 


Method 


GENSCAN 








Start 


989 




End 


174 9 








GI 


none 




Score 


O f~ 

. 86 








Exons 


a o a t a a o i /~ r\ c\ i i /i a 

989.. 1093, 1609.. 1749 














Seq. No. 


19588 




Seq. ID 


OJ990426_ 


12. 


. 9B18, 


.C86 


Gene No. 


40884 




Strand 


+ 








Start^ 


108 




End 


520 








Name 


OJ990426_12 . 9B18 . C86 . ol . 


.gs 


Method 


GENSCAN 








Start 


108 




End 


520 








GI 


none 




Score 


.45 








Exons 


108. .170, 320. .520 














Seq. No. 


19588 




Seq. ID 


OJ990426_ 


_12. 


.9B18. 


.C86 


Gene No. 


40885 




Strand 


+ 








Start 


748 




End 


984 









19918 



Name 


ojyyu4zb i^ . yBio . Co d . oi 


.gp 


Method 


AAT/bAP 






Start 


1 A O 

/ 4 o 




End 


ftO A 

yy4 






bl 


"31 C\C~I A A 




Score 


A A K 

4 4 0 






Exons 


n A Q OQ A 

i 4 o . . y o 4 












beq. no. 


l y do y 




beq. lu 


A TQQn/1 lO 

UJyyU4zb 1Z 


nni Q 

yyi o 


. bo / 


Gene No. 


40886 




Strand 








Start"" 


1 




End 


1587 






Name 


ATQQfl/IOC lO QD1 Q pQl ^1 

ujyyu4zo iz . ybio . bo / . oi 


,np 


Method 


AA1 / NAP 






otart 


i 




End 


lbo / 






GI 


byi) /Uob 




Score 


1 1 T O 

1113 






Exons 


1 OGQ COO TCO QIO 

l..zyb, bzz../;)Z, olo. . 


1587 










bi uescrip. 


(APUuiizy; nypotnetical 


protein [Oryza 


sativa ] 






Seq. No. 


19589 




Seq. ID 


OJ990426_12 


9B18 


.C87 


Gene No. 


40886 




Strand 








otart 


I 




End 


1 C O ^ 

loo 1 






Name 


ojyyu4zb lz . yBio . Co / . oi 


.gs 


Method 


GENSCAN 






btart 


QTQ 

o Jo 




' End 


T A C. 1 

14 bl 






bl 


none 




Score 


. yd 






Exons 


boo . . 14 bl 












P A - XI _ 

beq. No. 


i y;>yu 




Seq. ID 


OJyy(J4zb lz 


yBio 


. Coo 


Gene No. 


40887 




Strand 








Start 


1 




End 


980 






Name 


ojyyu4zb iz . yBiy . bo o . oi 


.np 


Method 


7\ 7\ m / XT 7\ T"> 

AAT/NAP 






Start 


i 




End 


O O T 

ZO 1 






GI 


bUbyboy 




Score 


10 / 






Exons 


1 001 

1 . . ZO 1 «r 












GI Descrip. 


(APUUUblb) nypotnetical 


protein [Oryza 


sativa] 






beq. No. 


19590 




Seq. ID 


ojyyu4zo iz 


ft D T Q 

yBio 


. Coo 


Gene No. 


40887 




Strand 








Start 


1 




End 


980 






Name 


OJ990426 12.9B18.C88.o2 


.np 


Method 


AAi / NAP 






b tart: 


1 




End 


yyu 






bl 


6907088 




Score 


a "7 n 
4 /U 






Exons 


1..66, 430. .667, 843. .980 










bi uescrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


19590 




Seq. ID 


OJ990426_12' 


9B18 


.C88 


Gene No. 


40888 




Strand 








O -1 1 -v-4- 

b tar l 


6194 




End 


6436 






Name 


OJ990426 12.9B18.C88.ol 


. tw 


Method 


TBLASTX: Wheat 




btart 


6194 




End 


6436 






bi 


none 




Score 


177 






Exons 


6194. .6436 












Seq. No. 


19591 




Seq. ID 


OJ990426_12 


9B18 


.C90 


Gene No. 


40889 




Strand 








o T_cil L. 


3452 




End 


7158 






Name 


OJ990426 12.9B18.C90.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


179 




End 


500 






GI 


none 




Score 


127 






Exons 


179.. 313, 309.. 500 












Seq. No. 


19591 




Seq. ID 


OJ990426_12. 


9B18 


.C90 



19919 



Gene No. 40889 Strand 

Start 3452 End 7158 

Name OJ990426_12 . 9B18 . C90 . ol . np Method AAT/NAP 

Start 3452 End 7158 

GI 6539553 Score 6334 

Exons 3452.. 7158 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 19591 

Gene No'. 40889 

Start 3452 

Name OJ990426_12 . 9B18 . C90 . o2 . tw 

Start 3588 

GI none 
Exons 



Seq. ID OJ990426_12.9B18.C90 
Strand 

End 7158 

Method TBLASTX : Wheat 

End 4 064 

Score 337 



3588. .3974, 3589. .3972, 3626. .3973, 3667. .3975, 3975. .4058, 
3992.. 4063, 3993.. 4064 



Seq. No. 19591 

Gene No. 40889 

Start 3452 

Name OJ990426_12 . 9B18 . C90 . o4 . ts 

Start 3716 

GI none 
Exons 



Seq. ID OJ990426_12.9B18.C90 
Strand 

End 7158 

Method ■ TBLASTX : Soybean 

End 4057 

Score 75 



3716. .3925, 3737. .3925, 3944. .4057, 3951. .4031 



Seq. No. 19591 

Gene No. 40889 

Start 3452 

Name OJ990426_12 . 9B18 . C90 . o2 . tm 

Start 3920 

GI none 

Exons 3920.. 4258, 3921.. 4259 



Seq. ID OJ990426_12.9B18.C90 
Strand 

End 7158 

Method TBLASTX : Mai ze 

End 4259 

Score 205 



Seq. No. 19591 

Gene No. * 40889 

Start 3452 

Name OJ990426_12 . 9B18 . C90 . o2 . ts 

Start 4070 

GI none 

Exons 4070.. 4414, 4215.. 4415 



Seq. ID OJ990426_12.9B18.C90 
Strand 

End 7158 

Method TBLASTX : Soybean 

End 4 415 

Score 124 



Seq. No. 19591 

Gene No. 40889 

Start 3452 

Name OJ990426_12 . 9B18 . C90 . o3 . tw 

Start- 4268 

GI none 
Exons 



Seq. ID OJ990426_12.9B18.C90 
Strand 

End 7158 

Method TBLASTX : Wheat 

End 4814 

Score 7 6 



4268..4474, 4469. .4516, 4521. .4814, 4524. .4667 



Seq. No. 19591 

Gene No. 40889 

Start 3452 

Name OJ990426_12 . 9B18 . C90 . o3 . tm 

Start 4349 



Seq. ID OJ990426_12.9B18.C90 
Strand 

End 7158 

Method TBLASTX: Maize 

End 4814 



19920 




GI 


none 








Score 


Q Q 
O O 


Exons 


A 1 A Q /I CI /* 


A 1 O 


A C 1 Q 

. . 4 b / y , 


4 i . 


A Q1 A 

. 4 o 14 




oeq. NO. 


1 QCQ1 








oeq. iu 




Gene No. 


40889 








Strand 




Start 


3452 








End 


"7158 


Name 


ujyyu4Zb iz 


Qnl Q 


. cyu . oi 


. ts 


Metnoa 


I oixRo i a . boyoean 


Start 


4 0^1 










A ft A ft 

4 y 4 y 


GI 


DDKjyZ bU 








Score 


o4 b 


Exons 


< coi ft ^ ft 

4 o<c i . . 4 y4 y 












GI Descrip. 














Seq. No. 


19591 








Seq. ID 


OJ990426_12.9B18.C90 


Gene No. 


40889 








Strand 




Start 


Oyi CO 








17 


T1 CO 

/ loo 


Name 


oj yyu4^D_iz 


ftD 1 O 


o ft ft i 
. cyu . oi 


4- 

. tc 


Metnoa 


loLAb i a : cress 


Start 


4 o 9b 








Lna 


4oob 


GI 


none 








Score 


a o 
bZ 


Exons 


A CQCL A Q C C 

4 oy b . . 4 bob , 


A "7 *7 "7 

Hill 


. . 4 o04 








Seq. No. 


i ft c ft i 

l yoyi 








Seq. ID 


OJ990426_12.9B18.C90 


Gene No. 


40889 








Strand 




Start 


3452 








End 


7158 


Name 


ujyyu4^b iz 


ftD T O 


. cyu . oi 


. tw 


Method 


TBLASTX: Wheat 


Start 


4 o by 








End 


' 5624 


GI 


none 








Score 


200 


Exons 


4 o by . . DlUo , 


4o /U 


C ft o o 
. . OUZO , 


/i o o a 
4 o o b . 


.5116, 4889. .5086, 5137. .5616, 




ci a co a 
olbO . . obz4 












Seq. No. 


19591 








Seq. ID 


OJ990426_12.9B18.C90 


Gene No. 


40889' 








Strand 




Start 


o >i c o 
J4 OZ 








End 


7158 


Name 


ojyyu4zb iz 


Ani A 

. yBio 


. cyu . oz 


4- 

. tc 


Method 


TBLASTX: Cress 


Start 


C O C ft 








End 


5657 


Gl 


none 








Score 


120 


Exons 




C/| CT 

04 0 / 


. .ODD/ 








Seq. No. 


19591 








Seq. ID 


OJ990426_12.9B18.C90 


Gene No. 


40889 








Strand 




Start 


•5/1 CO 

o4 DZ 








End 


7158 


Name 


ATQQfl/IOC TO 

(jjyyu4^b iz 


Ani O 

. ybio 


. cyu . oo 


. ts 


Method 


TBLASTX: Soybean 


Start 


C O T A 

OZ 1 4 








End 


5672 


GI 


none 








Score 


38 


Exons 


ROT/1 R/l/1'7 


cyi Ai 

04 U 1 


C/l OQ 


C / yl Q 

04 4 o . 


.5672, 5493.. 5663 


Seq. No. 


19591 








Seq. ID 


OJ990426_12.9B18.C90 


Gene No. 


40889 








Strand 




Start 


T y| CO 

J 4 dZ 








End 


.,7158 


Name 


/■^Tftftft^O^ TO 

OJ99U4zb 1Z 


ft O 1 O 


O ft ft yl 

. cyu . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


a a tz ft 

04 bO 








End 


5894 


GI 


none 








Score 


68 


Exons 


5460. .5894, 


5485 


. .5631 








Seq. No. 


19591 








Seq. ID 


OJ990426_12 . 9B18 .C90 


Gene No. 


40889 








Strand 




Start 


3452 








End 


7158 


Name 


OJ990426 12 


. 9B18 


.C90.O4 


.tw 


Method 


TBLASTX: Wheat 



19921 



Start 


5625 








End 


5817 


GI 


none 








Score 


180 


Exons 


5625. .5816, 


5625 


. . 5816, 


5746. 


. 5817 




Seq. No. 


19591 








Seq. ID 


OJ990426 


Gene No. 


40889 








Strand 




Start 


3452 








End 


7158 


Name 


OJ990426_12 


. 9B18 , 


.C90.o5, 


. ts 


Method 


TBLASTX : , 


Start 


5682 








End 


6068 


GI 


none 








Score 


88 


Exons 


5682. .5930, 


5913. 


. . 6068 








Seq. No. 


19591 








* Seq. ID 


OJ990426 


Gene No. 


40889 








Strand 




Start 


3452 








End 


7158 


Name 


OJ990426_12 


. 9B18 , 


.C90.ol. 


. tm 


Method 


TBLASTX : 1 


Start 


6095 








End 


6410 


GI 


none 








Score 


387 


Exons 


6095. . 6262, 


6096, 


. .6410, 


6097 . 


. 6390 




Seq. No. 


19591 








Seq. ID 


OJ990426 


Gene No. 


40889 








Strand 




Start 


3452 








End 


7158 


Name 


OJ990426_12 


. 9B18 , 


,C90.o5, 


. tm 


Method 


TBLASTX : ] 


Start 


6916 








End 


7155 


GI 


none 








Score 


258 


Exons 


6916. .7155, 


6918 , 


. .7154 








Seq. No. 


19591 








Seq. ID 


OJ990426 


Gene No. 


40889 








Strand 




Start 


3452 








End 


7158 


Name 


OJ990426_12 


. 9B18 , 


.C90.o6. 


. tw 


Method 


TBLASTX : 1 


Start 


6978 








End 


7158 


GI 


none 








Score 


154 


Exons 


6978 . .7157, 


6979 , 


. .7158 








Seq. No. 


19592 








Seq. ID 


OJ990426 


Gene No. 


40890 








Strand 


+ 


Start 


2732 








End 


4392 


Name 


OJ990426_12 


. 9B18 , 


.C91 .ol , 


.gs 


Method 


GENSCAN 


Start 


2732 








End 


4392 


GI 


none 








Score 


. 65 


Exons 


2732 . . 2779, 


3423 . 


. .3450, 


4010 . 


.4392 




Seq. No. 


19593 








Seq. ID 


OJ990426 


Gene No. 


40891 








Strand 


+ 


Start 


2429 








End 


3031 


Name 


OJ990426_12 


. 9B18 . 


.C92 .ol . 


.gs 


Method 


GENSCAN 


Start 


2429 








End 


3031 


GI 


none 








Score 


. 67 


Exons 


2429. . 2445, 


2506. 


, .2676, 


2848 . 


.3031 




Seq. No. 


19593 








Seq. ID 


OJ990426_ 


Gene No . 


40892 








Strand 




Start 


3146 








End 


5930 


Name 


OJ990426 12 


.9B18. 


,C92.ol. 


,np 


Method 


AAT/NAP 


Start 


3146 








End 


5930 



19922 



GI 1399271 Score 892 

Exons 3146.. 3168, 4764.. 4819, 4904.. 5056, 5154.. 5305, 5370.. 5930 

GI Descrip. (U31833) calmodulin-domain protein kinase CDPK isoform 2 

[Arabidopsis thaliana] gi | 6119542 | gb|AAF04186. 1 |AC011560_27 
(AC011560) calmodulin-domain protein kinase CDPK isoform 2 
[Arabidopsis thaliana] 



Seq. No. 19593 

Gene No. 40892 

Start 3146 

Name OJ990426_12 . 9B18 . C92 . o2 . gs 

Start 4722 

GI none 

Exons 4722.. 4819, 4904.. 5056, 5154 



Seq. ID OJ990426_12.9B18.C92 
Strand 

End 5930 

Method GENSCAN 

End 5764 

Score .69 
.5361, 5363.. 5764 



Seq. No. 19593 

Gene No. 40892 

Start 3146 

Name OJ99042 6_12 . 9B18 . C92 . ol . tm 

Start 4761 

GI none 

Exons 4761.. 4838, 4905.. 5063, 4953. 
5342.. 5785, 5370.. 5768 



Seq. ID OJ990426_12.9B18.C92 
Strand 

End 5930 

Method TBLASTX : Maize 

End 5785 

Score 50 

.5060, 5155.. 5301, 5156.. 5302, 



Seq. No. 19593 

Gene No. 40892 

Start 3146 

Name OJ990426_12 . 9B18 . C92 . ol . ts 

Start 4902 

GI none 

Exons 4902.. 5060, 4905.. 5063, 5155, 
5370. .5780 



Seq. ID OJ990426_12.9B18.C92 
Strand 

End 5930 

Method TBLASTX : Soybean 

End 5785 

Score 82 

.5304, 5156.. 5299, 5369.. 5785, 



Seq. No. 19593 

Gene No. 40892 

Start 3146 

Name OJ990426_12 . 9B18 . C92 . ol . tc 

Start 4905 

GI none 

Exons 4905.. 5063, 4906.. 5064, 5155, 
5370. .5786 



Seq. ID OJ990426_12.9B18.C92 
Strand 

End 5930 

Method TBLASTX : Cress 

End 57 86 

Score -106 

,5295, 5156. .5296, 5369. .5785, 



Seq. No. 19593 

Gene No. 40892 

Start 3146 

Name OJ990426_12 . 9B18 . C92 . o2 . tw 

Start 4905 

GI none 

Exons 4905.. 5063, 4909.. 5064, 5132. 
5370. .5408 



Seq. ID OJ990426_12.9B18.C92 
Strand 

End 5930 

Method TBLASTX : Wheat 

End 5410 

Score 71 

.5299, 5155.. 5304, 5369.. 5410:, 



Seq. No. 19593 

Gene No. 40892 

Start 3146 

Name OJ990426_12 . 9B18 . C92 . ol . 

Start 5411 

GI none 



tw 



Seq. ID OJ990426_12.9B18.C92 
Strand 

End 5930 

Method TBLASTX : Wheat 

End 5692 

Score 259 



19923 



Exons 



5411. .5692, 5433. .5681 



Seq. NO. 19594 

Gene No. 40893 

Start 958 

Name OJ990426_12 . 9B18 . C93 . ol . gs 

Start 958 

GI none 

Exons 958.. 1163 



Seq. ID OJ990426_12.9B18.C93 

Strand + 

End 1163 

Method GENSCAN 

End 1163 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19595 Seq. ID 

40894 Strand 

4062 End 

OJ990426_12 . 9B18 . C94 . o3 . np Method 

4062 End 

5902445 Score 



OJ990426_12 . 9B18 . C94 
+ 

6435 
AAT/NAP 
6435 
1897 



4062. .5359, 5387. .5911, 5951. .6435 
(AB030283) GAG-POL precursor [Oryza sativa] 



19595 Seq. ID 

40895 Strand 

1 End 
OJ990426_12. 9B18.C94 .ol.np Method 

1 End 

6742729 Score 
1/.50, 306.. 948 

(AF121139) RIM2 protein [Oryza sativa] 



OJ990426_12.9B18.C94 
948 

AAT/NAP 

948 

536 



19595 
40896 
1166 

OJ990426_12. 9B18 . C94 . 06 . tw 

299 

none 

299. .433, 303. .434, 306. .446, 
484. .567' 



Seq. ID OJ990426_12.9B18.C94 
Strand 

End 3417 

Method TBLASTX : Wheat 

End 567 

Score 124 

307. .447, 481. .567, 482. .565, 



Seq. No. 19595 
Gene No. 40896 
Start 1166 

Name OJ9904 26_12 . 9B18 . C94 . o5 . tw 

Start 578 
GI none 
Exons 578.. 613, 582 

647. .712, 723 

848.. 949, 866 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_12.9B18.C94 
3417 

TBLASTX: Wheat 

949 

52 



638, 583. .633, 638. .712, 639. .701, 640. .711, 
761, 762. .854, 763. .855, 764. .856, 765. .854, 
949 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



19595 
40896 
1166 

OJ990426_12. 9B18.C94 . o2 . np 

1166 

6721512 

1166. .1203, 1246. .1363, 1390. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1580, 3228.. 3252 



OJ990426_12.9B18.C94 

3417 
AAT/NAP 
3252 
128 



(AP001072) hypothetical protein [Oryza sativa] 

19595 Seq. ID OJ990426_12.9B18.C94 



19924 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



40896 
1166 

OJ990426_12. 

3028 

none 

3028. .3069, 
3189. .3362 

19595 
40897 
4007 

OJ990426_12. 

4007 

none 

4007. .4462, 

19595 
40897 
4007 

OJ990426__12. 

4137 

none 

4137. .4493, 

19595 
40898 
4521 

OJ990426_12. 

4521 

none 

4521. .4904, 

19595 
40898 
4521 

OJ990426_12. 

4577 

none 

4577. .4960, 

19595 
40898 
4521 

OJ990426_12. 

4632 

none 

4632. .4979, 

19595 
40899 
5142 

OJ990426_12. 

5142 

none 

5142. .5327, 
19596 



9B18.C94 .o3.tw 



Strand 
End 

Method 

End 

Score 



3417 

TBLASTX: Wheat 

3417 

57 



3033.. 3068, 3070.^3183, 3070.. 3144, 3157.. 3417, 

Seq. ID OJ990426_12.9B18.C94 
Strand 

End 4 4 93 

9B18.C94 .ol.tw Method TBLASTX : Wheat 

End 4 4 63 

Score 498 

4008. .4463 

9B18.C94 .ol.tm 
4172. .4483 

9B18.C94 .o2.tm 
4562. .4900 

9B18.C94 .o2.tw 
4578.-4979, 4631, 

9B18.C94 .ol.ts 
4658. .4831 

9B18 .C94 .o4 .tw 
5324.. 5356, 5396. 



Seq. ID OJ990426_12.9B18.C94 
Strand 

End 4 4 93 

Method TBLASTX : Mai ze 

End 4493 

Score 375 



Seq. ID OJ990426_12.9B18.C94 
Strand 

End 4 981 

Method TBLASTX : Mai ze 

End 4 904 

Score 303 



Seq. ID OJ990426_12.9B18.C94 
Strand 

4981 

TBLASTX: Wheat 
4981 
393 



End 

Method 
End 
Score 
,4981 



Seq. ID OJ990426_12.9B18.C94 
Strand 

End 4 981 

Method TBLASTX : Soybean 

End 4 97 9 

Score 245 



Seq. -JD OJ990426_12.'9B18.C94 
Strand 

End 5569 

Method TBLASTX : Wheat 

End 5569 

Score 139 
.5569, 5425.. 5565 

Seq. ID OJ990426_12.9B18.C95 



19925 




Gene No. 


40900 




Strand 


+ 




Start 


79 




End 


450 




Name 


OJ990426 12 . 9B18 . C95 . ol 


.gs 


Method 


GENSCAN 




Start 


79 




End 


450 




GI 


none 




Score 


. 75 




Exons 


19. . 255, 289 . .450 










Seq. No. 


19596 




Seq. ID 


OJ990426JL2.9B18 


.C95 


Gene No. 


40901 




Strand 


+ 




Start 


352 




End 


749 




Name 


OJ990426_12 . 9B18 ,C95 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


297 




End 


742 




GI 


none 




Score 


493 




Exons 


297. .740, 298. .741, 638 


. . 742 








Seq. No. 


19596 




Seq. ID 


OJ990426_12. 9B18 


.C95 


Gene No. 


40901 




Strand 


+ 




Start 


352 




End 


749 




Name 


OJ990426 12.9B18.C95.ol 


.np • 


Method 


AAT/NAP 




Start 


352 




End 


749 




GI 


5902445 




Score 


466 




Exons 


352. .749 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


19596 




Seq. ID 


OJ990426_12.9B18 


.C95 


Gene No. 


40901 




Strand 


+ 




Start 


352 




End 


749 




Name 


OJ990426 12.9B18.C95.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


427 




End 


749 




GI 


none 




Score 


333 




Exons 


427. .747, 462. .749, 471 


. .749 








Seq. No. 


19597 




Seq. ID 


OJ990426_12.9B18 


.C96 


Gene No. 


40902 




Strand 






Start 


366 




End 


1100 




Name 


OJ990426 12.9B18.C96.ol 


.gs 


Method 


GENSCAN 




Start 


366 




End 


1032 




GI 


none 




Score 


. 95 




Exons 


366. .1032 










Seq. No. 


19597 




Seq. ID 


OJ990426_12.9B18 


C96 


Gene No. 


40902 




Strand 






Start 


366 




End 


1100 




Name 


OJ990426 12.9B18.C96.ol 


.np 


Method 


AAT/NAP 




Start 


369 




End 


1100 




GI 


4680179 




Score 


917 




Exons 


369. .1100 










GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


19597 


-j 


Seq. ID 


OJ990426_12.9B18 


C96 


Gene No. 


40902 




Strand 






Start 


366 




End 


1100 




Name 


OJ990426 12.9B18.C96.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


393 




End 


605 




GI 


none 




Score 


205 




Exons 


393. . 605 











19926 




Seq. No. 


19597 


Seq. ID 


OJ990426_12.9B18. 


C96 


Gene No. 


40902 


Strand 






Start 


*3 C C 

ODD 


bnd 


1 1 A A 
1 1UU 




Name 


ojyyu4^D iz . yBio . b . oi . tw 


Method 


1 BixAb IX : wneat 




Start 




End 


0 Jd 




GI 


none 


Score 


1 0 c 
lZD 




Exons 


414 . . bob, 0IU..0I0 








Seq. No. 


19597 


Seq. ID 


OJ990426JL2.9B18. 


C96 


Gene No. 


40902 


Strand 






Start 




hna 


1 1UU 




Name 


OJ9904Z6 IZ . 9Blo.C9b.ol . tm 


Method 


TBLASTX : Mai ze 




Start 


606 


End 


0 -j c 




GI 


none 


Score 


1 /U 




Exons 


/- r\ s~ QIC A "7 o O 

606 . . 875, 60 / . .00/ 








Seq. No. 


T ft C flO 


Seq. ID 


OJyy042o lz.yBio. 


C97 


Gene No. 


40903 


Strand 


+ 




Start 


1 


End 


1494 




Name 


OJ990426 12.9B18.C97.ol.np 


Method 


AAT / NAP 




Start 


1 


End 


1 A O A 




GI 


5042454 


Score 


1 O / 4 




Exons 


1..27, 368.-478, 534. .1494 








rl GI De scrip. 


(AC007789) putative polyprotein [Oryza 


sat iva] 




J 

n Seq. No. 


19598 


Seq. ID 


OJ990426_12.9B18. 


C97 


; 3 Gene No. 


40903 


Strand 


+ 




% Start 


1 


End 


1494 




Name 


OJ990426 12.9B18.C97.ol.tw 


Method 


TBLASTX: Wheat 




y Start 


1206 


' End 


1491 






none 


Score 


58 




\\ Exons 

i-2 


1206. .1253, 1260. .1358, 1277. .1357, 1341. .1394, 1438. .1491, 




1446. .1490 








Si 

Seq. No. 


19599 


Seq. ID 


OJ990426_12.9B18-. 


C98 


- Gene No . 


40904 


Strand 


+ 




Of 3 yf 


1 


End 


2641 




s | Name 


OJ990426 12.9B18.C98.ol.np 


Method 


AAT /NAP 




% Start 


1 


End 


2641 






6498441 


Score 


2729 




Exons 


1..605, 936. .1399, 1463. .18 


36, 2020. .2154, 2329. .2641 




GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


19599 


Seq. ID 


OJ990426_12. 9B18. 


C98 


Gene No. 


40904 


Strand 


+ 




Start 


1 


End 


2641 




Name 


OJ990426 12.9B18.C98.o3.tw 


Method 


TBLASTX: Wheat 




Start 


820 


End 


1306 




GI 


none 


Score 


407 




Exons 


820. .993, 821. .1306, 1015.. 


1275 






Seq. No. 


19599 


Seq. ID 


OJ990426_12. 9B18. 


C98 


Gene No. 


40904 


Strand 


+ 




Start 


1 


End 


2641 




Name 


OJ990426 12.9B18.C98.ol.tw 


Method 


TBLASTX: Wheat 





19927 





Start 


1470 








End 


1933 . 






GI 


none 








Score 


212 






Exons 


1470 . . 1913, 


1471 


. . 1932, 


1472 . 


. 1933 








Seq. No. 


19599 








Seq. ID 


OJ990426_12.9B18 


.C98 




Gene No. 


40904 








Strand 


+ .... . 






Start 


1 








End 


2641 






Name 


OJ990426 12 


. 9B18 


. C98 . o2 , 


. ts 


Method 


TBLASTX : Soybean 






Start 


1511 








End 


1876 






GI 


none 








Score 


117 






Exons 


1511 . . 1735, 


1742 


. . 1876 












Seq. No. 


19599 








Seq. ID 


OJ990426_12.9B18 


.C98 




Gene No. 


40904 








Strand 


+ 






Start 


1 








i~i _j 

End 


2 64 1 






Name 


OJ990426 12 


. 9B18 


. C98 . ol , 


. tm 


Method 


TBLASTX: Maize 






Start 


1601 








End 


1957 






GI 


none 








Score 


392 






Exons 


1601 . . 1957 , 


1636 


. .1947, 


1652 . 


. 1957 








Seq. No. 


19599 








Seq. ID 


OJ990426_12.9B18 


.C98 




Gene No. 


40904 








Strand 


+ 






Start 


1 








End 


2641 




i* " : 


Name 


OJ990426_12 


. 9B18 


. C98 . o2 . 


. tm. 


Method 


TBLASTX: Maize 




"'- ~ : 


Start 


1984 








End 


2368 




Lis 


GI 


none 








Score 


359 




\ ~j 


Exons 


1984 . . 2070, 


1985 


. . 2368, 


2019 . 


.2204, 2128. .2349 




K 3 


Seq. No. 


19599 








Seq. ID 


OJ990426_12.9B18, 


.C98 




Gene No. 


40904 








Strand 


+ 




; "5 


Start 


1 








End 


2641 




i Li 


Name 


OJ990426_12 


. 9B18 


. C98 . o2 , 


, tw 


Method 


TBLASTX: Wheat 






Start 


2041 








End 


2466 






GI 


none 








Score 


489 




'"'■J 


Exons 


OA/11 *~l A f~ C 

2041 . .24 66, 


2042 


O A f 1 

. .24 61 












Seq. No. 


19599 








Seq. ID 


OJ990426_12.9B18, 


.C98 




Gene No. 


4 0904 








Strand 


+ 






Start 


1 








End 


2641 




l = "i 


Name 


OJ990426 12 


. 9B18 


. C98 . ol , 


. ts 


Method 


TBLASTX : Soybean 






Start 


2120 








End 


2491 






GI 


none 








Score 


271 






Exons 


2 120 . .24 91, 


2137 


. . 2280 












Seq. No. 


19600 








Seq. ID 


OJ990426 12.9B18, 


. C99 






a n o,n r 








Strand 


+ 






Start 


1 








End 


2072 






Name 


OJ990426 12 


.9B18 


.C99.ol, 


,np 


Method 


AAT/NAP 






Start 


1> 








End 


2069 






GI 


6498441 








Score 


2899 






Exons 


1..125, 297 


. .169' 


1, 1788, 


, .2069 










GI Descrip. 


(AP000815) ] 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 19600 Seq. ID OJ990426_12.9B18.C99 

Gene No. 40905 Strand + 



19928 




Start 


1 


End 


20/2 






Name 


OJ990426 12 . 9B18 . C99 . ol . gs 


Method 


GEN SCAN 






Start 


A O 


End 


O C\ ~7 o 

20/2 






GI 


none 


Score 


1 






Exons 


42 . . 2072 










Seq. No. 


1 O C A A. 

19600 


Seq. ID 


OJ990426 


12 . 9Blo 


. C99 


bene no . 


a n on c 


Strand 


+ 






Start 


12899 


End 


13601 






Name 


OJ990426_12.9B18.C99.o4 . np 


Method 


AAT/NAP 






Start 


i 0 0 0 0. 

12o99 


End 


13601 






GI 


c 0 A c 0 c c 

5295955 


Score 


429 






Exons 


12899 . . 13601 










GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 










Seq. No. 


19600 


Seq. ID 


OJ990426 


12 . 9B18 


. C99 


Gene No. 


40907 


Strand 








Start 


2714 


End 


5929 






Name 


OJ99U426 12 . 9B18 . C99 . o2 . gs 


Method 


GENSCAN 






Start 




End 


5929 






GI 


none 


Score 


. 7 






Exons 


2714.. 45.74/ 4668.. 5066, 5280. 


.5929 








Seq. No. 


19600 


Seq. ID 


OJ990426 


12 . 9B18 


. C99 


Gene No. 


40907 


Strand 








Start 


2714 


End 


5929 






Name 


OJ990426 12.9B18.C99.o2.np 


Method 


AAT/NAP 






Start 


2717 


End 


5929 






GI 


6907089 


Score 


4062 






Exons 


2717. .4574, 4668. .5929 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


19600 


Seq. ID 


OJ990426 


_12 . 9B18 


. C99 


Gene No. 


40908 


Strand 








Start 


6036 


End 


13434 






Name 


OJ990426 12.9B18.C99.o7.tw 


Method 


TBLASTX : 


Wheat 




Start 


60 


End 


431 






GI 


none 


Score 


181 






Exons 


60. .221, 62. .235, 282. .431, 291. .428, 


293. .430 






Seq. No. 


19600 


Seq. ID 


OJ990426 


_12. 9B18 


.C99 


Gene No. 


40908 


Strand 








Start 


6036 


End 


13434 ' 






Name 


OJ990426 12.9B18.C99.o3.ts 


Method 


TBLASTX : 


Soybean 




Start 


120 


End 


686 






GI 


5666795 


Score 


68 






Exons 


120. .218, 294. .431, 486.-686 










GI -Descrip . 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 






Seq. No. 


19600 


Seq. ID 


OJ990426 


_12.9B18 


.C99 


Gene No. 


40908 


Strand 








Start 


6036 


End ■ 


13434 






Name 


OJ990426 12.9B18.C99.ol0.tw 


Method 


TBLASTX: 


Wheat 




Start 


434 


End 


746 






GI 


none 


Score 


190 






Exons 


434. .745, 486..746 











19929 



Seq. No. 


19600 


Gene No. 


40908 


Start 


6036 


Name 


OJ990426 12 


Start 


939 


GI 


none 


Exons 


939. . 1262, 


Seq. No. 


19600 


Gene No. 


40908 


Start 


6036 


Name 


OJ990426_12 


Start 


942 


GI 


none 


Exons 


942. . 1091, 


Seq. No. 


19600 


Gene No. 


40908 


Start 


6036 


Name 


OJ990426_12 


Start 


1092 


GI 


none 


Exons 


1092 . . 1208, 


Seq. No. 


19600 


Gene No. 


40908 


Start 


6036 


Name 


OJ990426_12 


Start 


1353 


GI 


none 


Exons 


1353 . . 1532, 


Seq. No. 


19600 


Gene No. 


a r\ r\ f\ a 

40908 


Start 


6036 ' 


Name 


OJ990426 12 


Start 


1362 


GI 


none 


Exons 


1362 . . 1532, 


Seq. No. 


19600 


Gene No. 


a r\ r\ r\ o 

40908 


Start 


6036 


Name 


OJ990426_12 


Start 


1538 


GI 


none 


Exons 


1538 . . 1741, 


Seq. No. 


19600 


Gene No. 


40908 


Start 


6036 


Name 


OJ990426 12 


Start 


1929 


GI 


none 


Exons 


1929. .2072, 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Maize 

End 1262 

Score 362 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

118 . C99 . o9 . tw Method TBLASTX : Wheat 

End 1331 

Score 135 
942.. 1091, 965.. 1090, 1209.. 1331, 1212.. 1331 

Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

118 . C99 . o2 . tw Method TBLASTX : Wheat 

End 8527 

Score 54 

1092. .1208, 8048. .8527, 8049. .8432, 8054 . .8509 

Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

(18 .C99.o4 .tw Method TBLASTX : Wheat 

End 8042 

Score 108 
154 . .7953, 7655. .8041, 7656. .8042 

Seq. ID OJ9904 26_12. 9B18 .C99 
Strand 

End 13434 

H8 . C99 . o2 . tm Method TBLASTX : Maize 

End- 8083 

Score 125 

1362. .1532, 7763. .7858, 7766. .8083, 7767. .8066, 7925. .8068 

Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

;18 . C99 . oil . tw Method TBLASTX : Wheat 

End 2060 

Score 181 

1538. .1741, 1539. .1748, 1598. .1768, 1934. .2056, 1935. .2060 

Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

il8 . C99 . olO . tm Method TBLASTX : Maize 

End 2072 

Score 184 

'34. .2068 



19930 




Seq. No. 


19600 








Seq. ID 


OJ990426_12 . 9B18 . 


,C99 


Gene No. 


40908 








Strand 






Start 


6036 








End 


13434 




Name 


OJ990426_12 


.9B18. 


C99.o3 


.np 


Method 


AAT/NAP 




Start 


6036 








End 


11610 




GI 


4680179 








Score 


5651 




Exons • 


6036. . 6059, 


7623. 


.11610 










GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


19600 








Seq. ID 


OJ990426JL2.9B18. 


X99 


Gene No. 


40908 








Strand 






Start 


6036 








End 


13434 




Name 


OJ990426 12 


.9B18. 


C99.o3 


.gs 


Method 


GEN SCAN 




Start 


6476 








End 


13434 




GI 


none 








Score 


.45 




Exons 


6476. . 6608, 


7623. 


.11607 


, 12519. .12677, 


12738. . 12798, 






12935. .13048, 13204.. 13434 








Seq. No. 


19600 








Seq. ID 


OJ990426_12.9B18. 


.C99 


Gene No. 


40908 








Strand 






Start 


6036 








End 


13434 




Name 


OJ990426 12 


. 9B18. 


C99.o9 


. tm 


Method 


TBLASTX: Maize 




Start 


7625 








End 


7760 




GI 


none 








Score 


124 




Exons 


7625. .7759, 


7632. 


.7760 










Seq. No. 


19600 








Seq. ID 


OJ990426_12. 9B18. 


,C99 


Gene No. 


40908 








Strand 






Start 


6036 








End 


13434 




Name 


OJ990426 12 


. 9B18. 


C99.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


8000 








End 


8260 




GI 


none 








Score 


54 




Exons 


8000. .8068, 


8000. 


.8260, 


8154. . 


8255 






Seq. No. 


19600 








Seq. ID 


OJ990426_12. 9B18. 


,C99 


Gene No. 


40908 








Strand 






Start 


6036 








End 


13434 




Name 


OJ990426 12 


. 9B18. 


C99.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


8024 








End 


8350 




GI 


none 








Score 


90 




Exons 


8024 . .8167, 


8168. 


.8350 










Seq. No. 


19600 








Seq. ID 


OJ990426_12. 9B18. 


.C99 


Gene No. 


40908 








Strand , 






Start 


6036 








End 


13434 




Name 


OJ990426 12 


.9B18. 


C99.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


8084 








End 


8431 




GI 


none 








Score 


88 




Exons 


8084. .8398, 


8172. 


.8363, 


8234. . 


8431 






Seq. No. 


19600 








Seq. ID 


OJ990426_12.9B18. 


. C99 


Gene No. 


40908 








Strand 






Start 


6036 








End 


13434 




Name 


OJ990426 12 


. 9B18. 


C99.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8531 








End 


9040 




GI 


none 








Score 


288 




Exons 


8531. .9040, 


8622. 


.9008, 


8741. . 


9040 







19931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12, 

8615 

none 

8615. .8968, 



9B18.C99.ol.tm 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Mai ze 

End 8968 

Score 73 



8700. .8765, 8741. .8926, 8790. .8966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12, 

8789 

none 

8789. .9031 



9B18.C99.o4 . ts 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Soybean 

End 9031 

Score 201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12. 

8969 

none 

8969. .9289, 



9B18.C99.o5.tm 



8976.. 9005, 9051, 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Mai ze 

End 9308 

Score 36 
.9308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12. 

9041 

none 

9041. .9301, 



9B18.C99.o5.tw 



9042.. 9305, 9249. 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Wheat 

End 9332 

Score 195 
.9332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12. 

9056 

none 

9056. . 9301, 
9419. . 9451 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Soybean 

End - 9451 

Score 124 
9057. .9299, 9274. .9408, 9371. .9415, 9419. .9451, 



9B18.C99.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12. 

9368 

none 

9368. . 9805, 



9B18.C99.o4 . tm 



9371.. 9718, 9564. 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Maize 

End 9809 

Score 103 
.9809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19600 
40908 
6036 

OJ990426_12. 

9392 

none 

9392. .9874, 



9B18 .C99.o3. tw 



9435. . 9878 



Seq. ID OJ990426_12.9B18.C99 
Strand 

End 13434 

Method TBLASTX : Wheat 

End 9878 

Score 313 



19932 




Seq. No. 


19600 


Seq. ID 


OJ990426_12.9B18 


.C99 


Gene No. 


a ft o n o 

4 uyuo 


Strand 






Start 


£ ft O C 

6036 


End 


134 34 




Name 


OJ990426 12 . 9B18 . C99 . od . ts 


Method 


TBLASTX : Soybean 




Start 


A C O A 

9524 


End 


9805 




GI 


none 


Score 


66 




Exons 


a c o a ftofttz. ft c o c moo 

9524.. 9805, 9525.. 9/22 








Seq. No. 


19600 


Seq. ID 


OJ990426_12.9B18 


,C99 


Gene No. 


a ft ft n o 

4 0908 


Strand 






Start 


f ft O tl 

6036 


End 


13434 




Name 


A Tflflrt il If TO fin 1 O f~*ftft _ O 4-.. 

OJ990426 12 . 9B18 . C99 . 08 . tw 


Method 


TBLASTX: Wheat 




Start 


10049 


End 


10403 




GI 


none 


Score 


74 




Exons 


ft ft A ft T ft A ft O 1 ft ft O O 1 n 1 1 o 

10049 .. 10402, 10088 .. 10219, 


10263. .10403 




Seq. No. 


19600 


Seq. ID 


OJ990426_12.9B18 


.C99 


Gene No. 


4 0908 


Strand 






Start 


6036 


End 


13434 




Name 


/^TftftftAftf 1 O O O 1 O ft ft _ 1 i 

OJ990426 12 . 9B18 . C99 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


10136 


End 


10456 




GI 


none 


Score 


202 




Exons 


1010/~ 1 a < r /* 

10136 . . 10456 








Seq. No. 


19600 


Seq. ID 


OJ990426_12.9B18 


.C99 


Gene No. 


40908 


Strand 






Start 


r r\ o r 

6036 


End 


13434 




Name 


A TrtfiA AO/" lO An 1 O ft ft ~ Ci j 

OJ990426 12 . 9B18 . C99 . 08 . tm 


Method 


TBLASTX: Maize 




Start 


10802 


End 


11098 




r> -r 


none 


Score 


102 




Exons 


1 O O O O 1 1 O O O 10011 1 1 O O 1 

10802 .. 11098 , 10911. .11081 








Seq. No. 


19600 


Seq. ID 


OJ990426_12.9B18 


.C99 


Gene No. 


A ft ft ft O 

4 0908 


Strand 






Start 


/TOO/" 

6036 


End 


13434 




Name 


/otooovio/" 10 nm n s*i ft ft j-.. 

OJ990426 12 . 9B18 . C99 . 06 . tw 


Method 


TBLASTX: Wheat 




Start 


1097 9 


End 


11342 




GI 


none 


Score 


84 




Exons 


10010 IIOOO 1 ft ft Cl ft IIOIO 

10979 .. 11338 , 10980 .. 11213, 


11238. .11342 




Seq. No. 


19601 


Seq. ID 


OJ990426_12.9B18 


.C10! 


Gene No . 


A ft ft ft ft 

40909 


Strand 


+ 




Start 


686 


End 


982 




Name 


/"\~rOOOvlO/~ lO An 1 ft r>1 OA _ -i 

OJ990426 12 . 9B18 . C100 . ol . gs 


Method 


GENSCAN 




Start 


686 


End 


982 




GI 


none 


Score 


.69 




Exons 


f ft f OOC m r OOO 

686 . . 825, 975 . .982 








Seq. No. 


19601 


Seq. ID 


OJ990426_12.9B18 


.C10I 


Gene No. 


40910 


Strand 






Start 


1779 


End 


2349 




Name 


OJ990426 12.9B18.C100.o2.gs 


Method 


GENSCAN 




Start 


1779 


End 


2349 




GI 


none 


Score 


.75 




Exons 


1779. .1958, 2266. .2349 









19933 



Seq. No. 19602 

Gene No. 40911 

Start 1 

Name OJ990426_12 . 9B18 . C103 . ol . gp 

Start 1 

GI 4107137 

Exons 1. .24 6 



Seq. ID OJ990426_12.9B18.C103 

Strand + 

End 24 6 

Method AAT/GAP 

•End 24 6 

Score 425 



'Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19603 
40912 
1 

OJ990426_12.9B18.C105.ol.np 
1 

5042448 
1. .114 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ990426_12.9B18.C105 

Strand + 

End 114 

Method AAT/NAP 

End 114 

Score 128 



19603 
40913 
372 

OJ990426_12.9B18.C105.o2.np 
372 

4680179 
372. .459 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990426_12.9B18.C105 

Strand + 

End 459 

Method AAT/NAP 

End 459 

Score 112 



19603 
40914 
372 

OJ990426_12. 9B18 . C105 . ol . gs 

372 

none 

372. .438 



Seq. ID OJ990426_12.9B18.C105 

Strand + 

End 438 

Method GENSCAN 

End 438 

Score . 67 



Seq. No. 19604 

Gene No. 40915 

Start 1 

Name ' OJ990426_12 . 9B18 . C106 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..498, 608.. 711 

GI Descrip. 1 4 574406/gb | AAD24 04 2 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990426_12.9B18.C106 
Strand 

711 

AAT/GAP 
711 
1048 



End 

Method 

End 

Score 



Seq. No. 19605 

Gene No. 40916 

Start 239 

Name OJ990426_12 . 9B18 . C107 . ol . gs 
Start * 239 

GI none 

Exons 239.. 412 



Seq. ID OJ990426_12.9B18.C107 

Strand 

End 412 

Method GENSCAN 

End 412 

Score .83 



Seq. No. 19606 

Gene No. 40917 

Start 713 

Name OJ990426 12 . 9B18 . C108 . ol . gs 



Seq. ID OJ990426_12.9B18.C108 

Strand + 

End 859 

Method GENSCAN 



19934 




Start 


713 




End 


859 




GI 


none 




Score 


.84 




Exons 


713. . 859 










Seq. No. 


19607 




Seq. ID 


OJ990426 12.9B18 


. C109 


Gene No. 


40918 




Strand 






Start 


1 




End 


857 




Name 


OJ990426 12.9B18.C109.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


857 




GI 


225958 




Score 


89 




Exons 


1..64, 721. .857 










GI Descrip. 


leaf specific thionin [Hordeum vulgare 


var. distichum] 




Seq. No. 


19607 




Seq. ID 


OJ990426 12.9B18 


.C109 


Gene No. 


40918 




Strand 


- 




Start 


1 




End 


857 




Name 


OJ990426 12.9B18.C109.ol. 


gs 


Method 


GEN SCAN 




Start 


32 




End 


848 




GI 


none 




Score 


. 55 




Exons 


32. .159, 842. .848 










Seq. No. 


19608 




Seq. ID 


OJ990426 12.9B18 


.C112 


Gene No. 


40919 




Strand 


- 




Start 


309 




End 


581 




•Name 


OJ990426 12.9B18.C112.ol.. 


gs 


Method 


GENSCAN 




Start 


309 




End 


581 




GI 


none 




Score 


. 47 




Exons 


309. .336, 391. .581 










Seq. No. 


19609 




Seq. ID 


OJ990426 12.9B18 


.C113 


Gene No. 


40920 




Strand 






Start 


1 




End 


747 




Name 


OJ990426 12.9B18.C113.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


747 




GI 


4185311 




Score 


929 




Exons 


1. .747 










GI Descrip. 


(AF090446) polyprotein [Zea 


mays] 






Seq. No. 


19609 




Seq. ID 


OJ990426_12.9B18 


. C113 


Gene No. 


40920 




Strand 






Start 


1 




End 


747 




Name 


OJ990426 12.9B18.C113.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


564 




GI 


none 




Score 


61 




Exons 


1..150, 7. .165, 151. .276, 


20 


8. .267, 270. .302, 278. .304, 






316. .564, 332. .562 










Seq. No. 


19609 




Seq. ID 


OJ990426_12.9B18 


.C113 


G_ene No. 


40920 




Strand 






"Start 


1 




End 


747 




Name 


OJ990426 12.9B18.C113.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


240 




GI 


none 




Score 


147 




Exons 


1..150, 2. .151, 151. .240 










Seq. No. 


19609 




Seq. ID 


OJ990426_12. 9B18 


.C113 


Gene No. 


40920 




Strand 







19935 




start 


1 


T7 -J 

bnd 


1 A 1 

/4 / 




Name 


OJ99042o 12 . 9B18 . C113 . ol . tm 


Method 


m o t TV o m v - ikM J 

TBLASTX : Maize 




Start 


241 


End 


T O A 

720 




GI 


none 


Score 


2o / 




Exons 


241. . dOd, 245. .590, 247. . bOb, 


b04 . . bb9, 


b5o . . 720 




Seq. No. 


ly biu 


Seq. ID 


OJ9 9U4 2b 12.9Blo 


. Cllb 


Gene No. 


40921 


Strand 






Start 


657 


End 


1476 




Name 


OJ990426 12.9B18.C116.ol.np 


Method 


AAT/NAP 




Start 


657 


End 


1476 




GI 


4680183 


Score 


213 




Exons 


657. .746, 1355. .1476 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


19611 


Seq. ID 


OJ990426_12.9B18 


. C117 


Gene No. 


40922 


Strand 


_ 




Start 


1 


End 


807 




Name 


OJ990426 12.9B18.C117.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


807 




GI 


5852093 


Score 


71 




Exons 


1..29, 607. .807 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


19611 


Seq. ID 


OJ990426_12.9B18 


.C117 


Gene No. 


40922 


Strand 






Start 


1 


End 


807 




Name 


OJ990426 12.9B18.C117.ol.gs 


Method 


GENSCAN 




Start 


381 


End ' 


439 




GI 


none 


Score 


.54 




Exons 


381. .439 








Seq. No. 


19612 


Seq. ID 


OJ990426_12.9B18 


.C122 


Gene No. 


40923 


Strand 






btart 


358 


End 


403 




Name 


OJ990426 12.9B18.C122.ol.gs 


Method 


GENSCAN 




Start 


358 


End 


403 






' none 


Score 


.46 




Exons 


358. .403 








Seq. No. 


19613 


Seq. ID 


OJ990426_12. 9B18 


. C124 


Gene No. 


40924 


Strand 






Start 


1 


End 


1186 




Name 


OJ990426 12.9B18.C124.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1186 




GI 


4680179 


Score 


1553 




Exons 


1. . 1186 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




oeq. no. 


19613 


Seq. ID 


OJ990426_12.9B18 


. L12 4 


Gene No. 


40924 


Strand 






Start 


1 


End 


1186 




Name 


OJ990426 12.9B18.C124 .ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


291 




GI 


none 


Score 


189 




Exons 


1..255, 2. .253, 259. .291, 259 


. .291 







19936 



Seq. No. 19613 Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C124 . o3 . tw Method 

Start 1 End 

GI none Score 

Exons 1..153, 2. .181, 7. .183, 90. .182 



OJ990426_12.9B18.C124 
1186 

TBLASTX: Wheat 

183 

170 



Seq. No. 19613 Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C124 . o3 . tm Method 

Start 16 End 

GI none Score 

Exons 16.. 156, 17.. 169 



OJ990426_12.9B18.C124 
1186 

TBLASTX: Maize 

169 

124 



Seq. No. * 19613 Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name ' OJ99042 6_12 . 9B18 . C124 . ol . tm Method 

Start 202 End 

GI none Score 

Exons 202.. 645, 407.. 649 



OJ990426_12.9B18.C124 
1186 

TBLASTX: Maize 

649 

61 



Seq. No. 19613 Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C124 . ol . tw Method 

Start 232 End 

GI none Score 

Exons 232.. 714, 235.-678, 275.. 715 



OJ990426_12 . 9B18 . C124 
1186 

TBLASTX: Wheat 

715 

203 ' 



Seq. No. 19613 Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name OJ990426_12 . 9B18 . C124 . o2 . ts Method 

Start 364 End 

GI none Score 

Exons 364.. 678 



OJ990426_12 . 9B18 .C124 
1186 

TBLASTX: Soybean 

678 

192 



Seq. No. 19613 Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name OJ99042 6_12 . 9B18 . C124 . o2 . tm Method 

Start 650 End 

GI none . Score 

Exons 650.. 805, 652.-843 . 



OJ990426_12.9B18.C124 
1186 

TBLASTX: Maize 

843 

155 



Seq. No. 19613 .. Seq. ID 

Gene No. 40924 Strand 

Start 1 End 

Name OJ99042 6_12 . 9B18 . C124 . o2 . tw Method 

Start 847 End 

GI none Score 

Exons 847.. 1185 



OJ990426_12.9B18.C124 
1186 

TBLASTX: Wheat 

1185 

235 



Seq. No. 



19614 



Seq. ID OJ990426_12.9B18.C125 



19937 



Gene No. 


40925 




Strand 


+ 




Start 


5776 




End 


9840 




Name 


OJ990426 12.9B18.C125.o4 


.np 


Method 


AAT/NAP 




Start 


5776 




End 


ft O A ft 

9840 




GI 


4680203 




Score 


A "3 ft 

4 39 




Exons 


5776.. 5807, 9331.. 9840 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 




Seq. No. 


19614 




Seq. ID 


r\~rftftftA'~>c ii nni o 

OJ990426 12.9B18 


C125 


Gene No. 


40925 




Strand 


+ 




Start 


5776 




End 


9840 




Name 


OJ990426 12 . 9B18 . C125 . ol 


.gp 


Method 


AAT/GAP 




Start 


9331 




End 


9840 




GI 


342 1.R1084 




Score 


876 




Exons 


9331. .9840 










GI Descrip. 


f 4574 406/gb|AAD2404 2. 1 | 


0.0e+00 (AF121139) RIM2 protein 


[Oryz< 




sativa] 1 










Seq. No. 


19614 




Seq. ID 


OJ990426_12.9B18 


C125 


Gene No. 


40926 




Strand 






Start 


272 




End 


4740 




Name 


OJ990426 12.9B18.C125.ol 


.gs 


Method 


GENSCAN 




Start 


272 




End 


4694 




GI 


none 




Score 


.86 




Exons 


272. .3276, 3599.-4694 










Seq. No. 


19614 




Seq. ID 


OJ990426_12.9B18 


C125 


Gene No. 


40926 




Strand 






Start 


272 




End 


4740 




Name 


OJ990426 12.9B18.C125.ol 


.np 


Method 


AAT/NAP 




Start 


275 




End 


4740 




GI 


4680179 




Score 


5662 




Exons 


275. .4740 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq^. No. 


19614 




Seq. ID 


OJ990426_12.9B18 


C125 


Gene No. 


40927 




Strand 






Start 


4963 




End 


9702 




Name 


OJ990426 12.9B18.C125.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


372 




End 


653 




GI 


none 




Score 


143 




Exons 


372. .653, 374. .652 










Seq. No.- 


19614 




Seq. ID 


OJ990426_12. 9B18 


C125 


Gene No. 


40927 




Strand 






Start 


4963 




End 


9702 




Name 


OJ990426 12.9B18.C125.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


515 




End 


1100 




GI 


none - } 




Score 


92 




Exons 


515. .940, 516. .713, 777. 


.941, 


936.. 1085, 938.. 1099, 945 


. 1100 


Seq. No. 


19614 




Seq. ID 


OJ990426_12.9B18 


C125 


Gene No. 


40927 




Strand 






Start 


4963 




End 


9702 




Name 


OJ990426 12.9B18.C125.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


653 




End 


1279 




GI 


none 




Score 


46 





19938 



Exons 



653.. 1279, 654. .713, 774.. 1220 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4963 End 

Name OJ990426_12 . 9B18 . C125 . o3 . tm Method 

Start 1148 End 

GI none Score 

Exons 1148.. 1438, 1152.. 1439, 1153.. 1440 



OJ990426_12 . 9B18 . C125 
9702 

TBLASTX: Maize 

1440 

300 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4963 End 

Name OJ990426_12 . 9B18 . C125 . o2 . ts Method 

Start 1238 End 

GI none Score 

Exons 1238.. 1498, 1239. .1487 



OJ990426_12 . 9B18 . C125 
9702 

TBLASTX : Soybean 

1498 

187 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4 963 End 

Name OJ990426_12 . 9B18 . C125 . ol . tc Method 

Start 1262 End 

GI none Score 

Exons . 1262.. 1405, 1263.. 1403, 1406.. 1588 



OJ990426_12.9B18.C125 
9702 

TBLASTX: Cress 

1588 

87 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4963 End 

Name OJ9904 26_12 . 9B18 . C125 . o2 . tw Method 

Start 1286 End 

GI none Score 

Exons 1286.. 1669, 1286.. 1825, 1290.. 1784 



OJ990426_12 . 9B18 .C125 
9702 

TBLASTX: Wheat ' 

1825 

206 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4963 End 

Name OJ99042 6_12 . 9B18 . C125 . o2 . tm Method 

Start 1853 End 

GI none Score 

Exons 1853.. 2206, I860.. 2201 



OJ990426_12 . 9B18 .C125 
9702 

TBLASTX: Maize . 

2206 

212 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4963 End 

Name OJ990426_12 . 9B18 . C125 . o3 . tw Method 

Start 1853 End 

GI none Score 

Exons - f 1853.. 2278, I860.. 2276 



OJ990426_12 . 9B18 . C125 
9702 

TBLASTX: Wheat 

2278 

324 



Seq. No. 19614 Seq. ID 

Gene No. 40927 Strand 

Start 4963 End 

Name OJ990426_12 . 9B18 . C125 . o3 . ts Method 

Start 2024 End 

GI none Score 

Exons 2024.. 2269 



OJ990426_12 . 9B18 . C125 
9702 

TBLASTX: Soybean 

2269 

204 



19939 



Seq. No. 


-19614 








Seq. ID 


OJ990426_12.9B18 


.C125 


Gene No. 


/Ann 








btranci 






Start 


a a c o 

4963 








End 


A ^ A O 

9702 




Name 


OJ990426_12 . 


on 1 o 

9B18 


r* 1 o c c 

. C125 . o5 


. tm 


Method 


TBLASTX : Maize 




Start 


o o i o 
2213 








End 


O C A C 

2545 




GI 


none 








Score 


1 A A 

144 




Exons 


O O 1 O O C /I C 

221 J . . 254 5, 


o o 1 >i 

2214 


O vi A O 

. .24 92 










Seq. No. 


19614 








Seq. ID 


OJ990426_12.9B18 


.C125 


Gene No . 


4U92 / 








Strand 






Start 


4 963 








End 


A 1 A O 

9 /02 




Name 


OJ990426 12 . 


9B18 


/"» 1 o c _ c 

. C125 . o5 


. tw 


Method 


TBLASTX : Wheat 




Start 


o o t a 

22 / 9 








End 


O C /l o 

2542 




GI 


none 








Score 


OCA 

250 




Exons 


o o t a o c vi o 

22 / 9 . . 2542 , 


O O O A 

2280 


O C >i A 

. .254 0 










Seq. No. 


19614 








Seq. ID 


OJ990426_12.9B18 


.C125 


Gene No. 


40927 








Strand 






Start 


4 9b J 








End 


9702 




Name 


A Tftft A Jl O C 1 O 

OJ990426 12. 


An 1 O 

9B18 . 


/"* 1 O C — 1 

. C125 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


o o a A 

2294 








End 


2689 




GI 


none 








Score 


189 




Exons 


o o a yi oc/ic 

2294 . . 2545, 


O O A A 

2304 , 


O C O "7 

. . 253 / , 


O C A A 

2 600 . 


.2653, 2610.. 2651, 2657.. 2689, 




2657 . .2689. 














Seq. No. 


19614 








Cart T Pi 

oeq. lu 


ujyyuyzD 12 . ytiio 


pi o c 


Gene No . 


A A A O 1 

4 092 / 








Strand 






Start 


^ a ^ o 
4 963 








End 


9702 




Name 


OJ990426 12. 


9B18 , 


. C125 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


O C A A 

2600 








End 


3047 




Oil 


none 








Score 


111 




Exons 


2600 . . 304 3 , 


O C 1 A 

2 610, 


O A yl *7 
. . 304 / 










Seq. No. 


19614 








Seq. ID 


OJ990426_12.9B18 


-C125 


Gene No . 


/ a a o t 
4092 / 








Strand 






Start 


A A £T O 

4 963 








End 


9702 




Name 


a TOftn / i o 
OJ990426 12 . 


o o 1 o 

9B18 , 


r* i o c « yi 

. C125 . o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


O C O A 

2 630 








End 


3113 






none 








Score 


229 




Exons 


O C O A OIIO 

2630 . . 3112, 


o o o 
2633 , 


O 1 A A 

. .3109, 


O H T O 

2673 . 


.3113 






Seq. No. 


19614 








Seq. ID 


OJ990426_12. 9B18 


.C125 


Gene No . 


4092 / 








Strand 






Start 


A Q C O 

4 963 








End 


9702 




Name 


OJ990426 12 . 


9B18 , 


, C125 . o4 


. t s 


Method 


TBLASTX : Soybean 




Start 


2/62 








End 


3076 




GI 


none 








Score 


198 




Exons 


O 1 £ O OAT/" 

2 /62 . .30/6 














Seq. No. 


19614 








Seq. ID 


OJ990426_12. 9B18 


'.C125 


Gene No. 


40927 








Strand 






Start 


4963 








End 


9702 




Name 


OJ990426 12. 


9B18. 


,C125.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


3048 








End 


3241 




GI 


none 








Score 


156 




Exons 


3048. .3203, 


3050, 


, .3241 











19940 



Seq. No. 


19614 








Seq. ID 


OJ990426 


Gene No. 


A f\ O 1 ^ 

4 092 1 








Strand 




Start 


4963 








End 


9702 


Name 


OJ990426_12 


. 9B18 


. C125 . o9 


. tw 


Method 


TBLASTX: 


Start 


3282 








End 


3599 


GI 


none 








Score 


93 


Exons 


3282 . . 3599, < 


• 3283 


. .3423 








Seq. No. 


19614 








Seq. ID 


OJ990426 


Gene No. 


40927 








Strand 




Start 


4 963 








End 


9702 


Name 


OJ990426 12 


. 9B18 


. C125 . o7 


. tw 


Method 


TBLASTX:! 


Start 


3933 








End 


4283 


GI 


none 








Score 


312 


Exons 


3933 . .4 283 












Seq. No. 


19614 








Seq. ID 


OJ990426 


Gene No. 


40927 








Strand 




Start 


4 963 








End 


9702 


Name 


OJ990426 12 


. 9B18 


. C125 . 06 


. tm 


Method 


TBLASTX : 


Start 


3978 








End 


4283 


GI 


none 








Score 


246 


Exons 


3978 . . 4283 












Seq. No. 


19614 








Seq. ID 


OJ990426 


Gene No. 


4 0927 








Strand. 




Start 


4963 








End 


9702 


Name 


OJ990426 12 


. 9B18 


.C125.ol0.tw 


Method 


TBLASTX : 1 


Start 


4335 








End 


4533 


GI 


none 








Score 


136 


Exons 


4335 . . 4532 , 


4336 


. .4533 








Seq. No. 


19614 








Seq. ID 


OJ990426_ 


Gene No. 


40927 








Strand 




Start 


A Cl C *3 

4 y bo 








End 


9702 


Name 


OJ990426 12 


. 9B18 


,C125.o2 


•9 s ... 


Method 


GEN SCAN 


Start 


4 963 








End ' 


9685 


GI 


none 








Score 


.7 


Exons 


4 963 . . 5754 , 


6727 


. . 6815, 


3014. . 


8330, 8411. .8548, 




9421 . . 9685 












Seq. No. 


19614 








Seq. ID 


OJ990426_ 


Gene No. 


40927 








Strand 




Start 


4963 








End 


9702 


Name 


OJ990426 12 


. 9B18 


.C125.o2 


.np 


Method 


AAT/NAP 


Start 


4966 








End 


5754 


GI 


4512231 








Score 


1264 


Exo'ns 


4966. .5754 












GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 




Seq. No. 


19614 








Seq. ID 


OJ990426_ 


Gene No. 


40927 








Strand 




Start 


4963 








End 


9702 


Name 


OJ990426 12 


. 9B18 


.C125.o3 


.np 


Method 


AAT/NAP 


Start 


6920 








End 


8574 


GI 


6063554 








Score 


144 



9009, 



19941 



Exons 6920.. 7091, 7195.. 7279, 8411.. 8574 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


19614 


Seq. ID 


OJ990426 


Gene No. 


40927 


Strand 




Start 


4963 


End 


9702 


Name 


OJ990426_12 . 9B18 . CI 25 . 06 . tw 


Method 


TBLASTX:! 


Start 


9323 


End 


9702 


GI 


none 


Score 


72 


Exons 


9323.-9445, 9324. .9446, 9328 


..9477, 9330. .9461, 




9476. .9511, 9519. .9614, 9523 


. .9582, 9561. .9701, 


Seq. No. 


19615 


Seq. ID 


OJ990426 


Gene No. 


40928 


Strand 


+ 


Start 


1 


End 


1281 


Name 


OJ990426 12 . 9B18 . C126 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


551 


GI 


4680203 


Score 


449 


Exons 


1. .551 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


19615 


Seq. ID 


OJ990426 


Gene No. 


40928 


Strand 


+ 


Start 


1 


End 


1281 


Name 


OJ990426 12. 9B18 . C126 . ol . gp 


Method 


AAT/GAP 


Start 


64 


End 


1281 


GI 


342 1.R1084 


Score 


1657 


Exons 


64. .644, 680. .699, 782. .879, 


989. .1281 




GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 




sativa] ' 






Seq. No. 


19615 


Seq. ID 


OJ990426 


Gene No. 


40928 


Strand 


+ 


Start 


1 


End 


1281 


Name 


OJ990426 12. 9B18 . C126 . ol . gs 


Method 


GENSCAN 


Start 


69 


End 


572 


GI 


none 


Score 


1 


Exons 


69. .572 






Seq. No. 


19615 


Seq. ID 


OJ990426 


Gene No. 


40928 


Strand 


+ 


Start 


1 


End 


1281 


Name 


OJ990426 12.9B18.C126.ol.tw 


Method 


TBLASTX : 1 


Start 


93 


End 


497 


GI 


none 


Score 


74 


Exons 


93. .137, 97. .132, 140. .235, 


144. .203, 


182. .322, 




251.. 331, 336.. "416, 405.. 497 


, 431. .496 




Seq. No. 


19616 


Seq. ID 


OJ990426 


Gene No. 


40929 


Strand 


+ 


Start 


68 


End 


590 


Name 


OJ990426 12.9B18.C127.ol.gp 


Method 


AAT/GAP 


Start 


68 


End 


590 


GI 


342 1.R1084 


Score 


931 


Exons 


68. .590 







19942 




GI Descrip. ' 4574 406/gb | AAD24042 . 1 | O.Oe+OO (AF121139) RIM2 protein [Oryza 





sativa] 1 


















Seq. No. 


19616 










Seq. ID 


OJ990426_12, 


, 9B18 


.C127 


Gene No. 


40930 










Strand 


+ 






Start 


860 










End 


1132 






Name 


OJ990426_ 


12. 9B18 


.C127 


.ol 


.gs 


Method 


GENSCAN 






Start 


860 










End 


1132 






GI 


none 










Score 


.49 






Exons 


860. . 958, 


1040. . 


1132 














Seq. No. 


19617 










Seq. ID 


OJ990426_12< 


. 9B18 


■ C128 


Gene No. 


40931 










Strand 








Start 


556 










End 


617 






Name 


OJ990426_ 


12 . 9B18 


.C128 


.ol. 


.gs 


Method 


GENSCAN 






Start 


556 










End 


617 






GI 


none 










Score 


. 91 






Exoris 


556. . 617 


















Seq. No. 


19618 










Seq. ID 


OJ990426_12. 


.9B18 


.C129 


Gene No. 


40932 










Strand 


— 






Start 


60 










End 


302 






Name 


OJ990426 


12. 9B18 


.C129 


.ol . 


• gp" 


Method 


AAT/GAP 






Start 


60 










End 


302 






GI 


4107137 










Score 


444 






Exons 


60. .302 


















Seq. No. 


19619 










Seq. ID 


OJ990426_12, 


.9B18 


.Cl-30 


Gene No. 


40933 










Strand 


— 






Start 


355 










End 


360 






Name 


OJ990426_ 


12. 9B18 


.C130 


.ol , 


.gs 


Method 


GENSCAN 






Start 


355 










End 


360 






GI 


none 










Score 


. 72 






Exons 


355 . . 360 


















Seq. No. 


. 19620 










Seq. ID 


OJ990426_12. 


. 9B18 


.C133 


Gene. No. 


40934 










Strand 


+ 






Start 


417 










End 


64 4 3 **" 






Name 


OJ990426_ 


12. 9B18 


.C133 


.ol, 


.gs 


Method 


GENSCAN 






Start 


417 










End 


644 






GI 


none 










Score 


. 42 






Exons 


417 .. 644 


















Seq. No. 


19621 










Seq. ID 


OJ990426_12. 


.9B18 


.C134 


Gene No. 


40935 










Strand 


+ 






Start 


1 










End 


702 






Name 


OJ990426 


12. 9B18 


.C134 


.ol. 


.np 


Method 


AAT/NAP 






Start 


1 










End 


702 






GI 


4680179 










Score 


552 






Exons 


1. .702 


















GI Descrip. 


(AF111709 


) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


19621 










Seq. ID 


OJ990426_12. 


, 9B18 


.C134 


Gene No. 


40935 










Strand 


+ 






Start 


1 










End 


702 






Name 


OJ990426 


12. 9B18 


.C134 


.ol. 


.gs 


Method 


GENSCAN 






Start 


134 










End 


692 







19943 




GI 


none 




Score 


. 99 






Exons 


134 . . 692 












Seq. No. 


19621 




Seq. ID 


OJ990426_12 


.9B18 


.C134 


Gene No. 


40935 




Strand 


+ 






Start 


1 




End 


702 






Name 


OJ990426 12. 9B18 .CI 34 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


174 




End 


479 






GI 


none 




Score 


246 






Exons 


174 . .479 












Seq. No. 


19621 




Seq. ID 


OJ990426_12 


9B18 


.C134 


Gene No. 


40935 




Strand 


+ 






Start 


1 




End 


702 . 






Name 


OJ990426 12 . 9B18 .CI 34 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


174 




End 


524 






GI 


none 




Score 


312 






Exons 


174 . . 524 , 322 . . 390 












Seq. No. 


19622 




Seq. ID 


OJ990426_12 


9B18 


.C136 


Gene No. 


a r\ ft t> a 

40936 




Strand 


+ 






Start 


80 




End 


372 






Name 


OJ990426_12.9B18.C136 


.ol.gp 


Method 


AAT/GAP 






Start 


80 




End 


21'9 






GI 


2310235 




Score 


230 






Exons 


80 . .219 












GI Descrip. 


58 52182 /emb | CAB55420 . 


1| 9.0e 


-13 (AL117265) zhb0012 


1 [Oryza 




sativa] 












Seq. No. 


19622 




Seq. ID 


OJ990426_12 


9B18 


.C136 


Gene No. 


40936 




Strand 


+ 






Start 


80 




End 


372 






Name 


OJ990426__12 . 9B18 . CI 36 


.ol.np 


Method 


AAT/NAP 






Start 


80 




End 


372 






GI 


5852182 




Score 


361 






Exons 


80 . . 372 












GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 








Seq. No. 


19623 




Seq. ID 


OJ990426_12 


9B18 


.C137 


Gene No. 


40937 




Strand 








Start 


219 




End 


224 






Name 


OJ990426 12.9B18.C137 


. ol . gs 


Method 


GENSCAN 






Start ■ 


219 




End 


224 - 






GI 


none 




Score 


. 62 






Exons 


219 . . 224 












Seq. No. 


19624 




Seq. ID 


OJ990426_12. 


9B18 


.C141 


Gene No. 


40938 




Strand 


+ 






Start 


110 




End 


412 






Name 


OJ990426 12.9B18.C141 


. ol . gs 


Method 


GENSCAN 






Start 


110 




End 


412 






GI 


none 




Score 


.51 






Exons 


110. .412 












Seq. No. 


19625 




Seq. ID 


OJ990826_11. 


9B09 


.CI 


Gene No. 


40939 




Strand 


+ 






Start 


9 




End 


2124 







19944 




Name 


OJ990826 11 


. 9B09.C1 .ol . 


gs 


Method 


GENSCAN 






Start 


9 






End 


2019 






GI 


none 






Score 


.53 






Exons 


9. .79, 590. 


. 659, 1307 . . 


1687, 


1697. .2019 






Seq. No. 


19625 






Seq. ID 


OJ990826_11. 


9B09 


.CI 


Gene No. 


40939 






Strand 


+. 






Start 


9 






End 


2124 






Name 


OJ990826_11 


. 9B09 . CI . ol . 


np 


Method 


AAT/NAP 






Start 


1292 






End 


2124 






GI 


4680204 






Score 


357 






Exons 


1292 . . 2124 














GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


19626 






Seq. ID 


OJ990826 11. 


9B09 


.C2 


Gene No. 


40940 






Strand 


+ 






Start 


668 






End 


1468 






Name 


OJ990826 11 


. 9B09 . C2 . ol . 


np 


Method 


AAT/NAP 






Start 


668 






End 


1465 






GI 


4512231 






Score 


1337 






Exons 


668 . .14 65 














GI Descrip. 


(AB014741) 


ORF0 protein 


i [Oryza sativa 


] 






Seq. No. 


19626 






Seq. ID 


OJ990826_11. 


9B09 


.C2 


Gene No. 


40940 






Strand 


+ 






Start 


668 






End 


1468 






Name 


OJ990826_11 


. 9B09.C2.ol . 


gs 


Method 


GENSCAN 






St'art 


731- 






End 


1468 






GI 


none 






Score 


.92 






Exons 


731 . . 14 68 














Seq. No. 


19626 






Seq. ID 


OJ990826_11. 


9B09 


.C2 


Gene No. 


40941 






Strand 


+ 






Start 


1410 






End 


2292 






Name 


OJ990826_11 


. 9B09 . C2 . o2 . 


np 


Method 


AAT/NAP 






Start 


1410 






End 


2292 






GI 


4680179 






Score 


518 






Exons 


1410 . . 1455, 


1734 . . 2292 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 






Seq. No. 


19626 






Seq. ID 


OJ990826_11. 


9B09 


.C2 


Gene No. 


40941 






Strand 


+ 






Start 


1410 - 






End 


2292 






Name 


OJ990826 11 


. 9B09 . C2 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1905 






End 


2264 






GI 


none 






Score 


276 






Exons 


1905. .2264, 


1931 . . 2008, 


1944 . 


.2261, 2030.. 2263 






Seq. No. 


19627 






Seq. ID 


' OJ990826_11. 


9B09 


. C3- 


Gene No . 


A n Q A 0 

4 u y 4 z 






Strand 


+ 






Start 


1 






End 


1749 






Name 


OJ990826 11 


. 9B09.C3.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


1749 






GI 


4680179 






Score 


2318 






Exons 


1. .1749 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 







19945 




Seq. No. 


19627 








Seq. ID 


OJ990826_11.9B09 


.C3 


Gene No. 


40942 








Strand 


+ 




C 4 , -v 4- 

btart 


1 








tina 


1 / ft y 




Name 


r\ TQ QH Q O C 


1 1 


youy . u . oz 


. t s 


Metnoa 


1 oiiAb 1 a . boyoean 




btart 


1 n 
1U 










1 Q A 

1 0 4 




GI 


none 








Score 


0 n q 




Exons 




1 1 . 


. 1 0 4 










Seq. No. 


19627 








Seq. ID 


OJ990826_11.9B09 


.C3 


Gene No. 


40942 








Strand 


+ 




btart 


1 










1 1 A Q 

1 / q y 




Name 


ujyyuoz 0 


1 1 . 


ybuy . lj . 00 


. tw 


Method 


i oLiAb 1 a : wnea t 




btart 


1U 








iijna 


ICC 
-LOO 




C T 


none 








Score 


1 y / 




Exons 


1 n 1 cr 


1 1 


1 CC CQ 
. 1DD, DO . . 


ICC 
J.DD 








Seq. No. 


19627 








Seq. ID 


OJ990826_11.9B09 


.C3 


Gene No. 


40942 








Strand 


+ 




btart 


1 










1 / 3 y 




Name 




1 1 . 


ytsuy . to . oz 


. tm 


Method 


1 BLiAb 1 a : Ma lze 




btart 










Lna 


Ron 




bl 


none 








Score 






Exons 


qc a on 
y 3 . . 4 0 / , 


loo 


. . 4 Ob/ 4 / y 


con 








Seq. No. 


t n f 0 1 

19 d2 / 








Seq. ID 


OJ9y0o2o 11.9B09 


. C3 


Gene No. 


40942 








Strand 


+ 




Start 


1 








End 


1749 




Name 


OJ990826 


11. 


9B09.C3.ol 


.gs 


Method 


GENS CAN 




Start 


152 








End 


1654 




GI 


none 








Score 


.43 




Exons 


152. .1654 















Seq. No. 19627 

Gene No. 40942 

Start 1 

Name OJ990826_11 . 9B09 . C3 . o2 . tw 

Start 169 

GI -none 

Exons 169.. 567, 170.. 568, 197.. 571 



Seq. ID OJ990826_11. 9B09.C3 
Strand 
End 

Method 
End 
Score 



+ 

1749 

TBLASTX: Wheat 

571 

554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19627 
40942 
1 

OJ990826JL1. 

206 

none 

206. .454 



9B09.C3.o3.ts 



Seq. ID OJ990826_11.9B09.C3 

Strand + 

End 1749 

Method TBLASTX : Soybean 

End 454 

Score 207 



Seq. No. 19627 

Gene No. 40942 

Start 1 

Name OJ990826JL1 . 9B09 . C3 . o3 . tw 

Start 572 

GI none 

Exons 572. .889, 607. .885, 608. .889 



Seq-. ID OJ990826 11.9B09.C3 



Strand 
End 

Method 

End 

Score 



+ 

1749 

TBLASTX: Wheat 

889 

446 



Seq. No. 19627 Seq. ID OJ99082 6_11 . 9B09 . C3 

19946 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 
End 
Score 



40942 
1 

OJ99082 6_1 1 . 9B09 . C3 . ol . tc 
587 
none 

587. .769, 770. .913, 772. .912 

19627 
40942 
1 

OJ990826_11.9B09.C3.ol.ts 
677 
none 

677. .937, 688. .936, 689. .937 

19627 
40942 
1 

OJ99082 6_11. 9B09.C3.o3.tm 
735 
none 

735. .836, 736. .1023, 737. .1027, 869 



+ 

1749 

TBLASTX: Cress 

913 

90 



Seq. ID OJ990826_11. 9B09.C3 
Strand + 

1749 

TBLASTX: Soybean 
937 
301 



End 

Method 
End 
Score 



Seq. ID OJ990826_11.9B09.C3 
Strand + 

1749 

TBLASTX: Maize 
1027 
86 
1024 



End 

Method 
End 
Score 



19627 
40942 
1 

OJ990826_11.9B09.C3.ol.tw 

896 

none 



Seq. ID OJ990826_11. 9B09.C3 

Strand . + 

End 1749 

Method TBLASTX : Wheat 

End 1522 

Score 715 



896. .1522, 952. .14 01, 14 62. .1521 



19627 
40942 
1 

OJ990826_11. 9B09.C3.ol.tm 

1075 

none 



Seq. ID OJ990826_11. 9B09.C3 

Strand + 

End 1749 

Method TBLASTX: Maize 

End 1660 

Score 229 



1075. .1230, 1076. .1237, 1234. .1395, 1235. .1660, 1462. .1659 



Seq. No. 19627 

Gene No. 40942 

Start 1 

Name OJ99082 6_11 . 9B09 . C3 . o4 . tw 

Start 1522 

GI none 

Exons 1522.. 1722, 1523.. 1723 



Seq. ID OJ990826_11.9B09.C3 

Strand + 

End 1749 

Method TBLASTX : Wheat 

End 1723 

Score 210 



Seq. No. ' 19628 

Gene No. 40943 

Start 1 

Name OJ990826_1 1 . 9B09 . C4 . ol . np 

Start 1 

GI 4512231 

Exons 1 . . 506 

GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990826_11. 9B09.C4 

Strand + 

End 506 

Method AAT/NAP 

End 506 

Score 814 



Seq. No. 



19628 



Seq. ID OJ990826_11. 9B09.C4 



19947 



Gene No . 


40944 


Strand 


+ 




1383 


End 


7513 


Name 


OJ990826 11.9B09.C4.o2.np 


Method 


AAT/NAP 


Start 


1383 


End 


3280 


bi 


6907087 


Score 


1033 


Exons 


1383.. 1766, 1947.. 2627, 3179. 


.3280 




GI Descrip. 


(AP001129) ESTs C72771 (E2215 > , AU082313 


(E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






beq. no. 


19o2o 


Seq. ID 


OJ990826_11.9B09.C4 


Gene No. 


a n Q A A 


Strand 


+ 


Start 


loo O 


End 


7513 


Name 


OJ990826 11.9B09.C4.o4.np 


Method 


AAT/NAP 


btart 


1948 


End 


7513 


GI 


4680179 


Score 


3607 


Exons 


1948.. 1979, 50.99.. 7513 






bi Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 


Seq. No. 


19628 


Seq. ID 


OJ990826_11.9B09.C4 


bene no . 


40944 


Strand 


+ 


Start 


1383 


End 


7513 


Name 


OJ990826 11.9B09.C4.ol.gp 


Method 


AAT/GAP 


btzart 


3741 


End 


4124 


bi 


uC-osflcyp033a04bl 


Score 


669 


Exons 


3741. .4124 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


19628 


Seq. ID 


OJ990826_11.9B09.C4 


Gene No. 


40945 


Strand 




Start 


3669 


End 


5935 


Name 


OJ990826 11.9B09.C4.o3.np 


Method 


AAT/NAP 


btart 


3669 


End 


5618 


C T 

bl 


4680186 


Score 


207 


Exons 


3669.. 3891, 5598.. 5618 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


19628 


Seq. ID 


OJ990826_11.9B09.C4 


Gene No. 


40945 


Strand 




Start 


3669 


End 


5935 


Name 


OJ990826 11.9B09.C4.ol.ts 


Method 


TBLASTX: Soybean 


otart 


5098 


End 


5494 


C T 

bl 


none 


Score 


51 


Exons 


5098. .5130, 5102. .5131, 5135. 


.5179, 5137. .5178, 5143. .5298, 




5243. .5494, 5251. .5484 






Seq. No. 


19628 


Seq. ID 


OJ990826_11. 9B09.C4 


Gene No. 


40945 


Strand 




otart 


3669 


End 


5935' 


Name 


OJ990826 11.9B09.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


5243 


End 


5575 


GI 


none 


Score 


311 


Exons 


5243.-5575, 5296. .5574 






Seq. No. 


19628 


Seq. ID 


OJ990826_11. 9B09.C4 


Gene No. 


40945 


Strand 





19948 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3669 

OJ990826_11, 

5246 

none 

5246. .5509, 

19628 
40945 
3669 

OJ990826_11. 

5510 

none 

5510. .5935, 

19628 
40945 
3669 

OJ990826_11. 

5516 

none 

5516. .5764 

19628 
40945 
3669 

OJ990826JL1. 

5582 

none 

5582. .5935, 

19628 
40946 
5963 

OJ990826_11. 

5963 

none 

5963. .6502, 

19628 
40946 
5963 

OJ990826_11. 

6200 

none 

6200. .6382, 

19628 
40946 
5963 

OJ990826_11. 

6290 

none 

6290. . 6550, 

19628 
40946 
5963 



9B09.C4 .o4 ,tw 
5248. .5508 

9B09.C4 .o3. tw 
5512.. 5928, 5585. 

9B09.C4 .o3. ts 



9B09.C4 .o2. tm 
5587. .5928 

9B09.C4.o2.tw 
6145. .6498 

9B09.C4.ol.tc 
6383.. 6526, 6385. 

9B09.C4.o2.ts 
6301.. 6549, 6338. 



End 

Method 

End 

Score 



Seq. ID 
at rand 
End 

Method 
End 
Score 
.5935 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6525 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6550 

Seq. ID 

Strand 

End 



5935 

TBLASTX: Wheat 

5509 

373 



OJ990826_11.9B09.C4 
5935 

TBLASTX: Wheat 

5935 

592 



OJ990826_11.9B09.C4 
5935 

TBLASTX : Soybean 

5764 

208 



OJ990826_11.9B09.C4 
5935 

TBLASTX: Maize 

5935 

458 



OJ990826_11. 9B09.C4 
7468 

TBLASTX: Wheat 

6502 

616 



OJ990826_11. 9B09.C4 
7468 

TBLASTX: Cress 

6526 

87 



OJ990826__11. 9B09.C4 
7468 

TBLASTX : Soybean 

6550 

300 



OJ990826_11.9B09.G4 
7468 



19949 




Name 


OJ990826 11. 


9B09 , 


.C4 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6349 








End 


6640 




GI 


none 








Score 


405 




Exons 


6349 . . 6636/ 


6350 , 


. . 6640, 


6350 


. . 6637 






Seq. No. 


19628 








Seq. ID 


OJ990826_11.9B09 


.C4 


Gene No. 


40946 








Strand - 






Start 


5963 








End - 


7468 




Name 


OJ990826_11 . 


9B09 , 


. C4 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


6509 








End 


7135 




GI 


none 








Score 


715 




Exons 


6509 . .7135, 


6565 , 


. . 7014 , 


7075 


. . 7134 






Seq. No. 


19628 








Seq. ID 


OJ990826_11. 9B09 


.C4 


Gene No. 


40946 








Strand 






Start 


5963 








End 


7468 




Name 


OJ990826_11 . 


9B09 . 


. C4 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


6688 








End 


7273 




GI 


none 








Score 


229 




Exons 


6688 . .6843, 


6689 . 


. . 6850, 


6691 


..6852, 6847. .7011, 6848. .7273 




7007 . .7252, 


7075 . 


. . 7272 










Seq. No. 


19628 








Seq. ID 


OJ990826_11 . 9B09 


. C4 


Gene No. 


40946 








Strand 






Start ' 


5963 








End 


7468 




Name 


OJ990826_11 . 


9B09 . 


>C4 .o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7135 








End 


7468 




GI 


none 








Score 


318 




Exons 


7135. .7416, 


7136 . 


. .7468, 


7286 


. .7417 






Seq. No. 


19629 








Seq. ID 


OJ990826_11.9B09 


.C5 


Gene No. 


40947 








Strand 






Start 


1 








End 


648 




Name 


OJ990826 11. 


9B09, 


,C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


648 




GI 


5852179 








Score 


191 




Exons 


1..327, 402. 


.648 












GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


19629 








Seq. ID 


OJ990826_11.9B09 


.C5 


Gene No. 


40947 








Strand 






Start 


1 








End 


648 




Name 


OJ990826 11. 


9B09. 


,C5.ol. 


gs 


Method 


GENSCAN 




Start 


86 








End 


574 




GI 


none 








Score 


.68 




Exons 


86. .574 














Seq. No. 


19630 








Seq. ID 


OJ990826_11.9B09 


.C6 


Gene No. 


40948 








Strand 






Start 


1 








End 


2812 




Name 


OJ990826 11. 


9B09. 


,C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2812 




GI 


4544372 








Score 


516 




Exons 


1..933, 2720 


..2812 











GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



19950 



Seq. No. 


19630 




Seq. ID 


OJ990826_11.9B09 


.C6 


Gene No. 


40948 




Strand 






Start 


1 




End 


2812 




Name 


OJ990826 11.9B09.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


447 




GI 


none 




Score 


47 




Exons 


3. .107, 28. .114, 104 


..295, 124. .348, 373. .447 




Seq. No. 


19630 




Seq. ID 


OJ990826 11.9B09 


.C6 


Gene No. 


40948 




Strand 


- 




Start 


1 




End 


2812 




Name 


OJ990826 11.9B09.C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


139 




End 


348 




GI 


none 




Score 


61 




Exons 


139 . .348, 167 . .277 










Seq. No. 


19630 




Seq. ID 


OJ990826 11.9B09 


-C6 


Gene No. 


40948 




Strand 


- 




Start 


1 




End 


2812 




Name 


OJ990826 11.9B09.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


313 




End 


705 




GI 


none 




Score 


109 




Exons 


313. .351, 373. . 612, 


381. .611, 


383. .613, 


592. .654, 593.. 


646, 




64 9 . . 705, 659 . . 691 










Seq. No. 


19630 




Seq. ID 


OJ990826_11. 9B09 


.C6 


Gene No. 


40948 




Strand 






Start 


1 




End 


2812 




Name 


OJ990826 11.9B09.C6. 


ol . gs 


Method 


GEN SCAN 




Start 


439 




End 


756 




GI 


none 




Score 


.46 




Exons 


4 39. .756 










Seq. No. 


19630 




Seq. ID 


OJ990826_11. 9B09 


.C6 


Gene No. 


40948 




Strand 






Start 


i 
1 




End 


2812 




Name 


y~s T rt rt rt rt rt /*" 11 l"Y T-> v-» /- 

OJ990826_11 . 9B09 . C6 . 


o2.tm 


Method 


TBLASTX: Maize 




Start 


44 8 




End 


651 




GI 


none 




Score 


117 




Exons 


A A O O A A C\ ^1*3 

448. .olz, 449. .613, 


592. . 651, 


593. .646 






Seq. No. 


19630 




Seq. ID 


OJ990826_11.9B09 


.C6 


Gene No. 


40948 




Strand 






Start 


1 




End ■ 


2812 




Name 


OJ990826 11.9B09.C6. 


o2 . gs 


Method 


GENSCAN 




Start 


1082 




End 


2430 




GI 


none 




Score 


.47 




Exons 


1082.. 1913, 2396.. 2430 








Seq. No. 


19630 




Seq. ID 


O.J990826_11.9B09 


.C6 


Gene No. 


40948 




Strand 






Start 


1 




End 


2812 




Name 


OJ990826 11.9B09.C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


1277 




End 


1615 




GI 


none 




Score 


191 




Exons 


1277. .1615 











19951 



Seq. No. 19630 
Gene No. 40948 
Start 1 

Name OJ990826_11 . 9B09 . C6 . o3 . np 

Start 2589 
GI 6063554 . 

Exons 258 9.. 2812 

GI Descrip. (AP000615) : ESTs AU075609 (C63344 ) , C71850 (E04 64 ) C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990826_11.9B09.C6 
Strand 

End 2812 

Method AAT/NAP 

End 2812 

Score 105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19631 
40949 
1 

OJ990826_11. 9B09.C7.ol.np 
1 

4680183 



Seq. ID OJ990826_11.9B09.C7 

Strand + 

End 2502 

Method AAT/NAP 

End 2502 

Score 185 



1..46, 1738. .1808, 2413. .2502 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



19631 
40950 
3133 

OJ990826_11 . 9B09 . C7 . o2 . gs 

3133 

none 



Seq. ID OJ990826_11.9B09.C7 
Strand 

End 4135 

Method GENSCAN 

End 4135 

Score .69 



3133. .3350, 3355. .3535, 3602. .3718, 3762. .3852, 3945. .4135 



Seq. No. 19632 

Gene No. 40951 

Start 294 

Name OJ990826_11 . 9B09 . C8 . ol . gs 

Start 294 

GI none 

Exons 294.. 398 



Seq. ID OJ990826_11.9B09.C8 

Strand + 

End 398 

Method GENSCAN 

End 398 

Score .87 



Seq. No. 19632 

Gene No. 40952 

Start 690 

Name OJ990826_11 . 9B09 . C8 . ol . np 

Start 690 

GI 5852178 

Exons 690.. 784, 1150.. 1291 
GI Descrip. (AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990826_11. 9B09.C8 
Strand 

End 2430 

Method AAT/NAP 

End 1291 

Score 161 



Seq. No. 19632 

Gene No. 40952 

Start 690 

Name OJ990826_11 . 9B09 . C8 . o2 . gs 

Start 1040 

GI none 

Exons 1040.. 1366, 2341.. 2430 



Seq. ID OJ990826_11. 9B09.C8 
Strand 

End 2430 

Method GENSCAN 

End 2430 

Score .66 



Seq. No. 19633 

Gene No. 40953 

Start 1 

Name OJ990826_11 . 9B09 . C9 . ol . np 



Seq. ID "OJ990826_11.9B09.C9 

Strand + 

End 800 

Method AAT/NAP 



19952 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



800 
116 



6498458 
1..75, 518. .800 

(AP000816) hypothetical protein [Oryza sativa] 



19633 Seq. ID 

40954 Strand 

2194 End 

OJ990826_11 . 9B09 . C9 . ol . gs Method 

2194 End 

none Score 
2194 . .2745 



OJ990826_11.9B09.C9 
+ 

2745 
GENSCAN 
2745 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



19633 Seq. ID OJ990826_11 . 9B09 . C9 

40955 Strand 

991 End 5831 

OJ990826_1 1 . 9B09 . C9 . o2 . np Method AAT/NAP 

991 End 4127 

6063554 Score 63 

991. .1009, 2250. .2412, 4096. .4127 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



19633 Seq, ID 

40955 Strand 
991 End 
OJ990826_11. 9B09.C9.o2.gs Method 
3547 End 
none Score 
3547. .4113, 5536. .5675, 5732. .5831 

19634 Seq. ID 

40956 Strand 
2405 End • 
OJ990826_11 . 9B09 . C10 . ol . np 'Method 
2405 End 
6751696 Score 
2405. .2784, 3253. .3366, 3544. .3655 

(AC018908) hypothetical protein [Arabidopsis ' thaiiana] 



OJ990826_11. 9B09.C9 

5831 
GENSCAN 
5831 
. 66 



OJ990826JL1. 9B09.C10 
+ 

3655 
AAT/NAP 
3655 
131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826 11.9B09.C10 



19634 
40957 
203 

OJ990826_11. 9B09.C10.ol.gp 
203 

20088_1.R1084 
203. .348 

1 6041757/gb|AC011806. 1IAC011806 3.0e-72 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



348 

AAT/GAP 

348 

195 



19634 Seq. ID 

40958 Strand 

1437 End 

OJ99082 6_11 . 9B09 . C10 . ol . gs Method 

1437 End 



OJ990826_11.9B09.C10 

3553 

GENSCAN 

3553 



19953 



GI 


none 


Score 


. 56 




Exons 


1437. .I486, 2329. .2459, 3246 


. . 3553 






Seq. No. 


19635 


Seq. ID 


OJ990826 


11 . 9B09 .Cll 


Gene No. 


40959 


Strand 


+ 




Start 


4812 


End 


6266 




Name 


OJ990826 11.9B09.Cll.ol.np 


Method 


AAT/NAP 




Start 


4812 ... -. - 


End 


6266 




GI 


2944437 


Score 


65 




Exons 


4812. .5122, 6202. . 6266 








GI Descrip. 


(AF051153) globulin 1 precursor [Oryza 


sativa] 




Seq. No. 


19635 


Seq. ID 


OJ990826 


11 . 9B09.C11 


Gene No . 


40960 


Strand 


+ 




Start 


17228 


End 


22002 




Name 


OJ990826 11. 9B09.Cll.o2.np 


Method 


AAT/NAP 




Start 


17228 


End 


22002 




GI 


4544372 


Score 


626 




Exons 


17228. .17253, 19130. .19278, 


20695. .21594, 21655 


. .22002 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops. 




thaliana] 








Seq. No. 


19635 


Seq. ID 


OJ990826 


_11.9B09.C11 


Gene No. 


40961 


Strand 






Start 


703 


End 


1005 




Name 


OJ990826 11.9B09.Cll.ol.gs 


Method 


GENSCAN 




Start 


703 


End 


1005 




GI 


none 


Score 


.93 




Exons 


703. .1005 








Seq. No. 


19635 


Seq. ID 


OJ990826 


_11.9B09.C11 


Gene No. 


40962 


Strand 






Start 


1281 


End 


1848 




Name 


OJ990826 11. 9B09.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1281 


End 


1848 




GI 


4879016 


Score 


855 




Exons 


1281. .1848 








GI Descrip. 


6041757/gb|AC011806. 1 | AC011806 0.0e+00 


Genomic 


Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


19635 


Seq. ID 


OJ990826 


_11.9B09.C11 


Gene No. 


40963 


Strand 






Start 


2363 


End 


12301 




Name 


OJ990826 11.9B09.Cll.o2.gs 


Method 


GENSCAN 




Start 


2363 


End 


12301 




GI 


none 


Score 


.45 




Exons 


2363. .2510, 3759. .3819, 4489 


..4600, 4990. .5238, 


5267. .5399, 




5405.. 5635, 6409.. 6463, 6550 


..6719, 6916. .7009, 


7642. .7828, 




7887. .8180, 10003. . 10106, 10596. . 10694, 


1214-2. . 


12301 



Seq. No. 19635 Seq. ID 

Gene No. 40964 Strand 

Start 18426 End 

Name OJ990826_1 1 . 9B09 . Cll . o3 . ts Method 

Start 18426 End 

GI none Score 



OJ990826_11.9B09.C11 
18788 

TBLASTX : Soybean 

18788 

189 



19954 



Exons 



18426. .18788 



Seq. No. 19635 Seq. ID 

Gene No. 40965 Strand 

Start 20697 End 

Name OJ990826_11 . 9B09.C11 . o2 . ts Method 

Start 20697 End 

GI none Score 

Exons 20697. .20903, 20919.. 21053 



OJ990826_11. 9B09.C11 
21737 

TBLASTX : Soybean 

21053 

135 



Seq. No. 19635 

Gene No. 40965 

Start 20697 

Name OJ990826_11 . 9B09 . Cll . ol . tw 

Start 20847 

GI none 

Exons 20847. .21254, 20864.. 21046 



Seq. ID OJ990826_11.9B09.C11 
Strand 

End 21737 

Method TBLASTX : Wheat 

End 21254 

Score 583 



Seq. No. 19635 

Gene No. 40965 

Start 20697 

Name OJ990826_11 . 9B09 . Cll . o2 . tm 

Start 20907 

GI none 

Exons 20907. .21122, 20909.. 21118 



Seq. ID OJ990826_11.9B09.C11 
Strand 

End 21737 

Method TBLASTX : Mai ze 

End 21122 

Score 299 



Seq. No. 19635 

Gene No. 40965 

Start 20697 

Name OJ990826_11 . 9B09 . Cll . ol . tm 

Start 21123 

GI none 

Exons 21123. .21272, 21125 .. 2 11 90, 21270 .. 21374 , 21270 21581, 
21271. .21582 



Seq. ID OJ990826_11.9B09.C11 
Strand 

End 21737 

Method TBLASTX : Maize 

End 21582 

Score 189 



Seq. No. 19635 

Gene No. 40965 

Start 20697 

Name OJ990826_11 . 9B09 . Cll . ol . ts 

Start 21271 

GI none 

Exons 21271. .21549, 21303 .. 21560 , 

Seq. No. 19635 

Gene No. 40965 

Start 20697 

Name OJ990826_11 . 9B09 . Cll . o2 . tw 

Start 21271 

GI none 

Exons 21271. .21573, 21325 .. 2 14 14 , 

Seq. No. 19636 

Gene No. 40966 

Start 1319 

Name OJ990826_11 . 9B09 . C12 . ol . np 

Start 1319 

GI 5852180 



Seq. ID OJ990826_11.9B09.C11 
Strand 

End 21737 

Method TBLASTX : Soybean 

End 21737 

Score 204 
21550. .21735, 21591. .21737 

Seq. ID OJ9_90826_11.9B09.C11 
Strand 

End 21737 

Method TBLASTX : Wheat 

End 21639 

Score 190-.. ■ 
21550.. 21639 

Seq. ID OJ990826_11.9B09.C12 

Strand + 

End 2675 

Method AAT/NAP 

End 2675 

Score 328 



19955 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1319.. 1372, 2365.. 2476, 2528.. 2675 

(AL117265) zhbOOOlO.l [Oryza sativa] 

19636 Seq. ID 

40966 Strand 

1319 End 

OJ990826_11. 9B09.C12.ol.gs Method 

1560 End 

none Score 
1560.. 1742, 2045.. 2167 



OJ990826_11.9B09.C12 
+ 

2675 
GENSCAN 
2167 
.41 



OJ990826 11.9B09.C12 



19636 Seq. ID 

40967 Strand 

1215 End 1600 

OJ990826_11 . 9B09 . C12 . ol . gp Method AAT/GAP 

1215 End 1600 

uC-osflcyp033a04bl Score 641 

1215. .1600 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19636 Seq. ID 

40968 Strand 

2348 End 
OJ990826_11. 9B09.C12.o2.gs Method 

2348 End 

none Score 

2348. .2519, 2521. .2597 



OJ990826_11.9B09.C12 

2597 
GENSCAN 
2597 
.55 



OJ990826 11.9B09.C13 



19637 Seq. ID 

40969 Strand 
1 End 4062 

OJ990826_11. 9B09.C13.ol.np Method AAT/NAP 
1 End 2271 

5922636 Score 287 

1..17, 1562. .1686, 1949. .2271 

(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

19637 Seq. ID OJ990826_11.9B09.C13 

40969 Strand 

1 End 4062 

OJ990826_11. 9B09.C13.ol.gs Method GENSCAN 

1574 End 4062 

none Score .73 

1574.. 1820, 2000.. 2195, 2278.. 2692, 2753.. 2906, 2999.. 3226, 
3863.. 4062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



19638 
40970 
1 

OJ99082 6_1 1 . 9B09 . C15 . ol . np 
1 

6742729 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 186.7 

Method AAT/NAP 

End 1549 

Score 2400 



19956 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .1549 

(AF121139) RIM2 protein [Oryza sativa] 



19638 
40970 
1 

OJ990826_11. 9B09.C15.o3.tw 

5 

none 

5. .166, 6. .155 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 1867 

Method TBLASTX : Wheat 

End 166 

Score 201 



Seq. No. 19638 

Gene No. 40970 

Start 1 

Name OJ990826_11 . 9B09 . C15 . ol . ts 

Start 30 

GI none 

Exons 30.. 272, 116.. 214 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 1867 

Method TBLASTX : Soybean 

End 272 

Score 203 



Seq. No. 19638 

Gene No. 40970 

Start 1 

Name OJ990826_11 . 9B09 . C15 . ol . gs 

Start 1-95 J . 

GI none 

Exons 195.. 1829 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 1867 

Method GENSCAN 

End 1829 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19638 
40970 
1 

OJ990826_11 . 9B09 . C15 . o2 . tw 

305 

none 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 1867 

Method TBLASTX : Wheat 

End 710 

Score 87 



305. .355, 306. .368, 354. .596, 374. .556, 385. .597, 624. .704, 
626. .709, 629. .709, 630. .710 



Seq. No. 19638 

Gene No. 40970 

Start 1 

Name OJ990826_11 . 9B09 . C15 . ol . tm 

Start 630 

GI none 

Exons 630.. 1106, 768.. 845, 893.. 1108 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 1867 

Method TBLASTX : Mai ze 

End 1108 

Score 288 



Seq. No. 19638 

Gene No. 40970 

Start 1 

Name OJ990826_11 . 9B09 . C15 . ol . tw 

Start 711 

GI none 
Exons 



Seq. ID OJ990826_11.9B09.C15 

Strand + 

End 1867 

Method TBLASTX : Wheat 

End 1867 

Score 863 



711. .896, 716. .1618, 717. .1634, 1627. .1674, 1629. .1673, 
1676. .1771, 1680. .1739, 1718. .1858, 1719. .1865, 1740. .1865, 
1748. .1867 



Seq. No. 
Gene No. 
Start 



19638 
40970 
1 



Seq. ID OJ990826_11.9B09.C15 
Strand + 
End 1867 



19957 




Name 


OJ990826_11 . 9B09.C15.ol .tc 


Method 


TBLASTX: Cress 




Start 


1000 


End 


1452 




GI 


none 


Score 


158 




Exons 


1000.. 1182, 1004.. 1441, 1004 


..1447, 1008. .1451, 1201. .1452, 




1302. . 1451 








Seq. No. 


19639 


Seq. ID 


OJ990826_11 . 9B09 


. C17 


Gene No. 


409.71 


Strand 


+ 




Start 


775 


End 


2710 




Name 


OJ990826 11.9B09.C17.o2.np 


Method 


TV TV ITI /\T 7\ T^l 

AAT/NAP 




Start 


775 


End 


2710 




GI 


4680186 


Score 


243 




Exons 


775. .909, 1298. .1498, 2261.. 


2365, 2493 


. .2710 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


19639 


Seq. ID 


OJ990826 11.9B09 


. C17 


Gene No. 


40971 


Strand 


+ 




Start 


775 


End 


2710 




Name 


OJ990826 11. 9B09.C17.ol.gs 


Method 


GEN SCAN 




Start 


808 


End 


1600 




GI 


none 


Score 


.6 




Exons 


808. .861, 1147. .1458, 1464.. 


1600 






Seq. No. 


19639 


Seq. ID 


OJ990826_11.9B09 


. C17 


Gene No. 


40972 


Strand 






Start 


1 


End 


5020 




Name 


OJ990826 11.9B09.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3314 




GI 


4557066 


Score 


67 




Exons 


1. .77, 277. .484, 3273. .3314 








GI Descrip. 


(AC007045) putative retroelement gag/pol polyprotein 






[Arabidopsis thaliana] 








Seq. No. 


19639 


Seq. ID 


OJ990826_11. 9B09 


.C17 


Gene No. 


40972 


Strand 






Start 


1 


End 


5020 




Name 


OJ990826 11.9B09.C17.ol.gp 


Method 


AAT/GAP 




Start 


2270 


End 


2652 




GI 


uC-osflcyp033a04bl 


Score 


672 




Exons 


2270. .2652 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom; 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


19639 


Seq. ID 


OJ990826_11. 9B09 


.C17 


Gene No. 


40972 


Strand 






Start 


1 


End 


5020 




Name 


OJ990826 11.9B09.C17.o2.gs 


Method 


GENSCAN 




Start 


3110 


End 


4436 




GI 


none - ] 


Score 


. 68 




Exons 


3110. .3214, 3688. .3723, 3766 


. .4436 






Seq. No. 


19639 


Seq. ID 


OJ990826_11. 9B09 


,C17 


Gene No. 


40972 


Strand 






Start 


1 


End 


5020 




Name 


OJ990826 11. 9B09.C17.o3.np 


Method 


AAT/NAP 




Start 


3113 


End 


5020 




GI 


6907087 


Score 


1192 





19958 



Exons 3113.. 3214, 3766.. 4432, 4641.. 5020 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 19640 Seq. ID 

Gene No. 40973 Strand 

Start 359 End 

Name OJ990826_11 . 9B09 . C18 . ol . gs A Method 

Start 359 End 

GI none Score 

Exons 359. . 4 66 



OJ990826_11.9B09.C18 
466 

GEN SCAN 

466 

.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19641 
40974 
1 

OJ990826_11.9B09.C20.ol.np 



Seq. ID OJ990826_11.9B09.C20 

Strand + 

End 554 

Method AAT/NAP 

End 554 

Score 451 



4680179 
1..193, 221. .554 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 19641 

Gene No. 40974 

Start 1 

Name OJ990"826_11 . 9B09 . C20 . ol . gs 

Start 63 

GI none 

Exons 63. .278 



Seq. ID OJ990826_11.9B09.C20 

Strand + 

End 554 

Method GENSCAN 

End 278 

Score .96 



Seq. No. 19641 

Gene No. 40974 

Start 1 

Name OJ990826_11 . 9B09 . C20 . ol . tw 

Start 113 

GI none 

Exons 113. .157, 197. .493, 277. .417 



Seq. ID OJ990826_11.9B09.C20 

Strand + 

End 554 

Method TBLASTX : Wheat 

End 4 93 

Score 59 



Seq. No. 19642 
Gene No:' . 40975 
Start 22 

Name OJ990826_11 . 9B09 . C2 1 . ol . np 

.Start 22 
GI 6063554 
Exons 22.. 239, 324.. 574 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990826_11.9B09.C21 

Strand 

End 574 

Method AAT/NAP 

End 574 

Score 97 



Seq. No. 19642 

Gene No. 40975 

Start 22 

Name OJ990826_11 . 9B09 . C21 . ol . gs 

Start 49 

GI none 

Exons 49.. 527 



Seq. ID OJ990826_11.9B09.C21 
Strand 

End 574 

Method GENSCAN 

End 527 

Score .44 



19959 



Seq. No. 


19643 


Seq. ID 


OJ990826 


1 1 . 


9BU9 




Gene No. 


40976 


Strand 


+ 








Start 


5732 


End 


7831 








Name 


OJ99Uozb 1 1 . 9BU9 . C22 . o2 . np 


Method 


AAT/NAP 








Start 


r T t o 

5732 


End 


7831 








GI 


5852180 


Score 


380 








Exons 


c"7*do ctoc ci c o co o c (Trm 

5732.. 5785, 6768.. 6885, 6937. 


,.7318, 7764. .7831 








GI Descrip. 


(ALll/^bO) ZnDUUUlU.l L^ryza 


sativa ] 










Seq. No. 


19643 


Seq. ID 




_11. 


9B09 


.C22 


Gene No. 


40977 


Strand 










Start 


C O T 

68 / 


End 


1227 








Name 


OJ990826 11 . 9BU9 . C22 . ol . gs 


Method 


GENSCAN 








Start 


r o *7 

687 


End 


i n i ^ 

122 / 








GI 


none 


Score 


. 4 6 








Exons 


CG~1 O A A 1 O O "7 

bo/. .844, lU14..1i_/ 












Seq. No. 


19643 


Seq. ID 


/"\ to n n o o (C 


_11. 


9B09 


.C22 


Gene No. 


40978 


Strand 










Start 


5128 


End 


/ 33o 








Name 


OJ990826 11 . 9B09 . C22 . o3 . gs 


Method 


GENSCAN 








Start 


5128 


End 


7338 








GI 


none 


Score 


. / 4 








Exons 


5128.. 5194, 7179. .7338 












Seq. No. 


19643 


Seq. ID 


OJ990826 


11 . 


9B09 


. C22 


Gene No. 


40978 


Strand 










Start 


5128 


End 


7338 








Name 


OJ990826 11.9B09.C22.ol.gp 


Method 


AAT/GAP 








Start 


5634 


End 


6015 








GI 


uC-osflcyp033a04bl 


Score 


663 








Exons 


5634. .6015 












GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


19644 


Seq. ID 


OJ990826 


_11. 


9B09 


.C23 


Gene No. 


40979 


Strand 


+ 








Start 


733 


End 


2076 








Name 


OJ990826 11.9B09.C23.o2.np 


Method 


AAT/NAP 








Start 


733 


End 


2076 








GI 


629693 


Score 


521 









Exons 733.. 780, 959.. 2076 

GI Descrip. probable integrase - common tobacco (fragment) 

gi I 530742 |emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 19644 

Gene No. 40979 

Start 733 

Name OJ990826_ll.9B09.C23.ol.np 

Start 844 

GI 4544372 

Exons 844.. 2025 

GI Descrip. (AC006920) 
thaliana] 



Seq. ID OJ990826_11.9B09.C23 

Strand + 

End 2076 

Method AAT/NAP 

End 2025 

Score 512 



putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 
Gene No. 



19644 
40980 



Seq. ID OJ990826_11.9B09.C23 
Strand + 



19960 




Start 


n o c a 






End 






Name 


OJ990826 11.9B09.C23 


— . o 

. o3 , 


.gs 


Method 


T" > XT O /"* TV XT 

GENSCAN 




Start 


c\ o rz c\ 

9oo9 






End 


1 /"l C C O 

lUb b2 




GI 


none 






Score 


. o4 




Exons 


9o by . . IUob2 












Seq. No. 


~\ Ck C A A 

iy b4 4 






Seq. ID 


ojyyuo2b ii.yBuy. 


r* o o 
. C23 


Gene No. 


40980 






Strand 


+ 




Start 


9869 






End 


10624 




Name 


ojyyuo^b li.yBuy.c^j 


.03, 


.np 


Metnod 


7\ 7\ rp / M TV D 

AA1 / Mr 




Start 


n o c o 

yy by 






End 


1 f\ c o yt 

10b24 




GI 


A /TO AOAO 






Score 


Oil 

oil 




Exons 


yy by . . iub24 












GI Descrip. 


(AF1141/1) TNP2-liKe 


protein 


[Sorghum 


bicolor ] 




Seq. No. 


19644 






Seq. ID 


OJ990826_11.9B09. 


,C23 


Gene No. 


40981 






Strand 






Start 


24 22 






End 


o 4 UU 




Name 


ojyyoo2b 11.yB0y.c23 


.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


TOO 

182 






T-l _ _J 

End 


coo 

592 




GI 


none 






Score 


1 ji r 

1 4 0 




Exons 


lOO Ol Q 1 QO Q1 Q 

io2..jiy, io2..Jiy, 


340. 


. .507, 


341. . t>y2 






Seq. No. 


19644 






Seq. ID 


OJ990826 11.9B09. 


. C23 


Gene No. 


40981 






Strand 






Start 


2422 - 






End 


8400 




Name 


OJ990826 11.9B09.C23 


.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


880 






End 


1197 




GI 


none 






Score 


194 




Exons 


880. .1197 













Seq. No. 19644 Seq. ID 

Gene No. 40981 Strand 

Start 2422 End 

Name OJ990826_11 . 9B09 . C23 . o3 . tw Method 

Start 886 ■ End 

GI none Score 

Exons 886.. 1194, 1219.. 1275 



OJ990826_11 . 9B09 .C23 
8400 

TBLASTX: Wheat 

1275 

165 



Seq. No. 19644 Seq. ID 

Gene No. 40981 Strand 

Start 2422 End 

Name ' OJ99082 6_11 . 9B09 . C23 . o4 . ts Method 

Start 1045 End 

GI none Score 

Exons 1045.. 1353, 1149.. 1355 



OJ990826_11.9B09.C23 
8400 

TBLASTX : Soybean 

1355 

212 



Seq. No. 19644 Seq. ID 

Gene No. 40981 Strand 

Start 2422 End 

Name OJ99082 6_11 . 9B09 . C23 . o2 . tw Method 

Start 1603 End 

GI none Score 

Exons 1603.. 2010, 1752.. 1976 



OJ990826_11.9B09.C23 
8400 

TBLASTX: Wheat 

2010 

204 



Seq. No. 19644 Seq. ID OJ990826_11.9B09.C23 

Gene No. 40981 Strand 

19961 



Start 


2422 


Name 


OJ990826 11 . 9B09 .C23 . o2 . ts 


Start 


1786 


GI 


none 


Exons 


1786. .2076, 1786 .. 1920, . 1 loo 


Seq. No. 


19644 


Gene No. . 


40981 


Start 


2422 


Name 


OJ990826_11.9B09.C23.o2.gs 


Start 


2422 


GI 


none 


Exons 


2422.. 2681, 2714.. 3104, 3187 




4016. .4274, 4470. .4764, 4999 




8222 . .8400 


Seq. No. 


19644 


Gene No. 


40982 


Start 


10206 


Name 


OJ990826_11 . 9B09 . C23 . ol . tw 


Start 


10206 


GI 


none 


Exons 


10206. .10313, 10220. .10327, 




10321. .10563, 10329. .10571 


Seq. No. 


19644 


Gene No. 


40982 


Start 


10206 


Name 


OJ990826_11 . 9B09.C23.o3. ts 


Start 


10343 


GI 


none 


Exons 


10343 .. 10558, 10351 .. 10557 , 


Seq. No. 


19645 


Gene No. 


40983 


Start 


157 


Name 


OJ990826_11 . 9B09 . C24 . ol .gs 


Start 


157 


GI 


none . 


Exons 


157 . .299 


Seq. No. 


19646 


Gene No. 


40984 


Start 


1 


Name 


OJ990916 18 . 9B01 . CI . ol . np 


Start 


1 


GI 


4680203 


Exons 


1 . . 917 


GI Descrip. 


(AF114171) TNP2-like protein 


Seq. No. 


1964 6 


Gene No. 


40984 


Start 


1 


Name 


OJ990916 18.9B01.Cl.ol.tw 


Start 


21 


GI 


none 


Exons 


21. .143, 37. .120, 156. .572, 



End 8400 

Method TBLASTX : Soybean 

End 2076 

Score 224 



Seq. ID OJ990826_11.9B09.C23 
Strand 

End 8400 

Method GENSCAN 

End 8400 

Score . 62 



Seq. ID OJ990826_11.9B09.C23 
Strand 

End 10624 

Method TBLASTX : Wheat 

End 10571 

Score 84 



Seq. ID OJ990826_11.9B09.C23 
Strand 

End 10624 

Method TBLASTX : Soybean 

End 10624 ■ 

Score 207 



Seq. ID OJ990826_11.9B09.C24 

Strand + 

End 299 

Method GENSCAN 

End 299 

Score .85 



Seq. ID OJ990916_18.9B01.C1 

Strand 

End 917 

Method AAT/NAP 

End 917 

Score 518 



Seq. ID OJ990916_18.9B01.C1 
Strand 

End 917 

Method TBLASTX : Wheat 

End 572 

Score 76 
37. .483 



19962 



Seq. No. 


19646 




Seq. ID 


OJ990916_18. 


. 9B01 


.CI 


Gene No . 


A A Q O A 

4U984 




CJ- V -I rt,rt 

Strand 








Start 


1 




hno 


yi / 






Name 


ojy9U9io io.yBoi.ci. 


>^ i « rt 
ol . gs 


Method 


rt T-l » -J rt rt J> V T 

GENSCAN 






Start 


A O 




End 


917 






/rt T 

GI 


none 




Score 


.93 






Exons 


4o . . y i / 












Seq. No. 


19646 




Seq. ID 


OJ990916_18. 


. 9B01, 


.CI 


Gene No . 


4 U984 




Strand 








Start 


1 




End 


917 






Name 


ojyyuyio is.9BUi.ci. 


« 1 -i- rt 
ol . ts 


Method 


TBLASTX : Soybean 




Start 


lo j 




End 


500 






GI 


none 




Score 


192 






Exons 


163. .447, 165. .446, 


1 1 A ACQ 

214 . . 4 68 , 


A A d A AC 

445 . . 4 95, 


453. .500 






Seq. No. 


19647 




Seq. ID 


OJ990916_18. 


nn a i 

, 9B01 , 


.C2 


Gene No. 


4 u ybo 




Strand 








Start 


O A O C 

2086 




End 


2282 






XT mrt 

Name 


ojyyuyio io.yBu1.c2. 


ol . gs 


KArt 4- K rt « 

Method 


GENSCAN 






Start 


O A O £ 




End 


2282 






GI 


none 




Score 


.52 






Exons 


2086. .2106, 2235. .22 


182 










Seq. No. 


19648 




Seq. ID 


OJ990916_18. 


fin a i 

, 9BU1 , 


.C4 


Gene No; 


40986 




Strand 


+ 






Start 


1 




End 


185 






Name 


OJ990916 18.9B01.C4. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


185 






GI 


C T O O O T O 

5738378 




Score 


144 






Exons 


1 IOC 

1 . .185 












GI Descrip. 


/ 7\ T A O A O C \ _ , , .1- 4- J , , _ 

(ALU80253) putative 


protein [Arabidopsis thaliana] 






Seq. No. 


19648 




Seq. ID 


OJ990916_18, 


.9B01, 


,C4 


Gene No. 


4 uyo / 




Strand 


+ 






Start 


A C O 

4 58 




End 


1118 






Name 


.ojyyuyio io.yBUi.C4. 


ol . gs 


Method 


GENSCAN 






otart 


A CLQ 




End 


1118 






bl 


none 




Score 


. 68 






Exons 


/ICO C A ~1 TTn ooi 

458. .54/, ///..831, 


1006. .1118 








C rt rt> KTrt 

oeq. no. 


19648 




Seq. ID 


OJ990916_18. 


, 9B01. 


■ C4 


Gene No. 


40988 




Strand 








Start 


1 




End 


374 






Name 


OJ990916 18.9B01.C4. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


374 






GI 


4780 1.R1084 




Score 


732 






Exons 


1. .374 












GI Descrip. 


'5738378/emb|CAB52821 . 1 | l.Oe- 


-73 (AL080253) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


19648 




Seq. ID 


OJ990916_18. 


9B01. 


,C4 


Gene No. 


40988 




Strand 








Start 


1 




End 


374 






Name 


OJ990916 18.9B01.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


275 







19963 



GI 


none 


Score 


Of) 


Exons 


3. .185, 4. .186/ 5. .169, 252. 


.275 




Seq. No. 


19648 


Seq. ID 


OJ990916 18.9B01.C4 


Gene No. 


40988 


Strand 




Start 


1 


End 


374 


Name 


OJ990916 18.9B01.C4 .ol.ts 


Method 


TBLASTX: Soybean 


Start 


3 • 


End 


178 


GI 


4303668 


Score 


206 


Exons 


3. .170, 3. .170, 5. .178 






GI • Descrip. 


2228771 5.0e-09 (AF001453) Dc3 promoter-binding factor-1 




[Helianthus annuus] 






Seq. No. 


19649 


Seq. ID 


OJ990916_18. 9B01.C5 


Gene No. 


40989 


Strand 


+ 


Start 


297 


End 


1549 


Name 


OJ990916 18.9B01.C5.ol.np 


Method 


AAT/NAP 


Start 


297 


End 


1549 


GI 


4455335 


Score 


659 


Exons 


297. .457, 529. .727, 1076. .1549 




GI Descrip. 


(AL035525) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


19649 


Seq. ID 


OJ990916_18. 9B01.C5 


Gene No. 


40989 


Strand 


+ 


Start 


297 


End 


1549 


Name 


OJ990916 18.9B01.C5.ol.gs 


Method 


GENSCAN 


Start 


529 


End 


1539 


GI 


none 


Score 


. 7 


Exons 


529;. 727, 1076. .1539 






Seq. No. 


19649 


Seq. ID 


OJ990916_18. 9B01.C5 


Gene No. 


40990 


Strand 




Start 


1362 


End 


1549 


Name 


OJ990916 18. 9B01.C5. ol.ts 


Method 


TBLASTX : Soybean 


Start 


290 


End 


1537 


GI 


none 


Score 


41 


Exons 


290. .355-, 296. .457, 297. .455 


, 383. .457, 


511. .729, 523. .729, 




530. .757, 1073. .1312, 1078.. 


1281, 1355. 


.1537, 1390.. 1434 


Seq. No. 


19649 


Seq. ID 


OJ990916_18. 9B01.C5 


Gene No. 


40990 


Strand 




Start 


1362 


End 


1549 


Name 


OJ990916 18.9B01.C5.ol.tm 


Method 


TBLASTX : Maize 


Start 


296 


End 


1547 


GI 


none 


Score 


259 


Exons 


296. .457, 297. .458, 303. .455, 303. .461, 


511. .732, 519. .731, 




527. .760, 1067. .1330, 1073.. 


1336, 1078. 


. 1347, 1081. .1335, 




1328. .1537, 1338. .1547, 1340 


. .1543 





Seq. No. 19649 Seq. ID OJ990916_18 . 9B01 . C5 

Gene No. 40990 Strand 

Start 1362 End 1549 

Name OJ990916_18 . 9B01 . C5 . ol . gp Method AAT/GAP 

Start 1362 End 1549 

GI 4505_1.R1084 Score 332 

Exons 1362.. 1549 

GI Descrip. ' 4 4 55335/emb | CAB367 95 . 1 | 4.0e-10 (AL035525) putative protein 



19964 





[Arabidopsis thaliana] 1 










Seq. No. 


19650 




Seq. ID 


OJ990916_18 


. 9B01 


.C6 


Gene No. 


40991 




Strand 








Start 


77 




End 


4/3 






Name 


OJ990916 18 


.9B01.C6.ol.gs 


Method 


GENSCAN 






Start 


77 




End 


4 73 






GI 


none 




Score 


. 73 






Exons 


77. .473 












Seq. No. 


19651 




Seq. ID 


OJ990916_18 


.9B01 


C8 


Gene No. 


40992 




Strand 








Start 


1030 




End 


1085 






Name 


OJ990916 18 


.9B01.C8.ol.gp 


Method 


AAT/GAP 






Start 


1030 




End 


1085 






GI 


699868 




Score 


87 






Exons 


1030. .1085 












Seq. No. 


19652 




Seq. ID 


OJ990916_18 


.9B01 


C9 


Gene No. 


40993 




Strand 


+ 






Start 


1158 




End 


O "3 O 1 

2327 






Name 


OJ990916 18 


.9B01.C9.ol.gs 


Method 


GENSCAN 






Start 


1158 




End 


2327 






GI 


none 




Score 


. 51 






Exons 


1158. .1307, 


2247. .2327 










Seq. No. 


19652 




Seq. ID 


OJ990916_18 


. 9B01 


C9 


Gene No. 


40994 




Strand 


+ 






Start 


3298 




End 


3574 






Name 


OJ990916 18 


.9B01.C9.ol.gp 


Method 


Tl TV m / /""'I TV T\ 

AAT / GAP 






Start 


3298 




End 


3574 






GI 


428703 




Score 


542 






Exons 


3298. .3574 












Seq. No. 


19652 




Seq. ID 


OJ990916_18 


. 9B01 


C9 


Gene No. 


40995 




Strand 








Start 


2601 




End 


34 / o 






Name 


OJ990916 18 


. 9B01.C9.o2 .gs 


Method 


GENSCAN 






Start 


2601 




End 


3476 






GI 


none 




Score 


. 8 






Exons 


2601. .2749, 


3269. .3476 










Seq. No. 


19 DO 3 




Seq. ID 


OJ990916 18 


. 9B01 


C10 


Gene No. 


40996 




Strand 


+ 






Start 


1 




End 


2771 






Name 


OJ990916 18 


. 9B01.C10.ol .np 


Method 


AAT /NAP 






Start 


1 




End 


547 






GI 


5903071 




Score 


471 






Exons 


1. .547 












GI Descrip. 


(AC008017) 


Unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


19653 




Seq. ID 


OJ990916_18 


. 9B01 


C10 


Gene No. 


40996 




Strand 


+ 






Start 


1 




End 


2771 ' 






Name 


OJ990916 18 


. 9B01.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


215 






GI 


none 




Score 


86 







19965 



Exons 



61, 3. .62, 86. .211, 87. .215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19653 
40996 
1 

OJ990916_ 
6 

none 



18.9B01.C10.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990916_18 . 9B01 . CIO 
+ 

2771 

TBLASTX : Soybean 

359 

187 



,230, 45. .155, 71. .229, 315. .359 



Seq. No. 


19653 






Seq. ID 


OJ990916_18. 9B01 


Gene No. 


40996 






Strand 


+ 


Start 


1 






End 


2771 


Name 


OJ990916 


18.9B01.C10.ol, 


.gs 


Method 


GEN SCAN 


Start 


42 






End 


2771 


GI 


none 






Score 


. 66 


Exons 


42. .448, 


540. .701, 1217. 


. .1551, 


2295.. 2322, 2555. .2771 


Seq. No. 


19653 






Seq. ID 


OJ990916_18.9B01 


Gene No. 


40996 






Strand 


+ 


Start 


1 






End 


2771 


Name 


OJ990916 


18.9B01.C10.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


219 






End 


547 


GI 


none 






Score 


97 


Exons 


219. .377, 


221. .358, 375, 


. .533, 


422. .529, 


446. . 547 . 



Seq. No. 19653 Seq. ID 

Gene No. 40996 Strand 

Start 1 End 

Name OJ990916_18 . 9B01 . C10 . ol . tc Method 

Start 312 End 

GI none Score 

Exons 312.. 377, 369.. 524, 416.. 520 



OJ990916_18.9B01.C10 
+ 

2771 

TBLASTX: Cress 

524 

86 



Seq. No. 19653 Seq. ID 

Gene No. 40996 Strand 

Start 1 End 

Name OJ990916_18 . 9B01 . C10 . o2 . ts Method 

Start 369 End 

GI none Score 

Exons 369.. 524, 422.. 514 



OJ990916_18.9B01.C10 
+ 

2771 

TBLASTX : Soybean 

524 

196 



Seq. No. 19654 Seq. ID 

Gene No. 40997 Strand 

Start 1 End 

Name OJ990916_18 . 9B01 . Cll . ol . np Method 

Start 1 End 

GI 2429362 Score 

.Exons 1..305, 1709.. 2243 

GI Descrip. (AF020261) proline rich protein [Santalum album] 



OJ990916_18.9B01.C11 
+ 

2243 
AAT/NAP 
2243 
171 



Seq. No. 19654 Seq. ID 

Gene No. 40998 Strand 

Start 43 End 

Name OJ990916_18 . 9B01 . CI 1 . ol . gs Method 

Start 43 End 

GI none Score 



OJ990916_18.9B01.C11 
305 

GENSCAN 

305 

.47 



19966 




Exons 43. . 305 



Seq. No. 


19654 


Seq. ID 


OJ990916 18.9B01.C11 


Gene No. 


40999 


Strand 




Start 


670 


End 


1951 


Name 


OJ990916 18 . 9B01 .Cll . o2 . gs 


Method 


GENSCAN 


Start 


670 


End 


1951 


GI 


none 


Score 


.55 


Exons 


670. .800, 1015. .1147, 1283.. 


1642, 1880 


. . 1951 


Seq. No. 


19655 


Seq. ID 


OJ990916_18.9B01.C12 


Gene No. 


41000 


Strand 


+ 


Start 


10642 


End 


18025 


Name 


OJ990916 18 . 9B01 . C12 . ol . np 


Method 


TV Tl m / 11 Ti T*\ 

AAT/NAP 


Start 


10642 


End 


12578 


GI 


2129579 


Score 


24 41 


Exons 


10642 .. 11883, 12138. .12578 






GI "Descrip. 


Dwarfl protein - Arabidopsis 


thaliana 


gi|516043 (U12400) Dwa: 




[Arabidopsis thaliana] 






Seq. No. 


19655 


Seq. ID 


OJ990916_18.9B01.Cl2 


Gene No. 


41000 


Strand 


+ 


Start 


10642 


End 


18025 


Name 


OJ990916_] r 8 . 9B01 . C12 . o3 . gs 


Method 


GENSCAN 


Start 


10642 


End - 


18010 


GI 


none 


Score 


.59 


Exons 


10642.. 11883, 12138.. 12527, 


14965. .15378, 16304 .. 16555, 




17343.. 17474, 17894.. 18010 






Seq. No. 


19655 


Seq. ID 


OJ990916__18.'9B01.C12 


Gene No. 


41000 


Strand 


+ 


Start 


10642 


■ End 


18025 


Name 


OJ990916 18.9B01.C12.ol.gp 


Method 


AAT/GAP 


Start 


11255 


End 


12885 


GI 


352 2.R1084 


Score 


2689 


Exons 


11255. .11883, 12138. .12885 






GI .Descrip.- 


'2129579/pir | IS71189 1 . 0e-174 Dwarf 1 protein - Arabidopsis 




thaliana >gi_516043 (U12400) 


Dwarfl [Arabidopsis thaliana] 1 


Seq. No. 


19655 


Seq. ID 


OJ990916_18.9B01.C12 


Gene No. 


41000 


Strand 


+ 


Start 


10642 


End 


18025 


Name 


OJ990916 18. 9B01.C12.o2.np 


Method 


AAT/NAP 


Start 


16304 


End 


18025 


GI 


5738378 


Score 


420 


Exons 


16304. .16555, 1734 3 .. 1747 4 , 


17894 . .18025 


GI Descrip. 


(AL080253) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


19655 


§eq. ID 


OJ990916_18.9B01.C12 


Gene No. 


41000 


Strand 


+ 


Start 


10642 


End 


18025 


Name 


OJ990916 18.9B01.C12.o2.gp 


Method 


AAT/GAP 


Start 


16520 


End 


18010 


GI 


4780 1.R1084 


Score 


479 


Exons 


16520. .16555, 1734 3 .. 174 74 , 


17894 . . 18010 


GI Descrip. 


'5738378/emb|CAB52821.1| 1.0e-73 (AL080253) putative protein 



[Arabidopsis thaliana] 1 



19967 




Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


.C12 


Gene No . 


41001 






Strand 






Start 


65 






End 


o o o o 
3o3o 




Name 


OJ990916 18.9B01.C12 


, ol . gs 


Method 


GENSCAN 




Start 


65 






T-l _J 

End 


*5 O O O 

3838 




GI 


none 






Score 


. 63 




Exons 


65. .240, 2003. .2088, 


O £L "5 fi 

3639 . . 


T> o o o 

3o3o 






Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


. C12 


Gene No. 


41002 






Strand 






Start 


10600 






End 


12592 




Name 


OJ990916 18.9B01.C12. 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


10600 






End 


12572 




GI 


none 






Score 


1813 




Exons 


10600. 


.10791, 10635., 


. 11081 , 


10642. .11886, 10819. . 11886, 






11129. 


.11890, 11160., 


. 1 ly03 , 


12136. .12318, 12137. . 12529, 






12138. 


.12572 










Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


. C12 


Gene No. 


41002 






Strand 






Start 


10600 






End 


12592 




Name 


OJ990916 18.9B01.C12, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10625 






End 


12592 




GI 


none 






Score 


354 




Exons 


10625. 


.11065, 10639., 


1 1 "7 C 1 

. 11 /ol , 


10642. .11751, 11160. . 117 65, 






11730. 


.11888, 11749., 


. 1 1 O 0 O , 


11750. .118 90, 11753. .11890, 






12135. 


.12494, 12137., 


. 12532 , 


12138. .12575, 12299.. 12592 




Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


. C12 


Gene No. 


41002 






Strand 






Start 


10600 






End 


12592 




Name 


OJ990916 18.9B01.C12, 


. Ol . ts 


Method 


TBLASTX : Soybean 




Start 


10657 






End 


12572 




GI 


none 






Score 


1057 




Exons 


10657. 


.11433, 10657., 


. 11433, 


11425. .11886, 11429. . 11884, 






11436. 


.11903, 11440., 


1 1 o o c 
. HOOD, 


12135. .124 94, 12137. . 12532, 






12138. 


.12572, 12175., 


. 12537 








Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


.C12 


Gene No. 


41002 






Strand 






Start 


10600 






End 


12592 




Name 


OJ990916 18.9B01.C12. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10976 






End 


11499 




GI 


none 






Score 


736 




Exons 


10976. 


.11056, 10977., 


. llUol, 


10978. .114 99, 10981. . 114 96, 






11160. 


. 11498 










Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


.C12 




41002 






Strand 






Start 


10600 






End 


12592 




Name 


OJ990916 18.9B01.C12. 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11611 






End 


11900 




GI 


none 






Score 


469 




Exons 


11611. 


.11883, 11615.. 


,11887, 


11616. .11888, 11616.. 11900 




Seq. No. 


19655 






Seq. ID 


OJ990916_18.9B01 


.C12 



19968 




Gene No. 


41002 




Strand 








Start 


10600 




End 


12592 






Name 


OJ990916_18 . 9B01 .C12. 


o3. tw 


Method 


TBLASTX: 


Wheat 




Start 


12314 




End 


12588 






GI 


none 




Score 


226 






Exons 


12314.. 12568, 12315.. 


12581,"* 


12317. . 12532, 12340 


. . 12588 




Seq. No. 


19655 




Seq. ID 


OJ990916 


_18 . 9B01 


.C12 


Gene No. 


41003 




Strand 








Start 


16297 




End 


18022 






Name 


y-\ T rt rt rt rt i •* rt rt rt ** f \ ^ rt 

OJ990916 18.9B01.C12. 


o2 . ts 


Method 


TBLASTX : 


Soybean 




Start 


16297 




End 


17489 






GI 


none 




Score 


211 






Exons 


16297 . . 16380, 16298 . . 


16549, 


16456. .16542, 17335 


. . 17481, 






17 33 6.. 17482, 17340.. 


17480, 


17340. .17489 






Seq. No. 


19655 




Seq. ID 


OJ990916 


_18 . 9B01 


.C12 


Gene No. 


41003 




Strand 








Start 


16297 




End 


18022 






Name 


OJ990916_18 . 9B01 . CI 2 . 


o2 . tm 


Method 


TBLASTX:: 


Maize 




Start 


16303 




End 


18022 






GI 


none 




Score 


395 






Exons 


1630 3.. 16545, 16304.. 


16555, 


17340. . 17480, 17342 


. . 17473, 






17 88 6 . . 17 933, 178 91 . . 


18010, 


17891. .18022 






Seq. No. 


19656 




Seq. ID 


OJ990916 


_18 . 9B01 


.C13 


Gene No. 


41004 




Strand ~ 


+ 






Start 


1 




End 


2314 






Name 


OJ990916_18 . 9B01 . CI 3 . 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2314 






GI 


4206306 




Score 


1541 






Exons 


1 . . 2314 












GI Descrip. 


(AF049110) prpol [Zea 


mays] 










Seq. No. 


■^19656 




Seq. ID 


OJ990916 


_18 . 9B01 


.C13 


Gene No. 


41005 




Strand 


+ 






Start 


4041 




End 


11110 






Name' 


OJ990916 18.9B01.C13. 


o2 . np 


Method 


AAT/NAP 






Start 


4041 




End 


11110 






GI 


5852180 




Score 


514 






Exons 


4041. .4125, 7528. .7581, 8560 


..8681, 8733. .9175, 


11049. . 


11110 


GI Descrip. 


(AL117265) zhb00010.1 


[Oryza 


sativa] 








Seq. No. 


19656 




Seq. ID 


OJ990916 


_18.9B01 


.C13 


Gene No. 


41005 




Strand 


+ 






Start 


4041 




End 


11110 






Name 


OJ990916 18.9B01.C13. 


o3.gs 


Method 


GENSCAN 






Start 


6077 




End 


7880 






GI 


none 




Score 


.9 






Exons 


6077. .6473, 7528. .758 


1, 7678 


. .7880 








Seq. No. 


19656 




Seq. ID 


OJ990916 


JL8.9B01 


.C13 


Gene No. 


41005 




Strand 


4- 






Start 


4041 




End 


11110 






Name 


OJ990916 18.9B01.C13. 


o4 . gs 


Method 


GENSCAN 






Start 


8794 




End 


9105 






GI 


none 




Score 


.85 







19969 



Exons 



8794. .9105 



Seq. No. 19656 

Gene No. 41006 

Start 2902 

Name OJ990916_18 . 9B01 .C13 . o2 . gs 

Start 2902 

GI none 

Exons 2902.. 3339, 3634.. 3873, 4024, 
5149.. 5373, 5630.. 5954 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 5954 

Method GENSCAN 

End ■ 5954 

Score .7 

.4293, 4350. .4457, 4560. .5053, 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ990916_18 . 9B01 . C13 . ol . tw 

Start 487 

GI none 

Exons 487.. 576, 488.. 595, 632.. 919, 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7810 

Method TBLASTX : Wheat 

End 919 

Score 129 

634.. 918 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ990916_18 . 9B01 . C13 . o2 . tm 

Start 109.8 

GI none 

Exons 1098.. 1364, 1150.. 1365, 1223. 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7810 

Method TBLASTX: Maize * 

End 1365 ' 

Score 216 

1363 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ990916JL8 . 9B01 .C13 . o2 . tw 

Start 1206 

GI none 

Exons 1206.. 1595 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7810 

Method TBLASTX : Wheat 

End 1595 

Score 252 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ99091 6_18 . 9B01 . C13 . ol . tm 

Start 1365 

GI none 

Exons 1365.. 1727, 1457.. 1726 



"Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7 810 

Method TBLASTX : Mai ze 

End 1727 

Score 364 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ990916_18 . 9B01 . C13 . ol . ts 

Start 1368 
GI .j none 

Exons 1368.. 1511, 1397.. 1510, 1517. 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7810 

Method TBLASTX : Soybean 

End 1742 

Score 92 

1735, 1518.. 1742 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ990916_18 . 9B01 . C13 . o3 . tm 

Start 2003 

GI none 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7810 

Method TBLASTX : Maize 

End 2263 

Score 184 



19970 



Exons 



2003.. 2263, 2044;. 2238 



Seq. No. 19656 

Gene No. 41007 

Start 7430 

Name OJ990916_18 . 9B01 . C13 . ol . gp 

Start 7430 

GI uC-osf Icyp033a04bl 

Exons 7430.. 7810 

GI Descrip. 1 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990916_18.9B01.C13 
Strand 

End 7810 

Method AAT/GAP 

End 7810 

Score 662 



Seq. No. 19657 Seq. ID 

Gene No. 41008 Strand 

Start 1087 End 

Name OJ990916_18 . 9B01 . C14 . ol . gp Method 

Start 1087 End 

GI 38012_1.R1084 Score 

Exons 1087.. 1164 

GI Descrip. ' 4097 947 /gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor <Gns9) gene, complete cds 1 



OJ990916_18.9B01.C14 

+ 

1164 
AAT/GAP 
1164 
89 



Seq. No. 19657 Seq. ID 

Gene No. 41009 Strand 

Start 3658 End 

Name OJ990916_18 . 9B01 . C14 . ol . gs Method 

Start 3658 End 

GI none Score 

Exons 3658.. 4224 



OJ990916_18.9B01.C14 

+ 

4224 
GEN SCAN 
4224 
1 



Seq. No. 19657 Seq. ID 

Gene No. 41009 Strand 

Start 3658 End 

Name OJ990916_18 . 9B01 . C14 . ol . np Method 

Start 3658 End 

GI 6227011 Score 

Exons 3658.. 4212 

GI Descrip. (AC009513) F12P19.3 [Arabidopsis thaliana] 



OJ990916_18.9B01.C14 
+ 

4224 
AAT/NAP 
4212 
185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19658 
41010 
1 

OJ990916_18 .9B01.C15.ol.np 



Seq. ID OJ990916_18.9B01.C15 

Strand + 

End 1601 

Method ' AAT/NAP 

End 800 

Score 83 



6324074 
1..30, 638. .800 

Contains seven cysteine rich zinc finger motifs of the ' CCHC 
retroviral-type' ; Gis2p gi | 1730843 | sp | P53849 | YNZ5_YEAST 
HYPOTHETICAL 17.1 KD PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
gi|2131945|pir| IS63228 hypothetical protein YNL255c - yeast 
(Saccharomyces cerevisiae) gi | 1255963 | emb | CAA6548 9 | (X96722) ORF 
N0852 [Saccharomyces cerevisiae] gi 1 1302303 | emb | CAA961 62 | (Z71 



Seq. No. 19658 

Gene No. 41010 

Start 1 

Name OJ990916_18 . 9B01 . C15 . ol . gs 



Seq. ID OJ990916_18.9B01.C15 

Strand + 

End 1601 

Method GENSCAN 



19971 




Start 


480 




End 


1601 




GI 


none 




Score 


. 6 




Exons 


480 . .1601 










Seq. No. 


19659 




Seq. ID 


OJ990916 18.9B01 


.C16 


Gene No. 


41011 




Strand 


- 




Start 


140 




End 


1819 




Name 


OJ990916 18 . 9B01 . C16 . ol . 


,gs 


Method 


GENSCAN 




Start 


140 




End 


1772 




GI 


none 




Score 


. 45 




Exons 


140. .352, 418. .560, 929. 


. . 1772 








Seq. No. 


19659 




Seq. ID 


OJ990916_18 . 9B01 


.C16 


Gene No. 


41011 




Strand 






Start 


140 




End 


1819 




Name 


OJ990916_18 . 9B01.C16.ol . 


, tw 


Method 


TBLASTX: Wheat 




Start 


194 




End 


1442 




GI 


none 




Score 


71 




Exons 


194. .313, 314. .418, 315. 


, .419, 


445. .489, 


489. .533, 490.. 


540, 




556..696, 556.-696, 777. 


o n o 

. . 8 93, 


900. .1442, 1035. .1295, 1048. .1398 


Seq. No. 


19659 




Seq. ID 


OJ990916_18.9B01 


.C16 


Gene No. 


41011 




Strand 


- 




Start 


140 




End 


1819 




Name 


OJ990916 18. 9B01.C16.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


257 




End 


504 




GI 


none 




Score 


71 




Exons 


257. .451, 321. .437, 448. 


, . 504 








Seq. No. 


19659 




Seq. ID 


OJ990916JL8.9B01 


.C16 


Gene No. 


41011 




Strand 






Start 


140 




End 


1819 




Name 


OJ990916 18 . 9B01 . C16 . ol . 


.np 


Method 


AAT/NAP 




Start 


611 




End 


1819 




GI 


6742729 




Score 


923 




Exons 


611 . .1819 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


19659 




Seq. ID 


OJ990916_18.9B01 


.C16 


Gene No. 


41011 




Strand 






Start 


140 




End 


1819 




Name 


OJ990916 18.9B01.C16.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


792 




End 


1152 




GI 


none 




Score 


91 




Exons 


792. .893, 900. .1151, 1048. .1152 






Seq. No. 


19659 




Seq. ID 


OJ990916_18. 9B01 


.C16 


Gene No. 


41011 




Strand 






Start 


140 ■ 




End 


1819 




Name 


OJ990916 18. 9B01.C16.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


1086 




End 


1401 




GI 


none 




Score 


158 




Exons 


1086. .1400, 1105. .1401 










Seq. No. 


19659 




Seq. ID 


OJ990916_18.9B01 


.C16 


Gene No. 


41011 




Strand 






Start 


140 




End ' 


1819 





19972 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990916_18 . 9B01 .CI 6. o2 . ts Method 
1098 End 
none Score 
1098. .1343, 1099. .1224, 1353. .1481 



19659 
41011 
140 

OJ990916_18.9B01.C16.o2.tm 

1579 

none 

1579. .1767, 1587. .1769 

19659 
41011 
140 

OJ990916_18. 9B01.C16.o2. tw 

1590 

none 



TBLASTX : Soybean 

1481 

61 



Seq. ID OJ990916_18.9B01.C16 
Strand 

End 1819 

Method TBLASTX: Maize 

End 1769 

Score 83 



Seq. ID OJ990916_18.9B01.C16 
Strand 

End 1819 

Method TBLASTX : Wheat 

End 1773 

Score 43 



1590. .1652, 1600. .1641, 1653. .1772, 1656. .1772, 1657. .1773 



19660 
41012 
23 

OJ990916_18.9B01.C17.ol.gs 
23 

none 
23. .193 



Seq. ID OJ990916_18.9B01.C17 

Strand + 

End 193 

Method GEN SCAN 

End 193 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



19661 
41013 
757 

OJ990916_18 . 9B01 . C18 . ol . np 
757 
81286 

757. .1206, 6058. .6231 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 I 
(X65165) extensin [Volvox carteri] 



Seq. ID OJ990916_18.9B01.C18 

Strand + 

End 6242 

Method AAT/NAP 

End 6231 

Score 299 



19661 
41013 
757 

OJ990916_18 . 9B01.C18.ol.gs 

784 

none 



Seq. ID OJ990916_18.9B01.C18 

Strand + 

End 6242 

Method GENSCAN 

End 6242 

Score . 62 



784. .1169, 1773. .2395, 2474. .2920, 3007. .3276, 3388. .3867, 
4060. .4148, 4231. .4519, 5847. .6242 



19661 
41014 
7594 

OJ990916_18 . 9B01.C18.ol. tm 

5984 

none 



Seq. ID OJ990916_18.9B01.C18 
Strand 

End 9020 

Method TBLASTX : Mai ze 

End 6230 

Score 75 



5984. .6094, 5985. .6086, 6083. .6229, 6099. .6230, 6168. .6230 
19661 Seq. ID OJ990916_18.9B01.C18 



19973 



Gene No. 


41014 




Strand 






Start 


"I C f\ A 

7594 




End 


ft a o r\ 

9020 




Name 


OJ990916 18 . 9B01 . C18 . o2 


.gs 


Method 


GENSCAN 




Start 


7594 




End 


n n o r\ 

9020 




GI 


none 




Score 


. bZ 




Exons 


7594. .7763, 8273. .8430, 


8935 . 


. 9020 






Seq. No. 


19662 




Seq. ID 


OJ990916_18.9B01. 


.C19 


Gene No. 


41015 




Strand 


+ 




Start 


ace 

8 66 




End 


"1 O C 1 

1267 




Name 


OJ990916 18 . 9B01 . C19 . ol 


.gs 


Method 


GENSCAN 




Start 


866 




End 


1267 




GI 


none 




Score 






Exons 


866. .899, 1251. .1267 










Seq. No. 


19662 




Seq. ID 


OJ990916 18.9B01. 


> C19 


Gene No. 


41016 




Strand 


+ 




Start 


3517 




End 


4285 




Name 


OJ990916 18.9B01.C19.ol 


.np 


Method 


AAT/NAP 




Start 


3517 




End 


4285 




GI 


4680183 




Score 


197 




Exons 


3517. .3586, 4196. .4285 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


19662 




Seq. ID 


OJ990916_18.9B01. 


.C19 


Gene No. 


41017 




Strand 


+ 




Start 


6720 




End 


7458 




Name 


OJ990916 18.9B01.C19.o3 


.gs 


Method 


GENSCAN 




Start 


6720 




End 


7458 




GI 


none 




Score 


.52 




Exons 


6720. .6854, 7426. .7458 










Seq. No. 


19662 




Seq. ID 


OJ990916_18.9B01, 


. C19 


bene No. 


41018 




Strand 


+ 




Start 


7882 




End 


11012 




Name 


OJ990916 18.9B01.C19.o2 


.np 


Method 


AAT/NAP 




Start 


7882 




End 


11012 




GI 


5295955 




Score 


276 




Exons 


7882. .8135, 8392. .8612, 


9418. 


.9608, 10352.. 11012 




GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 










Seq. No. 


19662 




Seq. ID 


OJ990916_18.9B01. 


.C19 


Gene No. 


41018 




Strand 


+ 




Start 


7882 




End 


11012 




Name 


OJ990916 18.9B01.C19.ol 


.gp 


Method 


AAT/GAP 




Start 


8815 




End 


8923 




GI 


uC-osflcyp088bl2bl 




Score 


160 




Exons 


8815. .8923 











GI Descrip. ! 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 19662 

Gene No. 41019 

Start 2673 

Name OJ990916_18 . 9B01 . CI 9 . o2 . gs 

Start 2673 



Seq. ID OJ990916_18.9B01.C19 
Strand 

End 6227 

Method GENSCAN 

End 6227 



19974 




GI 


none 








Score 


. 4 




Exons 


2673 . .2731, 


2927 


. . 3067, 


5306. 


.5371, 5990.. 6065, 6198.. 6227 


Seq. No. 


19663 








Seq. ID 


OJ990916_18.9B01 


.C20 


Gene. No. 


41020 








Strand 


+ 




Start 


7636 








End 


8403 




Name 


OJ990916_18 


.9B01 


.C20.o3 


.np 


Method 


AAT/NAP 




Start 


7636 








End 


8403 




GI 


4680183 








Score 


180 




Exons 


7636 . . 7706, 


8314 


. .8403 










GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


19663 








Seq. ID 


OJ990916_18.9B01 


.C20 


Gene No. 


41021 








Strand 


- 




Start 


1154 








End 


5715 




Name 


OJ990916 18 


. 9B01, 


.C20.ol 


. np 


Method 


AAT/NAP 




Start 


1154 








End 


5715 




GI 


4680179 








Score 


7709 




Exons 


1154 . .5715 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa i 


subsp. indica] 




Seq. No. 


19663 








Seq. ID 


OJ990916_18.9B01 


.C20 


Gene No. 


41022 








Strand 






Start 


5965 








End 


8956 




Name 


OJ990916 18 


.9B01, 


.C20.O6 


. tw 


Method 


TBLASTX: Wheat 




Start 


1164 








End 


1531 




GI 


none 








Score 


36 




Exons 


1164 . . 1217, 


1199, 


. . 1531, 


1323. , 


.1439, 1- 


424. .1504 




Seq. No. 


19663 








Seq. ID 


OJ990916_18.9B01 


.C20 


Gene No. 


41022 








Strand 






Start 


5965 








End 


8956 




Name 


OJ990916_18 


.9B01, 


.C20.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


1178 








End 


1390 




GI 


none 








Score 


189 




Exons 


1178 . . 1390 














Seq. No." v 


19663 








Seq. ID 


OJ990916_18.9B01 


.C20 


Gene No. 


41022 








Strand 






Start 


5965 








End 


8956 




Name 


OJ990916 18 


.9B01. 


,C20.ol 


.tm 


Method 


- TBLASTX: Maize 




Start 


1391 








End 


1978 




GI 


none 








Score 


243 




Exons 


1391 . .1819, 


1392. 


. .1817, 


1817. , 


. 1978, 1824 . .1970 




Seq. No. 


19663 








Seq. ID 


OJ990916_18.9B01 


.C20 


Gene No. 


41022 








Strand 






Start 


5965 








End 


8956 




Name 


OJ990916_18 


.9B01, 


X20.ol 


. tw 


Method 


TBLASTX: Wheat 


•> 


Start 


1532 








End 


2158 


GI 


none 








Score 


357 




Exons 


1532. .2158, 


1533. 


. .2156 










Seq. No. 


19663 








Seq. ID 


OJ990916_18. 9B01 


.C20 


Gene No. 


41022 








Strand 






Start 


5965 








End 


8956 




Name 


OJ990916 18 


.9B01. 


,C20.o4 


. tm 


Method 


TBLASTX: Maize 





19975 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start* 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2027 
none 

2027. .2317, 

19663 
41022 
5965 

OJ990916_18. 

2117 

none 

2117. .2377, 

19663 
41022 
5965 

OJ990916_18. 

2141 

none 

2141. .2284, 

19663 
41022 
5965 

OJ990916JL8. 
2165 

none • 
2165. .2644, 

19663 
41022 
5965 

OJ990916_18. 

2648 

none 

2648. .3157, 

19663 
41022 
5965 

OJ990916_18. 

2727 

none 

2727. .2924, 

19663 
41022 
5965 

OJ990916__18. 

2906 

none 

2906. .3151 

19663 
41022 
5965 

OJ990916J.8. 
3122 



End 
Score 



2318 
224 



2031. .2318 

9B01.C20.o2.ts 
2118. .2372 

9B01.C20.ol.tc 
2142.. 2282, 2285. 

9B01.C20.o3.tw 
2166. .2420, 2198. 

9B01.C20.o2.tw 
2732.. 3079, 2739. 

9B01.C20.o2. tm 
2732.. 3085, 2739. 

9B01.C20.o3.ts 



Seq. ID OJ990916_18.-9B01.C20 
Strand 

End 8956 

Method TBLASTX : Soybean 

End 2377 

Score 158 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2458 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2599 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3125 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3083 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990916_18 . 9B01 . C20 
8956 

TBLASTX: Cress 

2458 

92 



OJ990916_18.9B01.C20 
8956 

TBLASTX: Wheat 

2644 

245 



OJ990916_18 . 9B01.C20 
8956 

TBLASTX: Wheat 

3157 

213 



OJ990916_18.9B01.C20 
8956 

TBLASTX : Maize 

3085 

242 



OJ990916_18.9B01.C20 
8956 

TBLASTX: Soybean 

3151 • - } 

202 



9B01 .C20.o3. tm 



Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8 95 6 

Method TBLASTX: Maize 

End 3622 



19976 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

3122. .3457, 

19663 
41022 
5965 

OJ990916_18. 

3158 

none 

3158. .3460, 

19663 
41022 
5965 

OJ990916_18. 

3173 

none 

3173. .3532, 

19663 
41022 
5965 

OJ990916_18. 

3509 

none 

3509. .3886, 

19663 
41022 
5965 

OJ990916_18. 

3690 

none 

3690. .3881, 

19663 
41022 
5965 

OJ990916_18. 

4153 

none 

4153. .4335, 

19663 
41022 
5965 

OJ990916_18. 

4252 

none 

4252. .4572, 

19663 
41022 
5965 

OJ990916_18. 

4876 

none 



3165.. 3215, 3240. 



9B01.C20.o5.tw 



3159. .3428 



9B01.C20.ol.ts 



Score 4 6 
.3371, 3443.. 3622 

Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8956 

Method TBLASTX : Wheat 

End 34 60 

Score 24 6 



Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8956 

Method TBLASTX : Soybean 

End 3568 

Score 165 



3174. .3428, 3389. .3532, 3524. .3568, 3536. .3568 



9B01.C20.o4 . tw 
3518.. 3880, 3552. 

9B01.C20.o5. tm 
3692.. 3892, 3904. 

9B01.C20.o8.tw 
4154. .4309, 4375. 

9B01.C20.o8. tm 
4427. .4519 

9B01.C20.o6.tm 



Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8 956 

Method TBLASTX : Wheat 

End 3990 

Score 187 
.3887, 3883.. 3990 



Seq. ID OJ990916_18.9B01.C20 
Strand 

8956 

TBLASTX: Maize 
3978 
165 



End 

Method 
End 
Score 
.3978 



Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8^956 

Method TBLASTX : Wheat 

End 4569 

Score 96 
.4569, 4421. .4519 

Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8956 

Method TBLASTX : Mai ze 

End • 4572 

Score 7 0 



Seq. ID OJ990916_18.9B01.C20 
Strand 

End 8956 

Method TBLASTX : Mai ze 

End 5209 

Score 115 



19977 




Exons 




oUzl . 


. D^uy 










Seq. No. 


19663 




Seq. ID 


OJ990916_ 


18. 


9B01 


.C20 


Gene No. 


41022 




Strand 










Start 








8956 








Name 


ujyyuyib lo.ybui.Lzu.o/. 


tw 


Method 


TBLASTX: Wheat 




Start 


c n o o 




tna 


D 4 D c. 










none 




Score 


i nn 








Exons 


ouyy. .o44o, oLiyu. .oozj, 




Cyi CO 










Seq. No. 


19663 




Seq. ID 


uj y yuy ± d 


1 Q 
1 O . 


you i 


.C20 


Gene No. 


41022 




Strand 










Start' 


by bo 






o y do 








Name 


ojyyoyib io . 9bui.czu.oz. 


gs 


Metnoa 


GENSCAN 








Start 


c n *r c 




End 


8956 








GI 


none 




Score 


.79 








Exons 
















beq. No. 


i y bo j 




beq. lu 


OJ990916_ 


18. 


9B01 


. CzU 




ft ± \J c. £ 




Strand 










Start 


5965 




End 


8956 








Name 


OJ990916 18.9B01.C20.o2. 


np 


Method 


AAT/NAP 








Start 


5968 




End 


6861 








GI 


5042448 




Score 


1344 








Exons 


5968. .6255, 6292. .6861 














GI Descrip. 


(AC007789) putative ORFC 


protein of RIRE8B gypsy 


-type 






retrotransposon [Oryza sativa 


] 










Seq. No. 


19664 




Seq. ID 


OJ990916_ 


18. 


9B01 


. 1 


Gene No . 


41023 




Strand 


+ 








Of 5V-f 

b car z. 


1 




End 


1012 








Name 


OJ990916 18.9B01.C21.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


1012 










6721559 




Score 


395 








Exons 


1..105, 606. .1012 














GI Descrip. 


(AP00107 3) hypothetical 


protein [Oryza 


sativa] 










gi| 6815084 | db j IBAA90370. 


1| (AP001081) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


19664 




Seq. ID 


OJ990916_ 


18. 


9B01 


.C21 


Gene No. 


41024 




Strand 


+ 








btart 


1757 




End 


3948 








Name 


OJ990916 18.9B01.C21.ol. 


gs 


Method 


GENSCAN 








btart 


1757 




End 


3948 








bl 


none 




Score 


.64 








Exons 


1757. .1862, 2745. .2888, 


3579. 


.3716, 3878.. 3948 








Seq. No. 


19664 




Seq. ID 


OJ990916_ 


18. 


9B01 


.C21 


Gene No. 


41025 • -j 




Strand 










Start 


4561 




End 


10547 








Name 


OJ990916 18.9B01.C21.o2. 


gs 


Method 


GENSCAN 








Start 


4561 




End 


10547 








GI 


none 




Score 


.42 








Exons 


4561. .4569, 4751. .4768, 


6089. 


.6109, 7196. .7252, 


7334 . .7370, 




8165. .8398, 10238. .10547 














Seq. No. 


19665 




Seq. ID 


OJ990916_ 


18. 


9B01 


.C22 



19978 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Deserip. 



41026 Strand + 

1 End 3724 

OJ990916_18. 9B01.C22.ol.np Method AAT/NAP 

1 End 3724 

4455335 Score 489 

1..51, 2042. .2234, 2319. .2451, 3110. .3209, 3289. .3486, 

3573.. 3724 - * 

(AL035525) putative protein [Arabidopsis thaliana] 



19665 
41026 
1 

OJ990916_18 . 9B01 .C22 . ol . gs 

260 

none 

260.. 403, 1973.. 2234, 3299. 



Seq. ID OJ990916_18.9B01.C22 
Strand + 

3724 
GENSCAN 
3486 
.55 



End 

Method 
End 
Score 
,3486 



19665 
41026 
1 

OJ990916_18. 9B01.C22.ol.gp 
3106 

uC-osflcyp053dl2bl 



Seq. ID OJ990916_18 . 9B01 .C22 
Strand + 

3724 
AAT/GAP 
3724 
788 



End 

Method 
End 
Score 

3106. .3209, 3289. .3486, 3573. .3724 

, 4455335/emb | CAB36795.il 3.0e-29 (AL035525) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



19665 
41026 
1 

OJ990916_18. 9B01.C22.ol.tm 

3283 

none 



Seq. ID OJ990916_18.9B01.C22 

Strand + 

End 3724 

Method TBLASTX: Maize 

End 3723 

Score 299 



3283. .3489, 3290. .3487, 3562. .3723, 3564. .3722, 3634. .3723 



19666 
41027 
1385 

OJ990916_16. 9B10.C3.ol.np 

1385 

6907086 



Seq. ID OJ990916_16.9B10.C3 

Strand + 

End 3105 

Method AAT/NAP 

End 3105 

Score 1173 



1385. .2164, 2224. .2386, 2616. .2959, 2997. .3105 
(AP001129) hypothetical protein [Oryza sativa] 



19666 ' 

41027 

1385 

OJ990916_16. 9B10.C3.ol.gs 

.1843 

none' 

1843. .2130 



Seq. ID OJ990916_16. 9B10.C3 

Strand + 

End 3105 

Method GENSCAN 

End 2130 

Score .73 



Seq. No. 19667 

Gene No. 41028 

Start 411 

Name OJ99091 6_16 . 9B10 . C4 . ol . gs 

Start 411 



Seq. ID OJ990916_16. 9B10.C4 
Strand 

End 1742 

Method GENSCAN 

End 1742 



19979 






none 




Score 


. ob 




Exons 


4 11.. 030/ 1/U/..1/4Z 










Seq. No. 


19667 




Seq. ID 


OJ990916_16.9B10. 


C4 


Gene No. 


41029 




Strand 






o tar t 






LllQ 


jZjO 




Name 


ujyyuyio id . yoiu . C4 . oz . tm 




MetnOa 


1 DltAb 1 A . MdlZe 




b tart 






bna 


DO 4 




bl 


none 




Score 


/ O 




Exons 


OQ-5 A Q 1 yiQC COO A QQ ( 

o?o. . 4ob. . boo, 4yo..i 


y , 


CT1 CLQ A 

OIL.. bo 4 






Seq. No. 


19667 




Seq. ID 


OJ990916_16.9B10. 


C4 


Gene No. 


41029 




Strand 






bt art 


"3 O O Q 






cooc 
OZOO 




Name 


ojyyuyib lb. yBiu*C4 .oi.tw 




Metnoa 


mnj TV O T V . r,Tk — — 4- 

l BLAb l a : wneat 




Start 






hna 


1 1 oU 




GI 


none 




Score 


to 




Exons 


/ D*i . . IIJU, /Dj. .000 










Seq. No. 


19667 




Seq. ID 


OJ990916_16.9B10. 


C4 


Gene No. 


41029 




Strand 






Of vf 

btart 






End 






Name 


ATQQflQI d 1 C Qui H r* A a1 4-m 

uoyyuyio ib.yrsiu.u4.oi.tm 




Method 


1 BLAb 1 x : Mai ze 




btart 


000 




End 


izo y 




GI 


none 




Score 


y i 




Exons 


ooo..yjz, yo/..izoy, iuyb 


..1251, 1107. 


iot/i 1 i no 1 oic 
.iz/4, iiuy..iz/b 




Seq. No. 


19667 




Seq. ID 


OJ990916_16.9B10. 


C4 


Gene No. 


41029 




Strand 






O 4- -i -v~ V 

btart 


3228 




End 






Name 


OJ990916 16.9B10.C4.o2.gs 




Method 


GENSCAN 




btart 


3228 




End 


JO 






none 




Score 


. DO 




Exons 


3228.. 3305, 4484.. 4551, 5167. 


.5236 






beq. jno . 


19668 




Seq. ID 


ujyyuyio ib.ybiu. 


LD 


Gene No. 


41030 




Strand 


+ 




Start 


331 




End 


6668 




Name 


OJ990916 16. 9B10.C6.ol.gs 




Method 


btjNbLAlN 




Start 


331 




End 


OU / / 




Gl 


none 




Score 


. / y 




Exons 


331. .417, 654. .824, 2377. 


.2422, 3362.. 


J4/y, o/b4..oy/4, 






4205.. 4360, 4646.. 5077 










beq. no. 


19668 




Seq. ID 


ujyyuyib ib.ybiu. 


Lb 


uene ino . 


41030 




Strand 


+ 




Start 


331 




End 


6668 




Name 


OJ990916 16. 9B10.C6.o2.np 




Method 


AAT/NAP 




Cf -,-4. 

btart 


^343 




End 


6668 




bl 


2388583 




Score 


163 




Exons 


3343. .3363, 4776. .5000, 6636. 


. 6668 






GI Descrip. 


(AC000098) Similar to Synechocystis hypothetical protein 




(gb|D90908) . [Arabidopsis 


thaliana] 






Seq. No. 


19668 




Seq. ID 


OJ990916_16.9B10. 


C6 


Gene No. 


41031 




Strand 


+ 




Start 


12158 




End 


22218 





19980 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990916_16. 9B10.C6.o4 .np Method AAT/NAP 

12130 End 13901 

6554183 Score 132 

12130. .12336, 13873. . 13901 

(AC011661) T23J18.11 [Arabidopsis thaliana] 



19668 
41031 
12158 

OJ990916_16.9B10.C6.o3.gs 
12158 
none 

12158. .12814, 13000 
14227. .14391, 16597 
22126. .22218 



Seq. .ID OJ990916_16.9B10.C6 
Strand + 
End 22218 
Method GEN SCAN 
End 22218 
Score .75 
13092, 13446. .13589, 13735 .. 13920, 
16671, 16755. .16949, 19161 .. 19370, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19668 Seq. ID 

41032 Strand 

1 . End 

OJ990916_16 . 9B10 . C6 . ol . np Method 

1 End 

5922623 Score 
1. .76, 244. .396, 773. .857 

(AP000492) hypothetical protein [Oryza sativa] 

gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990916_16.9B10.C6 
857 

AAT/NAP 

857 

247 



19668 
41033 
5205 

OJ990916_16. 9B10.C6.o2.gs 

5205 

none 



Seq. ID OJ990916_16.9B10.C6 
Strand 

End 10095 

Method GENS CAN 

End 10095 

Score .76 



5205. .5330, 6016. .6110, 6203. .6392, 6475. .6689, 7316. .7410, 
7890. .8095, 8612. .8704, 8945. .9073, 9169. .9620, 9688. .9782, 
9974. .10095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19668 
41033 
5205 

OJ990916_16. 9B10.C6.ol.gp 



OJ990916 16.9B10.C6 



Seq. ID 
Strand 

End 10095 
Method AAT/GAP 
5968 End 6500 

702910 Score 667 

5968. .6110, 6203. .6392, 6475. .6500 

6002631/gb|AAF00071.1 |AF093604_1 9.0e-32 (AF093604) apyrase 
[Arabidopsis thaliana] 



19668 
41033 
5205 

OJ990916_16.9B10.C6.o3.np 

6001 

6006801 



Seq. ID OJ990916_16.9B10.C6 
Strand 

End 10095 

Method AAT/NAP 

End 94 66 

Score 1216 



6001. .6101, 6194. .6392, 6475. .6689, 7316. .7410, 7890. .8095, 
8612. .8704, 8806. .8862, 8945. .9073, 9169. .9466 



GI Descrip. (AF156783) apyrase [Arabidopsis thaliana] 



19981 




beq. no. 


19668 






Seq. ID 


OJ990916 


ID. ^D±U.^*D 


Gene No. 


41033 






Strand 






Start 


5205 






End 


10095 




Name 


OJ990916 16. 


9B10.C6.o2. 


gp 


Method 


AAT/GAP 




btart 


6557 






End 


8662 




GI 


uC-osflcypl01a05bl 




Score 


878 




Exons 


6557. .6689, 


7316. .7410, 


7890. 


.8095, 8612.. 8662 




GI Descrip. 


• 6002 631/gb IAAF00071.il 


AF093604 1 9.0e- 


-32 (AF093604) apyras> 




[Arabidopsis 


thaliana] 1 










beq. No. 


19668 






Seq. ID 


OJ990916 


i c qui n cc 

1 D . y blU . Lb 


Gene No. 


41034 






Strand 






Start 


26486 






End 


30133 




Name 


OJ990916 16. 


9B10.C6.o5. 


gs 


Method 


GENSCAN 




btart 


26486 






End 


30133 






none 






Score 


.54 




Exons 


26486. .26691, 26778.-26945, 27661 .. 27786, 29429 


O Q A Q A 

. . z y 4 O H , 




30123. .30133 










Seq. No. 


19668 






Seq. ID 


OJ990916 


1 b . yblU . Lb 


Gene No. 


41035 






Strand 






o tar l 


32271 






End 


33720 




Name 


OJ990916 16. 


9B10.C6.ol. 


4- T T 

tw 


Method 


TBLASTX: 


Wheat 


Start 


4231 






End 


5005 




GI 


none 






Score 


100 




Exons 


. noil , 




a q an 

H 0 D / . 


.5001, 4934.. 5005 




Seq. No. 


19668 






Seq. ID 


OJ990916 


1 C QD1 n C£. 

1 b . y d! U . Lb 


Gene No. 


41035 






Strand 






Start 


32271 






End 


33720 




Name 


OJ990916 16. 


9B10.C6.ol. 


tm 


Method 


TBLASTX: 


iYiai ze 


bt art 


6004 






End 


9465 




GI 


none 






Score 


92 




Exons 


6004. .6102, 


6022. .6111, 


bU^o ♦ 


.6112, 61: 


80. .6398, 


b±yts..b4ui, 




6202. .6411, 


6367. .6690, 


6474. 


.6695, 6475.. 6690, 


bbUo . . bby 1 , 




7306. .7416, 


7314 . .7427, 


7890. 


.8099, 7892.. 8095, 


7894. .8106, 




. 8609. .8704, 


8610. .8714, 


8611. 


.8706, 8792.. 8863, 


8803. .8862, 




8804. .8863, 


8936. .-9076, 


8940. 


.9089, 9166.. 9279, 






9170. .9310, 


9439. .9465 










Seq. No. 


19668 






Seq. ID 


OJ990916 


1 b . ybiu . Lb 


Gene No . 


41035 






Strand 






Start 


32271 






End 


33720 




Name 


OJ990916 16. 


9B10.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6005 






End 


8100 




H T 


none 






Score 


86 




Exons 


6005. .6094, 


6007. .6111, 


6008. 


.6094, 6175.. 6276, 


6194 . . 6349, 




6198. .6410, 


6198. .6401, 


6199. 


.6411, 6460.. 6582, 


6475. . 6588, 




6580. .6690, 


6590. .6664, 


7365. 


.7427, 7887. .8018, 


7890; ..8099, 




7891. .8100, 


7892. .8095, 


8055. 


.8099 






Seq. No. 


19668 






Seq. ID 


OJ990916 


_16.9B10.C6 


Gene No. 


41035 






Strand 






Start 


32271 






End 


33720 




Name 


OJ990916 16. 


9B10.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8609 






End 


9280 




GI 


none 






Score 


56 





19982 



Exons 8609. .8704, 8609. .8704, 8789.-8863, 8803. .8862, 8936. .9067, 

8940.. 9068, 9178.. 9279, 9179.. 9280 



Seq. No. 


1 Q C CQ 

1 9ooo 






Seq. ID 


OJ990916 


_16. 9B10 


.C6 


Gene No. 


41035 






Strand 








Start 


32271 






End 


33720 






Name 


OJ990916_16. 


9B10 


. C6 . ol . tc 


Method 


' TBLASTX : < 


Cress 




Start : 


8789 






End 


9279 






GI 


none 






Score 


58 






Exons 


878 9 . . OOo3, 


O O f\ o 

ooU3 


. . oooz, oyjb 


..9076, 8940. .9089, 


9166. .9279 




9176. . 9277 














Seq. No. 


t n c c o 
1 9 boo 






Seq. ID 


OJ990916 


_16.9B10 


.C6 


Gene No. 


4 10i5 






Strand 








Start 


O O O ~"J 1 

3^271 






End 


33720 






Name 


OJ990916 16. 


9B10 


. C6 . o2 . tw 


Method 


TBLASTX :l 


Wheat 




Start 


oo 12 






End 


9282 






GI 


none 






Score 


104 






Exons 


8812. .8862, 


8904 


..9071, 8936 


. .9067, 9149. .9280, 


9166. .9282 




9166. .9282 














Seq. No. 


19668 






Seq. ID 


OJ990916 


1 0 . 9BIU 


. Co 


Gene No. 


41035 






Strand 








Start 


32271 






End 


33720 






Name 


OJ990916 16. 


9B10 


.C6.o2.tm 


Method 


TBLASTX : 1 


Mai ze 




Start 


12455 






End 


12643 






GI 


none 






Score 


176 






Exons 


12455. .12550, 12460. .12552, 


12572. .12643, 12586 


. .12636, 






12602. .12643 












Seq. No. 


19668 






Seq. ID 


OJ990916 


1 b . 9B1U 


. Co 


Gene No. 


41035 






Strand 








Start 


32271 






End 


33720 






Name 


OJ990916 16. 


9B10 


. C6 . 06 . gs 


Method 


GENSCAN 






Start 


32271 






End 


33720 






GI 


none 






Score 


.67 






Exons 


32271. .32585 


, 32681. .32924, 


33118. .33151, 33399 


. .33720 




Seq. No. 


19669 






Seq. ID 


OJ990916 


_16. 9B10 


.C7 


Gene No. 


41036 ' 






Strand 


+ 






Start 


1710 






End 


3142 






Name 


OJ990916 16. 


9B10 


. C7 .ol .gs 


Method 


GENSCAN 






Start 


1710 






End 


3142 






GI 


none 






Score 


.76 






Exons 


1710. .1816, 


1893 


..2167, 2723 


..2826, 2864. .3142 






Seq. No. 


19669 






Seq. ID 


OJ990916 


_16. 9B10 


.C7 


Gene No. 


41037 






Strand 


+ 






Start 


4283 






End 


5212 






Name 


OJ990916 16. 


9B10 


.C7.o2.gs 


Method 


GENSCAN 






Start 


4283 






End 


5212 






GI 


none 






Score 


.45 






Exons 


4283. .4356, 


4973 


..5095, 5101 


. .5212 








Seq. No. 


19669 






Seq. ID 


OJ990916 


_16. 9B10 


.C7 


Gene No. 


41038 






Strand 


+ 






Start 


6373 






End 


10081 







19983 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990916_1 6 . 9B10 . C7 . ol . np Method AAT/NAP 

6373 End 8776 

4678924 Score 676 

6373.. 6581, 6763.. 6993, 7072.. 7215, 7247.. 7333, 7435.. 7600, 
7678. .7884, 7986. .8077, 8198. .8378, 8505. .8545, 8711. .8776 
(AL049711) putative protein [Arabidopsis thaliana] 



19669 
41038 
6373 

OJ99091 6_1 6 . 9B10 . C7 . o3 . gs 

6373 

none 



Seq. ID OJ990916_16.9B10.C7 

Strand + 

End 10081 

Method GENSCAN 

End 9551 

Score .67 



6373.. 7343, 7424.. 7600, 7678. .7857, 7947.. 8041, 8127.. 8366, 
8464.. 8578, 8649.. 8671, 8732. .8962, 9078.. 9128, 9313.. 9380, 
9438. .9551 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19669 
41038 
6373 

OJ990916_16. 9B10.C7 .ol.gp 
7489 

uOosroM202010c03al 

7489. .7600, '7678. .7863, 7947. 



Seq. ID OJ990916_16.9B10.C7 

Strand + 

End 10081 

Method AAT/GAP 

End 8183 

Score 824 
.8041, 8127.. 8183 



•4678924/emb|CAB41315.1| 2.0e-46 (AL049711) putative protein 
[Arabidopsis thaliana] ? 



19669 Seq. ID 

41038 Strand 

6373 End 

OJ990916_16. 9B10.C7 .o2.gp Method 

9313 End 

none Score 
9313. .10081 



OJ990916_16.9B10.C7 
+ 

10081 
AAT/GAP 
10081 
1431 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



19669 Seq. ID 

41039 Strand 
38111 End 
OJ990916_16. 9B10.C7 .o5.gp Method 
38111 End 
2173_1.R1084 Score 
38111. .38654 

'5729704/gb|AAD48511.1|AC0p7927_l 2.0e-23 (AC007927) 
protein, 5 !f partial [Arabidopsis thaliana]' 



OJ990916_16.9B10.C7 
+ 

38654 
AAT/GAP 
38654 
1088 



unknown 



19669 Seq. ID 

41040 Strand 

15455 End 

OJ990916_16. 9B10.C7.o2.np Method 

154 55 End 

6967112 Score 



OJ990916_16. 9B10.C7 

17640 ■ ■• 
AAT/NAP 
17640 
337 



15455. . 15729, 15803 .. 16028 , 16119 .. 16236, 17597. .17640 
(AL138652) putative protein [Arabidopsis thaliana] 



19669 
41041 
18273 



Seq. ID 

Strand 

End 



OJ990916 16.9B10.C7 



18735 



19984 



Name 

Start 

GI 

Exons 



OJ990916_16. 9B10.C7 .o4 .gp Method AAT/GAP 

18273 End 18735 

701303 Score 803 
18273. .18735 



Seq. No. 19669 Seq. ID 

Gene No. 41042 Strand 

Start 20637 End 

Name OJ990916_16. 9B10 . C7 . o5 . gs Method 

Start 20637 End 

GI none Score 
Exons 



OJ990916_16.9B10.C7 

29594 
GENSCAN 
29594 
. 62 



20637. .20827, 21102 21275, 22614 22747 , 23860 .. 23980, 

25162. .25194, 25565 257 63, 25966. . 26508, 2 6600 .. 26957 , 

27239. .27566, 28536 . . 28632, 29004 .. 29105, 29219 .. 29250, 
29462. .29594 



Seq. No. 


19669 




Seq. ID 


OJ990916_16.9B10 


.C7 


Gene No. 


41042 




Strand 






Start 


20637 




End 


29594 




Name 


OJ990916 16.9B10.C7, 


. o3 . np 


Method 


AAT/NAP 




Start 


25485 




End 


29312 




GI 


6850880 




Score 


646 




Exons 


25485. .25761, 25970. 


. .26508, 


26600. .26957, 27239 .. 274 54 , 






29272. .29312 










GI Descrip. 


(AL137898) -putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


19669 




Seq. ID 


OJ990916_16\*9B10 


.C7 


Gene No. 


41043 




Strand 






Start 


30474 




End 


37440 




Name 


OJ990916 16.9B10.C7, 


,o6.gs 


Method 


GENSCAN 




Start 


30474 




End 


37440 




GI 


none 




Score 


.9 




Exons 


30474. .30599, 30677. 


. .30997, 


31264. .31368, 314 4 3 .. 31655 , 





31805. .31898, 32001 .. 32071, 32147 .. 32318, 32470 .. 32512 , 

32603. .32664, 33560 .. 33653, 337 92 .. 33912 , 34 037 .. 34268 , 

34657. .34742, 34832 .. 35039, 35688 .. 35771, 3618 1 .. 36323, 

36422..36497, 36942 .. 37054 , 37198. .37440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



19669 
41043 
30474 

OJ990916_16. 9B10.C7 .o4 . np 

31073 

2500112 

31073. .31111, 33052. .33177, 
34 037. .34268, 34 657 .. 34 7 42, 
35880. .35966, 36187 36323, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33517. .33653, 
34832. .35039, 



OJ990916 16.9B10.C7 



37440 
AAT/NAP 
37118 
416 

33792. 
35688. 



,33912, 
,35771, 
,37118 



36422. .36497, 36942. 
ATP- DEPENDENT DNA HELICASE' RECQ gi | 1573732 (U32756) 
ATP-dependent DNA helicase (recQ) [Haemophilus influenzae Rd] 



Seq. No. 19669 

Gene No. 41044 

Start 38262 

Name OJ990916_1 6 . 9B10 . C7 . o9 . tm 

Start 6351 

GI none 
Exons 



Seq. ID OJ990916_16.9B10.C7 



Strand 
End 

Method 

End 

Score 



47338 

TBLASTX : Maize 

6591 

306 



6351. .6566, 6355. .6591, 6370. .6558, 6390. .6590 



19985 




Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10.C7 


Gene No. 


a i n A A 
4 1U4 4 






Strand 




Start 


38262 






End 


4 / ojo 


Name 


OJ990916 16. 


9B10 


. C7 . o4 . tc 


Method 


TBLASTX : Cress 


Start 


COT A 

63 1 0 






End 


b5 13 


GI 


none 






Score 


2 b3 


Exons 


6 J / (J . . DO I 3, 


6 3 f 3 


/■ceo c^on 


/■CCA 

. . 65 bU 




Seq. No. 


19669 






Seq. ID 


OJ990916_16. 9B10.C7 


Gene No. 


/l 1 A A A 

4 1U4 4 






Strand 




Start 


o o o c o 

38262 






End 


A 1 O O O 

4 /338 


Name 


OJ990916 16. 


o n 1 a 

9B10 


. C7 . o4 . ts 


Method 


TBLASTX : Soybean 


Start 


C O T O 

6j /3 






End 


C C C 1 

65 61 


GI 


none 






Score 


2 bo 


Exons 


6373 . . 6561 , 


O T *D 

63/3 


c c a c c o a a 

. . 6555, 6390 


a c c a 
. . 65 b0 




Seq. No. 


19669 






Seq. ID 


OJ990916_16. 9B10.C7 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916_16 . 


Q o i A 

yBiu 


. c / . oi . ts 


Method 


TBLASTX: Soybean 


Start 


6997 






End 


8019 


GI 


none 






Score 


63 


Exons 


6997 . . 7056, 


"7 A C 1 

7051 


. . 7158 , 7068 


..7157, 7479. .7511, 7514. .7606, 




/ 515 . . /but, 


"7 C "7 a 

I b i\J 


. . /819, / 6 / 2 


..7866, 7676. .7873, 7830. .7874, 




T A "3 O O A 1 O 

7932 . .8018, 


7 951 


OAT A 

. . 8019 






Seq. No. 


19669 






Seq. ID 


OJ990916_16. 9B10.C7 


Gene No . 


/ i a a a 
4104 4 






Strand 




Start 


O O O o 






End 


47338 


Name 


OJ990916 . 16 . 


o o i a 

9B1U 


. C / . ol . tc 


Method 


TBLASTX: Cress 


Start 


/4 /6 






End 


7879 


GI 


none 






Score 


150 


Exons 


T yin r "7 C A O 

/ 4 / 6 . . /5 98 , 


/4 /8 


T<TAA "7 C7 O 

. . / bOO , /6/2 


..7857, 7676. .7879 


Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10.C7 


Gene No. 


41044 






Strand 




Start 








■ End 


47338 


Name 


/"\taaaa.i£T i c 

ojyyuyib 16. 


yBiu 


. c / . o / . tm 


Method 


TBLASTX: Maize 


Start 


t /i a a 

/ 4 yu 






End 


8009 


GI 


none 






Score 


164 


Exons 


/ 4 y U . . / bUU , 


"7 / Ck 1 

/ 4 y i 


. . / bU / , / 4 y 1 


..7616, 7670. .7819, 7672. .7875, 




/ b / b . . / 8 / b , 


"7 A A O 

/ yu2 


OAAO Tfl/i 1 

. . 8UU 9 , / 94 1 


. .7976 




Seq. No. 


19669 






Seq. ID 


OJ990916_16. 9B10.C7 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16. 


9B10 


.C7 ,o4 . tm 


Method 


TBLASTX: Maize 


Start 


15431 






End 


15935 


GI 


none 






Score 


239 


Exons 


15431. .15616, 154 35. .15611, 


15436. .15642, 15608. .15757, 




15612. .15764 


, 15612. .15761, 


15613. .15783, 15790. .15933, 




15800. .15934 


, 15801. .15935 






Seq. No. 


19669 






Seq. ID 


OJ990916_16. 9B10.C7 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 



19986 



Name 

Start 

GI 

Exons 



OJ990916_16.9B10.C7.o7.ts 

15452 

none 

15452. .15514, 15530 .. 15739, 



Method TBLASTX : Soybean 
End 15739 
Score 67 
15642. .15731 



Seq. No. 19669 

Gene No. 41044 

Start 38262 

Name OJ990916_16 . 9B10 . C7 . ol . tw 

Start 15530 

GI none 

Exons 15530. .15625, 15638 .. 15730, 15639 .. 15731, 15827 15955, 
15834. .15962 



Seq. ID OJ990916_16.9B10.C7 
Strand^ 

End 47338 

Method TBLASTX : Wheat 

End 15962 

Score 67 



Seq. No. 19669 

Gene No. 41044 

Start 38262 

Name OJ990916_16 . 9B10 . C7 . o5 . tm 

Start 15936 

GI none 

Exons 15936. .16031, 15939 .. 16031, 
16113. .16469, 16114. .16455, 



Seq. ID OJ990916_16.9B10.C7 
Strand 

End 47338 

Method TBLASTX : Maize 

End 16469 

Score 99 
15940. .16032, 16080 .. 1624 4 , 
16302. .16457 



Seq. No. 19669 

Gene No. 41044 

Start 38262 

Name OJ990916_1 6 . 9B10 . C7 . 

Start 25461 

GI none 

Exons 25461. .25619, 25462. 
25496. .25627 



ol4 . tm 



Seq. ID OJ990916_16.9B10.C7 
Strand 

End 47338 

Method TBLASTX : Mai ze 

End 25627 

Score 185 



,25617, 25483. .25623, 254 87 .. 25627 , 



Seq. No. 19669 

Gene No. 41044 

Start 38262 

Name OJ990916_16 . 9B10 . C7 . o9 . ts 

Start 25467 

GI none 

Exons 25467. .25751 



Seq. ID OJ990916_16. 9B10.C7 
Strand 

End 47338 

Method TBLASTX : Soybean 

End 25751 

Score 190 



Seq. No. 19669 

Gene No. 41044 

Start 38262 

Name ' OJ990916_16 . 9B10 . C7 . o2 . tw 

Start 25485 

GI none 

Exons 25485. .25709, 25486.. 25686 



Seq. ID OJ990916_16. 9B10.C7 
Strand 

End 47338 

Method TBLASTX : Wheat 

End 25709 

Score 91 



Seq. No. 19669 
Gene No. 1 41044 

Start 38262 

Name OJ99091 6JL6 . 9B10 . C7 . o5 . tc 

Start 25497 

GI none 

Exons 25497. .25721, 25528.. 25722 



Seq. ID OJ990916_16.9B10.C7 
Strand 

End 47338 

Method TBLASTX : Cress 

End 25722 

Score 69 



Seq. No. 



19669 



Seq. ID OJ990916_16.9B10.C7 



19987 




Gene No. 


41044 






Strand 






Start 


38262 






End 


47338 




Name 


OJ990916 16.9B10.C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 








End 


26936 




GI 


none 






Score 


102 




Exons 


25650. 


.25724, 25651. 


1 C ^ o c 

. 25725, 


25710. .25766, 25722 .. 25778, 






25966. 


.26175, 25967. 


. 264 91 , 


25967. .26185, 25987 .. 26511, 






26013. 


.26510, 26230. 


. 26511 , 


26579.-26737, 26585 .. 26710, 






26592. 


.26711, 26627. 


o c o c\ r\ 

.26890, 


26699. .26890, 26886 .. 26936, 






26888. 


.26935 










Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


.C7 


Gene No. 


41044 






Strand 






Start 


38262 






End 


47338 




Name 


OJ990916 16.9B10.C7. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


26113 






End 


26950 




GI 


none 






Score 


237 




Exons 


26113. 


.26280, 26389. 


O <Z C 1 A 

. ^6514 , 


26600. .26950 




Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


.C7 


Gene No. 


41044 






Strand 






Start 


38262 






End 


47338 




Name 


OJ990916 16.9B10.C7. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


26389 






End 


26953 




GI 


none 






Score 


244 




Exons 


26389. 


.26514, 26600. 


. 26953 








Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


,C7 


Gene No. 


41044 






Strand 






Start 


38262 






End 


47338 




Name 


OJ990916 16.9B10.C7. 


08 . ts 


Method 


TBLASTX : Soybean 




Start 


31156 






End 


31360 




GI 


none 






Score 


94 




Exons 


31156. 


.31359, 31159. 


. jl 34. I , 


31166. .31360 




Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


. C7 


Gene No. 


41044 






Strand 






Start 


38262 






End 


47338 




Name 


OJ990916 16.9B10.C7. 


olO . tm 


Method 


TBLASTX: Maize 




Start 


31243 






End 


32323 




GI 


none 






Score 


154 




Exons 


31243. 


.31362, 31243. 


. 3 lo DO , 


31260. .31379, 31443 .. 31568, 






31444 . 


.31569, 31475. 


. 31570, 


31573. .31656, 31575 .. 31658, 






31579. 


.31656, 31805. 


. 31897 , 


31806. .31898, 31807. .31899, 






31989. 


.32072, 31991. 


o o r\ o f\ 

. o^OoO, 


32000. .32074, 32145. .32321, 






32146. 


.32322, 32147. 


o o o o o 


32147. .32320 




Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


.C7 


Gene No. 


41044 






-j Strand 






Start 


38262 






End 


47*338 




Name 


OJ990916 16.9B10.C7. 


o!6. tm 


Method 


TBLASTX: Maize 




Start 


34064 






End 


34264 




GI 


none 






Score 


92 




Exons 


34064 . 


34264, 34101. 


.34244 








Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


.C7 


Gene No. 


41044 






Strand 







19988 




Start 


38262 




End 


47338 




Name 


ujyyuyib ib.ybiu.u/ 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 






End 


38590 




GI 


none 




Score 


351 




Exons 


QQOTC OQRfll 


o p en 9 
. . jojUz / 


38461. .38589, 38505 38588, 






joDU / . . oooyu 










beq. No. 


i y oby 




Seq. ID 


OJ990916_16.9B10. 


. G / 


Gene No. 


4 1U4 4 




Strand 






Start 


ooZ oZ 




End 


47338 




Name 


OJ990916 16.9B10.C7 


. oS.np 


Method 


AAT/NAP 




Start 


38245 




End 


45634 




GI 


bO04 I/O 




Score 


1578 




Exons 


joz4o . . jy jdo, jyoib 


. . o y / 1 1 , 


39787. .40459, 4 1594 41708, 






4 z / Zo . . 4 Z / y 1 , 4o^jO 


. . 4 jo jo , 


43670. .43710, 43995 .. 44311, 






4 4 4 y 4 . . 4 4 o 4 / , 4014U 


/I COCO 

. . 4 jzjj, 


45355. .45634 




GI Descrip. 


\t\L,u\jovfZ) un Known ] 


pro cein 


[Arabidopsis thaliana] 




beq. No. 


i y d by 




Seq. ID 


OJ990916_16.9B10, 


. G / 


Gene No. 


4 1U4 4 




Strand 






Start 


ooz b^: 




End * 


47338 




Name 


OJ990916 16.9B10.C7 


. o7 . gs 


Method 


GENSCAN 




Start 


38262 




End 


47338 




GI 


none 




Score 


.87 




Exons 


■jqoco tqoco OQcnt; 

jo z bz . . oy jj^ , oyouo 


. . jy / 1 1 , 


39787. .40459, 4 1073 .. 4 124 0, 






4 1 0 y 4 . .41 / Uo, QZJ Zo 


. . 4 y j 3 / 


43236. .43563, 43676.-43767, 






4 jy yo . . 4 4 Jl 1 , 444y4 


yl A Q /I T 
. . 4 4 O 4 / / 


45140. .45253, 4528 9 .. 45830, 






a n o on /iiotq 
4 f Zy t . .4 / jjo 










Seq. No. 


19669 




Seq. ID 


OJ990916_16. 9B10, 


.C7 


Gene No. 


41044 




Strand 






btart 


jo^ bz 




End 


47338 




Name 


ATQQnoi c i a qdi n en 

ujyyuyib ib.ybiu.G/ 


. ob . ts 


Method 


TBLASTX : Soybean 




OH 1 v- A- 

btart 


jo*: bO 




End 


38543 




GI 


none 




Score 


85 




Exons 


OOO/TC TQCL/I'} OQOQO 

joZdj. . jo04j, oozyi 


. . j ts j i y 








beq. no. 


iybby 




Seq. ID 


OJ990916JL6.9B10. 




Gene No. 


41044 




Strand 






Start 


38262 




End 


47338 




Name 


ujyyuyib ib.ybiu.L// 


. oz . tic 


Method 


TBLASTX: Cress 




OA 

otart 


JOi / J 




End 


39278 




GI 


none 




Score 


91 




Exons 


jo Z 1 0 . . jo 0 1 4 / jojUI 


. . JO 04 J, 


384 00. .38543, 38559. .38 660, 






1Q£1£. TQQOc: OQnCl 
JOD / O. . JOO Z 0 , jyUD / 


. . j yZOZ , 


39087 . .39278 




Seq. No. 


19669 




Seq. ID 


OJ990916_16.9B10, 


.C7 


Gene No. 


41044 




Strand 






btart 


ooZoZ 




End 


47338 




Name 


ojyyuyio lo.yBiu.G/ 


. OJ . t S 


Method 


TBLASTX : Soybean 




Start 


o o a o o 
JODOD 




End 


39345 




GI 


none 




Score 


132 




Exons 


38688. .38834, 38898 


. .38975, 


39079. .39345, 39087.. 39308 




Seq. No. 


19669 




Seq. ID 


OJ990916_16. 9B10, 


.C7 


Gene No. 


41044 




Strand 






Start 


38262 




End 


47338 





19989 



Name 


OJ990916 16.9B10.C7 


. oZ . tm 


Method 


TBLASTX: Maize 


Start 


o o i n o 






End 


39652 


GI 


none 






Score 


860 


Exons 


38703. 


.39308, 38704 


. . 39351, 


38715. .39353, 39020 39358, 




39044. 


.39361, 39502 


. . biz , 


39503. .39652, 39503.. 39649 


Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16.9B10.C7 


. o J . tm 


Method 


TBLASTX: Maize 


Start 


39821 






End 


40388 


GI 


none 






Score 


112 


Exons 


39821. 


.39907, 39821 


. . 3990 /, 


39901. .39960, 39902. .4 0060, 




39903. 


.39971, 39980 


yi noon 

. . 4 U3o /, 


39984. .40388, 40021. .4 0380 


Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16.9B10.C7 


. ob . ts 


Method 


TBLASTX: Soybean 


Start 


40022 






End 


41710 


GI 


none 






Score 


70 


Exons 


40022. 


.40132, 40026 


A ft 1 "5 O 

. . 4 0133, 


40208. .40264, 40286. . 40369, 




40287. 


.40460, 40400 


A ft A C ft 

. .4 0459, 


41594. .41710, 41598. .41669 


Seq. 'No. 


19669 






Seq. ID 


OJ990916_16. 9B10 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16.9B10.C7 


. ol5 . tm 


Method 


TBLASTX: Maize 


Start 


41075 






End 


43310 


GI 


none 






Score 


99 


Exons 


41075. 


.41170, 41076 


. . 41171, 


41076. .4111 


30, 41077. .41202, 




41180. 


.41254, 41180 


. .41242, 


41589. .416 ( 


39, 41590. .41700, 




41594. 


.41710, 41598 


A 1 H "1 A 

. .41/14, 


43245. .43310 


Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16.9B10.C7 


. ol2 .-tm 


Method 


TBLASTX: Maize 


Start 


42728 






End 


42939 


GI 


none 






Score 


254 


Exons 


42728. 


.42934, 42730 


. . 4z 9oo, 


42730. .42939 


Seq. No. 


19669 






Seq. ID 


OJ990916_16.9B10 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16.9B10.C7 


. olo . tm 


Method 


TBLASTX : Maize 


Start 


43343 






End 


43568 


GI 


none 






Score 


119 


Exons 


43343,. 


.43414, 43345 


. .434 64, 


43352. .43414, 43357 43443, 




43413. 


.43517, 43418 


A o c r A 

. . 43564 , 


43423. .43563, 43476. .43568 


Seq. No. 


19669 






Seq. ID 


OJ990916_16. 9B10 


Gene No. 


41044 






Strand 




Start 


38262 






End 


47338 


Name 


OJ990916 16.9B10.C7 


.08 .tm 


Method 


TBLASTX : Maize 


Start 


43688 






End 


44327 


GI 


none 






Score 


91 



19990 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43688.-43768, 43689, 
43994. .44113, 43995, 
44089. .44325, 44118. 



,43769, 43691. 
,44117, 43996. 
.44327, 44119. 



,43768, 43990... 44121, 
,44121, 43997. .44155, 

,44325 



OJ990916 16.9B10.C7 



19669 Seq. ID _ 

41044 Strand 

38262 End 47338 

OJ990916_16. 9B10.C7 .o6.gp Method AAT/GAP 

44526 End 44627 

uC-osflcyp039h03bl Score 174 
44526. .44627 

'6002631/gb|AAF00071.1|AF093604_l 9.0e-32 (AF093604) apyrase 
[Arabidopsis thaliana] 1 



19669 
41044 
38262 

OJ990916_16.9B10.C7.oll.tm 

45139 

none 

45139. .45255, 45140 .. 45256, 
45405. .45491, 4 5501 .. 45542, 



19670 
41045 
201 

OJ990826 

201 

none 

201. .534 



15.9B12.Cl.ol.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990916 16.9B10.C7 



47338 

TBLASTX: Maize 
45608 
121 

45354. .45485, 45355.-454 8 6, 
45543. .45608- 



Seq.. ID OJ990826_15.9B12.C1 

Strand + 

End 534 

Method AAT/GAP 

End 534 

Score 629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19670 Seq. ID 

41046 Strand 

23159 End 

OJ990826_15. 9B12 . CI . o5 . np Method 

23159 End 

5852084 Score 
23159. .23242 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ990826_15.9B12.C1 
+ 

23242 
AAT/NAP 
23242 
100 



19670 Seq. ID 

41047 Strand 
25328 End 
OJ990826_15 . 9B12 . CI". o4 . gp Method 
25328 End 
none Score 
25328. .25441 

19670 Seq. ID 

41048 Strand 
30184 End 
OJ990826_15. 9B12 . CI . o7 . np Method 
30184 End 
4887010 Score 
30184. .30223, 30675. .31043 

(AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 



OJ990826_15. 9B12.C1 
+ 

25441 
AAT/GAP 
25441 
184 



OJ990826_15.9B12.C1 
+ 

41507 
AAT/NAP 
31043 
260 



19991 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19670 Seq. ID 

41048 * Strand 

30184 _ End 41507 

OJ990826JL5 . 9B12 . CI . 06 . gs Method GENSCAN 

30605 End 41507 

none Score .53 

30605. .30954, 31834 .. 32017, 32678.-32778, 33937 

37495. .37602, 37840 3794 9, 38514 .. 38589, 38668 

38835. .38923, 394 60 .. 39521 , 39634 

40422. .40469, 4 1233 4 1332 , 41500 



OJ990826_15.9B12.C1 
+ 



,39706, 40103. 
,41507 



33982, 
38742, 
40178, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826_15. 
+ 

41507 
AAT/NAP 
34165 
76 



9B12.C1 



19670 
41048 
30184 

OJ990826_15. 9B12.C1 .o8.np 
31804 
5922634 
31804 . .31905, 34147. .34165 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 

19670 ' . Seq. ID OJ990826_15 . 9B12 . CI 

41048 Strand + 

30184 End 41507 

OJ990826_15 . 9B12 . CI . o9 . np Method AAT/NAP 

37271 End 40198 

6946676 Score 135 

37271. .37303, 37822 .. 37959, 38476 .. 38739, 3954 6 39726, 

40112. .40198 

( AL138 972 ) /prediction= (method : " "genscan" " , version : " " 1 . 0 " " , 
score : " "119 . 22 " " ) ; /predict ion= (method : " " genef inder " " , 
version: ""084"") ; /match- (desc :" "LD4 1675 . 5prime LD Drosophila 
melanogaster embryo pOT2 Drosophila melanogaste . . . 



Seq. No. 


19670 


Seq. ID 


OJ990826_ 


15. 9B12, 


.CI 


Gene No. 


41048 


Strand 


+ 






Start 


30184 


End 


41507 






Name 


OJ990826 15.9B12.Cl.o6.gp 


Method 


AAT/GAP 






Start 


39397 


End 


40893 






GI 


3897 3.R1084 


Score 


1377 






Exons 


39397. .39521, 39634 .. 39706, 


40103. .40178, 40422. 


.40893 




GI Descrip. 


' 4 9594 60/gb| AF126053.il AF126053 2 . Oe- 


10 Zea mays 


RACB small 




binding protein mRNA, complete cds 1 








Seq. No. 


19670 


Seq. ID 


OJ990826_ 


15.9B12. 


.CI 


Gene No. 


41049 


" Strand 


+ 






Start 


47675 


End 


48101 






Name ■ 


OJ990826 15. 9B12 ,'Cl . o7 . gp 


Method 


AAT/GAP 






Start 


47675 


End 


48101 






GI 


3761065 


-Score 


92 






Exons 


47675. .47701, 48037. .48101 










Seq. No. 


19670 


Seq. ID 


OJ990826_ 


15. 9B12. 


.CI 


Gene No. 


41050 


Strand 


+ 






Start 


55981 


End 


57786 






Name 


OJ990826 15. 9B12 . CI . olO . np 


Method 


AAT/NAP 







19992 




Start 


55981 






End 


57786 






GI 


6721512 




Score 


139 






Exons 


55981. 


.56095, 56123. 


.56256, 


56299. .56365, 57715. 


. 57786 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


19670 






Seq. ID 


OJ990826_ 


15.9B12 


.CI 


Gene No. 


41051 






Strand 


+ 






Start 


60745 






End ... 


61478 






Name 


OJ990826 15.9B12.C1. 


olO.gs 


Method 


GEN SCAN 






Start 


60745 






End 


61478 






GI 


none 






Score 


.71 






Exons 


60745. 


.60860, 60893. 


.61048, 


61322. . 61478 






Seq. No. 


19670 






Seq. ID 


OJ990826_ 


15.9B12 


.CI 


Gene No. 


41052 






Strand 


+ 






Start 


62713 






End 


64796 






Name 


OJ990826 15.9B12.C1. 


08 . gp 


Method 


AAT/GAP 






Start 


62398 






End 


62824 






GI 


none 






Score 


813 






Exons 


62398. 


.62824 












Seq. No. 


19670 






Seq. ID 


OJ990826_ 


15 . 9B12 


. CI 


Gene No. 


41052 






Strand 


+ 






Start 


62713 






End 


64796 






Name 


OJ990826 15.9B12.C1. 


oil .gs 


Method 


GENSCAN 






Start 


62713 






End 


64796 






GI 


none 






Score 


.81 






Exons 


62713. 


.62913, 62987. 


.63352, 


63435. . 63759, 63861. 


. 63968 , 






64053. 


.64151, 64711. 


.64796 










C NT /-i 

beq. no. 


19670 






Seq. ID 


OJ990826_ 




.LI 


Gene No. 


41052 






Strand 


+ 






Start 


62713 






End 


64796 






Name 


OJ990S 


26_15. 9B12.C1. 


o9 . gp 


Method 


AAT/GAP 






Start 


63500 






End 


64376 






GI 


76386 


1.R1084 




Score 


1226 






Exons 


63500. 


'.63759, 63861. 


.63968, 


64053. .64376 







GI Descrip. T 4263528/gb | AAD15354 | 6.0e-09 (AC004044) predicted protein of 



unknown function [Arabidopsis thaliana] 1 



Seq. No. 


19670 




Seq. ID 


OJ990826_15.9B12.C1 


Gene No. 


41053 




Strand 


+ 


Start 


65563 




End 


66565 


Name 


OJ990£ 


326__15.9B12.Cl.ol2.gs 


Method 


GENSCAN 


Start 


65563 




End 


66565 


GI 


none 




Score 


. 6 


Exons 


65563 


..65895, 66302. .66565 






Seq. No. 


19670 




Seq. ID 


OJ990826_15. 9B12.C1 


Gene" No. 


41054 




Strand 


+ 


Start 


68006 




End 


69900 


Name 


OJ990S 


326JL5. 9B12.Cl.ol0.gp 


Method 


AAT/GAP 


Start 


67986 




End 


68124 


GI 


LIB3474-009-P1-K1-F11 


Score 


224 


Exons 


67986 


. 68124 






GI Descrip. 


l 4 45524 4/emb|CAB36743.1 | 6. 


0e-ll (AL035523) MtN3-like protein 



[Arabidopsis thaliana] ' 



19993 



Seq. No. 19670 Seq. ID 

Gene No. 41054 Strand 

Start 68006 End 69900 

Name OJ990826_15 . 9B12 . CI . ol3 . gs Method GENSCAN 

Start 68006 End 69900 

GI none Score . 8 

Exons 68006. .68020, 68497 68643, 68970 .. 68985, 69029 
69689. .69900 



OJ990826JL5. 9B12.C1 
+ 



, 69160, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19670 Seq. ID 

41055 Strand 
71497 End 72926 

OJ990826_15 . 9B12 . CI . oil . np Method AAT/NAP 
71497 End 72926 

6907088 Score 667 

71497. .71634, 71810 .. 72044 , 72529. .72926 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990826_15.9B12.C1 
+ 



19670 
41056 
1 

OJ990826_15. 9B12 . CI . o2 . np 
1 

4680345 



Seq. ID OJ990826_15.9B12.C1 
Strand 

End 15415 

Method AAT/NAP 

End 15415 

Score 405 



1..96, 3499. .3539, 5704. .5850, 5983. .6181, 7434. .7497, 
15276.. 15415 

(AF128457) putative receptor kinase [Oryza sativa subsp. indica] 



Seq. No. 19670 

Gene No. 41056 

Start 1 

Name OJ990826_15 . 9B12 . CI . ol . gs 

Start 394 

GI none 
Exons 



Seq. ID OJ990826_15. 9B12.C1 
Strand 

End 15415 

Method GENSCAN 

End 3753 

Score .48 



394. .455, 904. .994, 1644. .1748, 2723. .2869, 2909. .3008, 
3710. .3753 



Seq. No. 19670 

fiehe No. 41056 

Start 1 

Name OJ990826_15 . 9B12 . CI . o2 . gs 

Start 3938 

GI none 
Exons 



Seq. ID OJ990826_15. 9B12.C1 
Strand 

End 15415 

Method GENSCAN 

End 15259 

Score .45 



3938. .4574, 4954. .5055, 5358. .5655, 5680. .5850, 5945. .6237, 
6545. .6694, 7081. .7481, 7579. .7929, 8402. .8692, 8810. .8884, 
9521. .9675, 9767. .9934, 9964. .10279, 108 64 .. 11135, 11720 .. 11825 , 
12796. .12908, 13472 .. 13502, 14170 .. 144 94 , 15111.. 15259 



Seq. No. 19670 

Gene No. 41056 

Start 1 

Name OJ990826_15 . 9B12 . CI . o3 . np 

Start 5756 

GI 4539351 

Exons 5756. .5831, 7193. .7481, 7579. 



Seq. ID OJ990826_15. 9B12.C1 
Strand 

End 15415 

Method AAT/NAP 

End 10258 

Score 1045 

.7929, 8402. .8692, 8810. .8884, 



9521. .9675, 97 67. .10054, 10150. .10258 



19994 



kdI. uescnp. 


ifUjUj jj j?^ pULdLlvc 


\/J- ULClll 




is thaliana] 




Seq. No. 


19670 




Seq. ID 


OJ990826_ 


15.9B12 


.CI 


Gene No. 


41056 




Strand 


- 






o Lai L 






r nr j 


15415 






Name 


PiTQQ0ft9£ 1 S QR1 9 PI 


. oz\ gp 


Ma^ f ft 
L v Jc l. n.ou 


AAT/GAP 






Of ar f. 






PnH 


7392 






P T 


Z fl ft c. y 00 . 




Score 


746 






Exons 


cqcq 7^Q9 












Seq. No. 


19670 




Seq. ID 


OJ990826_ 


15.9B12 


.CI 


Gene No. 


41057 




Strand 


- 






Of 2 r~f 


1 £967 




PnH 


16770 






Name 


OTQQfifl9fi IS QR1 9 PI 


. Oj ■ qs 


L it! LI1UU 


GEN SCAN 






OLdlC 


1 £9£7 _ 






16770 






P T 


none 




Score 


.83 






Exons 


1 £967 1 £^90 1 fifiQfi 

IDlO / . . lOj^^f XDD-/0 


1 £770 










Seq. No. 


19670 




Seq. ID 


OJ990826_ 


15. 9B12 


.CI 


Gene No. 


41058 




Strand 


- 








9nm d 




J_il 1U 


20392 






Name 


PiTQQ0ft9fi 1 R QDi O pi 


. Oj. qp 


Mof fi 


AAT/GAP 






Of a *-■§- 

o tar l 






tina 


20392 






P T 






Score 


754 






Exons 


9nm 4 9n^Q9 * 












oeq. jno. 


i y d / u 




Seq. ID 


OJ990826_ 


15.9B12 


PI 


Gene No . 






Strand 








Start 


20756 




End 


22303 






Name 


OJ990826 15.9B12.C1 


. o4 . np 


Method 


AAT/NAP 






C f- >-+- 


907 R 
/ JO 




End 


22303 






P T 






Score 


438 






U 1 T"\ C 


907^6 9077Q 90ftR7 


9 1 00 ** 


21080. .21242, 21357. 


.21470, 






91679 917^Q 9999Q 


99 ?0 ^ 










bi uescnp, 


f aPOOQ"399 \ nnVnrn*in 1 


tr\ -y~ s~\ f £-\ 

pX OLclll 


[Arabidopsis thaliana] 




Seq. No. 


19670 




Seq. ID 


OJ990826_ 


15. 9B12 


.CI 


Gene No. 


41060 




Strand 








OtdiL 


9 Q9 




"End 


27715 






Name 


OTQQDP96 1 S Qftl 9 PI 


. o j . qs 


Method 


GENSCAN 






Cf 2 v>f 


9 c /I Q 9 
Z 0 ft y Z 




End 


27598 






P T 


none 




Score 


.7 






T7* v /-\ t"i C 

n»xons 


9SdQ9 9R^67 96QP7 
Z 3 *i :?Z . . z j j 0 / , z 0 ;7 0 / 


97 1 0 ^ 


27199. .27308, 27406. 


.27598 




oeq. wo. 


1 q £7 n 




Seq. ID 


OJ990826_ 


15.9B12 


PI 


Gene No. 


41060 




Strand 








Start 


25492 . 




End 


27715 






Name 


Pi7QQ0R9fi 1 R QR1 9 Pi 


• Ob. r^p 


Method 


AAT/NAP 






Of a v>f 






End 


27580 






P T 


£-71 /I / 1 "5 
D / 1 H. H. 1 J 




Score 


371 






Exons 


25495. .25567, 26987 


. . 27105, 


27199. .27308, 27406. 


.27580 




GI Descrip. 


(AC012328) unknown ] 


protein 


[Arabidopsis thaliana 


] 




Seq. No. 


19670 




Seq. ID 


OJ990826_ 


15. 9B12 


.CI 


Gene No. 


41060 




Strand 








Start 


25492 




End 


27715 






Name 


OJ990826 15.9B12.C1 


. o5 . gp 


Method 


AAT/GAP 







19995 



Start 


27199 






hjna 


Z / / ID 




none 






Score 




Exons 


27199. .27308, 27406. .27715 






Seq. No. 


19670 






Seq. ID 


OJ990826_15.9B12.C1 


Gene No. 


41061 






Strand 




Start 


41913 






End " 


45620 


Name 


OJ990826 15. 


9B12 


.Cl.o7.gs 


Method 


GENSCAN 


btart 


41913 






End 


45620 


GI 


none 






Score 


.66 


Exons 


41913. .42101 


, 42269..42343, 


42821. .42899, 4 3250 .. 4 337 9, 




43493. .43671, 44384 444 98, 


44930. .45067, 454 67 .. 4 5620 


Seq. No. 


19670 






Seq. ID 


OJ990826_15. 9B12.C1 


Gene No. 


41062 






Strand 




Start 


72181 






End 


73190 


Name 


OJ990826 15. 


9B12 


.Cl.o6.tm 


Method 


TBLASTX: Maize 


Start 


4100 






End 


4306 




none 






Score 


264 


Exons 


4100. .4306, 


4101 


. .4292 






Seq. No. 


19670 






Seq. ID 


OJ990826_15. 9B12.C1 


Gene No. 


41062 






Strand 




btart 


72181 






End 


73190 


Name 


OJ990826 15. 


9B12 


.Cl.oll.tm 


Method 


TBLASTX: Maize 


Start 


5753 






End 


6063 


GI 


none 






Score 


73 


Exons 


J/JJ. . DODO, 


0 / DO 


COCO CQQQ 


..5939, 5940. .6062, 5974. .6063 


Seq. No. 


19670 






Seq. ID 


OJ990826_15. 9B12.C1 


Gene No. 


41062 






Strand 




Start 


72181 






End 


73190 


Name 


OJ990826 15. 


9B12 


.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


7368 






End 


8587 


GI 


none 






Score 


89 


Exons 


7368. .7484, 


7384 


..7482, 7578 


..7610, 7579. .7932, 7769.-7927, 




8402. .8584, 


8402 


. .8587 






Seq. No. 


19670 






Seq. ID 


OJ990826_15. 9B12.C1 


Gene No. 


41062 






Strand 




Start 


72181 






End 


73190 


Name 


OJ990826 15. 


9B12 


.Cl.o3.ts 


Method 


TBLASTX: Soybean 


Start 


7383 






End 


7887 




none 






Score 


71 


Exons 


7383.-7484, 


7402 


..7482, 7578 


..7607, 7579. .7701, 7684. .7740, 




7735. .7887 










oeq. no. 


19670 






Seq. ID 


OJ990826_15. 9B12.C1 


Gene No. 


41-062 






Strand 




Start 


72181 






End 


73190 


Name 


OJ990826 15. 


9B12 


.Cl.o3.tc 


Method 


TBLASTX: Cress 


Start 


7798 






End 


8692 


GI 


none 






Score 


68 


Exons 


7798. .7932, 


7798 


..7932, 8402 


..8584, 8402. .8590, 8621. .8692 



Seq. No. 19670 Seq. ID OJ990826_15 . 9B12 . CI 

Gene No. 41062 Strand 



19996 



Start 
Name 
Start 
GI 

Exons 



72181 

OJ990826_15 . 9B12 .CI . ol2 . tm 

8621 

none 

8621.. 8692, 8622.. 8717, 8801. 



End 73190 
Method TBLASTX: Maize 
End 8899 
Score 99 
.8890, 8810.. 8899 



Seq. No. 19670 Seq. ID 

Gene No. 41062 Strand 

Start 72181 End 

Name OJ990826_15 . 9B12 . CI . o4 . ts Method 

Start 8825 End 

GI none Score 

Exons 8825.. 8899, 9548.. 9679, 9771.. 9896 



OJ990826_15.9B12.C1 
73190 

TBLASTX : Soybean 

9896 

161 



Seq. No. 19670 

Gene No. 41062 

Start 72181 

Name OJ99082 6_15 . 9B12 . CI . o2 . tm 

Start 9518 

GI none 

Exons 9518.. 9580, 9522.. 9581, 9581. 
9846.. 9884 



OJ990826_15.9B12.C1 
73190 

TBLASTX: Maize 

9890 

105 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9676, 9679. .9813, 9768.. 9890, 



Seq. No. 19670 

Gene No. 41062 

Start 72181 

Name OJ99082 6_15 . 9B12 . CI . o5 . tm 

Start 20740 

GI none 

Exons 20740. .20787, 2074 1 .. 20782 , 
20858. .21004, 21078 .. 21158 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20855 

21078 



OJ990826 15.9B12.C1 



73190 

TBLASTX: Maize 
21158 
58 

21004, 20857. .21033, 
21146, 21080.. 21157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19670 
41062 
72181 

OJ990826_15 . 9B12 . CI . o7 . tm 

21159 

none 



Seq. ID OJ990826_15.9B12.C1 
Strand 

End 73190 
Method TBLASTX: Maize 
End - 22349 
Score * 135 



21159. .21245, 21160 2 1237 , 21161 2 1292 , 21347 21472, 
21351. .21473, 21353 2 14 72, . 21666 .. 21740 , 21667 .. 21732, 



21671. .21754, 22228, 
22230. .22349 



,22308, 22229. .22309, 22229 .. 22309, 



Seq. No." 19670 
Gene No. 41062 
Start 72181 

Name OJ990826_15 . 9B12 . CI . ol . tm 

Start 25492 
GI none 
Exons 25492. 

26987. 

27407, 



.25569, 25493. 
.27106, 27184. 
.27580 



.25570, 
,27309, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25495 

27184 



OJ990826 15.9B12.C1 



73190 

TBLASTX: Maize 
27583 
128 

25572, 26986. .27108, 
27306, 27398. .27583, 



Seq. No. 19670 Seq. ID 

Gene No. 41062 Strand 

Start 72181 End 

Name OJ990826 15 . 9B12 . CI . ol . ts Method 



OJ990826_15. 9B12.C1 
73190 

TBLASTX : Soybean 



19997 



Start 
GI 

Exons 



25501 
none 

25501. .25584, 26986. 
27407 . .27589 



.27108, 



End 27589 
Score 71 
26987. .27100, 27184 .. 27306, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19670 
41062 
72181 

OJ990826_15.9B12.C1, 

26986 

none 

26986. .27108, 27184, 



ol .tc 



Seq.' ID OJ990826_15. 9B12.C1 
Strand 

End 73190 

Method TBLASTX : Cress 

End 27592 

Score 143 



.27306, 27407.. 27592 



19670 
41062 
72181 

OJ990826_15.9B12.Cl.ol.tw* 

26986 

none 

26986. .27108, 26987 .. 27106, 
27398. .27472, 27407 .. 274 51 , 



Seq. ID OJ990826_15. 9B12.C1 
Strand 

End 73190 

Method TBLASTX : Wheat 

End 27598 

Score 98 
27184 . .27306, 27 184 .. 27306, 
27473. .27598, 27482. .27598 



Seq. No. 19670 

Gene No. 41062 

Start 72181 

Name OJ990826_15 . 9B12 . CI . o2 . ts 

Start 30674 

GI none 

Exons 30674 . .30880, 30683 .. 30985, 



Seq. ID OJ990826_15.9B12.C1 
Strand 

End 73190 

Method TBLASTX : Soybean 

End 31453 

Score 302 
30736. .30969, 31334. .31453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



19670 
41062 
72181 

OJ990826_15 . 9B12 . CI . 08 . tm 

30674 

none 

30674. .30808, 30689 .. 307 96, 

19670 
4*1062 
72181 

OJ990826_15. 9B12 . CI . o2 . tc 

30683 

none 

30683. .30985, 30739.. 30969 

19670 
41062 
72181 

OJ990826_15.9B12.Cl.o9. tm 

37821 

none 

37821. .37949, 37822 .. 37 94 7 , 
38476. .38589, 38666.-38743, 

19670 
41062 



Seq. ID OJ990826_15.9B12.C1 
Strand 

End 73190 

Method TBLASTX : Maize 

End 30954 

Score 119 
30800. .30952, 30805. .30954 

Seq. ID OJ990826_15. 9B12.C1 
Strand 

End 73190 

Method TBLASTX: Cress 

End 30985 

Score 297 



Seq. ID OJ990826_15. 9B12.C1 
Strand 

End 73190 

Method TBLASTX : Maize 

End 38743 

Score 228 
384 75. .38570, 384 75. .38591, 
38667. .38741, 38 668. .38742 

Seq. ID OJ990826_15.9B12.C1 
Strand 



19998 



Start 


72181 


End 


73190 






Name 


ujyyuoiD id. ybi^ .li .04 . tm 


Method 


TBLASTX: Maize 




Start 


(Z 0 c c 0 
bZbOO 


. End 


63190 






GI 


none 


Score 


49 






Exons 


C C Q O O O O O T m ^OOOO 

DZDDO. .DZojtJ, bZ I 9 / . . bZODO , 


62827. .62901, 62828 


. . 62899, 






b^y oy . . Doio y , bzyo / . . boiyu 










Seq. No. 


19670 


Seq. ID 


OJ990826 


_15. 9B12 


.CI 


Gene No. 


41062 


Strand 








C*+- -i -v- +- 

o tar t 


/ z 10 1 


End 


73190 






Name 


ojyyuozb io.9Biz.ci.oiu.tm 


Method 


TBLASTX: Maize 




Start 


djj / y 


End 


63912 






bi 


none 


Score 


184 






Exons 


C3C."7Cl C"3TCfi 


63859. .63912, 63860 


. .63910 




Seq. No. 


19670 


Seq. ID 


OJ990826 


i c do 1 0 

lo . ytJiz 


.CI 


Gene No. 


41062 


Strand 








otart 


/ Z 1 o 1 


End 


73190 






Name 


OJyyUozb lo . yBiz . ci . 014 . gs 


Method 


GENSCAN 






Start 


/ z lo 1 


End 


73190 






GI 


none 


Score 


.81 






Exons 


701 Q1 "7 O O "7 R "7 O C /I "7 *7 O "7 T Q 
/ Zlo I . . / ZZ f 0 , 1 Z OH 1 . . / Z / lb , 


72863. .72911, 73015 


. .73190 




Seq. No. 


19671 


Seq. ID 


OJ990826 


_15.9B12, 


.C2 


Gene No. 


41063 


Strand 


+ 






Start 


0 n n 0 

ZUUo 


End 


2528 






Name 


OJ9908zb lo . 9Blz . Cz . ol . gs 


Method 


GENSCAN 






Start 


O A f\ O 

zOOo 


End 


2528 






GI 


none 


Score 


.73 






Exons 


onno onoQ ooto ocoq 
zUUo..ZUzy / Z00Z..Z0Z0 










Seq. No. 


19671 


Seq. ID 


OJ990826 


_15. 9B12, 


. Cz 


Gene No . 


41064 


Strand 


+ 






Start 


5994 


End 


15102 






Name 


OJ990826 15.9B12.C2.o3.gs 


Method 


GENSCAN 






o tart 


5994 


End 


14052 






GI 


none 


Score 


.61 






Exons 


5994. .6305, 9443. .9556, 10489 .. 10581, 


10970. .11059, 






1237 6. .124 62, 13228. .13288, 


13363. .13465, 13586 


. .13681, 






13848. . 14052 










Seq. No. 


19671 


Seq. ID 


OJ990826_ 


JL5.9B12. 


. Cz 


Gene No . 


41064 


Strand 


+ 






Start 


5994 


End 


15102 






Name 


OJ990826 15.9B12.C2.o2.gp 


Method 


AAT/GAP 






o tar t 


10436 


End 


11039 






GI 


46627 1.R1084 


Score 


935 






Exons 


10436. .10858, 10970. .11039 










GI Descrip. 


' 3402817 /emb | CAA07704J 2 . 0e- 


-35 (AJ007829) lacZ f 


? [Cloning 




pGreen] 1 










Seq. No. 


19671 


Seq. ID 


OJ990826_ 


JL5.9B12. 


.C2 


Gene No. 


41064 


Strand 


+ 






Start 


5994 


End 


15102 






Name 


OJ990826 15.9B12.C2.o2.np 


Method 


AAT/NAP 






Start 


10826 


End 


15102 






GI 


4895190 


Score 


749 







19999 



» # 

Exons 10826. .10858, 10970 .. 11059, 12376. . 12462, 12538 .. 12606, 

12875. .12955, 13034 13105, 13228 13287, 13365 .. 134 65, 

13586. .13681, 13761 .. 13807, . 13898 .. 13949, 13983 .. 1404 3, 
15031. .15102 



GI Descrip. 


(Huuu/Doij unKnown protein 


[Arabidopsis thaliana] 






beq. wo. 


i y d / 1 




Seq. ID 


OJ990826_15 


QR1 9 




Gene No . 


fi IUDj 




Strand 


+ 






otart 






End 


15483 






Name 


ujyyuo-cD j. d . ybiz . c*: . o*i . gp 




Method 


AAT/GAP 






btart 


1 cone 




End 


15483 








/111 CQQQ 




Score 


324 






Exons 


15305. . 15483 












beq . INO . 


19671 




Seq. ID 


OJ990826_15 


9B12 


.C2 


Gene No . 


41066 




Strand 








btart 


5142 




End 


5556 






Name 


OJ990826 15.9B12.C2.ol.gp 




Method 


AAT/GAP 






btar t 


5142 




End 


5556 








91923 1.R1084 




Score 


508 








5142. .5556 












GI Descrip. 


, 4006878/emb|CAB16796.1 | 7. 


Oe- 


-11 (Z99707) MAP3K-like protein 




kinase [Arabidopsis thaliana] 


i 








Seq. No. 


19671 




Seq. ID 


OJ990826_15 


9B12 


.C2 


Gene No. 


41067 




Strand 








Start 


5609 




End 


7613 






Name 


OJ990826 15.9B12.C2.ol.np 




Method 


AAT/NAP 






Start 


5609 




End 


7613 






GI 


6907106 




Score 


387 






Exons 


5609.. 5801, 5875.. 6090, 7579. 


.7613 









GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


19671 


Seq. ID 


OJ990826_15.9B12.C2 


Gene No. 


41068 


Strand 




Start 


18352 


End 


20939 


Name 


OJ990826 15.9B12.C2.o3.np 


Method 


AAT/NAP 


Start 


18352 


End 


20939 


GI 


4895189 


Score 


243 


Exons 


18352. . 18577, 204 58 .. 20624 , 


20733. .20939 


GI Descrip. 


(AC007661) unknown protein [Arabidopsis thaliana] 


Seq. No. 


19671 


Seq. ID 


"OJ990826_15.9B12.C2 


Gene No. 


41069 


Strand 




Start 


25475 


End. 


26915 


Name 


OJ990826 15.9B12.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


5715 


End 


6053 


GI 


none 


Score 


135 


Exons 


5715.. 5771, 5716.. 5844, 5716 


..5829, 57E 


10. .5845, 5783. .5884, 




5849.. 6043, 5859.. 6029, 5859 


..5936, 5861.. 6052, 5862.. 6053 


Seq. No. 


19671 


Seq. ID 


OJ990826_15.9B12.C2 


Gene No. 


41069 


Strand 




Start 


25475 


End 


26915 


Name 


OJ990826 15.9B12.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


10834 


End 


13288 



20000 



